start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1163 End 1829 

none Score 160 

1163. .1315, 1166. .1285, 1283. .1390, 1285. .1389, 1372. .1797, 

1391. .1816, 1794. .1829 



46431 Seq. ID 

98556 Strand 

1396 End • 

OJ000126_11 . 0323 . C16 . ol . tm Method 

1357 End 

none Score 



OJ000126_11.0323.C16 
1853 

TBLASTX: Maize 

1853 

795 



1357. .1848, 1358. .1846, 1359. .1853, 1674. .1850 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126 11.0323.C16 



1853 
AAT/GAP 
1849 
900 



46431 
98556 
1396 

OJ00012 6_11.0323.C16.o3.gp 
1396 

24570_1.R1'084 
1396. .1849 

'131251/sp|P12094 |PSBA_ORYSA 8.0e-56 PHOTOSYSTEM Q{B) PROTEIN 
(32 KD THYLAKOID MEMBRANE PROTEIN) (PHOTOSYSTEM II PROTEIN Dl ) 

>gi_72661_pir FMRZ32 photosystem II protein Dl precursor - rice 

chloroplast >gi_11958_emb_CAA34007_ (X15901) PSII 32kDa protein 
[Oryza sativa] >gi_343212 (M36191) Q-B protein (psbA) [Ofyza 

sativa] >gi_22624 9_prf 1503143A psbA gene [Oryza sativa] 

>gi 226406_prf 15' 



Seq. No. 


46431 






Seq. ID 


OJ000126 


__11.0323.C16 


Gene No. 


98556 






Strand ■ 






Start 


1396 






End 


1853 




Name 


OJ000126 11.0323. 


C16.01. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


1538 






End 


1853 




GI 


none 






Score 


425 




Exons 


1538.. 1843, 1538. 


.1834, 


1540. 


.1842, 1674. .1853 




Seq. No. 


46432 






Seq. ID 


OJ000126 


_11.0323.C18 


Gene No. 


98557 






Strand 


+ 




Start 


5568 






End 


6025 




Name 


OJ000126 11.0323. 


C18 .o3. 


gp 


Method 


AAT/GAP 




Start 


5568 






End 


6025 




GI 


2231 2.R1084 






Score 


844 




Exons 


■ 5568.. 6025 












GI Descrip. 


■'11957/emb|X15901 


1 CHOSXX 


l.Oe- 


-145 Rice 


complete 


chloroplast 




genome ' . . . . 













Seq. No. 46432 Seq. ID OJ00012 6_11 . 0323 . C18 

Gene No. 98558 Strand + 

Start 6121 End 7009 

Name OJ000126_11 . 0323 . C18 . o4 . gp Method AAT/GAP 

Start 6121 End 7009 

GI 7587_1.R1084 Score 1675 

Exons 6121.. 7009 

GI Descrip.' ' 131283/sp i P12158 | PSBC_ORYSA 2.0e-85 
REACTION CENTER PROTEIN (P6 PROTEIN) 

>gi_72710_pir F2RZ44 photosystem II chlorophyll a-binding 

protein psbC - rice chloroplast >gi_ll 965_emb_CAA34 014_ (X15901) 



PHOTOSYSTEM II 
(CP43) 



44 KD 



48001 



PSII 43k:Da protein [Oryza sativa] * 



Seq. No. 46432 Seq. ID 

Gene No. 98559 Strand 

Start 7064 End* 

Name OJ000126_11 . 0323 . CIS . o5 . gp Method 

Start 7064 End 

GI 5607533 Score 

Exons. 7064.-7445 

GI Descrip. 11957/emb | X15901I CHOSXX l.Oe-145 Rice complete chloroplast 
genome 



OJ000126_11.0323.C18 
+ 

7445 
AAT/GAP 
7445 
605 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



46432 Seq. ID 

98560 Strand 

12092 End 

OJ000126_11 . 0323 .018 .08 . gp Method 

12092 End 

.1036999 Score 
12092. .12203 

11957/emb 1X15901 1 CHOSXX 2.0e-52 Rice complete chloroplast genome 



OJ00pl26_ll.0323.C18 
+ 

12203 
AAT/GAP 
12203 
198 



46432 Seq. ID 

98561 Strand 

12277 End 
OJ000126_ll,0323.C18.o9.gp Method 

12277 End 

LIB3432-021-P1-K1-A3 Score 
12277. .12422 

'11957/emb 1X15901 1 CHOSXX l.Oe-52 Rice complete chloroplast 
genome ' 



OJ000126_11.0323.C18 
+ 

12422 
AAT/GAP 
12422 
213 



OJ000126_11.0323.C18 
+ 

26448 
AAT/GAP 
26448 
1070 



Seq. No. 46432 Seq. ID 

Gene No. 98562 Strand 

Start 25906 End 

Name OJ000126_11 . 0323 , C18 . ol2 . gp Method 

Start 25906 End 

GI 42732_1.R1084 Score 

Exons ■ • 25906. .2 64 4'8 

GI Descrip. ' 114 657 /sp | P12083 | ATPI_ORYSA 3.0e-76 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67 926_pir LWRZ6 H+-transporting ATP 

synthase (EC 3,6.1.34) chain a - rice chloroplast 
>gi_11975_emb_CAA33990_ {X15901) ATPase a subunit [Oryza sativa] 
>gi_22 6693_prf 1603356U ATPase a [Oryza sativa] ' 



OJ000.126_11.0323.,C18. 
+ 

26859 
AAT/GAP 
26859 
734 



Seq. No. . 46432 Seq. ID 

Gene No. 98563 Strand 

Start 26489 End 

Name OJ000126_11 . 0323 . C18 . ol3 . gp Method 

Start 26489 End 

GI LIB3477-011-P1-K1-C10 Score 

Exons 26489.. 26859 

GI Descrip. ' 114 657 /sp | P12083 | ATPI_ORYSA 2.0e-34 ATP SYNTHASE A CHAIN 

PRECURSOR (SUBUNIT IV) >gi_67 92 6_pir LWRZ6 H+-transporting ATP 

synthase (EC 3.6.1.34) chain a - rice chloroplast 
' >gi_H975_emb_CAA33990_ {X15901) ATPase a subunit [Oryza sativa] 
>gi_226693_prf 1603356U ATPase a [Oryza sativa] ' 



48002 



OJ000126_11.0323.C18 
+ 

29999 
AAT/GAP 
.29999 
484 



Seq. No. 46432 Seq.. ID 

Gene No. 98564 - Strand 

Start 29758 End 

Name OJ00012 6_11 . 0323 . C18 . ol6 . gp Method 

Start 29758 End 

GI 5005311 Score 

Exons 29758.. 29999 

GI Descrip. 114 521/sp | P12084 | ATPA_ORYSA l.Oe-78 ATP SYNTHASE ALPHA CHAIN 

>gi_67827_pir PWRZA H+-transporting ATP synthase (EC 3.6.1.34) 

alpha chain - rice chloroplast >gi_ll 97 9__emb_CAA33993_ (X15901) 

ATPase alpha subunit [Oryza sativa] >gi_226696_prf 1603356X 

ATPase alpha [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46432 Seq. ID OJ000126_11 . 0323 . CIS 

98565 Strand 

18 End 1264 

OJ00012 6_11.0323.C18 .ol .gp Method AAT/GAP 

18 End 1264 

uC-osf Icyp086a01al ' Score 851 

18. .208, 1019. .1264 

'133806/sp|P25875|RR16_HORVU 5.0e-37 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S16 >gi_282999_pir S28766 ribosomal protein S16 - 

barley chloroplast >gi_11603_emb_CAA36973_ {X52765) ribosomal 
protein rpsl6 [Hordeum vulgare] * 



Seq. No. 46432 

Gene No. 98566 

Start 1345 

Name OJ00012 6_11 . 0323 . C18 . o2 . gp 

Start 1345 

GI uC-osflcyp086a01bl 

Exons 1345.. 1795 

GI Descrip. ' 11 957/emb | X15901 | CHOSXX 1. 
genome ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11.0323.C18' 

1795. 
AAT/GAP 
1795 
902 



Oe-135 Rice complete chloroplast 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46432 Seq. ID 

98567 - Strand ■ 

7327 End 
OJ000126_11. 0323.C18.o6.gp Method 

7327 End 

45273_1.R1084 Score 
7327. .7785 

'1022811 4.0e-21 {U37703) ORE 62 [Hordeum vulgare]' 



OJ000126_11.0323.C18 

7785 
AAT/GAP 
7785 
850 



46432 
98568 
14506 

OJ000126_11.0323.C18.ol0.gp 

14506 

5607624 

14506. . 14636 

287391/dbj I D13111 IRICMT15 1. 
rpoB pseudogene 



Seq, ID 

Strand 

End 

Method 

End 

Score 



,OJ000126_1,1.0323.C18 

14636 
AAT/GAP 
14636 
215 



Oe-178 Oryza sativa mitochondrial 



Seq. No. 
Gene No. 
Start 



46432 
98569 
21858 



Seq. ID 

Strand 

End 



OJ000126 11.0323.C18 



21943 



4-8003 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



Seq. No. 

Gene No. 
M Start 
L 3 Name 
f5 Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000126_11. 0323. C18. oil. gp Method AAT/GAP 
21858 End 21943 

LIB3432-013-P1-K1-E3 Score 133 

21858. .21943 

'133446/sp|P12093|RPOD_ORYSA 3.0e-09 DNA-DIRECTED RNA POLYMERASE 

BETA" CHAIN >gi_6698 6_pir RNRZC2 DNA-directed RNA polymerase 

■{EC 2.7.7.6) beta'* -2 chain - rice chloroplast 

>gi_11973_emb_CAA33988_ {X15901) RNA polymerase beta** subunit-2 
[Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_11.0323.C18 

28564 
AAT/GAP 
28564 
1986 



46432 
98570 
27524 

OJ00012 6_11.0323.C18.ol4.gp 
27524 

2721_1.R1084 
27524. .28564 

*114622/sp| P1208'7 |ATPF_ORYSA l.Oe-20 ATP- SYNTHASE B CHAIN 

(SUBUNIT I) >gi_67929_pir LWRZl H+'transporting ATP synthase 

(EC 3.6.1.34) chain 1 - rice chloroplast 

>gi_669080_emb_CAA33992_ (X15901) ATPase I subunit [Oryza ■ 
sativa] >gi__226695_prf 1603356W ATPase I [Oryza sativa] * 



46432 

98571 

28602 

OJOOOl 

12 

none 
12. .25 
525. .5 
855. .8 
997. .1 



26 ■ll.0323.C18.ol2.ts 



Seq. ID OJ000126_11.0323.C18 
Strand 

End 29998 
_ Method TBLASTX: Soybean 

End 1135 
Score 251 

1, 13. .240, 213. .284, 218. .310, 222. .320, 480. .527, 
75, 533. .574, 578. .610, 728. .835, 749. .850, 853. .891, 
93, 904. .966, 913. .966, 941. .1000, 955. .1005, 997. .1071, 
086, 1111. .1131, 1112. .1135 



46432 
98571 
28602 

OJ000126_11.0323.C18.o23.tc 
87 

none 



87. .272, 87. .266, 88. .273, 179. .274 



Seq. ID OJ000126_11.0323.C18 
Strand 

End 29998 

Method TBLASTX : Cress 

End 274 

Score 134 



46432 ' 
98571 
28602 . 

OJ00012 6_11.0323.C18 .olO.tm 

615 . 

none 



Seq. ID OJ000126_11.0323.C18 
Strand- 
End 29998 
Method TBLASTX .-Maize 
End 1244 
Score ■ 100 



615. .695, 615. .710, 616. .699, 702. .845; 722. .889, 755. .892, 
769. .903, 865. .1143, 877. .1137, 891 .. 1145, • 1133 .. 1165, 
1166. .1216, 1167. .1199, 1194. .1241, 1200. .1244 



46432 
98571 
28602 

OJ00012 6_11.0323.C18 .ol7.tm 
2341 



Seq. ID OJ000126_11.0323.C18 

Strand .^y- 

End ' 29998 

Method TBLASTX : Maize 

End 2907 



48004 



GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



none 

2341.. 2475/ 2348.. 2476, 2349. 

2652.. 2801, 2653.. 2805, 2804, 

2855. .2905, 2855. .2905, 2866, 

46432 
98571 
28602 

OJa00126_11.0323.C18.ol.tc 

2477 

none 

2477. .2650, 5421. .6257, 5421. 
5767.. 6351, 5965.. 6861, 5972. 



Score 208 

.2477, 2651.. 2800, 2651.. 2800, 
.2869, 2805. .2867, 2807. .2869, 
.2907 

Seq. ID OJ000126_11.0323.C18 
Strand 

End 29998 
Method TBLASTX : Cress 
End 6862 
Score 78 

.5708, 5425. .5916, 5763. .6359, 
.6862 



Seq. No. 46432 

Gene No. 98571 

Start 28602 

;.-Name ■OJ000126_11 . 0323 . C18 . ol 

Start 2477 

GI none 

Exons 2477., 2650, 5964.. 6257, 
5972. . 6499, 6399. , 6503, 
6478. .6597, 6479. ,6595 

Seq.. No. 4 6432 , - 

Gene No. 98571 

Start ,28602 

Name OJ00012 6_11 . 0323 . C18 . ol 

Start 2477 

GI none 

Exons 2477.. 2650, 5401.. 6345, 
5965.. 6858, 5972.. 6895 

Seq. No. 46432 

Gene No. 98571 

Start 28602 

Name OJ000126_11 . 0323 . C18 . o4 

Start 2477 

GI none 

Exons 2477.. 2650, 5949.. 6356, 
5972. .6433 

Seq. No. 46432 

Gene No. 98571 

Start 28 602 

Name OJ00012 6_11 . 0323 , C18 . ol 

Start 2651 
GI •■' none 

Exons 2651,. 2770, 2653.. 275.4, 
3124. .3252, 3293. .3388 

Seq. No. 46432 

Gene No. ' 98571 

Start 28602 

Name OJ00012 6__11 . 0323 . C18 . o2 

Start 2908 

GI none 



Seq, ID OJ000126_11.0323.C18 
Strand 

End 29998 
.tw .Method TBLASTX: Wheat 

End 6597 

Score 75 
5964. .6359, 5965. .6351, 5965. .6498, 
64 05. .6518, 6418. .6519, 64 62. .6596, 



Seq, ID OJ000126_11.0323.C18 

Strand ' - 

End 29998 

.ts Method TBLASTX : Soybean 

End 6895 

Score 76 
5401. .5916, 5750. .5917, 5763. .6359, 



Seq. ID OJ000126_11.0323.C18 
Strand 

End 29998 

.tmv Method TBLASTX: Maize 

End "■ 64 35 

Score 77 
5950,. 6345, 5954.. 6433, 5965.. 6435, 



Seq, ID OJ000126_11.0323.C18 
Strand 

End .29998 . 

5.ts Method TBLASTX: Soybean 
End 3388 
Score 154 
3122.. 3250, 3123.. 3251, 3123.. 3248, 



Seq. ID OJ000126_11.0323.C18 
Strand 

End 29998 

7.tm Method TBLASTX : Maize 

End 3115 

Score 86 



48005 



P von Q 




2910 


9978 


2967 . 


.3023, 2977. .3042, 


9978 3034 




3003 3113 


3008 


31 1 S 

. • «J X X ^ , 


3017 . 


. 3115 






Seq. No.. 


46432 








Seq. ID 


OJ000126 


_11. 0323.018 


Gene No. 


98571 








Strand 






Start 


28602 








End 


29998 




Name 


OJ00012 6 11 


. 0323 


C18 02"^ 


► . tc 


Method 


TBLASTX : 


Cress 


Start 


3108 ~ 








End 


3388 




GI 


none 








Score 


215 






3108 32S1 


3121 


. . 3264 , 


3121 . 


.3264, 3362. .3388, 


3369 3'^88 


O C ■ Vi\J » 


4 64 32 








Seq. ID 


OJ000126 


11 0393 rift 




98571 








Strand 






Start 


28 602 








End 


29998 




Name 


OJ000126 11 


.0323 


.C18.015 


1 . tm 


Method 


TBLASTX: 


Maize 


Start 


3460 








End 


3888 




GI 


none 








Score 


95 






34 60 3525- 


34 61 


3 S9 6 


3462 . 


.3527, 3511.. 3570, 


3S19 3S68 




3S16 3590 


3517 


362 1 , 


3596 . 


.3625, 3626.. 3742, 


3697 3764 




3644 3766 


3722 


. 3784 , 


3722 . 


.3784, 3791. .3886, 


3791 3R71 




3793 3888 


3793 


3888 










^(^n Kin 


4 64 32 








Seq. ID 


OJ000126 


11 0 39 3 rift 


can P Mn 


-J / X 








Strand 






O U CI ^ u 


9fi fin? 








End 


29998 




Name 


OJ000126 11 


.0323 


.C18.O10 


1 . tw 


Method 


TBLASTX: 


Wheat 


start 


3565 








End 


4120 




GI 


none 








Score 


57 




pi' V n n Q 




3SQfi 

O -J _7 U 


* . «J vJ ^ J , 


3fi1 4 

O VJ X T . 


.3706, 3619.. 3705, 


3697 ^707 






J U O X 


37 R9 


O U -7 _7 • 


.3740, 3701.. 3790, 


3701 37S1 




371 0 37ft4 


379fi 


37Q7 


37ft Q 


.3914, 3791.. 3904, 


3ftft3 4077 




3901 4041 


3930 


. 4052, 


4001 . 


.4087, 4046. .4120 




O C ■ IN W • 


4 6432 








Seq. ID 


OJ000126 


11 0 39^ rift 

XX. W-^^sJ .v^xo 


Gene No. 


98571 








Strand 






Start 


28602 








End 


29998 




Name 


OJ00012 6 11 


. 0323 


C18 o28 


. tm 


Method 


TBLASTX: 


Mai ze 


Start 


3890 ~ 








End 


4130 




GI 


none 








Score 


181 






3890 4027 


3901 


.4026, 


3Q01 


.4029, 4031. .4075, 


4034 40ft7 




4036 4077 


4065 


4130, 


4067 . 


.4120 






O C • L\KJ t 


46432 








Seq. ID 


OJ000126 


11 039 3 rift 


f^f^np Mo 


98571 








Strand 






O U d i. L. 


^ O \J \J ^ 








End 


29998. 




Name 


OJ000126 11 


.0323 


.018. oil 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


4121 








End 


4494 




GI 


none 








Score 


44 




Exon s 


4191 41'=»3 


4194 

*i X *i 


4171 

> • n X / X , 


4 1 9 Q 

*3 X 4C. _7 . 


.4170, 4143. .4172, 


4163 491Q 




417 3 4 990 


4 177 


4 9 91 


4 17ft 
1 X / o . 


.4222, 4209. .4235, 


4 9 9 0 4 34 9 




4221. .4346, 


4222 


. .4347, 


4222. 


.4347, 4345. .4362, 


4374 . .4490, 




4378. .4494, 


4378 


. .4494 










Seq. No. 


46432 








Seq. ID 


OJ000126 


_11. 0323. 018 


Gene No. 


. 98571 








Strand 






Start 


28602 








End 


29998 




Name 


OJ000126 11 


.0323 


.018. o3. 


ts 


Method 


TBLASTX: 


Soybean 



48006 






H J f ^ 








HjIICJ. 


SI 

«J X J? J 




O -L 


n Ti o 










1 ^SS 
± J ^ u 








4 "^R fi 

*4 J O U . 


SI Q9 










Seq. No. 


46432 








Seq. ID 


OJ000126_11.0323 


.C18 


Gene No. 


98571 








Strand 






O L. O i. L. 


fin:? 

^ o u vj ^ 








End . 


29998 






n.Tonni pfi it 


. \j ~j ^ ~j ^ 


ri R nfi 




Method 


TBL'ASTX: Cress 




O L. CL i. I. 


4 4^4 ~ 

*i *i J *d 








End 


4806 






1 iVjiiC 








Score 


447 






44^4 4RnS 


4 4^4 

*i *i J *i . 


4Rns 


4 4 "^S 


.4806, 4435. .4806 




Seq. No, 


46432 








Seq. ID 


OJ000126_11.0323 


.C18 


Gene No. 


98571 








Strand 


- 




q-f- 3 rh 

O L_ d -L I- 


^ o u u ^ 








End 


29998 






WUUVJvX^U XX. 


n^? ^ 
• u jz J . 


ri R nR 


. l_ilL 


Method 


TBLASTX: Maize 




qt- 3 r1- 


474 ~ 








End 


5168 




ox 










Score 


671 




Exons 




474 7 


SI fifi 

. O X D O 










Seq. No. 


46432 








Seq. ID 


OJ000126_11.0323. 


.C18 


Gene No. 


98571 








Strand 








^ O vj U ^ 








End 


29998 




Nsme 


^^UUUUX^D XX. 


. u oz o * 


n R nQ 




Method 


TBLASTX: Cress " 






4RQn ~ 

*i O U 








End 


5219 






none 








Score 


521 






4 R QD S9 1 Q 


4 R Q4 


S91 7 










Seq. No. 


46432 








Seq. ID 


OJ000126_11.0323, 


.C18 


Gene No. 


98571 








Strand 






q-f- a ri- 

O L- d i. u 


9fl fin? 

^ o u w ^ 








End 


29998 




Nsme 


WuVJUUXZO XX. 


n ^9 ^ 

. u o z o . 


n R 
X o . u o . 




Method 


TBLASTX: Wheat 




O U dX L. 


4 Qfin ~ 








End 


5403 






none 








Score 


43 








4 QRn 


S4n9 


4 QR 1 


.5403, 4987. .5403 




Seq. No. 


46432 








ISeq. ID 


OJ000126_11.0323. 


.C18 


Gene No. 


98571 








Strand 






q-|- a -r-h 
o u d i- i_ 


9R fin9 








End 


29998 




Ma mo 

LN dlLlC 


n.innni 9fi t i 

WUUUUXZD XX« 


n^9 ^ 


PI fl nS 


> LUl 


Method 


TBLASTX: Maize 




q+- a r-h 


S4 fi9 ~ 
O *1 o z 








End 


5913 














Score 


754 






S4 fi9 S71 ^ 


S4 fi4 

J *i U ri • 


SQ1 ^ 

• J X J / 


S4 fiS 

sJ ri D J . 


.5911 






o . LN L/ . 


4 fi4 ^9 

4 Ufi OZ 








Seq. ID 


OJ000126_11.0323. 


.C18 


Gene No. 


98571 








Strand 






Start 


28602 








End 


29998 




Name 


\JO\J\J\J L^Kj XX. 


n ^9 ^ 
. u oz o • 


n R o7 


■Hut 


Method 


TBLASTX: Wheat 




q+- a -r-l- 


O J DO 








End 


5964 






none 








Score 


578 




Exons 




R R ^ 
3 O 0 0 . 


S 007 


R S ^^7 


.5962, 5750.. 5911, 5763.. 5963, 




5161 , .5964 














Seq. No. 


4 64 32 








Seq. ID 


OJ000126_11.0323. 


,C18 


Gene No; 


98571 








Strand 






Start 


28602 








End 


29998 




Name 


OJ000126 11. 


0323. 


C18.07. 


tm 


Method 


TBLASTX: Maize 





48007 



start 


6435 










End 


6898 




GI 


none 










Score 


668 




R vnn <? 

1-J \^ i i 4^ 


6435. 


. 6869, 


6436 . 


> • O J J , 


64 36 . 


.6870, 6437. .6871, 


fiftfifi fiftQft 
\J fj \J \J * .uo^o. 




6867. 


. 6896 














Qprr No 


46432 










Seq. ID 


OJ000126 


; 11 0^9^ rift 


Gene No. 


98571 










Strand 






Start 


28602 










End 


29998 




Name 


OJ000126 11. 


0323 


C18 o9 


tw 


Method 


TBLASTX : 


Wheat 


Start 


6598 










End 


6961 




GI 


none 










Score 


390 




F. V n n 


6598. 


. 6855, 


6600 . 


. 6896, 


6600 . 


.6896, 6867. .6950, 


6889. .6960, 




6890. 


. 6961 














Sea No 


46432 










Seq. ID 


OJ000126 


1 1 0^9? n ft 


Gene No. 


98571 










Strand 






Start 


28602 










End 


29998 




Name 


OJ000126 11, 


. 0323 . 


C18 . ol3 


i . t s 


Method 


TBLASTX: 


o \j y kjsz Qi 1 


Start 


7088 










End 


7665 


GI 


none 










Score 


68 




F. V n n s 


7088. 


.7144, 


7139 . 


.7171, 


7342 . 


.7389,. 7433. .7657, 


7441 76fiS 




7441 . 


.7653 
















46432 










Seq. ID 


OJ000126 


1 1 0*^9 PI ft 




98571 










Strand 






Start 


28602 










End 


29998 




Name 


OJ000126 11. 


0323. 


018. oil 


. tm 


Method 


TBLASTX: 


Maize 


Start 


7135 










End 


7765 




GI 


none 










Score 


77 




F, vnn *=j 

i-J 1 1 o 


7135. , 


.7224, 


7136 . 


. 7183, 


7195. 


.7233, 7322. .7420, 


7??fi 7499 

/^^VJ. . f H ^ ^ f 




7337. , 


.7420, 


7341. 


.7439, 


7377 . 


.7691, 7387.. 7692, 


7491 7fiCi? 




7423. , 


.7695, 


7706 . 


. 7750, 


7711. 


.7749, 7724. .7765 




Sea No 


46432 










Seq. ID 


OJ000126 


1 1 0^9^^ n ft 


Gene No. 


98571 










Strand. 






Start 


28602 










End ■-. ' 


29998 




Name 


OJ000126 11. 


0323 . 


n ft 


. tc 


Method ■. 


TBLASTX : 


Vw^-L C O O 


Start 


7136 










End 


7665 




GI 


none 










Score 


45 




Fx on *=i 


7136. , 


.7174, 


7215 . 


. 7283, 


724 6. 


.7278, 7344. .7391, 


7 "^4 4 7^7^ 




7436. , 


.7660, 


7441 , 


. 7665, 


7441. 


.7653, 74- 


42. .7654, 


7 4 4 Q 7 fi(^4 


Seq. No. 


46432 










Seq. ID ■ 


OJ000126 


_11.0323.C18 


Gene No. 


98571 










Strand 






Start 


28602 










End 


29998. 




Name 


OJ000126 11. 


\J o ^ o , 


n ft o^n 

^ ± O > DOKJ 




Method 


TBLASTX:! 


via. J. z. 


Start 


8163 










End 


8475 




GI 


none 










Score 


44 




Rvon 


8163. . 


8189, 


CJ J J. ,J • 


ft ^QO 


ft ^1 7 


.8475, 8319. .8474, 


ft'^9n ft47R 


Seq. No. 


46432 










Seq. ID 


OJ000126 


11 0323 C18 


Gene No. 


98571 










Strand 






Start 


28602 










•End 


29998 




Name 


OJ000126 11. 


0323. 


C18.023 


.tm 


Method 


TBLASTX:! 


Maize 


Start 


9004 










End 


9276 




GI 


none 










Score 


86 




Exons 


9004 . . 


9072, 


9005. 


. 9094, 


9054 . 


.9158, 9062. .9199, 


9062. .9202, 



48008 



9064.. 9243, 9191.. 9274, 9192.. 9275, 9193.. 9276, 9193.. 9276 



*^fsrT No 


46432 

*± U rt J 




9po 70 

. XIJ 


OtlOOOIPfi 11 0191 




O J / X 




o L X di iLi 




O L- d J. L. 


^ o o u ^ 






299Qft 

z> \j 


IN CllllC 


o,Tnnni9fi it nft 


n9 6 +-Tn 


Mo "J- hoH 


TR7.A9Ty • Ms -i 70 




10911 ~ 

J.\J £. X ± 






10414 

X W 1 X T 








QOO T'O 

ot— wx c 


106 

X\J \J 


Exons 


10211. . 10285, 10213. 


.10284, 


10271. ,104 


14, 10279. .10404 


•^prr No 

O C ^ • L\ ^_<f • 


4 64 '^2 






OL7nn01 96 11 0191 




y o ^ f X 




c-|- nH 
o i_ X di ivj. 




O Ldi- L 


^ o u u ^ 






9QQQft 


LNdlLLC 


0.1000196 11 039^^ rift 


o9 6 -ho 


Mo "t" h oH 


TR7.A^Ty • r-ro d q 


O LdX L 


1 1 96Q ~ 

X X o ^ 




£-ji lU 


11406 

X X *i U 0 








Q OO 'K'O 


1 Q1 
X X 


Exons 


1196Q 11406 119 6Q 


1 1 406 

, 1 X ^ U D 






Seq. No. 


46432 




Seq, ID 


OJ000126_11,0323 




Qft S71 




Strand 




O Ldi L 


9Pl 609 




End 


29998 




0.70001 96 1 1 0'^9'^ rift 

KJO \J\J\J x^Kj XX,UO^D,\^XO 


o9 4 -hTTi 
. 4 . LIU 


Method 


TBLASTX: Maize 


O Ldi. L 


1 1 97 ' ~ 

X X / J 




End 


11541 




none 




Score 


250 


Exons ' 


1 1 97 R 114'^Q 1197^ 
XX^ / J. , X X H. o y f X x^ ID, 


1 1 4 R7 


11276, .11458, -11298. .11465, 




11503. .11541 








O t:r ^ . LNi^ ■ 


4 64 19 

■i O *1 J ^ 




Seq. ID 


OJ000126_11,0323 




Qft ^71 




Strand 




o CdX u 


9ft 609 




End 


29998 


IN dlLLC 


0,70001 96 1 1 0191 rift 

WUUUUXt.D XX.UO^O.wXO 


o1 7 -he: 


Method 


TBLASTX : Soybean 


O U d i. L. 


1 9017 ~ 




End 


12334 




none 




Score 


60 


Exons 


19017 19144 19166 

X^yj O f ■ .X^X*i4, XZXDD. 


1 91 QS 

. X^ X^D / 


12206, .12334, 12212.. 12322 


Seq. No. 


46432 


< 


Seq. ID 


OJ000126_11,0323 




qft ^7 1 




Strand 




O Ldl. L 


9ft609 
^ o u u ^ 




End ' 


29998 


Ma mo 
IN diiltr 


O.70001 96 1 1 0191 rift 


o97 +- o 


Method 


TBLASTX: Cress 


O u d I. L 


190^0 

X U J u 




End 


12376 




none 




Score 


41 




1 90S0 19100 1 90S1 


19100 
. X Z X u u , 


12098. .121 


69, 1216.6, .12213, 




19901 1914Q 1990S 


19194 


12215, , 123 


76 ■ 


Coo Mo 


4 64 19 




Seq. ID 


OJ00012 6_11,0323 




Qft S7 1 




Strand 




Start 


28602 




End 


29998 


Name 


OJ000126 11.0323.C18, 


. o6 . tm 


Method 


TBLASTX: Maize 


Start 


12127 




End 


12699 


GI 


none 




Score 


79 


Exons 


12127. ,12168, 12128, . 


.12169, 


12143. . 122 


14, 12162. .12209, 




12199. .12375, 12203.. 


.12376, 


12207. .12383, 12352 .. 12582 , 




12354 . .12581, 12373.. 


.12582, 


12412. .124-65, 12414 124 61 , 




12574. .12618, 12577.. 


.12621, 


12604, .12693, 12610 .. 12 699, 




12650.. 12697 








Seq. No. 


46432 




Seq. ID 


OJ000126_11.0323. 



48009 



Gene No, 

Start 

Name 

Start 

GI 

Exons 



98571 Strand 

28602 End 

OJ000126_11.0323.C18.ol3.tw Method 

12166 End 

none Score 



29998 

TBLASTX: Wheat 

12364 

50 



12166. .12213, 12167. .12214, 12203 .. 12364 , 12205 .. 12324 , 
12215. .12358 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46432 
98571 
28602 

OJ00012 6_11.0323.C18.ol2.tw 
12412 



none 

12412. 

12505, 

12732. 

12813. 



12483, 12413. 
12585, 12516. 



.12818, 
.12854, 



12740. 
12947. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126 11.0323.C18 



29998 

TBLASTX: Wheat 
12996 
73 

12504, 12482. .12502, 
12648, 12556. .12636, 
12835, 12745. . 12822, 12800 .. 128 68 , 
12988, 12949. . 12996 



.12484, 12481. 
,12581, 12517. 



Seq. No. 46432" Seq. ID 

Gene No. 98571 Strand 

Start 28602 End 

Name OJ000126_11 . 0323 . 018 . ol6 . ts Method 

Start 13068 End 

GI none , Score 

Exons 13068. .13196, 13083.. 13205 



OJ000126_11.0323.C18 
29998 

TBLASTX: Soybean 

13205 

128 



Seq. No. 46432 

Gene No. 98571 

Start 28602 

Name OJ000126_11 . 0323 . Cl^ 

Start 14558 

GI none 

Exons 14558. .14593, 14563, 

14611. .14685, 14735, 
14745. .15008, 15010. 
15021. .15128 



End 

. ol3.tc Method 
End 
Score 



Seq. ID OJ000126_11.0323.C1? 
Strand 

29998 

TBLASTX: Cress 
15128 
38 



14592, 14610. . 14684, 14 610 .. 14 684 , 
15007, 14743. . 15009, 14743 .. 15006, 
15126, 15011. .15121, 15021. . 1512-8, 



Seq. No. 46432 

Gene No. 98571 

Start 28602 

Name OJ00012 6_11 . 0323 . CIS 

Start 14605 

GI none 

Exons 14605. . 1470.9, 14622, 
14715. .15008 



Seq. ID OJ000126_11 . 0323.C1? 
Strand 

End 29998 

.oll.ts Method TBLASTX : Soybean 

End 15008 

Score 52 
.14696, .14624. .14719,. 147 13 .. 15006, 



Seq. No. 46432 

Gene No. 98571 

Start 28602 

Name OJ000126_11 . 0323 . Cl£ 

Start 14623 

GI none 

Exons 14623. .15021, 14625. 



Seq. ID OJ000126__11.0323-.C1^ 
Strand 

End 29998 

.ol2.tm Method TBLASTX : Maize 

End 15021 

Score 542 - 

.15020 



Seq. No. 
Gene No. 



46432 
98571 



Seq. ID OJ000126_11.0323.C1^ 
Strand 



48010 




start 


28602 






End 


29998 




Ncirn© 


OJ000126 11. .0323. CIS, 


o1 Q tm 


Method 


TBLASTX: 


L id X 


Start 


15022 






End 


15215 




GI 


none 






Score 


304 




i_J Vrff 1 1 O 


15022.. 


.15207, 15024., 


. 15212, 


15024. .15215 




O C • LN V_/ • 


46432 






Seq. ID 


OJ000126 


XX ■ \J ^ -J 


Gene No.' 


98571' 






Strand 






Start 


28602 






End 


29998 




Narne 


OJ000126 11.0323,018, 


, ol4 . tc 


Method 


TBLASTX: 


J. C O O 


O L. d J. L. 


15208 






End 


15568 






none 






Score 


418 




F von Q 


15208. 


.15516, 15210., 


1 X J J ^ T , 


15224. . 15532, 15392 


. m X U ^ ^ £. f 




15528. 


.15566, 15530., 


. X J J u o 








OC^V^ ■ L>t\J * 


46432 






Seq. ID 


OJ000126 


XX . \J ^ ^ ^ 




98571 






Strand 








28602 






End 


29998 




Name 


OJ000126 11.0323.C18, 


,o7.ts 


Method 


TBLASTX: 


Soybean 


Start 


15250 






End 


16080 




\j J. 


none 






Score 


366 




P von c; 


15250. 


.15519, 15252.. 


. X J J ^ *i , 


15254. .15532, 15255 


• •Xw'«j£./, 




15392. 


.15547, 15477.. 


. X J u ^ o , 


15526. .15654, 15528 


1 SfiSQ 




15559. 


.15654," 15654. . 


. X J O VJ ^ , 


15655. .15810, 15677 


• .J — to^u, 




15824. 


.16078, 15836.. 


16078, 


15849. .16079, 15862 


16080 


Qeirr . Mo 


46432 ' 






Seq. ID 


OJ000126 


XX . u o ^ o 


o n o Mo 


98571 






Strand 






Of- -a y^f- 


28602 






End 


29998 




Name 


OJ000126 11.0323.C18. 


ol8.tc 


Method 


TBLASTX: 


Cress 


Start 


15569 






End 


15935 




GI 


none 






Score 


88 




F* von Q 


15569. 


.15649, 15569.. 


15616, 


15576. .15653, 15576 


1 SfiSQ 




15577. 


.15693, 15633.. 


15815, 


15654. .15£ 


i03, 15658 


. .XiJOXU, 




15659. 


.15820, 15677.. 


X (J ^ w , 


15824 . . 15931, 15824 


1 SQ?1 




15849. 


.15935, 15877.. 


15933 








ci<=»o Mo 


46432 ' 






Seq. ID 


OJ000126 


XX . \J O ^ ■~J 


r^ono Mo 


• 98571 






Strand 






Start 


28602 






End 


29998 




Name 


OJ000126 11.0323.C18. 


o29. tc 


Method 


TBLASTX:' 


Cress 


O L. O J- L. 


15956 






End 


16203 






none 






Score 


49 . 




von Q 


15956. 


.16006, 15966.. 




15978. .16013, 16008 


. .XDVJI?/, 




16008. 


.16049, 16009.. 


X \j X V X , 


16010. .16087, 16098 


. .XOX.JU, 




16129. 


.16203, 16161.. 


X u ^ u ^ 








O C • LN (J , 


46432 






Seq. ID 


OJ000126 


X X . U J ^ o 


CZt^T^^ Mo 


98571 






Strand 






o u dx u 


28602 






End 


29998 




Name 


OJ000126 11.0323.C18. 


oo . US 


Method 


TBLASTX:, 


ooyjjean 


Start 


16177 






End 


16721 




GI 


none 






Score 


227 ■ 




Exons 


16177. 


.16356, 16185.. 


16337, 


16187. .16357, 16200 


. .16367, 




16319. 


.16501, 16334.. 


16501, 


16338. .16523, 16494 


. . 16532, 




16543. 


.16680, 16547.. 


16699, 


16547. .16681, 16548 


. .16721, 




16554 . 


.16718 











48011 




Seq: No. 


46432 






Seq. ID 


OJ0d0126_11.0323 


.C18 


(^c»np No 


98571 






St rand 






Start 


28602 






End 


29998 




Naine 


OJ000126 11.0323.C18. 


ol9 . tc 


Mpt hiod 






Start 


16268 






End 


164 63 




GI 


none 






Score 


175 




F, von 


16268. 


.16462, 16268.. 


164 62, 


16269 164 


63 




O C ^ * LM'w/' . 


46432 






O C Lj[ . X 


Vw/OVJ\JUX^D XX.U-J^^ 


. X O 


Gene No. 


98571 






Strand 






Start 


28602 






End 


29998 




Name 


OJ000126 11.0323.C18. 


olO . ts 


Mpt* hod 






Start 


16921 






End 


17336 




GI 


none 






Score 


105 




F! V n n 


16921. 


.17148, 16926.. 


17150, 


16928 171 


46 17165 17293 

*i \J f X/XVJ'>J..X/^ii7^, 






17165 . 


17299 17169 


17303, 


17170 173 


13, 17 300 17335. 






17-301 . 


. X / ^ ^ VJ 










Seq. No. 


46432 






Seq. ID 


OJ000126_11.0323 


.C18 


fZpnp No 


98571 






Strand 






Qf a rt 


28602 






End 


¥!l _? ^ _/ O 




Naiue 


OJOOOl 


26_11.0323.C18. 




Mpt* H oH 


X o j-ir^o 1 /\ m L id X c 




'^ta rt 


17114 






End 


17717 

X f / X / 




GI 


none 






Score 


153 






17114. 


.17353, 17169.. 


17456, 


1 7 S?fi- 177 


17 




Seq. No. 


46432 






Seq. ID 


OJ000126_11.0323 


.C18 




98571 






Strand 








28602 • 






End 


29998 




Name 


OJOOOl 


26_11.0323.C18. 




Method 


TBLASTX: Cress 




Start 


17169 






End 


17726 




GI 


none 






Score 


155 




Rvnn 


17169. 


.17456, 17207.. 


17353, 


17526. .17726, 17 618. .17725 




Qprj No 


46432 






Seq. ID 


OJ000126_11.0323 


. C18 


Gene . No. 


98571 






Strand 






Start 


28602 






End 


29998 




Name 


OJ000126 11. 0323X18. 


o6 . t s 


Method 


TBLASTX: Soybean 




Start 


17639 






End 


18455 




\3 J- 


none 






Score 


437 




F von ^ 


17639. 


.17851, 17640.. 


17 972 


17712. .17 999, 17827. .18000, 






17981. 


.18100, 17998.. 


18450, 


18000. .18455, 18001. .18450, 






18041. 


.18454 










Seq. No. 


46432 






Seq. ID 


OJ000126_11.0323 


.C18 


Gene No. 


98571 






Strand 






Start 


28602 






■ End 


29998 




LNdiiit; 


OJ000126 11.0323.C18. 


^ X ^ . L ^ 


Method 


TBLASTX: Cress 






17739 






End 


18138 




GI 


none 






Score 


323 




Exons 


17739. 


.17978, 17745.. 


17978, 


17836. .18000, 18007. .18138, 






18009. 


.18137, 18010.. 


18138 








Seq. No. 


46432 






Seq. ID, 


OJ000126_11.0323 


.C18 


Gene No. 


98571 






Strand 






Start 


28602 






End 


29998 





48012 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000126_11.0323.C18.o22.tc 

184 33 

none 

18433. .18714, 18441. .18659 

46432 
98571 
28602 

OJ000126_ll.0323.C18.ol4 .ts 

18540 

none 

18540. .18599, 1857 1 . . 18 600 , 
18697. .18801, 18714, . 18953, 
18949. .18993, 18952. .18990 



Method TBLASTX: Cress 
End 18714 
Score 270 



Seq. ID OJ000126_11.0323.C18 
Strand 

End 29998 

Method TBLASTX : Soybean 
.End 18993 

Score 43 
18601. .18726, 18601. . 18675, 
18723. .18908, 18736. . 18948, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

C3 Seq. No, 

v3 Gene No, 

fS Start 

a': = Name 

I? Start 

L.y Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46432 . 

98571 

28602 

OJ000126_11. 0323. C18. oil. tc 

18803 

none 

18803. .18850, 18804 18908 , 

46432 
•98571 
28602 

OJ000126_11.0323.C18.o3.tc . 

19236 

none 

19236. -.19667, 1 9236 1967 6, 
19730. .19978, 19744 ,. 19980, 



46432 
98571 
28602 

OJ00012 6_11.0323.C18.o9.ts 

19510 

none 

19510. .19677, 19526. .19675, 
19728. . 19865, 19735 .. 19950, 

46432 
98571 
28602 

OJ000126_ll,0323.C18.o20, tm 

19621 

none 

19621. . 19677, 1*9623 ., 1967 6, 
19735. .19953 



Seq, ID OJ000126_11.0323.C18 
Strand 

End 29998 

Method TBLASTX : Cress • 

End 19224 

Score 52 
18820. .19224, 18859, .19224 

Seq. ID OJ000126_11.0323.C18 
Strand 

End 29998 
. Method TBLASTX: Cress 

End 19980 

Score 377- 
19237, .19683, 19321 ,. 19677 , 
19746, ,19979 

Seq. ID OJ000126_11,0323.C18 
Strand 

End 29998 

Method TBLASTX: Soybean 

End. 19952 

Score 218 
19545. .1967 6, 1 97 18 . . 1 994 8 , 
19746. .19952 

Seq. ID OJ000126_11.0323.C18 
Strand 

End 29998 

Method TBLASTX: Maize 

End 19954 

Score 82 
19718. ,1'^954, 19728. .19865, 



Seq. No, 46432 

Gene No. 98571 

Start 28602. - 

Name OJ00012 6_11 . 0323 . C18 , 

Start 19953 

GI none 

Exons 19953. .20027, 19957.. 



Seq. ID OJ000126_11.0323,C18 
Strand 

End 29998 

o2.ts Method TBLASTX : Soybean 

End 22913 

Score 99 
20031, 19960. .20031, 20156 .. 20203, 



48013 





20160. 


.20204, 20222. 


.20254, 


20252. .20959, 20253 .. 20612, 






20254 . 


.20961, 20955. 


.21080, 


20956. .21105, 20957 .. 21085, 






21092 . 


21844 . 21105 


. 21845, 


21106. ,21852, 21316. .21846, 






21849 . 


21905 21852 


, 22001, 


21859. .22002, 218 60 .. 22063, 






21971 . 


22141 21996 


.22139, 


22012. .22140, 22567. .22767, 






22567. 


.22797, 22568. 


. 22780, 


22735. .22848, 22772 2284 6, 






22776. 


.22913, 22798. 


. 22857 








Qpn No 


46432 






Seq. ID 


OJ000126_11.0323, 


. 018 


Gene No. 


98571 






Strand 






Start 


28602 






End 


29998 




Name 


OJ000126 11.0323.018 


o22 tm 


Method 


TBLASTX: Maize 




Start 


19956 






End 


20452 




GI 


none 






Score 


140 




P, von 


19956. 


.20057, 19957. 


20061 


19957. .20058, 20156 .. 20203, 






20160. 


.20204, 20222. 


. 20254 , 


20252. .20452, 20254.. 20451 




Sea No 


. 46432 






Seq. ID 


OJ000126_11.0323, 


. 018 


Gene No. 


98571 






Strand 






Start 


28602 






End 


29998- 




Naiue 


OJ000126 11.0323.018, 


. o28 . tc 


Method 


TBLASTX :Oress 




Start 


19992 






End 


20344 




GI 


none 






Score 


81 




P, V n n <5 


19992. 


.20057, 19993.. 


. 2004 9, 


20165. .20215, 20169 .. 20216, 






20255. 


.20344, 20257.. 


. 20343 








Seq. No. 


46432 






Seq. ID 


OJ000126_11.0323. 


,018 


Gene No. 


98571 






Strand 






Start 


28602 






End 


29998 




Name 


OJ000126 11.0323.018, 


. o8 . tc 


Method 


TBLASTX :Oress 




Start 


20347 






End 


20740 




GI 


none 






Score 


595 




R X n n 


20347 . 


.20739, 20348., 


. 20740 








Seq. No. 


46432 






Seq. ID 


OJ000126_11.0323. 


,018 


Gene No. 


98571 






Strand 






Start 


■ 28602 






End 


29998 




Naine 


OJ000126 11.0323.018. 


o5 . tw 


Method 


TBLASTX: Wheat 




Start 


21040 






End 


21484 




GI 


none 






Score 


634 




Exons 


21040. 


.21483, 21041., 


. 21484 , 


21041. .214i 


34 




O C • LN . 


46432 






Seq. ID 


OJ000126_11.0323. 


PI R 


Gene No. 


98571 






Strand 






Start 


28602 






End 


29998 




Naine 


OJ000126 11.0323.018, 


, olO . tc 


Method 


TBLASTX rOress 




Start 


21185 






End 


21601 




GI 


none 






Score 


387 




P. von c; 


21185. 


.21595, 21186.. 


21596, 


21186. .21599, 21191 .. 21601, 






21316. 


.21600 










Seq.. No. 


46432 






Seq. ID 


OJ000126_11.0323. 


018 


Gene No. 


98571 






' Strand 






Start 


28602 






End 


29998 ■ 




Name 


OJ000126 11.0323.018. 


ol5. tc 


Method 


TBLASTX rOress 




Start 


21615 






End 


22131 




GI 


none 






Score 


225 





48014 




Exons 


21615. 


.21824, 


21616. 


9 1 ft "^4 


21617. . 


,21853, 


21617. 


.21838 




21875. 


.22129, 


21940. 


991 99 


21985. . 


22131 








46432 








Seq. 


ID OJ000126 


11.032 


oene djo ■ 


98571 








Strand 








28602 








End 


29998 






OJ000126 11.0323.C18, 


(^91 +-m 


Method TBLASTX: Maize 




9 9111 
Z Z X ± X 








End 


22527 






none 








Score 138 






22111. 


.22233, 


22118. , 


9 9 9 CO 
. Z Z Z D o , 


22120. . 


22233, 


22127. 


.22234 




22130. 


.22204, 


22131. , 


9 9 1 7 R 


22132. . 


22203, 


22148. 


.22204 




22154 . 


.22264, 


22158. . 


9 9 9 c 
. z z z 0 0 , 


22162. . 


22209, 


22163. 


.22258 




22163. 


.22264, 


22167. , 


9 9 9 f^fi 
. Z Z Z DO , 


22193. . 


22267, 


22196.' 


.22255 




22200. 


.22286, 


22200. , 


9 9 '^m 

, ZZ OU / , 


22221. . 


22307, 


22239. 


.22295 




22242. 


.22295, 


22248. , 


9 9 Q yi 
, ZZ 04 D , 


22248. . 


22295, 


22248. 


.22346 




22248. 


.22295, 


22290. , 


.22454, 


22290. . 


22454, 


22296. 


.22451 




22314 . 


.22469, 


22317. , 


.22451, 


22325. . 


22369, 


22332. 


.22472 




22332. 


.22355, 


22353. . 


.22385, 


22359. . 


22424, 


22373. 


.22417 




22374. 


.22424, 


22376. . 


.22453-, 


22377. . 


22463, 


22382. 


.22426 




22410. 


.22472, 


22420. . 


.22455, 


22430. . 


22468, 


22433. 


.22471 




22450. 


.22527 















Seq. No. 46432 Seq. ID 

Gene No. 98571 Strand 

Start 28602 End 

Name OJ000126_11 . 0323 . C18 . o2'. tm Method 

Start 22473 End 

GI none Score 

Exons 22473. .22511, 22536 .. 22589, 22538 

22638. .22781, 22768 .. 22869, 22772 



OJ000126 11.0323.C18 



29998 

TBLASTX: Maize 
23280 
46 

22780, 22564. .22773, 
22975, 22778. .22867, 



22779. .22973, 22933 .. 23280, 22943.-22975, 22956.. 23279 



Seq. No. 46432 

Gene No. 98571 

Start 28602 

Name ■ OJ0OO126_11 . 0323 . C18 . o24 . tc 

Start 22515 

GI none 
Exons 



Seq. ID OJ000126_11.0323.C1? 
Strand 
End 

Method 
End 
Score 



29998 

TBLASTX: Cress 

22797 

66 



22515. .22622, 22538 .. 22780, 22538 .. 22780, 22567., 22797 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46432 

98571 

28602 

OJ000126_ 

22736 

none 



11.0323.C18.o2.tw 



Seq. ID OJ000126_11.0323.C18 



Strand. 
End 

Method 

End 

Score 



29998 

TBLASTX: Wheat 

23353 

189 



22736. .22864,. 2277 1 .. 22938 , 22772 .. 22 966, 22773 .. 22 940, 
22933. .23352, 22933 .. 23319, 22956 23351 , 22982.. 23353 



Seq. No. 46432 

Gene No. 98571 

Start 28602 

Name OJ000126_11 . 0323 . C18 . ol6 . tc 

Start 22811 

GI none 
Exons 



Seq. ID OJ000126_11. 0323.C1^ 
Strand 
End 

Method 
End 
Score 



29998 

TBLASTX: Cress 

23517 

55 



22811. .22846, 2284 5 .. 22934 , 22853 .. 22 930 , 22930 23187 , 
22956. .23168, 23012 .. 23215, 23181 .. 23285 , 23181 23288, 



48015 







• 23182. 


.23517, 23182. 


. Z J J 1 o , 


23371. .23508, 23373. .23516 






C Q M 

o e q . ln o . 


46432 






Seq. ID 


OJ000126_11.0323 








98571 






Strand 








Start 


28602 






End 


29998 






Name 


OJ000126 11.0323.C18 


.o2. tc 


Method 


TBLASTX: Cress 








23587 






End 


24732 








none 






Score 


47 






■ TP V Tr\ ^ 


23587. 


.23643, 23595. 


. Z J oo / , 


23749. .23805, 23752 .. 237 96, 








23800. 


.23874, 23808. 


. Z J 0 D*i , 


23886. .24611, 23887 .. 24 618 , 








24415. 


.24618, 24539. 


. Z 4 D O / , 


24676. .24732, 24678. .24731 






C i::^ Kf 

oeq , NO . 


46432 






Seq. ID 


OJ000126_11.0323. 






bene no . 


98571 






Strand 








Start 


28602 






End 


29998 






. Name 


OJ000126 11.0323.C18 


.o4 . ts 


Method 


TBLASTX: Soybean 






o car I, 


23722 






End 


24797 








none 






Score 


143 






Exons 


" 23722, 


.23877, 23743. 


9 Q p 7 n 
.ZOO / / , 


23886. .24263, 23886 24 611, 








23887. 


.24678, 24547. 


. Z f± D f D f 


24548. .24' 


679, 24658. .24720, 








24665. 


.24733, 24665. 




24678. .24737, 24690. .24797 






Seq. No. 


46432 






Seq. ID 


OJ000126_11.0323. 


.C18 




Gene No. 


98571 






Strand 








o Lar t. 


28602 






. End 


29998 






Name 


OJ000126 11,0323.C18 


. Oz y . Lm 


Method 


TBLASTX :'Maize 




III 


o uaru 


23992 






End 


24129 






r* T 


none 






Score 


215 






Exons 


23992. 


.24129, 23992. 


9 4 1 9 Q 

. Z 4 X Z J? 








f i 1 


oeq , JNO , 


46432 






Seq. ID 


OJ000126_11.0323. 






Gene No. 


98571 






Strand 








Start 


28602 






End 


29998 






Name 


OJ000126 11.0323.C18 


. ol 4 , tm 


Method 


TBLASTX: Maize 






o car u 


24318 






End 


24612 




f =^ 




none 






Score 


, 67 








24318. 


.24407, 24326. 


. z 4 0 / J , 


24354 . .24611, 24354 24 611 , 








24355. 


.24612, 24412. 


. z 4 0 1 z 










Seq. No. 


46432 






Seq. ID 


OJ000126_11.0323. 


,C18 




Gene No. 


98571 






Strand 








o c ar L 


, 28602 






End 


29998 . 






Name 


OJ000126 11.0323.C18 


. 00 . tw 


Method 


. TBLASTX: Wheat 






o ca r L 


24369 






End 


24777 








none 






Score 


632 






Exons 


24369. 


.24776, 24373. 


94 111 


24412. .24777 






oeq , NO . 


46432 






Seq. ID 


OJ000126_11.0323. 


r'l Q 




Gene No . 


98571 ■ 






Strand 








o rar L 


28602 






End 


29998 








OJ000126 11.0323.C18 




Method 


TBLASTX: Maize 






Start 


24613 






End 


25273 






GI 


none 






Score 


276 






Exons 


24613. 


.24786, 24614. 


.24784, 


24781. .24813, 24782 .. 24814 , 








24783. 


.24821, 24819. 


.24860, 


24825. .24860, 24 8 68 .. 24 933, 








24868. 


.24933, 24919. 


.24963, 


24925. .25017, 24 933 .. 24 995, 








24935. 


.25018, 25057. 


.25233, 


25067. .25252, 25070 .. 25252-, 





48016 





^ ^ ^ *i / • 


.25273, 


25247. 


. c. O 1 -u 










•a U *i J ^ 








Seq. ID OJ000126 


11.0323 


Gene No.. 


98571 








Strand 






Start 


28602 








■ End 29998 




Name 


ojnom 

\JU \J \J \J J. 


26 11.0323.C18 




Method TBLASTX : Cress 


O L.CII. U 


^ *i -7 ^ 








End 25554 






i ivjiic; 








Score 35 








24932. 


.24952, 


24933. 


. ^ T ^ J u , 


25067. .25441, 


25069. 


.25443, 




25070. 


.25444, 


25439. , 


• ^ J ^ J ^ , 


25441. .25554 






o c ^ • IN u . 


46432 








Seq. ID OJ000126 


11.0323 




98571 








Strand 






q-t- -) -rt* 

O Ldl. L, 


28602 








End 29998 




Mja m o 
LN dlllc 


OJ000126 11. 0323. CIS, 


, \J ^ » L o 


Method TBLASTX : Soybean 


O Lai. L 


24934 








End 29997 




O J. 


none 








Score 530 




IT V c 


24934. 


.24957, 


25065. . 


9S7 fi^ 


25067. .25756, 


-25069. 


.25785, 




' 25070. 


.25780, 


25338. , 




25796. .25837, 


26021. 


.26770, 




26022. 


.26621, 


26676. , 


9 fi77 1 


27403. .27465, 


27490. 


.27558, 




27535. 


.27822, 


27548. , 


97ft9n 


27680. .27826, 


27847. 


.27915, 




28251. 


.28430, 


28255. , 


9fi4 1 
. Z O 4 O J- , 


28255. .28431, 


28260. 


.28433, 




28511, 


.28534, 


28522. , 


. 28581, 


28524. .28595, 


28527. 


.28580, 




28528. 


.28581, 


28587. , 


.28640, 


28588. .28641, 


28591. 


.28638, 




28626. 


.28679, 


28628, , 


.28711, 


28648. .28719, 


28672. 


.28716, 


L ■ ; 


■28719. 


.28778, 


28738. . 


.28785, 


28738. .28779, 


28807. 


.28875, 




28810. 


.28881, 


28817, . 


.28876, 


28966. .28983, 


29065. 


.29106,- 


r =^ 


29072. 


.29101,' 


29142. , 


.29642, 


29146. .29640, 


29662. 


.29697, 


L _i 
; : 


-29713. 


.29997, 


29713. , 


.29997 









ry 



Seq. No. 46432 Seq. ID 

Gene No. 98571 Strand 

Start 28602 End 

Name OJ000126_11 . 0323 . C18 . ol3 . tm Method 

Start 25274 End 

GI none Score 

Exons 25274. .25558, 25274.. 25558 ' ^ • 



OJ000126_11.0323.C18 
29998 

TBLASTX: Maize 

25558 

475 



Seq. No. 46432* 

Gene No. 98571 

Start 28602 

Name OJ000126_11 . 0323 . C18 . o5 . tc 

Start 26010 

GI none 
Exons 



OJ000126 11.0323.C18 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26010. .26060, 26017 26058, 2604 8 .. 264 97 , 26061 .. 2 6522, 
26063. .26521 



29998 

TBLASTX: Cress 

26522 

58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46432 Seq. ID 

98571 Strand 

28602 End 

OJ000126_11 . 0323 . C18 . ol6 . tm Method 

26417 End 

none Score 



OJ000126_11.0323.C18 
29998 

TBLASTX: Maize 

26679 

327 



26417. .26677, 26417 .:26623, . 26419 .. 26679, 264 52 . .26679 



Seq. No. 
Gene No. 



46432 
98571 



Seq. ID 
Strand 



OJ000126 11.0323.C18 



48017 



13 

m 
ry 

i3 
id 
S3 

ry 

u 
H 
u 

a 



start 


28602 








End 


29998 






Name 


OJ000126 11.0323.C18 


.ol8. tm 


Method TBLASTX: 


Maize 




Start 


26680 








End 


27023 






GI 


none 








Score 172 






Exons 


26680 


. .26802, 


26681. 


.26797, 


26685. 


.26801, 26686 


26802, 






26789 


. .26923, 


26795. 


.26938, 


26797. 


.26967, 26814 


. .26951, 






26932 


. .26955, 


26954. 


.26995, 


26955; 


.26996, 26998 


. .27021, 






27000 


. .27023 














Seq. No. 


46432 








Seq. 


ID OJ000126 


11 . 0323 


. C18 


Gene No . 


98571 








Strand 






Start 


28602 








End 


29998 






Name 


OJ000126 11. 0323. 018 


. o3 . tm 


Method TBLASTX:! 


Mai ze 




Start 


27110 








End 


28045 






GI 


none 








Score 186 






Exons 


27110. 


. .27277, 


27125. , 


.27154, 


27147. , 


.27278, 27254 


. .27334, 






27287, 


. .27385, 


27316. , 


.27387, 


27326. . 


.27388, 27362 


. .27454, 






27387, 


. .27458, 


27388. , 


. 27459, 


27390. . 


.27458, 27463 


. .27504, 






27463, 


. .27501, 


27490. , 


. 27546, 


274 91. . 


.27547, 27500 


27547, 






27508. 


. :27549, 


27528. , 


. 27614 , 


27539. . 


.27910, 27541 


. .27909, 






27679. 


. .27933, 


27917. , 


.27961, 


27919. . 


.27963, 27947 


. .28045, 






27960. 


. .28043, 


27962. , 


. 28045 










Seq. -No, 


46432 








Seq. 


ID OJ000126 


_11.0323 


.C18 


Gene No. 


98571 








Strand 






Start 


28602 








End 


29998 






Name 


OJ000126 11.0323.C18. 


. ol7 . tc 


Method TBLASTX:! 


Zres s 




Start 


27514 








End 


27820 






GI 


none 








Score 328 






Exons 


27514. 


. .27810, 


27515. . 


.27820, 


27680. . 


,27820 






Seq. No. 


46432 








Seq. 


ID OJ000126 


_11.0323 


. C18 


Gene No . 


98571 








Strand 






Start 


28602 








End 


29998 






Name 


OJ000126 11.0323.C18. 


, ol . tm 


Method TBLASTX: Maize 




Start 


28048 








End 


29714 






GI 


none 








Score 200 






Exons 


28048. 


.28212, 


28048. . 


28149, 


28140. . 


28172, 28185 


. .28499, 






28197. 


.28499, 


28198. . 


28500, 

V V vy f 


28205. . 


28501, 28459 


. .28584, 






28469. 


.28582, 


28471. . 


28584, 


28584. . 


28676, 28585 


. .28701, 






28585. 


.'28713, 


28592. . 


28723, 


28663. . 


28809, 28705, 


. .28809, 






28719. 


.28814, 


28802. . 


28879, 


28803. . 


28883, 28810, 


. .28887, 






28840. 


.28950, 


28843. . 


28956. 


28871. . 


28972, 28894, 


. .29109, 






28930. 


.29055, 


28955. . 


29101, 


29058. . 


29144, 29112, 


. .29642, 






29131. 


.29652, 


29371. . 


29652, 


29647. . 


29700, 29647, 


. .29706, 






29652. 


.29714 














Seq. No. 


46432 








Seq. 


ID OJ0b0126 


_11.0323. 


. C18 


Gene No. 


98571 








Strand 






Start 


28602 








End 


29998 






Name 


OJ000126 11.0323.C18. 


o4 . tc 


Method TBLASTX : Cress 




Start. 


28314 








End 


29998 






GI 


none 








Score 


1 129 






Exons 


28314 . 


.28412, 


28323. . 


28412, 


29238. . 


29612, 29238. 


. .29642, 






29239. 


.29649, 


29716. . 


29997, 


29737. . 


29997, 29738. 


. .29998 




Seq. No. 


46432 








Seq. 


ID OJ000126_ 


_11.0323. 


,C18 



48018 



Gene No. 98571 
Start • 28602 

Name OJ000126_11 . 0323 . C18 . 08 . tw 

Start 28431 
GI none 

Exons 28431. .28547, 28432 28551 , 

28548. .28586, 28584 .. 28676, 
28682. .28792, 287 10 .. 28793, .28711 
28791. .28877, 287 94 28874 , 28795 
28871. .28906 



Strand 
End 

Method 
End 
Score 
28432 
28585 



29998 

TBLASTX: Wheat 
28908 
183 

28551, 28548. .28595, 
28707, 28586. .28708, 
28794, 28711.128791, 
28881, 28804 . ,28908, 



Seq. No. 46432 Seq. ID OJ000126_11 . 0323 . C18 

Gene No. 98571 Strand 

Start 28602 End 29998 

Name OJ000126_11 . 0323 . C18 . ol5 . gp Method AAT/GAP 

Start 28602 End 29147 

GI 2135_1.R1084 Score 1072 

Exons 28602.. 29147 

GI Descrip. ' 11957/emb | X15901 | CHOSXX l.Oe-159 Rice complete chloroplast 
genome ' 



Seq. No. 46432 

Gene No. 98571 

Start 28602 

Name OJ00012 6^11 . 0323 . C18 . o4 . tw 

Start 29130 

GI none 
Exons 



Seq. ID OJ000126_11.0323.C18 
Strand 
End 

Method 
End 
Score 



29998 

TBLASTX: Wheat. 

29575 

120 



29130. .29216, 29131 .. 29214 , 2 914 4 .. 29224 , 2914 8 .. 2 9216, 
29220. .29570, 29222 .. 29560, 29225.. 29575 



Seq. No. 46432 Seq. ID 

Gene No. 98571 Strand 

Start 28602 End 

Name OJ000126_11 . 0323 . C18 . o31 . tm Method 

Start 29758 End 

GI none Score 

Exons 29758. .29994 



OJ000126_11.0323.C18 
29998 

TBLASTX: Maize 

29994 

199 



OJ000306 12. 0330. C5 



Seq. No. 46433 Seq. ID 

Gene No. 98572 Strand 

Start 80 End 251 

Name . OJ000306_12 . 0330 . C5 . ol . np Method . AAT/NAP 

Start 80 End 251 

GI 6063554 Score ' 99 

Exons 80. .251 

GI Descrip. {AP000615) ESTs AU075609 {C63344 ) , C71850 (E0464 ) , C98611 (E0464 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 46434 Seq. ID 

Gene No. 98573 Strand 

Start 1 End 

Name OJ000306_12 . 0330 . C6 . ol . np Method 

Start 1 End 

GI 7452458 Score 
Exons 



OJ000306__12.0330.C6 
+ 

3300 
AAT/NAP 
2416 
341 



1..105, 181. .287, 373. .454, 549. .675, 742. .1295, 1595. .1715, 
1791. .1942, 2012. .2086, 2260. .2416 



48019 



GI Descrip. 



Seq., No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



hypothetical protein T16L1.120 - Arabidopsis thaliana 
gi|3549665|emb|CAA20576.1| (AL031394) hypothetical protein 
[Arabidopsis thaliana] gi | 7270311 | emb | CAB80080 . 1 | (AL161583) 
hypothetical protein [Arabidopsis thaliana] 



46434 
98573 
1 

OJ000306_12.0330.C6.ol.tm 
180 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
180. .287, 181. .288, 370. .456, 371. .457, 371. .457, 570. .698, 
571. .981, 571. .831, 768. .983, 999. .1301, 1015. .1290, 1019. .1303, 
1585. .1716, 1586. .1717, 1592. .1717, 1789. .1938, 1790. .1945, 
1790. .1942, 2009. .2095, 2011. .2082, 2272. .2352, 2272. .2352, 
3092. .3250, 3092. .3250 



OJ000306_12.0330.C6 
-f 

3300 

TBLASTX: Maize 

3250 

189 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46434 . 
98573 
1 

OJ000306_12.0330.C6.ol.ts 
213 



none 
213. , 
933. , 
1239. 
1862. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

287, 214. .288, 365. .457, 370. .456, 374. .457, 657. .1043,- 
1088, ^1031. . 1075, ,1056. .1301, 1102. .1140, 1205. .1297, 
.1313, 1625. .1717, 1786. .1863, 1790. .1873, 1861. .1926, 
.1927 



OJ000306_12.0330.C6 
+ 

3300 . 

TBLASTX : Soybean 

1927 

82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46434 . Seq. ID OJ000306_12 . 0330 . C6 

98573 Strand 
1 End 
OJ000306_12. 0330.C6.ol .gp Method 
422 End 
32619_1.R1084 Score 
422. .454, 573. .1295, 1595. .1715 

•5668762/gb|AAD45989.1|AC005916_l 3.0e-27 (AC005916) EST 
gb_N65787 comes from-^this gene. [Arabidopsis thaliana] ' 



OJ000306_12. 

+ 

3300 
AAT/GAP 
1715 
1657 



46434 
98573 
1 

OJ000306_12.0330.C6.ol.gs 
582 

none ■ ■ 

582. .1295, 1595. .1715, 1791. 

3095. .3196 



Seq. ID OJ000306_12.0330.C6 
Strand + 
End 3300 
Method GENSCAN 
End ' 3196 

Score .71 
.1942, 2012,. 2086, 2260.. 2352, 



Seq. No. 46434 Seq. ID 

Gene No. 98573 Strand 

Start ,1 End 

Name OJ000306_12 . 0330 . 06 . ol . tw Method 

Start 792 End 

GI none Score • 

Exons 792.. 1187, 798.. 1187 



OJ000306_12.0330.C6 
+ 

3300 

TBLASTX: Wheat 

1187 

474 



Seq. No. 
Gene No. 



46434 
98573 



Seq. ID OJ000306_12.0330.C6 
Strand + 



48020 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 
■ GI 
Exons 

GI Descrip. 



OJ000306_12.0330.C6.o2. tw 

1213 

none 



End 

Method 

End 

Score 



3300 

TBLASTX: Wheat 

1909 

88 



1213. .1290, 1214. .1294, 1214. .1303, 12-15. .1301, 1576. .1716, 
1585. .1716, 1586. .1717, 1592. .1717, 1789. .1905, 1790. .1909 



46434 Seq. ID 

98573 Strand 

1 End 

OJ000306_12.0330.C6.o2.gp Method 

2236 End 

LIB34 31-063-P1-K1-D9 Score 
2236.-2352, 3095.. 3300 

*3549665/emb|CAA20576.1| l.Oe-12 (AL031394) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ000306_12.0330.C6 
+ 

3300 
AAT/GAP 
3300 
562 



46435 
98574 
19135 

OJ000306_12.0330.C7 .o4 .np 
19135 
7488256 
19135. .19227, 
23282. .23546 
protein kinase homolog 
gi|2781357 |gb|AAB96858 
thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_ 
+ 

23546 
AAT/NAP 
23546 
858 



12. 0330. C7 



19793. .19930, 20107 .. 20322 , 22275 .. 22730 , 



F2401.13 - Arabidopsis thaliana 
II (AC003113) F2401.13 [Arabidopsis 



Seq. No. 


46435 


Seq. ID 


OJ000306_12.0330.C7 


Gene No. 


98575 


Strand 


+ 


Start 


25991 


End 


29090 


Name 


OJ000306 12.0330.C7.o2.gp 


Method 


AAT/GAP 


Start 


25991 


End 


29090 


GI 


LIB34 77-003-P1-K1-E9 


Score 


102 


Exons 


25991. .26041, 29047. .29090 






GI Descrip.' 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR. POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 1 [Oryza 




sativa] * 






Seq. No. 


46435 


Seq. ID 


OJ000306_12,0330.C7 


Gene No. 


98575 


Strand 


+ 


Start 


25991 


End 


29090 


Name 


OJ000306 12.0330.C7.o8.gs • 


Method 


GENSCAN 


Start 


26077 


. End 


28781 


GI 


none 


Score 


.73 


Exons 


26077. .26231, 26364 .. 26408, 


26553. .26647, 28663. .28781 


Seq. No. 


46435 


Seq. ID 


OJ000306_12.0330.C7 


Gene No. 


98576 


Strand 


+ 


Start 


29437 


End 


41245 


Name 


OJ000306 12.0330.C7.o3.gp 


Method 


AAT/GAP 


Start 


29404 


End 


31223 


GI 


none s 


Score 


1017 


Exons 


29404^.29470, 30062 .. 30261, 


30357. .30405, 30876 .. 31051, 




31136. .31223 







48021 



Seq. No;;. . 4 64 35 ^ 
Gene No. 98576 
Start 29437 

Name OJ000306_12 . 0330 . C7 . o9 . gs 

Start . 29437 

GI none 

Exons 29437. .29,470, 30062 30261, 

31136, .31319, 31427. .31576, 
32229.-32457, 33566 3364 1 , 
36598. .36779, 37058 .. 37144 , 
38604. .38671, 38751 .. 388 95 , 



Seq. ID OJ000306_12.0330.C7 

Strand + 

End 41245- 

Method GENSCAN 

End 40895 

Score . 62 
30357. .30405, 3087 6 .. 31051 , 
31783. .31854, 31 965 .. 32103 , 
34756. .34899, 354 62 :. 35587 , 
37244. .37369, 3821 9 .. 38368 , 
38943. .39047, 40836.140895 



Seq. No. 46435 - Seq. ID 

Gene No. 98576 Strand 

Start 29437 End 

Name OJ000306_12 . 0330 . C7 . o5 . np Method 

Start 30046 ' End 

GI 6165614 Score 

Exons- . 30046. .30261, 32153 .. 3217 6^ 

GI Descrip. {AF097512) peroxisomal protein; ' PEX14 [Mus musculus] 



OJ000306_12.0330.C7 
+ 

41245 
AAT/NAP 
32176 
66 



Seq. No. 46435 

Gene No. 98576 

Start 29437 

•Name OJ000306_12 . 0330 . C7 . o4 . gp 

Start 35456' 

GI 45537_1.R1084 

Exons 35456. .35587, 36598. 
GI Descrip. ' 4581856/gb | AAD24768 



Seq. ID 
Strand 
End 

Metihod 
End 
Score 

36779, 37058. .3714-4, 
1IAF116825 1 l.Oe-44 



OJ000306_12.0330.C7 
+ 

41245 
AAT/GAP 
37335 
918 

37244 . .37335 
{AF116825) 



l-deoxy-D-xylulose-5-phosphate reductoisomerase [Mentha x 
piperita] ' 



[3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



46435 Seq. ID 

98576 Strand 
29437 End 
OJ000306_12.0330.C7.o6.np Method 
36708 , End 

4886307 Score 

36708. .36779, 37058 .. 3714 4 , 

38219. .38368, 38604 .. 38671, 

39217. .39338, 39836 .. 39982, 



OJ000306_12.0330.C7 
+ 

41245 
AAT/NAP 
41001 
1633 



37244 . .37369, 37452 37514 , 
38751. .38862, 38943 .. 39047 , 
40836. .41001 

(AJ242588 ) l-deoxy-d-xylulose-5-phosphate reductoisomerase 
[Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

^GI Descrip, 



12. 0.330. C7 



46435 
98576 
29437 

OJ000306_12.0330.C7.o5.gp 
38601 

3387_1.R1084 

38601. .38671, 38751 .. 38862, 
39836. .39982, 40836. .41245 

'5852170/embiAL117265.1 IOST17804 l.Oe-50 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_ 
+ 

41245 
AAT/GAP 
41245 
1757 



38943. .39047, 39217 .. 39338 , 



Seq. No. 
Gene No. 



46435 
98577 



Seq. ID 
Strand 



OJ000306 12. 0330. C7 



48022 




start 


479 


End 


3547 




OJ000306 12 . 0330 . C7 . ol . gs 


Method. 


GENSCAN 


Start 


479 ~ 


End 


3299 


GI 


none 


Score 


. 79 


Exons 


479. .1159, 1508. .1652, 2135.. 


2271, 2761 


2877, 3063 3299 


Seq. No. 


46435 


Seq. ID 


OJ000306 12.0330 C7 


Gene No. 


98577 


Strand 




Start 


479 


End 


3547 


Name 


OJ000306 12.0330.C7.ol.np 


Method 


AAT/NAP 


Start 


491 


End 


3547 


GI 


7486402 


Score 


1120 


Exons 


491. .1159, 1304. .1652, 2135.. 


2253, 3475 


. .3547 


GI Descrip. 


hypothetical protein F4D11.10 


- Arabidopsis thaliana 



gi|3063691|emb|CAA18582.1| (AL022537) putative protein 
[Arabidopsis thaliana] gi | 7270226 | emb I CAB79996 . 1 | (AL161582) 
putative protein [Arabidopsis thaliana] 





Sea. No. 


46435 


Seq. ID 


OJ000306_12.0330.C7 




Gene No . 


98578 


Strand 






Start 


4171 


End 


7249 




Name 


OJ000306 12,0330.C7.o3.np 


Method 


AAT/NAP 




Start 


4171 


End 


6106 




GI 


4249416 


Score 


519 


-! 


ill ^ v/i 1 o 


4171. .4287, 5178. .524,6, 5275 


. .6106 




In 




^ (AC006072) putative exonuclease [Arabidopsis thaliana] 


f\ \ 


O C . IN . 


46435 


Seq. ID 


OJ000306_12.0330.C7 


f 1 




98578 


Strand 




! : 1 


start 


4171 


End 


7249 




Name 


OJ000306 12.0330.C7.o2.gs 


Method 


GENSCAN 




Start 


5156 


End 


6142 


: b? 




none 


Score 


. 95 




Exons 


5156. . 6142 








Seq. No. 


46435 


Seq. ID 


OJ000306_12.0330.C7 




Gene No. 


98578 


Strand 






Start 


4171 


End 


7249 




Name 


OJ000306 12.0330.C7.o2.np . 


Method 


AAT/NAP 




Start 


5297 


End 


7249 


r ~? 


GI 


6324493 


Score 


211 




Exons 


5297,. 5579, 5622. .5861, 7219 


. .7249 






GI Descrip. 


Rex4p gi|2132011|pir| IS66773 


hypothetical protein YOL080c • 






yeast {Saccharomyces cerevisiae) gi | 14 19913 | emb | CAA99090 . 1 






{Z74822) ORE YOL080c [Saccharomyces cerevisiae] 




Seq. No. 


46435 


Seq. ID- 


OJ000306_12.0330.C7 




Gene No. 


98579 


Strand 






Start 


41360 


End 


44144 




Name 


OJ000306 12.0330.C7.ol0.gs 


Method 


GENSCAN 




Start 


41360 


End 


44073 




GI 


none 


Score 


.59 




Exons 


41360. .41421, 41707. .41869, - 


43268. .43275, 4 3601 43660, 






43766. .43816, 43914. .44073 








Seq. No. 


46435 


Seq. ID 


OJ000306_12.0330.C7 




Gene No. 


98579 


Strand 





48023 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



41360 End 44144 

OJ0603d6_12 . 0330 . C7 . o6 . gp Method AAT/GAP 

41454 End 44144 

14933_1.R1084 Score 1552 

41454. .41869/ 4 1955 .. 4202 6, 43601 .. 43660 , 43766 43816, 

43914. .44144 

'4769004/gb|AAD29715.1 |AF140598_1 9.0e-52 (AF140598) ring-box 
protein 1 [Homo sapiens] >gi_47 69006_gb_AAD29716 . 1_AF14 0599_1 
{AF140599) ring-box protein 1 [Mus musculus] 

>gi_4809216_gb_AAD3014 6. 1_AF142059_1 {AF142059) RING finger 
protein [Homo sapiens] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_12.0330.C7 

44144 
AAT/NAP 
44019 
397 



46435 
98579 
41360 

OJ000306_12,0330.C7.o7.np 
41835 
4769004 

41835. .41869, 41955. . 42026, 
43914. .44019 

(AF140598) ring-box protein 1 [Homo sapiens] 

gi I 4769006|gb|AAD29716. 1 |AF140599_1 {AF140599) ring-box protein 
1 [Mus musculus] gi | 4 809216 | gb | AAD3Q14 6 . 1 | AF142059_1 (AF142059) 
RING finger protein [Homo sapiens] gi I 6572304'| emb | CAB62925 . 1 | 
(AL080242) bA554C12.1 (RBXl orROCl (ring-box or ring finger 
protein 1) ) [Homo sapiens] 



43601. .43660, 437 66 .. 4 38 1 6, 



Seq. No. 


46435 








Seq. ID 


OJ000306_12.0330, 


.C7 


Gene No. 


98580 








Strand 






Start 


45074 








End 


49879 




Name 


OJ000306 


12. 0330. 07 


•ol. tc 




Method 


TBLASTX: Cress 




Start 


485 








End 


850 




GI 


none 








Score 


236 




Exons 


485. .850, 


501. .821, 


509, .8 


50 








Seq'. No. 


46435 








Seq. ID 


OJ000306_12.0330'. 


,C7 


Gene No. 


98580 








Strand 






Start . 


45074 








End 


49879 ■ 




Name 


OJ000306 


12. 0330. C7, 


.o2.ts 




Method 


TBLASTX: Soybean 




Start 


500 








End 


820 




GI 


none 








Score 


91 




Exons 


500. .592, 


501. .587, 


587. .8 


14, 


594. .815, 


644. .820 




Seq. No. 


46435 








Seq. ID 


OJ000306_12.0330. 


,07 


Gene No. 


98580 . 








Strand 






Start ^ 


45074 








End 


49879 




Name 


OJ000306 


12. 0330. C7. 


. ol . tw 




Method 


TBLASTX: Wheat 




Start 


590 








End 


1006 




GI 


none 








Score 


106 




Exons 


590. .778, 


603. .776, 


758. .8 


65, 


768. .818, 


860. .1006, 873.. 


1001 


Seq. No. 


46435 








Seq. ID 


OJ000306_12.0330. 


07 


Gene No . 


98580 








Strand 






Start 


45074 








End 


49379 




Name 


OJ000306 


12. 0330. C7, 


.olO. tm 


Method 


TBLASTX: Maize 




Start 


602 








End 


847 




GI 


none 








Score 


104 





48024 




Exons 602.. 847, 603.. 818 







>1 ^ O C 








Seq. ID 


OJ000306_12.0330 


.C7 




Gene No. 


y o Do u 








Strand 










/I R n T i'l 








End 


49879 






Naiue 




. U J JU 


. U / . OO 


. T,S 


Method 


TBLASTX : Soybean 








o o / 








End 


1654 








none 








Score 


46 ■ 






Exons 


Q Q 7 1 n n 


1 m Q 
1 u / y . 


1 1 c; Q 
. 1 10 y , 


1304. , 


.1654, 1305. .1367, 1464. .1622 




Seq. No. 


46435 








Seq. ID 


OJ000306_12.0330 






tjjene jno . 


QQ con 
y o 0 o u 








Strand 










fi D U / ft 








End 


49879 






Name 


n Tnnn 'i.n^ i o 
UJUUUOUO iz 


. U Jo u 


. U / . od 


. tm 


Method 


TBLASTX: Maize 






C -t- =» v+- 

o L.airxi. 


y / D 








End 


1468 








none 








Score 


216 






Exons 


c; lien 


y / 0 , . 


1 U / D , 


977. .1159, 982.. 


1194, 1302. .1412, 








1304. .1414, 


1304 


. .1417 


1/119 


, .1468 , ' 








beq. JNO. 










Seq. ID 


OJ000306_12.0330 


.C7 




Gene No . 


Q Q t; Q n 








Strand 








b Lam 


4 D U / fi 








End 


49879 






Name 


A Tnnn "^n tf; i o 
ujuuuoud iz 


n '3 n 
. U J JU 


nn r\A 
. L- / . 04 


. UC 


Method 


TBLASTX: Cress 








1 o Q 
iz y D 








End 


1627 








none 








Score 


54 






Exons 


1296. . 1616, 


1304 


. .1627 


, 1 JUO . 


, .1394, 1425. .1622 




III 


beq . JNO . 


HUH .DD 








Seq. ID 


OJ000306_12.0330 


.C7 




Gene No . 


QQ R Q n 
y O 0 O U 








Strand 








b tiarr 


4 0 U / 4 








End 


49879 




%3 


Name 


UJUUUjUD iz 


n "5 '5 n 
. U J JU 


. / . o J 




Method 


TBLASTX : Soybean 




i : = 


bcarr 


D 4 DO 








End 


5858 




: cr 




none 








Score 


99 






Exons 


5465. .5836, 


5613 


. .5858 












beq. JNO. 


4 04 JO 








Seq. ID 


OJ000306_12.0330 


.07 




t^ene ino . 


QR Q n 

y 0 0 O u • 








Strand 








b uar c 


4 0 U / 4 








End 


49879 






Name 


Uo UUUJUD 1^ 


. U J JU 


r\A 

. U / .04 


.tm 


Method 


TBLASTX: Maize 








o y 1 <c 








End 


6133 




n 




none 








Score 


166 






Exons 


5912.. 6133, 


5913 


. .6089 












beq . iNo . 


4 D4 OO 








Seq. ID 


OJ000306_12.0330, 


.07 




Gene No • 


QQ Q n 
y O 0 O U 








Strand 








OA , ■v-4- 

btart: 


4 0 U / 4 








End 


49879 






Name 


r\ Tn n n '2 n c i o 
UJUUUoUb Iz 


n Q '3 n 
. U J JU 


. L / . OD 


. ts 


Method 


TBLASTX : Soybean 






b rare 


c; Q 1 Q 

0 y lo 








End 


6148 






T 
Lri 


none 








Score 


99 






Exons 


5918. . 6148, 


5919 


. . 6089 












Seq. No. 


46435 








Seq. ID 


OJ000306_12.0330, 


.07 




Gene No. 


98580 








Strand 








Start 


45074 








End 


49879 






Name 


OJ000306 12 


.0330 


.07. o5 


.tm 


Method 


TBLASTX: Maize 






Start 


19998 








End 


20190 






GI 


none 








Score 


302 





48025 



Exons 



19998. .20183, 19999. .20190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



ol. ts 



.20319, 
,22751, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

22266 

23279 



46435 
98580 
45074 

OJ000306_12.0330.C7. 
20104 
none 

20104 . .20229, 20203, 
22406. .22720, 22575, 

46435 
98580 ' 
45074 

OJ000306_12.0330.C7.o3. tc 
22283 
none 

22283. .22681, 22284 .. 22685, 22410.. 22682 



OJ000306_12.0330.C7 
49879 

TBLASTX : Soybean 
23428 
96 

22730, 22274. .22357, 
23428 



Seq. ID OJ000306 12. 0330. C7 



Strand 
End 

Method 

End 

Score 



49879 

TBLASTX: Cress 
22685 
419 



Seq. No. 46435 Seq. ID 

Gene No. 98580 Strand 

Start 45074 End 

Name OJ00p306_12 . 0330 . 07 . o2 . tw Method 

Start 22311 End 

GI "none , Score 
Exons 



OJ000306_12.0330.C7 
49879 

TBLASTX: Wheat 

234 01 

211 



22311. .22544, 22319 .. 22543, 22550 . .22594 , 22560 .. 22661 , 
22628. .22663, 23288. .23401 



Seq. No. 46435 Seq. ID 

Gene No. 98580 Strand 

Start 45074 End 

Name OJ000306__12 . 0330 . C7 . ol . tm Method 

Start 22437 End 

GI none Score 

Exons 22437. .22730, 22438 22764 , 22439 

23276. .23452, 23277 234 4 4 , 23281 



OJ000306_12.0330.C7 
49879 

TBLASTX: Maize 
23894 
488 

22750, 22749. .22772, 
23451, 23512. .23532, 



23513. .23536., 23513 .. 23536, 2354 4 .. 2357 6, 23545 .. 23622 , 
23627. .23764', 23656 .. 23697 , 23775 .. 23894 , 23776.. 23883 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46435 
98580 
45074 

OJ000306_12 . 0330 . C7 . o8 . tm 
30043 

none . , 



Seq. ID OJ000306_12.0330.C7 
Strand 

End 49879 

Method TBLASTX: Maize 

End ■ 30262 

Score 256. 



30043. .30249, 30059 .. 30262, 30063.. 30251 

OJ000306 12. 0330. C7 



46435 Seq. ID 

98580 Strand 

45074 End 

OJ000306_12.0330.C7 .08 . ts Method 

30084 End 

none Score 

30084. .30263, 30085,. 30261 . • • 



49879 

TBLASTX: Soybean 

30263 

228 



Seq. No. 
Gene No . 



46435 
98580 



Seq. ID OJ000306_12.0330.C7 
Strand 



48026 



start 
Name 
Start 
GI 

Exons 



45074 

OJ00030 6_12 . 0330 . C7 . o9 . tm . 
31114 
none 
31114 . 
31255. 
31498, 
32312, 



End 

Method 

End 

Score 



49879 

TBLASTX: Maize 

32393 

43 



.31173, 31114. .31317, 31121 31318 , 31137 31319, 

,31320, 31424. .31510, 31425 31514 , 31426 31518 , 

,31575, 31650. .31682, 31 926 .. 32018 , 32118 .. 32 174 , 

,32389, 32313. .32393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46435 
98580 
45074 
OJ00030 
35331 
none 
35331 
36597 
37220 
37452 
38587 
38928 
39210 
40806 



6 12.0330.C7.o2.tm 



35384, 
36779, 
37375, 
37514, 
38673, 
39053, 
39341, 
41006, 



35364 . 
36597, 
37232. 
38216. 
38603. 
38934. 
39213. 
40834. 



.35504, 
.36779, 
.37375, 
.38386, 
.38671, 
.39047, 
.39338, 
.41004, 



Seq. ID 
■ Strand 
End 

Method 

End 

Score 



.OJ000306_12.0330.C7 
49879 

TBLASTX: Maize 

41023 

295 



35496. .35564, 36596 36778 , 

37033. .37155, 3704 6 .. 37 147 , 

37243. .37377, 37451 37534 , 

38216. .38377, 38551 .. 38583, 

38733. .38873, 3874 9 .. 38 862 , 

38989. .39051, 39187 .. 39339, 

39831. .39983, 39831 .. 39983, 
40874. .41023 



Seq. No, 
Gene No, 
Start • 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46435 Seq. ID 

98580 Strand 
45074 End 
OJ000.306_12 . 0330 . C7 . o4 . ts Method 
36633 End' 
none Score 

36633. .36710, 36672 .. 367 10, 36716 

37046. .37147, 37057 .. 3714 0 , 37220 

37249. .37377, 37454 .. 37564 , 37455 

38216. .38368, 38253 .. 38378 , 38606 

38733. .38873, 3874 9 .. 388 62 , 38927 

39187. .39342, 39216 .. 3934 1 , 39834 

4 08 06. .4 0970, . 40833. .40961, 4 0834 



OJ000306 12-; 0330. C7 



49879 

TBLASTX : Soybean 
40986 
80 

36775, 36717. .36779, 
37375, 37235. .37369, 
37514, 38215. .38367, 
38671, 38607. .38672, 
39043, 38928. .39053, 
39983, 39849. .39983, 
40986 



46435 
98580 
45074 

OJ000306_12.0330.C7.o5.tc 
36662 



End 

Method 
End 

none Score 
36662 , .36775, 36.663 .. 3677 9, 36678 .. 36779, 3704 6 .. 37147 , 
37057. .37155, 37220 .. 37375, 37243 .. 37377 , 37451 .. 37531, 
37452.. 37514 



Seq. ID OJ000306_12.0330.C7 
Strand 

49879 

TBLASTX: Cress 
37531 
184 



Seq. No. 46435 . Seq. ID 

Gene No. 98580 ' Strand 

Start 45074 End 

Name OJ000306_12 . 0330 . 07 . o2 . tc Method 

Start 38254 End 

GI none . Score 
Exons 38254. 

38597. 

38749. 



OJ000306 12. 0330. C7 



.38331, 38255. .38332, 38327. 
.38668, 38603. .38671, 38604. 
.38862, 38751. .38864, 38927, 



49879 

TBLASTX: Cress 
39053 
98 

38377, 38338. .38367, 
38672, 38733. .38873, 
39043, 38928. .39053, 



48027 



38934. .39047 



Seq. No. 46435 
Gene No. 98580 
Start 45074 

Name OJ000306_12 . 0330 . C7 . o7 . tm 

Start • 41525 

GI none 
Exons 41525, 

41731. 

41951. 

43573. 

43754 . 

43910. 



.41557, 41544. .41567, 

.41769, 41732. .41797, 

,42028, 41951. .42025, 

,43659, 43581. .43658, 

,43789, 43764. .43817, 

,43975, 43915. .43974, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
41651. .41722, 
41808, .41870, 



OJ000306 12. 0330. C7 



41952. 
43598. 
43765. 
44048. 



49879 

TBLASTX: Maize 
44074 
36 ■ 

41658. .41687, 
41831. .41872, 
42026, 41956. .42027, 
43669, 43600. .43668, 
43815, 43901. .43972, 
44074, 44048. .44074 



Seq. No. 46435 
Gene No. 98580. 
Start 45074 

Name OJ000306_12 . 0330 . C7 . o7 . ts 

Start 41831 
GI none 
Exons 41831 . 

41956. 

43601. 

43919. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000306_12.0330.C7 
49879 

TBLASTX: Soybean 

43971 

70 



.41878, 41832. .41870, 4 1951 .. 42028 , 41951. 
.42027, 43573. .43659, 4 358 1 . . 43658 , 43600, 



,43669,-^ 43764, 
,43963 



.43817, 43768. .43815, 43915. 



,42022, 
,43668, 
,43971, 



Seq. No. 46435 Seq.. -ID 

Gene No. 98580 Strand 

Start 45074 ^ . End 

Name OJ000306_12 . 0330 . C7 . o6 . tc Method 

Start 41832 End 

GI none Score 

Exons 41832. .41870, 41839 .. 4 1871, 4 1951 .. 42028 , 41956. 

42001. .42027, 4 3581 .. 43658 , 43600 .. 4 3659, 43601. 

43764. .43817, 4 37 68 .. 4 3815, 4 3910 .. 4 3963 , 43915, 



OJ000306_12.0330.C7 
49879 

TBLASTX: Cress 
43971 
55 



.42003, 
.43,669, 
.43971 



Seq. No. . 46435 ^ Seq. ID 

Gene No. ' 98580 Strand 

Start 45074 End 
Name OJ000306_12 . 0330 .C7 . oil . gs Method 

Start 45074 End 

GI none Score 
Exons 4 5074 . 

46515, 

48598, 



Ojp00306_12.0330.C7 

49879 
GENSCAN 
49743 
.74 



.45242, 45336. .45409, 45527 ,. 45667, 4 6366 .. 46431, 
.4 664 9, 4 6848. .4 6979, 47426. .4 7504, 4 7597. .47 676, 
,48706, 48796. ..48890, 49284 .. 4 9343, .4 9431 .. 4 9487, 



49603. .49743 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



46435 
985-80 - 
45074 

OJ000306_12.0330.C7.o7.tc 
45332 
none 

45332. .45412, 45527 .. 4564 3, 45528.. 45626 



Seq: ID OJ000306__12 . 0330 . C7 
Strand - ' " 
End 

Method 
End 
Score 



49879 

TBLASTX: Cress 
45643 
11-9 



46435 
98580 



Seq. ID OJ000306_12.0330.C7 
Strand 



48028 





Start 


45074 


End 


49879 






Name 


OJ000306 12 . 0330 .07 .08 .np.- 


Method ■ 


AAT/NAP. 






Start 


45335 


End 


49879 ■ ■ 






GI 


7529272 


Score 


1543 






Exons 


45335. .45409, 45527 .. 45667, 


46366. .46431, 4 6515 .. 4 664 9, 








46848. .46979, 47081 .. 47180, 


47278. .47324, 47426 .. 47504 , 








47597. .47676, 47828 .. 47917, 


48598. .48706, 48796. . 48890, 








• 49284 . .49343, 4 9431 .. 4 94 87 , 


49603. .49879 






GI Descrip. 


(AJ250248) ataxia-telangiectasia mutated protein (Atm) 


















Seq. No. 


46435 


Seq. ID 


OJ000306_12.0330. 


07 




Gene No. 


98580 


Strand 








Start 


45074 


End 


49879 






Name 


OJ000306 12.0330.C7.o3.tm 


Method 


TBLASTX: Maize 






Start 


4 6865 


End 


47321 






GI 


none 


Score 


135 






Exons 


46865 46960 46866 46964 


46866. .46973, 4 6867 .. 4 6971 , 








47073 47180 47078 47:?09 


4 7078. .4 7206, 4 7277. .4 7321 






Seq. No. 


4 6435 


Seq. ID 


OJ000306_12.0330. 


07 




Gene No . 


98580 


Strand 








Start 


45074 


End 


49879 




•"^ 


Name 


OJ000306 12.0330.C7.o7.gp. 


Method 


AAT/GAP 






Start 


49261 


End 


49747 




in 


GI 




Score 


4 5.4 




2.'. . 


Exons 


4Q^4^ 4Q4^1 4Qdft7 

T^'^vJX. 'd:7*4JX. .1:710/, 


49603. .49747 






GI Descrip, 


' 554 1725 /^mb 1 CABSlOfifi 11 1 


Oe-54 (AL096856) putative protein 


I J 




r A h "i Hor^^ ic; l-halianal* 
|_ ^x cLu xv^u^o X 0 Liidx xdiid J 










Seq. No. 


4 64 35 

1 u 1 J *J 


Seq. ID 


OJ000306_12.0330. 


07 




Gene No. 


98580 


Strand 








Start 


45074 


End 


49879 






Name 


OJ000306 12. 0330. 07. oil. tm 


Method 


TBLASTX: Maize 






Start 


49311 


End 


49746 




''J 


GI 


none 


Score 


35 




L =: " 


Exons 


49311 49343 49313 4Q^4R 


49450. .4941 


38, 49452. .49484, 








495ftS^ 4974fi 4Q6nQ 4Q74fi 








VJ 


Seq. No. 


4 64 36 


Seq. ID 


OJ000306_12.0330. 


08 




Gene No . 


J* 0 *J 0 X 


Strand 








Start 


1 

X 


End 


3082 






Name 


OJ000306 12.0330.O8.ol.gp 


Method 


AAT/GAP 






Start 


1 


End 


62 






GI 


uC-osflM202075g01bl 


Score 


120 






Exons 


1. . 62 










GI Descrip , 


'5541725/emb|OAB51066. 1 | 1. 


Oe-54 (AL096856) putative protein 






[Arabidopsis thaliana] * 










Sea No 


46436 


Seq. ID 


OJ000306_12.0330. 


08 






98581 


Strand 








Start 


1 


End 


3082 






Name 


OJ000306 12.0330.C8.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3082 






GI 


7522209 


Score 


588 






Exons 


1..89, 163. .243, 748. .829, 


1833. .1918, 


2138.. 2339, 2437. 


.2606, 






3036. .3082 









48029 



GI Descrip. hypothetical protein T24C20.70 - Arabidopsis thaliana 
gi I 5541725 I emb I CAB51066.il (AL096856) putative protein 
[Arabidopsis thaliana] 



Seq. No. 46436 Seq. ID 

Gene No. 98581 Strand 

Start 1 End 

Name OJ000306_12 . 0330 .C8.ol.gs Method 

Start 748 End 

GI none Score 

Exons 748. .831, 1476. .1520, 1835. .1918, 2007, 
2437. .2588 



OJ000306_12.0330.C8 

3082 
GENSCAN 
2588 
.92 

.2054, 2138. .2339, 



Seq. No. 46436 

Gene No. 98581 

Start 1 

Name OJ000306_12 . 0330 . C8 . ol . ts 

Start 2219 

GI none- 
Exons 



Seq. ID OJ000306_12.0330.C8 
Strand 
End 

Method 
End 
Score 



3082 

TBLASTX : Soybean 

2567 

43 



2219. .2341, 2220. .2342, 2437. .2547, 2439. .2567 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



46437 Seq. ID OJ000306_12 . 0330 . C9 

98582 Strand 
1 End 5224 

OJ000306_12 . 0330 . C9 . ol . np Method AAT/NAP 

1 End 5224 

7529272 Score 776 

1..129, 210. .374, 1013. .1135, 1220. .1294, 1382. 
1936. .2048, 2131. .2433, 2665. .2751, 2854. .2956, 
4213. .4324, 4693. .4798, 4886. .5009, 5116. .5224 
(AJ250248) ataxia-telangiectasia mutated protein (Atm) 
[Arabidopsis thaliana] 



.1448, 
3676. 



3725, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46437 
98582 
1 

OJ000306_12.0330.C9.ol.gs 
28 

none 



Seq. ID OJP00306_12 .0330.C9 

Strand ■ - 

End 5224 

Method GENSCAN 

End 5009 

Score .89 



28. .129, 210. .374, 1013. .1135, 1220.. 1294, 2131. .2433, 
2665. .2751, 3678. .3725, 4213. .4278, 4667. .4798, 4886. .5009 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46438 
98583 
426 

OJ000216__08 .0310.Cl.ol.ts 

426 

none 



Seq. ID OJ000216_08.0310.C1 
Strand 

End 722 

Method TBLASTX: Soybean 

End 722 

Score 182 



426. .584, 427. .585, 690. .722, 692. .721 



Seq. No. 46439 Seq. ID 

Gene No. 98584 Strand 

Start 2 End 

Name"* OJ00021 6_08 . 0310 . C2 . o2 . tm Method 

Start 2 End 

GI none Score 

Exons 2.. 196, 2.. 196 



OJ000216_08.0310.C2 
196 

TBLASTX: Maize 

196 

129 



48030 





Seq. No. 


46439 








Seq. ID 


OJ000216_08.0310 


.C2 




f^pri*=> No 


98585 








91" r^^nH 








O U Cli- u 


lis - 








Fnd 


679 






Nsine 




08 0310 C2 


o1 

W X.. 


L. W 


M*=»"t" hoH 








Start 


113 

X X ^ 








FnH 


517 

^ X f 






GI 


none 








Score 


219 








113 4 S4 

XX^. •'i-JM/ 


113 4 fifi 

XX^. .rlUVJ/ 


1 56 

X ^ u 


4 58 


461 517 


471 503 






Seq. No. 


46439 








Seq. ID 


OJ000216_08.0310 


.C2 






98585 








Strand 








Start 


113 








End 


67 9 






Name 


OJ000216 


08 0310 C2 


ol . 


tm 


MpI" h od 


TBT.ASTX ' Ma i 7e 






Start 


198 








End 


4 63 






GI 


none 








Score 


278 










1 98 4 SS 


200 


. . 4 63, 


200 463 








Seq. No. 


46439 








Seq. ID 


OJ000216_08.0310 


.C2 






98585 








9t"r;^nd ■ 
o L. X a.iiv^ 








C-|- a v-f 
O L CI I. L. 


X X *J 








Fnd 


67Q 






Name 


W O W w w ^ xu 


08 0310 r2 


ol . 


t s 


MpI" hod 


TRT.ASTX • Sovhp;^n 






Start 


314 ~ 








End 


67 9 






GI 


none 








Score 


77 






F von Q 


31 4 4 4 R 


4 55 fi7Q 


4 56 

*J U 


• • u u o 










Seq. No. 


46440 








Seq. ID 


OJ000216_08.0310 


.CIO 


s I s 

S 


f^pnp No 


^ O J o u 








91" r;^ nd 






r- ~ 


O U Cli- u 


J w ^ 








End 


94 9 




i.y 


Name 


OJ0.0n21 6 

wo V W \J ^. J~\J 


08 0310 no 


ol 




MpI" H od 


TRT.ASTX " Ma 1 7P 






Start 


506 ~ 








End 


942 






GI 


none 








Score 


127 




ry 


F von <5 




507 578 


507 


57ft 


775 Q42 


778 Q33 




f 

i ST 


Seq. No. 


46440 








Seq. ID 


OJ000216_08.0310 


.CIO 




(^pnp No 


98586 








St" T";^nd 








Ci-;q rt 


U 3* 








Fnd 


Q4 Q 

J' *1 _7 






IN CliUC 


0,7000? 1 


Oft 0310 no 


ol 


i- Q 




TRT.ASTX • Sovhfi^in 






Start 


S07 ~ 








End 


927 






GI 


none 








Score 


105 






F von ^ 


S07 578 


512 574 


777 


.926, 


778 . . 927 








Seq. No. 


46440 








Seq. ID 


OJ000216_08.0310 


.CIO 




r^pnp No 


98586 








St rand 








Start 


509 








End 


94 9 






Name 


O.TOOO? 1 


Oft 0 310 no 


ol 

• X 


. gp 




A AT /r^AP 






Start 


S0<^ ~ 

J v 








End 


Q4 Q 

-7 ^ 








• none 








Score 


3QQ 






F von Q 


SOQ S7R 


7R1 Q4Q 
/ox* .^y^ 














Seq. No. 


46441 








Seq. ID 


OJ000216_08.0310 


.C16 




Gene No. 


98587 








Strand 


+ 






Start 


622 








End 


1137 






Name 


OJ000216 


08.0310.C16 


.ol 


-gp 


Method 


AAT/GAP 






Start 


622 








End 


1137 






GI 


3548947 








Score 


894 






Exons 


622. . 1137 















48031 




O C • LN « 


46442 




Seq. ID 


OJ000216_08.0310 


.CI 


Gene No. 


98588 




Strand 






Start 


60 




End 


638 




Name 


OJ000216 08.0310.C17 


. ol . tm 


Mpt hod 


TBLASTX: Maize 




Start 


60 




End 


638 




GI 


none 




Score 


58 






60. .104, 210. .317, 211. .306, 


399 . .497, 


400. .498, 585. .638, 




587 637 










Seq. No. 


4 64^4*3 




Seq. ID 


OJ000216 08 0310 


. CI 


Gene No. 


98589 




Strand 






tj O.J- 


9 




End 


294 






OJ000216 08 0310 C18 


. o2 . ts 




TBLASTX * Sovbean 






Q ~ 




End 


263 




\j ± 


none 




S core 


199 




R V o n ^ 


Q Qo 10 261 150 


2 63 








Seq. No. 


1 U "a *i J 




Seq. ID 


OJ000216 08 0310 


CI; 


Gene No. 


98589 




Strand 






Start 


■ 9 




End 


294 




Naine 


OJ000216 08 0310 C18 


. o2 . tw 


Mp1" h oH 


TBLASTX • Wheat 




q-|- a 


25 ~ 




End 


294 




o ± 


none 




Score 


17 9 




p. yon <=; 


25 . .294 










Seq. No. 


46443 




Seq. ID 


OJ000216 08 0310 


. CI: 


Gene No. 


_/ O J ,7 U 




Strand 






Start 


712 




End 


1284 




Name 


OJ000216 08.0310.C18 


. ol . tm 


Mp i" hi oH 


TBLASTX: Maize 






712 




End 


1092 




V3 J. 


none 




Score 


88 




P von ^ 


712. .870, 868. .1092 










CorT Mo 


46443 




O C • ± Lf 


OJ000216_08.0310 


.CU 


Gene No. 


98590 




Strand 






Start 


712 




End 


1284 




Name 


OJ000216' 08.0310.C18 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


715 




End 


1113 




GI 


none 




Score 


232 




Exons 


715. .1113 











Seq. No. 46443 Seq. ID 

Gene No. 98590 Strand 

Start 712 End 

Name. . OJ000216_08 . 0310 . C18 . ol . tw Method 

Start 871 End 

GI none Score 

Exons 871.. 1140, 1195.. 1284 



OJ000216_08.0310.C18 
1284 

TBLASTX: Wheat 

1284 

165 



Seq. No. 46444 Seq. ID OJ00021 6_08 . 0310 . C2 1 

Gene No. 98591 Strand 

Start 1 End 58 

Name OJ000216_08 . 0310 . C21 . ol . gp Method -AAT/GAP 

Start 1 End . 58 

GI LIB3477-003-P1-K1-E9 Score 90 

Exons 1 . . 58 

GI Descrip. » 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



48032 



S 1 PRECURSOR (ORY S I) 
sativa] 



>gi_1173557 (U31771) Ory s 1 [Oryza 





O c 4 . IN vj . 


d fid d s 

*i D fi 4 J 




Seq, ID 


OJ000216_08,0310, 








^ O J 




Strand 








q-|- -ay-l- 


1 fi^ 




End 


1173 






Ma mo 
JiNciiiit;- 


0.10009 ^ OR fT^io r?:> ni 




Method 


TBLASTX: Soybean 






o LciX L. 


1 fi^ ~ 
X DO 




End 


1173 






GI 


none 




Score 


56 






Exons 


163. .267, 170. .346, 279, 


.347, 


1102, .1173 






O • LM (J • 


d fid 4 fi 

4 D 4 *i D 




Seq. ID 


OJ000216_08.0310, 


P9 d 






17 O O -/ O 




Strand 








O L. di. L. 


7^S 
/ o o 




End 


1073 






Nam© 




tw 


Method 


TBLASTX: Wheat 








7 ^ S ~ 

f o o 




End 


1073 






GI 


none 




Score 


194 






Exons 


735. .1073 












O 6 . LN O , 


d fid d 7 

4 D4 4 / 




Seq. ID 


OJ000216_08.0310. 


r97 






Qfi R Qd 
3? 0 O _? 4 




Strand 








o Lax L 


fid 
D 4 




End 


568 






Nam© 


0.700091 fi Oft 0^1 0 r97 ni 

>JtJUUUZ.XD UO.UOXU.^^^f.vJX. 




Method 


TBLASTX : Soybean 








fid ~ 

D4 




End 


444 






GI 


none 




Score 


58 






Exons 


64. .306, 224. .307, 346.. 


444, 


356,,, 442* ' 








Seq. No. 


46447 




Seq, ID 


OJ000216_08.0310. 


.C27 




Gene No. 


98594 




Strand 






: . S 


Start 


64 




End 


568 






Name 


OJ000216 08.0310.C27.ol, 


tw 


Method 


TBLASTX: Wheat 




?! I 


Start 


160 




End 


568 




: n? 


GI 


none 




Score 


89 




£ a. 


Exons 


160. ,306, 161, .307, 337. 


.567, 


343, .552, 


350, .568 





ha 



Seq. No. 46447 

Gene No. 98595 

Start 577 

Name' OJ000216_08 , 0310 . C27 . o2 . 

Start 577 

GI none 

Exons . 577., 774, 650.. 763 



tw 



Seq. ID 
Strand . 
End 

Method 

End 

Score 



OJ000216_08.0310.C27 
774 

TBLASTX: Wheat 

774 

63 



Seq. No, 46448 

Gene No. 98596 

Start 6 

Name OJ00021 6_08 . 0310 . C28 . ol . 

Start 6 

GI none 

Exons 6.. 332, 13.. 333 



tw 



Seq. ID 
Strand , 
End 

Method 

End 

Score 



OJ000216_08.0310,C28 
333 

TBLASTX: Wheat 

333 

138 



Seq. No. 4 6449 

Gene No. 98597 

Start 1167 - 

Name - OJ000216_08 . 0310 . C29 . ol . 

Start 1167 

GI none 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_08.0310.C29 
1569 

TBLASTX: Wheat 

1569 

74 



48033 



Exons 



1167. .1568, 1261. .1443, 1516. .1569 



Seq. No. 46450 

Gene No. 98598 

Start 519 

Name OJ000216_08 . 0310 . CSO :o3 . tw 

Start 519 

GI none 

Exons 519.. 569, 570.. 683, 581.. 631, 



Seq. ID OJ000216_08.0310.C30 

Strand 

End 917 

Method TBLASTX : Wheat 

End 917 

Score 53 ■ 

657. .917, 689. .916 



Seq. No. 46450 Seq. ID 

Gene No. 98598 Strand 

Start 519 End 

Name OJ000216_08 . 0310 . C30 . o2 . tm Method 

Start 564 End 

GI none Score 

Exons 564.. 803 



OJ000216_08 .0310.C30 
917 

TBLASTX: Maize 

803 

187 



Seq. No. 46450 

Gene No. 98599 

Start 1553 

Name OJ000216_08 . 0310 . C30 . o2 . tw 

Start 1553 

GI none 

Exons,: 1553.. 1735, 1561.. 1662, 1772. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
2008, 1774.. 1998 



OJ000216_08. 0310.C30 
2008 

TBLASTX: Wheat 
2008 . 
150 



Seq. No. 46450 ' Seq. ID 

Gene No. 98600 Strand 

Start 2200 End 

Name OJ000216_08 . 0310 . C30 . ol-. tw Method 

Start 2200 End 

GI none Score 

Exons 2200.. 2655, 2200.. 2640, 2208.. 2654 



OJ000216_08.0310.C30 
2685 

TBLASTX: Wheat 

2655 

518 



Seq. No. 46450 Seq. ID 

Gene No. 98600 Strand 

Start 2200 End 

Name OJ000216_08 . 0310 . C30 . ol . tm Method 

Start 2329 End 

GI none Score 

Exons 2329.. 2685, 2391.. 2684 



OJ000216_08.0310.C30 
2685 

TBLASTX: Maize 

2685 

403 



Seq. No. 46451 Seq. ID 

Gene No. 98601 Strand 

Start ,64 6 End 

Name OJ000216_08 . 0310 . C31 . ol . tm Method 

Start 64 6 End 

GI none - Score 

Exons 646.. 951, 663.. 950 



OJ000216_08.0310.C31 
1029 

TBLASTX: Maize 
951 

352 



Seq. No. 46451 Seq. ID 

Gene No. 98601 Strand 

Start 64 6 "'■End 

'Name OJ000216_08 . 0310 . C31 . o2 . tw Method 

Start 646 End 

GI none Score 

Exons 646.. 1029, 654 .. 1028 



OJ000216_08.0310.C31 
1029 

TBLASTX: Wheat 

1029 

358 



48034 




Seq. . No. 


46451 








98602 








± ± ^ ^ 








Kju \J yj \j ^ ± \j \jo 


» \j J ± \j < 


> J X . ± 


Art 


1 1 S9 ~ 

X X J ^ 






GI 


* none 






F* von Q 




X X D O . 


1 , ± ^ C. f 


Seq. No. 


46451 






Gene No. 


98602 






Start 


1152 






Name 


OJ000216 08 


.0310, 


.C31.02 


Start 


1458 






GI 


none 






Exons 


1458. .1640, 


1524, 


. .1640, 




Seq. ID OJ000216_08.0310.C31 
Strand 

End 1760 

.tw Method TBLASTX : Wheat 

End . 1760 

Score 353 
,1331. .1408, 162 9. .17 60, 1634. .1759 

Seq. ID OJ000216_08.0310.C31 
Strand 

End 17 60 

.tm Method TBLASTX: Maize 

End 1724 

Score 144 
1634. .1690, 1641. .1724 



Seq. No. 46452 Seq. ID 

Gene No. 98603 Strand • 

Start 121 End 

Name OJ000216_08 . 0310 . C33 , ol . tw Method 

Start 121 End 

GI none Score 

Exons 121,. 162, 202.. 435, 490.. 591 



OJ000216_08.0310.C33 
761 

TBLASTX: Wheat 

591 

36 



Seq. No. 46452 Seq. ID 

Gene No. 98603 Strand 

Start 121 End 

Name OJ000216_08 . 0310 . C33 . ol . ts Method 

Start 177 End 

GI none Score 

Exons 177,. 371, 199., 435 



OJ000216_08.0310.C33 
761 

TBLASTX: Soybean 

435 

197 



Seq. No. 46452 

Gene No. 98603 

Start 121 

Name OJ0002 16_08 . 0310", C33 . ol . 

Start 471 

GI none 

Exons 471.. 545, 490.. 579, 601, 



Seq, ID 

Strand 

End 

tc Method 
End 
Score 

.759, 663, ,731 



OJ000216_08.0310.C33 
761 

TBLASTX: Cress 

759 

94 



Seq, No. 46452 Seq. ID 

Gene No. 98603 Strand 

Start 121 End 

Name OJ000216_08 . 0310 . C33 . ol . tm Method 

Start 487 End 

GI none • Score 

Exons 487.. 558, 490.. 759, 574.. 759 



OJ000216_08. 0310.C33 
761 

TBLASTX: Maize 

759 

61 



Seq. No. 46452 

Gene No. 98603 

Start 121 

Name OJ0002 1 6_08 . 0310 . C33 . o2 . 

'Start 610 

GI none 

Exons 610.. 759, 615.. 761 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_08.0310.C33 
761 

TBLASTX: Wheat 

761 

166 



48035 




Seq. No. 


46453 




. Seq. ID 


OJ000216_08.0310 


.C37 


Gene No. 


98604 




Strand 






Start 


118 




End 


469 




Nsme 


OJ000216 08.0310.C37.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


118 ~ 




End 


469 




GI 


none 




Score 


99 




Exons 


'118. .213, ■ 123. . 149, 276 


. .467, 


280. .468, 353. .469 


. _ 


Seq, No. 


46454 




Seq. ID 


OJ000216_08.0310 


.C39 


Gene No. 


98605 




Strand 


+ 




Start 


146 




End 


893 




Name 


OJ000216 "08.0310.C39.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


125 ~ 




End 


304 




GI 


none 




Score 


241 




Exons 


125. .304, 126. .287 










Seq. No. 


46454 




Seq. ID 


OJ000216_08.0310 


.C39 


Gene No. 


98605 




Strand 






Start 


146 ' 




End 


893 ■ 




Name 


OJ000216 08.0310.C39.ol, 


. ts 


Method 


TBLASTX: Soybean 




Start 


125 ~ 




End 


310 




GI 


none 




Score 


241 




Exons 


125 . . 310, 126. . 287 










Seq.^'No. 


46454 




Seq. ID 


OJ000216_08.0310 


.C39 


Gene No. 


98605 




Strand 


+ 




Start 


146 




End 


893 




Name 


OJ000216 08 0310 C39 o2 


> tm 


Method 


TBLASTX: Maize 




Start 


126 ~ 




End 


269 




GI 


none 




Score 


226 




Exons 


126 . .269, 138 . .266 










Seq. No. 


46454 




Seq. ID 


OJ000216_08.0310 


.C39 


Gene No. 


98605 




Strand 


+ 




Start 


146 . 




End 


893 




Name 


OJ000216 08.0310.C39.ol. 


gp 


Method 


AAT/GAP 




Start 


146 




End 


644 




GI 


LIB34 31-015-P1-K1-C7 - 




Score 


616 




Exons 


146. .287, 360. .484, 568. 


, . 644 








GI Descr ip . 


'1532135 6.0e-32 (U49442) chloroplast 


mRNA-binding protein CSP41 




precursor [Spinacia oleracea] 








Seq. No. 


46454 




Seq. ID 


OJ000216_08.0310 


.C39 


Gene No. 


98605 




Strand 


+ 




Start 


146 




End 


893. 




Name 


OJ000216 08.0310.C39.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


450 




End 


861 




GI 


none 




Score 


67 




Exons 


450. .494, 560..670, 565. 


.672, 


572. .670 


, 777. .830, 778. .831, 




802. .831, 838. .861, 844. 


.861 








Seq. No. 


46454 




Seq. ID 


OJ000216_08.0310, 


.C39 


Gene No. 


98605 




Strand 


+ 




Start 


146 




End 


893 




Name 


OJ000216 08.0310.C39.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


640 




End 


893 




GI 


none 




Score 


56 





48036 




P vnn 

1-j ^\ 1 1 ^ 


640 672. 641 670. 777 


.893, 


778 . . 891 






Seq. No'. 


46455 




Seq. ID 


OJ000216_08.0310 


.C40 


Gene No. 


98606 




Strand 






Start 


415 




End 


574 




Name 


OJ000216 08 0310 C40 ol 


tc 


Mpt* hod 






Start 


415 ~ 




End 


574 




GI 


ri o n e 




Score 


210 




Exons 


415. .573. 416. .574. 458 


. 574 








Seq. No. 


46455 




Seq. ID 


OJ000216_08.0310 


.C40 


Gene No. 


98606 




Strand 






Start 


415 




End 


574 




Name 


OJ000216 08 0310 C40 ol 


ts 


Mpt* hod 


TBLASTX • Sovhpsn 

J. 1^ J. • o w y call 




Start 


416 ~ 




End 


574 




GI 


none 




Score 


201 




P, V n n Q 


416 574 418 573 










Spa Nn 


4 64 56 




Seq. ID 


OlT00021 6 08- 0310 


. C4 1 


Gene No . 


98607 




Strand 






Start 


506 




End 


1154 




Name 


OJ000216 08.0310.C41.ol. 


gp 


Method 


AAT/GAP 




Start 


506 




End 


1154 




GI 


29810 1 R1084 




Score 


325 




F von 

ill ^ 1 o 


506 5^89 1037 1154 










GT De p r i n 

nJX O 'w ^ JU ^ • 


' 4512018/ab 1 AAD21574 11 


4.0e- 


43 (AF106660) mRNA binding 


■oyol" Pin 






esculentum]-' 






Qprr No 


4 6457 




Seq. ID 


OJ000216_b8.0310. 


. C42 


Gene No. 


98608 




Strand 






Start 


1 




End 


84 




Name 


OJ000216 08.0310.C42.ol. 


gp 


Method 


AAT/GAP 




Start 


1 




End 


84 




GI 


29810 1 R1084 




Score 


168 




R von 


1 . . 84~ 










Nt^ ^ 1^ ^ O Vfir « 


• 4512018 /ab i AAD2157 4 1 1 


4 .Oe- 


43 (AF106660) mRNA binding 


riTOI" Pin 




nrppn T^^OT" f Tivr'onprc? i pon 

k> J- \^ Vur 1— i J- O W J- L ''— ' _y ^ — V-^ k-/ X -1- W 1 1 


esculentum] * 






Sea No 


4 6458 




Seq. ID 


OJ000216_08.0310, 


X45 


Gene No. 


98609 




Strand 






Start 


1217 




End 


1484 




Name 


OJ000216 08.0310.C4 5.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


173 ~ 




End 


1298 




GI 


none 




Score 


220 




Fi X o n 


173 388 183 392 303 


.40.1, 


501. .815, 


. 522. .779, 530. .823, 




766 879 786 1298 788 


..892, 958. .1008, 1148. .1243 




Seq. No. 


46458 




Seq. ID 


OJ000216_08.0310. 


.C45 


Gene No. 


98609 




Strand 






Start 


1217 




End 


1484 




Name 


OJ000216 08 0310 r4S o2 


ts 


Method 


TBLASTX : Soybean 




Start 


209 




End 


408 




GI 


none 




Score 


231 




Exons 


209. .406, 210. .401, 286. 


.408 








Seq. No. 


46458 




Seq. ID 


OJ000216_08.0310. 


C45 


Gene No. 


98609 




Strand 







48037 



start 


1217 






End 


1484 




Name 


OJ000216 


08 . 0310 .C45 . ol . 


tc 


Method 


TBLASTX : Cress 




Start 


222 






End 


656 




GI 


none 






Score 


182 




Exons 


222. . 392, 


233. .382, 285. 


. 398, 


522. . 656 






Seq. No. 


46458 






Seq. ID 


OJ000216_08.0310 


.C45 


Gene No. 


98609' 






Strand . 






Start 


1217 






End 


1484 




Name 


OJ000216 


08.0310.C45.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


561 






End 


797 




GI 


none 






Score 


253 




Exons 


561. . 797, 


566. .796 










Seq. No. 


46458 






Seq. ID 


OJ000216_08.0310, 


.C45 


Gene No. 


98609 






Strand 






Start 


1217 






End 


1484 




Name 


OJ000216 


08.0310.C45.ol. 




Method 


AAT/GAP 




Start 


1217 






End 


1484 




GI 


none 






Score 


536 




Exons 


1217 . . 148 


4 










Seq. No. 


46459 






Seq. ID 


OJ000216_08.0310, 


.C49 


Gene No. 


98610 






Strand 






Start 


161 






End 


1184 




Name 


OJ000216' 


08.0310.C49.o2, 


tm 


Method 


TBLASTX: Maize 




Start 


161 






End 


481 




GI 


none 






Score 


102 




Exons 


161 . . 283/ 


164 . . 481, 165. 


.479 








Seq. No. 


46459 






Seq. ID 


OJ000216 08.0310. 


. C49 


Gene No. 


98610 






Strand 






Start 


161 






End 


1184 




Name 


OJ000216 


08 . 0310 .C49.01, 


ts 


Method 


TBLASTX : Soybean 




Start 


188 






End 


794 




GI 


5509260 






Score 


243 




Exons 


188. .403, 


189. . 404, 413. 


. 787, 


414 . .794, 


597 . . 794 




GI Descrip. 














Seq. No. 


46459 






Seq. ID 


OJ000216_08.0310. 


,C49 


Gene No. 


98610 






Strand 






Start 


161 






End 


1184 




Name 


OJ000216 


08.0310.C49.ol. 


tw 


Method 


TBLASTX : Wheat 




Start 


330 






End 


782 




GI 


none 






Score 


8 6 




Exons 


330. .404, 


398 . . 433, 425. 


.580, 


437 . .769, 


441 . . 782 


- 


Seq. No. 


46459 






Seq; ID 


OJ000216_08.0310. 


,C49 


Gene No. 


. 98610 






Strand 






Start 


' 161 






End 


1184 




Name 


OJ000216 


08.0310.C49.ol. 


tc 


Met hod 


TBLASTX : Cress 




Start 


396 






End 


677 




GI 


none 






Score 


202 




Exons 


396. .677 












Seq. No. 


46459 






Seq. ID 


OJ000216_08.0310. 


C49 


Gene No. 


98610 






Strand 







48038 




start 


161 


End 


1184 


Name 


OJ000216 08.0310.C49.ol.tm 


Method 


TBLASTX: Maize 


Start 


598 


End 


1034 


GI 


none w.-.. . . 


•Score- 


627 


Exons 


598,. 1005, 599.. 1030, 600.. 1034 




Seq. No. 


46459 


Seq. ID 


OJ000216_08.0310.C49 


Gene No. 


98610 ^ 


Strand 




Start 


161 


End 


1184 


Name 


OJ000216 08. 0310.C49.o2. ts 


Method 


TBLASTX : Soybean 


Start 


929 


End 


1184 


GI 


none 


Score 


194 


Exons 


929. . 1183, 942. . 1184 






Seq. No. 


46459 


Seq. ID 


OJ000216_08.0310.C49 


Gene No. 


98610 


Strand 




Start 


161 


End 


1184 


Name 


OJ000216 08.0310.C49.o3.tm 


Method 


TBLASTX: Maize 


Start 


1035 


End ■ 


1184 


GI 


none 


Score 


183 


Exons 


1035.. 1184, 1035.. 1160, 1055. 


.1177 




Seq. No. 


46460 


Seq. ID 


OJ000126 02. 0303. CI 


Gene No . 


98611 


Strand 




Start 


144 


End 


703 ■■ 


Name 


OJ000126 '02.0303.Cl.ol.gp 


Method 


AAT/GAP 


Start 


144 


End 


703 


GI 


uC-osflcyp036g09bl 


Score 


611 


Exons 


144. .249, 475. .703 






GI Descrip. 


•1001263/dbj 1BAA10507I 2.0e-ll (D64003) hypothetical protein 




[Synechocystis sp.] ' 






Seq. No. 


46460 


Seq. ID 


OJ000126_02.0303.C1 


Gene No. 


98611 


Strand 




Start 


144 


End 


703 


Name 


OJ000126. 02.0303.Cl.ol.tm 


Method 


TBLASTX: Maize 


Start 


145 


End 


665 


GI 


none 


Score 


121 


Exons 


145. .249, 147. .251, 147. .248, 


161. .250 


, 457. .663, 458. .661, 




475. .663, 552. .665 






Seq. No. 


46461 


Seq. ID 


OJ000126_02.0303.C2 


Gene No. 


98612 


Strand 




Start 


1168 


End 


2842 


Name 


OJ000126 02.0303.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


829 


End 


1023 


GI 


none 


Score 


217 


Exons 


829. .1.023, 839. .1012, 843. .1022, 844.. 


1023 


Seq. No. 


46461 


Seq. ID 


OJ000126_02.0303.C2 


Gene No. 


98612 


Strand 




Start 


1168 


End 


2842 


Name 


OJ000126 02.0303.C2.ol.gp 


Method 


AAT/GAP 


Start 


1168 


End 


2842 


GI 


426199 


Score 


669 


Exons 


1168. .1226, 1301. .1405, 1837. 


.2006, 2807. .2842 


GI Descrip. 


1001263/cibj IBAA10507 1 2.0e-ll 


(D64003) 


hypothetical protein 



48039 




[Synechocystis sp.] 



Seq. No. 


46461 




Seq. ID 


OJ000126_02.0303 


.C2 


Gene No . 


98613 




Strand 






Start 


3906 




. End 


5049 




Name 


OJ000126 02. 0303.C2.ol. 


tc 


Method 


TBLASTX: Cress 




Start 


3906 ~ 




End 


5049 




GI 


none 




Score 


127 




Exons 


3906. .4019, 3907 . .4017, 


4236. 


.4343, 4236. .4343, 4237. .4353, 




4788. .4892, 4789. .4899, 


4972. 


.5049, 4973. .5047 




Seq. No. 


46462 




Seq. ID 


OJ000126_02.0303, 


.C3 


Gene No . 


98614 




Strand 






Start 


383 




End 


766 




Name 


OJ000126 02.0303.C3.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


383 ~ 




End 


575 




GI 


none 




Score 


174 




Exons 


383. .574, 384. .575 










Seq. No. 


46462 




Seq. ID 


OJ000126_02.0303, 


.C3 




98614 




Strand 






Start 


383 




End 


766 




Name 


OJ000126 02.0303 C3 ol 


ts 


Method 


TBLASTX: Soybean 




Start 


383 ~ 




End 


766 




GI 


none 




Score 


188 




Exons 


383. .652, 384. .629, 700 


.765, 


701. .766 






Seq. No. 


46462 




Seq. ID 


OJ000126_02.0303. 


.C3 


Gene No . 


98615 




Strand 






Start 


2405 




End 


2529 




Name 


OJ000126 02 . 0303 .C3 . o2 . 


tm 


Method 


TBLASTX: Maize 




Start 


2405 ~ 




End 


2529 




GI 


none 




Score 


133 




Exons 


2405. .2527, 2405. .2527, 


2406. 


.2528, 2407.. 2529 




Seq. No. 


46463 




Seq. ID 


OJ000126_02.0303. 


.C4 


Gene No . 


98616 




. Strand 






Start 


550 




End 


982 




Name 


OJ000126 02 . 0303 .C4 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


550 ~ 




End 


982 




GI 


none 




Score 


43 




Exons 


' 550. .672, 593. .673, 643 


. .735, 


662. .715, 


854. .982 




Seq . No . 


46463 




Seq. ID 


OJ000126_02.0303. 


.C4 


Gene No . 


98616 




Strand 






Start 


550 




End 


982 




Name 


OJ000126 02,0303.C4 .ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


652 ■ * 




End 


982 




GI 


none 




Score 


67 




Exons 


652. .762, 653.. 769, 854 


. .982 








Seq. No. 


46464 




Seq. ID 


OJ000126_02.0303. 


C5 


Gene No. 


98617 




Strand 






Start 


17186 




End 


18069 




Name 


OJ000126 02.0303.C5.o2. 


gp 


Method 


AAT/GAP 




Start 


17186 




End 


18069 




GI 


16410 1.R1084 




Score 


1534 





48040 



Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



17186. .18069 

'5852170/embrAL117265.1|OST17804 l.Oe-177 Oryza sativa 
indica (GLA4 ) genomic DNA, chromosome 4, BAC clone : t 17804 ' 



46464 
98618 
18213 

OJ000126_02.0303.C5.ol.tc 
1105 
none 
1105. 
1424 . 



.1332, 
.1765, 
7046. .7405, 
7782. .7853, 
17306. .17533 
17652. . 17966 
21868. .22179 
22186... 22542 
22559. .22606 



1105. .1410, 1127 
1792.. 1857, 2305 
7092. .7328, 7409 
7975.. 8271, 7976 
17328. .17540, 
17993. .18046, 
21869. .21940, 
22217. .22531, 



Seq. ID •OJ000126_02.0303.C5 
Strand 

End 22608 
Method TBLASTX: Cress 
End 22608 
Score 107 

1339, 1420.. 1509, 1420.. 1776, 
2598, 2306.. 2590, 2620.. 2643, 
7765, 7413. .7709, 7781. .7834, 
8272, 8281. .8307, 17303 .. 17617 , 
17 621. . 17758, 17 621. .17 977, 
18173. .18496, 18 174 .. 184 85 , 
21871. .22098, 22040 .. 22105, 
22390. .22536, 22558 .. 22608 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46464 
98618 
18213 

OJ000126_02, 
1105 
none 
1105. . 
1793. . 
7088. . 
7782. . 
17328. 
17993. 
21708. 
22186. 
22559, 



0303.C5.ol.ts 



1410, 
1840, 
7339, 
7829, 
.17546 
.18046 
.21758 
.22539 
.22606 



1127.. 1345, 1420 
2308.. 2598, 2315 
7362. .7415, 7409 
7984.. 8271, 7985 
17574 . . 17618, 
17994. .18041, 
21844. .22116, 
22190. .22531, 



Seq. ID OJ000126_02.0303.C5 
Strand 

End 22608 
Method TBLASTX: Soybean 
End 22608 
Score 126 
..1773, 1442. .1765, 1792. .1845, 
..2590, 7067. .7405, 7068. .7334, 
..7768, 7413. .7709, 7781. .7834, 
..8272, 8281. .8313, 17285 .. 17617 , 
17621. .17 980, 17 625. .17966, 
18182. .18493, 18 183 .. 184 85, 
21850. .22179, 22139 .. 22177 , 
22390. .22536, 22558 .. 22608 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



46464 
98618 
18213 

OJ000126_02. 
1105 
none 
1105, 
2308, 
7112, 



0303.C5.ol. tm 



.1440, 
.2598, 
.7405, 
7794. .7829, 
17581. .17616 
18006. .18041 
21893. .21937 
22189. .22539 



1123. .1410, 1423 
2312.. 2599, 7031 
7113. .7409, 7412 
7978.. 8271, 7982 
17624. .17974, 
1-8176. .18493, 
22040. .22111, 
22196. .22531, 



46464 
98618 
18213 

■OJ000126_02.0303.C5.ol.tw 

2312 

none 



Seq. ID ■OJ000126_02.0303.C5 
Strand 

End 22608 
Method TBLASTX : Mai ze 
End 22608 
Score 191 

1773, 1427. .1765, 1792. .1857, 
7378, 7098. .7313, 7111. .7371, 
77 62, 7419. .7709, . 7781. .7834, 
8272, 17324. .17617, 17328 .. 1754 6, 
17631. .17 966, 17 993. .1804 6, 
18180. . 18485, 21865. .22179, 
22146. .22175, 22151 .. 22417 , 
22558. .22608, 22571. .22606 

Seq. ID OJ000126_02.0303.C5 
Strand 

End 22608 

Method TBLASTX : Wheat 

End 18496 ' 

Score 303 



48041 



Exons 



2312. .2605, 2317. .2604, 2620. .2643, 7970.. 8275, 7981. .8274, 
18174. .18293, 18 17 9 .. 184 96, 18180. .18485 



Seq. No. 46464 Seq. ID 

Gene No. 98618 Strand 

Start 18213 End 

Name OJ000126_02 . 0303 . C5 . o3 . gp Method 

Start 18213 End 

GI 426106 Score 

Exons 18213.. 18584 

GI Descrip. 3882355/gb | AAC78440. 1 | 5.0e-33 (U92460) 12-oxophytodienoate 

reductase OPRl [Arabidopsis thaliana] 



OJ000126_02.0303.C5 

22608 
AAT/GAP 
18584 
698 



Seq. No. 46465 

Gene No. 98619 

Start 1 

Name OJ000126_02 . 0303 . C9 . ol . gp 

Start 1 ■ ' 

GI 5900747 

Exons 1..204 

GI Descrip. 902200/emb | X86563 | CHZMXX 7. 
genome 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000126_02.0303.C9 
204 

AAT/GAP 

204 

408 



Oe-09 Z.mays complete chloroplast 



Seq.. No. 46465 

Gene No. 98620 

Start 534 

Name OJ000126_02 . 0303 . C9 . o2 . tm 

Start 182 

GI none 

Exons 182.. 247, 182.. 244, 184.. 252, 
296. .349, 341. .379, 345. .380, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126- 02.0303.09 



1161 

TBLASTX: Maize . 
475 
87 

184. .246, 291. .335, 294. .338, 
398. .475, 398. .475 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46465 Seq. ID OJ000126_02 . 0303 . 09 

98620 Strand 

534 End 1161 

OJ000126_02 . 0303 . 09 . o2 . gp Method AAT/GAP 

534 End - 1145 

31700_1.R1084 Score 488 

534..698, 943. .1145 

*6041757/gb|AO011806.1|AO011806 O.Oe+00 Genomic Sequence For 

Oryza sativa Olone 10P20, Lemont Strain, Oomplete Sequence, 
complete sequence ' 



Seq. No. 46465 

Gene No.., 98620 

Start 534 

Name OJ000126__02 . 0303 . 09 . ol . tc 

Start 94 4 

GI none 
Exons 



Seq. ID OJ000126_02.0303.O9 
Strand 
End 

Method 
End 
Score 



1161 

TBLASTX :Oress 

1161 . 

116 



944. .1144, 944. .1144, 1012. .1146, 1045. .1161 



Seq. No. 46465 

Gene No. 98620 

Start 534 

Name OJ000126_02 . 0303 . 09 . ol . 

Start 944 

GI none 



ts 



Seq. ID 

Strand 

Brid 

Method 

End 

Score 



OJ000126_02.0303.C9 
1161 

TBLASTX: Soybean 

1158 

203 



4 804 2 




Exons 


944. .1144, 995. .1144, 996. .1145, 1012. 


. 1158, 1012 . . 1146 




Seq. No. 


46465 


Seq. ID 


OJ000126_02.0303 


.C9 


Gene No. 


98620 


Strand 






Start 


534 


End- 


1161 




Name 


OJ000126 02.0303.C9.ol.tm 


Method 


TBLASTX " Maize 




Start 


1016 


End 


1161 




GI 


none 


Score 


176 




Exons 


1016. .1144, 1018. .1146, 1021. 


.1161 






Seq. No. 


46466 


Seq. ID 


OJ000126_02.0303 


.010 


Gene No. 


98621 


Strand 






Start 


255 


End 


925 




Name 


OJ000126 02.0303.C10.ol.gp 


Method 


AAT/GAP 




Start 


255 


End 


925 




GI 


none 


Score 


1079 




Exons 


255. .501, 602. .925 








Seq. No. 


46466 


Seq. ID 


OJ000126_02.0303, 


.010 


Gene No. 


98621 


Strand 






Start 


255 


End 


925 




Name 


OJ000126 02.0303.C10.ol.tc 


Method 


TBLASTX • Crf^ss 




Start 


391 


End 


734 




GI 


none 


, Score 


130 




Exons 

1-J <^ \^ I X o 


391.. 510, 392.. 502, 588..734r 


593. .733 






Seq. No. 


46466 


Seq. ID 


OJ000126_02.0303. 


.010 


Gene No. 


98621 


Strand 






Start 


255 


End 


925 




Name 


OJ000126 02.0303.C10.ol. ts 


Method 


TRTjASTX • Sovhf^^^n 




Start 


422 


End 


733 




GI 


none 


Score 


95 




Ex on s 


422. .502, 424. .510, 588. .719, 


593. .733 






Qprr Mo 


46467 


Seq. ID 




n ? 


Gene No. 


98622 


Strand 






Start 


3569 


End 


4338 




Name 


OJ000126 02.0303.C13.ol.gp 


Method 


AAT/GAP 




Start 


3569 


End 


4338 




GI 


16410 2.R1084 


Score 


970 




Exons 


3569. .4338 









GI Descrip. ' 3882356/gb | AAC7844 1 . 1 1 2.0e-39 {U92460) 12-oxophytodienoate 



reductase 0PR2 [Arabidopsis thaliana] ' 



Seq. No. 


46467 






Seq, .ID 


Oa000126_02.0303 


.013 


Gene No. 


98623 






Strand 






Start 


8829 






. End 


9592 




Name 


OJ00012*6 02.0303.013 


.p2. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


172 




GI 


none 






Score 


158 




Exons 


1..33, 28. .171, 28.. 


171, 


29. 


.172 






Seq. No. 


46467 






Seq. ID 


OJ000126_02.0303 


.013 


Gene No. 


98623 






Strand 






Start 


8829 






End 


9592 




Name 


OJ000126 02. 0303. 013 


.ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


3790 






End 


9592 





48043 



GI 


none 








Score 


105 


Exons 


3790 4131- 


3814 


4065, 


4096 . 


.4155, 4135. .4488, 4139. .4480, 




4378 4485, 


4507 


4560, 


4508 . 


.4555, 4668.-4985, 4669. .4986, 




9076. . 9393, 


9081 


9149, 


9082 . 


.9327, . 9264. .9389, 9358. .9417, 




9397 . . 9591, 


9401 


9592 








Seq, No. 


4 6467 








Seq. ID 


OJ000126_02. 0303. 013 


Gene No. 


98623 








Strand 




Start 


8829 








End 


9592 


Name 


OJ000126 02 


.0303 


.013. ol 


. tm 


Method 


TBLASTX: Maize 


Start 


3808 








End 


9592 


GI 


none 








Score 


172 


Exons 


3808 . . 4155, 


3811 


4131, 


3843. 


.4139, 4138. .4488, 4145. .4480, 




4507 . . 4575, 


4520 


4561, 


4662 . 


.4979, 4666. .4980, 9073. .9393, 




9100 . .9417, 


9357 


. .9401, 


9400 . 


.9591, 9407. .9592 


Seq. No. 


46467 








Seq. ID 


OJ000126_02. 0303.013 


Gene No . 


98623 








Strand 




Start 


8829 








End 


9592 


Name 


OJ000126 02 


.0303 


.013. ol 


.to 


Method 


TBLASTX :Oress 


Start 


3817 








End 


9592 


GI 


none 








Score 


102 


Exon 


3817 4131, 


3820 


. .4047, 


3989 . 


.4054, 4135. .4491, 4166. .4480, 




4 504 4 560. 


4507 


4575, 


4 659 . 


.5012, 4660. .5010, 9079. .9393, 




9082 . . 9309, 


9251 


. . 9316, 


9397 . 


.9591, 9428. ,9592 


Seq. No. 


46467 








Seq. ID 


OJ000126_02. 0303. 013 


Gene No. 


98623 








Strand 




Start 


8829 








End 


9592 


Name 


OJ000126 02 


. 0303 


. 013 . ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


4519 ~ 








End 


4983 


GI 


none 








Score 


58 


Exons 


4519 4563, 


4665 


. .4760, 


4665 . 


.4982, 461 


56. .4983 


Sea No 


46467 








Seq. ID 


OJ000126_02. 0303.013 


Gene No . 


98623 








Strand 




Start 


8829 








End 


9592 


Name 


OJ000126 02 


.0303, 


.013.02 


:gp 


Method 


AAT/GAP 


Start 


8829 






End 


9592 


GI 


16410 2.R1084 






Score 


1360 


Exons 


8829. .9592 












GI Descrip. 


*3882356/gb|AAC78 4 41.1 1 


2.0e- 


39 (U92460) 12-oxophytodienoate 




reductase 0PR2 [Arabidopsis thaliana] * 




Seq. No.. 


46468 








Seq. ID 


OJ000126_02. 0303. 014 


Gene No. 


98624 








Strand 




Start 


2275 








End 


2676 


Name 


OJ000126 02 


.0303, 


.014 .ol 


.tm 


Method 


TBLASTX: Maize 


Start 


2275 








End 


2676 


GI 


none 








Score 


120 


Exon s 


2275. .2406, 


2275. 


. .2406, 


2418. 


.2480, 2419. .2676, 2446. .2676 


Seq. . No. 


46468 








Seq. ID 


OJ000126_02. 0303. 014 


Gene No. 


98624 








Strand 




Start 


2275 








End 


2676 


Name 


OJ000126 02, 


.0303, 


.014.01, 


. ts 


Method 


TBLASTX: Soybean 


Start 


2446 








End 


2671 



48044 




GI 


none 


Score 


101 


P von s 


2446 2670. 2537 2671 






O ^ * ^ * 


46469 


Seq. ID 


OJ000126 02 0303 C^ 5 


W die W • 


98625 


Strand 




Start 


2 


End 


454 


Name 


OJ000126 02,0303.C15.o2.tm 


Method 


TBLASTX: Maize 


Start 


2 


End 


454 


GI 


none 


Score 


54 


P von ^ 


2 70 2 70 11 49 65 163 


80 . .163, 


80 1 63 80 163 




180 254 183 392 183 392 


185 430 


188 4 54 24 6 419 




250 294 251 451 281 430 


281. .421 




Seq. No. 


46469 


Seq. ID 


OJ000126_02 . 0303 .015 


Gene No. 


98626 


Strand 




Start 


7779 


End 


8945 


Name 


OJ000126 02 0303 C15 ol tm 


Method 


TBLASTX: Maize 


Start 


7779 ~ 


End 


8100 




none 


Score 


39 


R von 


7779 7835, 7786 7836, 7917 


8099, 7933.. 8100 


Seq. No. 


46469 


Seq. ID 


OJ000126_02.0303.C15 


Gene No. 


98626 


Strand 






7779 


End 


8945 




■OlT000126 02 0303 PI 5 ol tr 


Method 


TBLASTX: Cress 




7 942 ~ 


End 


8933 




none 


Score 


93 


P von Q 


7942 8145 7944 8144 8145 


8189, 8850.. 8933 


Qp^rr No 


T U 'a U -7 


Seq. ID 


OJ000126_02. 0303. CIS 


Gene No. 


98626 


Strand 




Start 


7779 


End 


8945 


Name 


OJ000126 02 0303 015 ol tq 


Method 


TBLASTX: Soybean 


O U d J. L. 


7 942 ~ 


End 


8945 


CT 
\j J. 


none 


Score 


85 


R V on.c? 


7942 8022 7944 8030 8025 


8183, 8026.. 8103, 8131.. 8184, 




8850 8945 






^ > Vi\J » 


4 6470 


Seq. ID 


OJ000126_02.0303.C16 


Gene No . 


98627 


Strand 




Start 


1390 


End 


1484 


Name 


OJ000126 02.0303.C16.ol.gp 


Method 


AAT/GAP 


Start 


1390 


End 


1484 


GI 


2312727 


Score 


147 


R von ^ 


1390. .1484 






fZT ri&QOT""io 


5306252/gb|AAD41985. 1IAC006438 


: 17 l.Oe- 


■39 (AC006438) putative 




cyclophilin-type peptidyl-prolyl cis-trans isomerase 




[Arabidopsis thaliana] ■ 






^p»o No 


46471 


Seq. ID 


bj000126_02.0303.C17 


Gene No. 


98628 


Strand 




Start 


1 


End 


619 


Name 


OJ000126 02.0303.C17.ol.gp 


Method 


AAT/GAP 


Start ■■ 


1 


End 


619 


GI 


2312727 


Score 


422 


Exons 


1..59, 442. .619 






GI Descrip. 


53P6252/gb| AAD41985. 1 IAC0064 38 


_17 l.Oe- 


39 (AC006438) putative 



48045 




cyclophilin-type peptidyl-prolyl cis-trans isomerase 
[Arabidopsis thaliana] 



Q o rr Mo 
O C • LM (J . 


4 O 4 / ± 




Con T n 




n 7 








CH- >- a rt H 
O t. X dllU 






C-f- a -rt 
O L d J. L. 


^ O O J 






.J ^ VJ J 






wij u vj u i ^ o 




Mot* H /^H 


1 D J_ir\o X ^ • I Jd X ^ t::; 






O 






ft 4 
O O 4 




GI 


none 




Score 


81 




Exons 


3. .62, 3. 


.68, 4. .66, 439. .864, 


443. .8 


62, 457. .864 




o cr ^ • LN \ J . 


4 O 4 / X 






n.Tnnni 9fi 09 n'^n'^ 


n 7 




I7 O D 41. _? 




c +- -r a n H 
O l_ X dl ILI 






9h j:^ ri- 
ot- d I. L 


^ o o o 




i-ii iLi 






Nams 


U U U ± ^ D 






1 D XjriO lA. ■ OvjyjJcclll 




Ql- a -r-h 
o L d i. l_ 


~j y ^ 






9 QR R 

4C 17 O O 




GI 


none 




Score 


117 




Exons 


592. .942, 


664. .945, 2917. .298e 


!, 2918. 


.2977 




Seq. No. 


46471 




Seq. ID 


'OJ000126_02.0303, 


.C17 


Gene No. 


98629 




Strand 






Start 


2883 




End 


3263 




Name 


OJ000126 


02.0303.C17.ol.tc 


Method 


TBLASTX: Cress 




Start 


595 




End 


2977 




GI 


none 




Score 


117 




Exons . 


595. .942, 


713. .844, 814. .963, 


2917.. 2973, 2918.. 2977 







Seq. No. 


46471 




Seq. ID 


OJ000126_02.0303.C17 




Gene No. 


98629 




Strand 






Start 


2883 




End 


3263 




Name 


OJ000126 02, 


.0303.C17.ol.tw 


Method 


TBLASTX: Wheat 




Start 


661 




End 


3052 




GI 


none 




Score 


110 


? =■= 


Exons 


661. .942, 713. .850, 2917. .3045, 2917.. 


3051, 2939.. 3052 




Seq. No. 


46471 




Seq. ID 


OJ000126_02.0303.C17 




Gene No. 


98629 




Strand 






Start 


2883 




End 


3263 


r" 


Name 


OJ000126 02, 


. G303.C17 .o2. tm , 


Method 


TBLASTX: Maize 




Start 


907 




End 


3225 




GI 


none 




Score 


191 




Exons 


907. .942, 2i 


J81..3054, 2902... 


3045, 2906 


..3055, 2939.. 3055, 






3105. .3128, 


3109. .3129, 3199 


..3225, 3204.. 3224 




Seq. .No. 


46471 




Seq. ID 


OJ000126_02.0303.C17 




Gene No. 


98629 




Strand 






Start 


2883 




End 


3263 




Name 


OJ000126 02. 


, 0303.C17 .o2.gp 


Method 


AAT/GAP 




Start 


2883 




End 


3263 




GI 


43975 1.R1084 


Score 


647 



Exons 2883 . . 3263 

GI Descrip. ' 5306252/gb | AAD4 1 985 . 1 | AC006438_17 l.Oe-39 {AC006438) putative 
cyclophilin-type peptidyl-prolyl cis-trans" isomerase 
[Arabidopsis thaliana] * ' 

Seq. No. 46472 Seq. ID OJ00012 6_02 . 0303 . C21 

Gene No. 98630 Strand 



48046 




start 1 End 649 

Name OJ000126_02 . 0303 . C21 . ol . gp Method AAT/GAP 

Start 1 End 649 

GI 100868_1.R1084 Score 1225 

Exons 1 . . 64 9 



GI Descrip. ' 902200/enib | X86563 | CHZMXX 7.0e-09 Z.mays complete chloroplast 
genome * 



Seq. No. 


46473 Seq. ID 


OJ000126_02, 


.0303, C22 


Gene No . 


98631 Strand 






Start 


142 End 


234 




Name 


OJ000126 02.0303.C22.ol.gp Method 


AAT/GAP 




Start 


142 End 


234 




GI 


LIB3477-003-P1-K1-E9 ■ Score 


91 




Exons 


142. .234 






GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 






Seq. No. 


46474 Seq. ID 


OJ000126_04, 


.0310.06 


Gene No. 


98634 Strand 






Start 


14 End 


232 




Name 


OJ000126 04.0310.C6.o4.tm Method 


TBLASTX: Maize 


Start 


14 End 


204 




GI -., 


none Score 


183 




Exons 


14. .202, 18. .203, 22. .204, 22. .204 







Seq. No. 


46474 










Seq. ID 


OJ000126_04.0310. 


,06 


Gene No. 


98634 










Strand 






Start 


14 










End 


232 




Name 


OJ000126 


04 


.0310.06. 


o2. 


ts 


Method 


TBLASTX : Soybean 




Start 


22 










End 


232 




GI 


none 










Score 


160 




Exons 


22. .222, 


23 


. .232 












Seq. No. 


46474 










Seq. ID 


OJ000126_04.0310. 


06 


Gene No. 


98635 










Strand 






Start 


451 










End 


1096 




Name 


OJ000126 


04 


.0310.06. 


ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


451 










End 


1096 




GI 


none 










Score 


65 




Exons 


451. .1095 




779. .1096 










Seq. No. 


46474 










Seq. ID 


OJ000126_04.0310. 


06 


Gene No. 


98635 










Strand 






Start 


451 










End 


1096 




Name 


OJ000126 


04 


.0310.06. 


o2. 


tm 


Method 


TBLASTX: Maize 




Start 


539 










End 


891 




GI 


none 










Score 


88 




Exons • 


539. .631, 


5 


41. . 654, 


541 


. . 654, 


656. .889, 


657. ,890, 658. .e 


191 


Seq. No. 


46474 










Seq. ID 


OJ000126__04 .0310, 


06 


Gene No. 


98635 










Strand 






Start 


451 . 










End 


1096 




Name 


OJ000126 


04 


.0310.06. 


ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


757 










End 


1085 




GI 


none 










Score 


205 





48047 



Exons 



757. .1071, 773. .1084, 779. .1075, 825. .1085 



Seq. No. 46474 

Gene No. 98636 

Start 1039 

Name OJ000126_04 . 0310 . C6 . o3 . tm 

Start 1039 

GI none 

Exons 1039. .'l284, 1040.. 1267 



Seq. ID OJ000126_04.0310.C6 
Strand 

End 1284 

Method TBLASTX : Mai ze 

End 1284 

Score 229 



Seq. No. 46474 

Gene No. 98637 

Start 1357 

Name OJ00012 6_04 . 0310 . C6 . ol . tm 

Start 1357 

GI none 
Exons 



Seq. ID OJ000126_04 .0310.06 
Strand 

End 2080 

Method TBLASTX : Maize 

End 2080 

Score 75 



1357. .1419, 1359. .1421, 1359. .1421, 1360. .1422, 1414. .1530, 
1415. .1531, 1614. .1832, 1616. .1837, 1619. .1855, 1835. .2047, 
1887.. 2021, 2033.. 2080 



Seq. No. 46475 

Gene No. 98638 

Start 1 

4' Name OJ000126_04 . 0310 . C7 . ol . tc 

U Start - 1 ■ 

in GI none 

ry Exons 1. .273, 3. .269 

\i . Seq. No. 46475 

^ Gene No. 98638 

U Start 1 

ry Name OJ000126_04 . 0310 . C7 . ol . ts 

J Start 1 

GI none 

I'i Exons 1..273, 3.. 269 

M Seq. No. 46475 

tj Gene No. 98 638 

fi Start 1 

Name OJ000126_04 . 0310 . C7 . ol . tm 

Start 1 

GI none 

Exons 1..273, 1..132, 3.. 272 

Seq. No. 46476 

Gene No. 98639 

Start 2602 

Name OJOOOl 26_04 . 0310 . C8.. ol . tm 

Start 2602 

GI none 
Exons 



Seq. ID OJ000126_04.0310.C7 
Strand 

End 273 

Method TBLASTX : Cress 

End 273 

Score 392 



Seq. ID OJ000126_04 .0310.07 
Strand 

End 273 

Method TBLASTX : Soybean 

End 273 

Score 384 



Seq. ID OJ000126_04.0310.O7, 
Strand 

End 273 

Method TBLASTX : Mai ze 

End 273 

Score . 410 . 



Seq. ID OJ000126_04 .0.310.08 
Strand 

End 4126 

Method TBLASTX : Mai ze 

End 4126 

Score 80 



2602. .2694, 3113. .3181, 3114. .3182, 3116. .3196, 3259. .3339, 
3289. .3339, 3408. .3470, 3409. .3468, 4007. .4126, 4007. .4054 



Seq. No. 46477 

Gene No. 98640 

Start 224 

Name OJ000126 04 . 0310 . 09 . ol . ts 



Seq. ID OJ000126_04 .0310.09 
Strand 

End 711 

Method TBLASTX : Soybean 



"48048 



start 
GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



162 
none 



End 
Score 



527 
73 



162. .347, 230. .349, 232. .348, 471. .527 



46477 
98640 
224 

OJ00Q126_04.0310.C9.o8.tw 

187 

none 



Seq. ID OJ000126_04.0310.C9 
Strand 

End 711 

Method TBLASTX : Wheat 

End 572 

Score 156 



187. .348, 225. .344, 232. .348, 469. .519, 471. .521, 472. .531, 
525. .572 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



46477 
98640 
224 

OJ00012 6_04 .0310.C9.ol.gp 

224 

18418_2.R1084 
224. .347, 470. .711 

»5541704/emb|CAB51209.1| 2.0e-47 (AL096860) 40S RIBOSOiyiAL 
PROTEIN S20 homolog [Arabidopsis thaliana] ' 



Seq. ID OJ000126_04.0310.C9 
Strand 

End 711 

Method AAT/GAP 

End 711 

Score 623 



46477 
98640 
224 

OJ00012 6_04.0310.C9.o4.tm 

225 

none 



Seq. ID OJ000126_04'.0310.C9 

Strand 

End ' 711 

Method TBLASTX: Maize 

End 516 

Score 155 



225. .338, 230. .349, 232. .348, 472. .516, 472. .513 



46477 
98640 
224 

OJ000126_04 .0310.C9.ol.tc 

230 

none 



Seq. ID OJ000126_04 .0310.C9 

Strand 

End 711 

Method TBLASTX : Cress 

End 534 

Score 131 



230. .349, 231. .356, 232. .348, 471. .527, 472. .534 



46477 
98641 
3063 

OJ00012 6_04 . 0310 . C9 . o5 . tm 

3063 

none 

3063. .3302, 3179. .3301 

46477 
98641 
3063 

OJ000126_04 .0310.C9.o5. tw 
3075 

none y 



Seq. ID OJ000126_04.0310.C9 
Strand 

End 3413 

Method TBLASTX: Maize 

End 3302 

Score . 193 . 



Seq. ID OJ000126_04.0310.C9 
Strand 

End 3413 

Method TBLASTX : Wheat 

End 3413 

Score 110 



3075.. 3173, 3080.. 3145, 3162.. 3413, 3173.. 3379 



46477 
98642 



Seq. ID OJ000126_04.0310.C9 
Strand 



48049 




start 


4128 








End 


4614 




Name 


OJ000126 04 


. 0310 


. C9.o2. 


, tw 


Method 


TBLASTX ' Wheat 




Start 


4128 ~ 








End 


4614 




GI 


none 








Score 


411 




Exons 


4128 . . 4301, 


4129, 


, . 4614, 


4323. 


.4583 






Seq. No. 


46477 








Seq. ID 


OJ000126_04.0310 


.C9 


Gene No. 


98643 








•Strand 






Start 


4778 








End 


6980 




Name 


OJ000126 04 


. 0310, 


.C9.ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4778 ~ 








End 


6631 




GI 


none 








. Score 


185 




Exons 


4778 . . 5221, 


4780. 


. . 5241, 


4782 . 


.5234, 6584.. 6631 




Seq. No. 


46477 








Seq. ID 


OJ000126_04 .0310 


.C9 


Gene No. 


98643 








Strand 






Start 


4778 








. End 


6980 




Name 


OJ000126 04' 


. 0310 . 


. C9 . o3 . 


ts 


Mp1" hod 






Start 


4819 ~ 








End 


5184 




GI 


none 








Score 


113 




Exons 


4819 . . 5043, 


5050 . 


. . 5184 










Seq. No. 


46477 








Seq. ID 


OJ000126_04.0310 


.09 


Gene No. 


98 64 3 








Strand 






Start 


4778 








End 


6980 


'% ' - • 


Name 


OJ000126 04 


. 0310 . 


, C9 . ol . 


tm 


Method 


TBLASTX: Maize 




Start 


4909 ~ 








End 


5265 




GI 


none 








Score 


377 




Exons 


4909 5265, 


4950, 


5255. 


4960. 


.5265 






Seq. No. 


46477 








Seq. ID 


OJ000126_04.0310 


.09 


Gene No. 


98643 








Strand 






Start 


4778 








End 


6980 




Name 


OJ000126 04. 


, 0310 . 


C9. o3 . 


tm 


Method 


TBLASTX: Maize 




Start 


5292 ~ 








End 


5636 




GI 


none 








Score 


274 




Exons 


5292 . . 5576, 


5293 . 


. 5577, 


5565, 


.5636 






Sea. No 


46477 








Seq. ID 


OJ000126_04.0310 


.09 


Gene No. 


98643 








Strand 






Start 


4778 








End 


6980 




Name 


OJ000126 04. 

\*y vy w \y V/ -1, ^ vy vy t # 


0310 . 


09 . o3 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5350 ~ 








End 


5768 




GI 


none 








Score 


264 




Exons 


5350 . . 5580, 

^ ^ vy • • ^ s-/ vy vy ^ 


5351 . 


. 5533, 


5.353 . 


.5571, 544 


:8..5579, 5562... 5768, 




5588 . . 5764 














Seq. No. 


46477 








Seq. ID 


OJ000126_04.0310 


.09 


Gene No. 


98643 








Strand 






Start 


4778 








End 


6980 




Name 


OJ00012 6 04 


0310 . 






Method 


TBLASTX: Soybean 




Start 


5398 








End 


5798 




GI 


none 








Score 


145 




Exons 


5398. .5571, 


5568. 


.57 98- 










Seq. No. 


46477 








Seq. ID 


OJ000126_04.0310 


.09 


Gene No. 


98643 








Strand 







48050 




start 


4778 






End 


6980 


NaniG 


OJ000126 04 


0310 


pQ r)6 tw 


Method 




Start 


6102 ~ 






End 


6395 


GI 


none 






Score 


263 


R von 


6102 6395 


6161 


6394 






Seq, No. 


4 6477 






Sea in 


OJ000126 04 0310 


Gene No. 


98643 






Strand 




Start 


4778 






End 


6980 


Name 


OJ000126 04 


.0310 


.C9.04 . ts 


Method 


TBLASTX* Sovhean 


Start 


6354 






End 


6920 


GI 


5666795 . 






Score 


56 


Exons 


6354. .6452, 


6528 


..6665, 6720. 


.6920 




GT Despr ] n 


4206306 2.0e-10 


(AF049110) prpol [Zea 


TTlPi V*=? 1 


Seq, No. 


46477 






Seq. ID 


OJ000126_04 .0310 


Gene No. 


98643 






Strand 




Start 


4 7 7 R 






End 


6980 


Name 


OJ000126 04 


.0310 


.C9.o9.tw 


Method 


TRT.A9TX • Whf^ipil- 


Start 


6720 






End 


6980 


GI 


none 






Score 


18 9 


F" V o p q 

l-J Vh/ I 1 


6720. . 6980 










Seq. No. 


46477 






Seq. ID 


OJ000126_04.0310 


Gene No. 


98644 






Strand 




Start 


717 4 






End 


7692 


Name 


OJ000126 04 


.0310 


.C9.o2.tm 


Method 


i. LJ ±jr\kJ X /\ . i JO. -L ^ C 


Start 


7174 






End 


74 97 


GI 


none 






Score 


364 


Exons 


7174. .7497, 


7203 


. .7484 






Seq. No. 


46477 






Seq. ID 


OJ000126_04.0310 


Gene No. 


98644 






• Strand 




Start 


717 4 






End 


7692 


Name 


OJ000126 04 


.0310 


.C9.04 . tw 


Method 


TBLASTX: Wheat 


Start 


7311 






End 


7692 


GI 


none 






Score 


368 


Exons 


7311. .7388, 


7312 


..7692, 7409. 


.7552, 74r6..7661 


Seq. No. 


46477 






Seq. ID 


OJ000126_04.0310 


Gene No. 


98645 






Strand 




Start 


7693 






End 


8307 


Name 


OJ000126 04 


.0310 


.C9.o7 . tw 


Method 


TBLASTX: Wheat 


Start 


7693 






End 


8295 


GI 


none 






Score 


259 


Exons 


7693. .7977, 


7698 


..7976, 7833. 


.8003, 8169. .8291, 8170. .8; 


Seq. No. 


46477 • ' ' 






Seq.' ID 


OJ000126_04 .0310, 


Gene No. 


98645 






Strand 




Start 


7693 






End 


8307 


Name 


OJ000126 04 


.0310, 


.C9.o6.tm 


Method 


TBLASTX: Maize 


Start 


8164 






End 


8307 


GI 


none 






Score 


184 


Exons 


8164. .8307, 


8169, 


. .8303 






Seq. No. 


46478 






Seq. ID 


OJ000126_04.0310. 


Gene No. 


98646 






Strand 





48051 




start 


5407 






End 


5994 




Name 


OJ000126 04 


.0310 CIO ol 


tm 


Method 


TBLASTX: 


Ma i ze 


Start 


5391 ~ 






End 


5994 




GI 


none 






Score 


105 




Exons 


5391 5501. 


5392 5490. 


5581 . 


.5622, 5582. .5623, 


5585 5623 




5831 5902, 


5832 5906 


5833. 


.5910, 5920. .5994, 


5945 5962 


Seq. No. 


46478 






Seq, ; ID 


OJ000126 


_04 .0310. CIO 


Gene No. 


98646 






Strand 


- 




Start 


5407 






End 


5994 




Name 


OJ000126 04 


0310 CIO ol 




Method 


AAT/GAP 




Start 


5407 ~ 






End 


5957 




GI 


2427674 






Score 


897 




F. vnn 


5407 5493 


5582 5957 










Sea No 


4 6479 






Seq. ID 


OJ000126 


04 0310 n2 


Gene No . 


98647 






Strand 






Start . 


1798 






End 


2174 




Name 


OJ000126 04, 


.0310.C12.ol. 


gp 


Method 


AAT/GAP 




Start 


1798 






End 


2163 




GI 


18418 2.R10E 


J4 




Score 


678 




Exons 


1798. .2163 












GI Descrip. 


'554 1704 /emb|CAB51209. 1 | 


2.0e 


-47 (AL096860) 40S 


RIBOSOMAL 



PROTEIN S20 homolog [Arabidopsis thaliana] ' 



Otrv^ . INvJ • 


H OH / y 




Seq. ID 


OJ000126_04 .0310.C12 


Gene No. 


98647 




Strand 




Start 


1798 




End 


2174 


Name 


OJ000126 04 .0310.C12.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


2014 




End 


2168 


GI 


none 




Score 


106 


Exons 


2014. .2097, 2018. .2098, 


2036. 


.2098, 2097. .2168, 2103. .2162 


Seq. No. 


46479 




Seq. ID 


OJ000126_04 .0310.C12 


Gene No. 


98647 




Strand 




Start 


1798 




End 


-2174 


Name 


OJ000126 04. 031-0. C12.01'. 


tm 


Method 


TBLASTX: Maize 


Start 


2020 




End 


2174 


GI 


none 




Score 


123 


Exons 


2020. .2097, 2021. .2098, 


2036, 


.2098, 2096. .2173, 2097. .2174, 




2103. .2162 








Seq. No. 


46480 




Seq. ID 


OJ000126__04 .0310.C14 


Gene No. 


98648 




Strand 




Start 


5041 




End 


5422 


Name 


OJ000126 04.0310.C14.ol. 


gp 


Method 


AAT/GAP 


Start* 


5041 




End 


5422 


GI 


uC-osflcyp033a04bl 




Score 


643 


Exons 


5041. .5422 








GI Descrip. 


'601684 5/dbj |AP00057 0.1| 


AP000570 3.0e- 


59 Oryza sativa genomj 




DNA, chromosome 1, clone 


:P0711E10' 




Seq. No. 


46481 




Seq. ID 


OJ000126_04 .0310.C15 


Gene No. 


98649 




Strand 




Start 


292 




End 


741 


Name 


OJ000126 04.0310.C15.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


292 




End 


639 



48052 



GI 


none 


Score 


342 




Exons 


292. . 639, 387. . 638 








Seq. No. 


46481 


Seq. ID 


OJ000126_04 .0310 


C15 


Gene No. 


98649 


Strand 






Start 


292 


End 


741 




Name 


OJ000126 04.0310.C15.ol.ts 


Method 


TBLASTX • Sovbean 




Start 


304 ~ 


End 


654 




GI 


none 


Score 


81 




Exons 


304. .423, 309. .422, 429. .638 


, 430 . . 654 






Seq. No. 


46481 


Seq. ID 


OJ000126_04 .0310. 


C15 


Gene No. 


98649 


Strand 






Start 


292 


End 


741 




Name 


OJ000126 04 . 0310 . C15 . ol . tw 


Met hod 


TBLASTX ' Wheat 




Start 


361 ~ 


End 


741 




GI 


none 


Score 


136 




Exons 


361. .555, 388. .555, 547. .741 








Seq. No. 


46481 


Seq. ID 


OJ000126_04 .0310. 


C15 


Gene No. 


98650 


Strand 






Start 


670 


End 


912 




Name 


OJ000126 04 . 0310 .015 . o2 . tm 


Mpt hod 


TBLASTX • Mai ze 




Start 


670 ~ 


End 


912 




GI ' 


none 


Score 


197 




Exons 


670 912, 675 773. 852 911 








Sea No 


4 6482 


Seq. ID 


OJ000126 04 0310 


C16 


Gene No . 


98651 


Strand 






Start 


476 


End 


1041 




Name 


OJ000126 04,0310.C16.ol.gp 


Method 


AAT/GAP 




Start 


476 


End 


1041 




GI 


4879016 


Score 


853 




Exons 


476. .1041 








GI DescriD. 


6041757/gb|AC011806.1 IAC011806 0. Oe+00 


Genomic Sequence 


For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence 








Seq. No. 


46483 


Seq. ID 


OJ000126_04 .0310. 


C17 


Gene No . 


98653 


Strand 






Start 


5442 


End 


5701 




Name 


OJ000126 04 .0310.C17.o4 .gp 


Method 


AAT/GAP 




Start 


5442 


End 


5701 




GI 


LIB34'31-010-P1-N1-F11 


Score 


453 




Exons 


, 5442. .5701 








GI Descrip, 


•287403/dbj ID10838 IRICSBEl 1 


.Oe-111 Rice gene for starch 




branching enzyme* 








Seq. No. 


46484 


Seq. ID 


OJ000126_04 .0310. 


C18 


Gene No. 


98654 


Strand 






Start 


1463 


End 


1736 




Name 


OJ000126 04.0310.C18.ol.tw 


Method 


TBLASTX .-Wheat 




Start 


1463 


End 


1736 




GI 


none ■ 


Score 


286 




Exons 


1463. .1726, 1483. .1695, 1695 


. .1736 






Seq. No, 


46485 


Seq. ID 


OJ000126_04.0310. 


C19 



48053 



Gene No. 98655 Strand 

Start 3357 End 3873 

Name OJ000126_04 . 0310 . C19 . o2 . gp Method AAT/GAP 

Start 3357 End 3873 

GI' uC-osflM202048cl2bl Score 833 

Exons 3357,. 3873 

GI Descrip. . ' 5257255/dbj | AP0Qp364 . 1 1 AP000364 2,0e-16 Oryza sativa genomic 
DNA, chromosome 8, clone:P0026F07' 





Seq. No. 


46485 








Seq. ID 


OJ000126_04.0310 






^ \J U ^ \J 








c-|- T^rid 

O L X d 1 l\JL 






O L d i. u 


fi4 no 










D DVJ X 






\JU \J \J \J ± ^ \J VJ *a 


n^T n 


n Q oft 

. ^^X _7 . \JO 


. L W 


Mo "i" o^ 


TRT ac^TY • Whoa l- 




O LCI I. u 










EjIILI 


O D U X 




CT 

O X 


none 








^ OO T"0 


90^ 

^ VJ D 








U *i U X . 


• • D U VJ X 










Seq. No. 


46485 








.Seq. ID 


OJ000126_04 .0310 






^ O U -J / 








C4- r;^ nH 

O LX diiVj. 
















I-jI ILl 






Name 




• U O X u . 


pi Q r^f. 
. X y . O D 


. L.W 


h^^4~ Vi i^/^ 

LYie Lnoa 


TRT a CTY • TaTK q s -I- 

i DXi/io lA . wneat 




04- ;a y-)- 


t> u ^ ^ 








CjLIU 








none 








Score 


J X 




XT' v "PI 






t • D -7 !7 / 










Seq. No. 


46485 








Seq. ID 


OJ000126_04 .0310 




OtJlltr LN(J. 










Q "I- r* a n H 
O T_ X dllU. 






Q4- a -r-l- 
D L ciX t 










ii^nu 


O ^ 3> / 


r "i 


Name 




. U J X u . 


. ox y . O D . 


. Lin 


lYie Luoa 


1 DXi/iO i A . LYld X Z e 


h ~^ 


q-f- a-r1- 

O Ldl. I_ 


D D J J 
















n on o 








Score 


9 

z o 


?y 




ut>>jj. • \j :p ^ ^ f 




fi7ft ^ 


fift71 
O O / X . 


. D ^ J O 






Seq. No. 


46485 








Seq. ID 


OJ000126_04.0310 


h sr 




-7 O O J O 








O L X dllLi 






C-|- o 7-4- 


79 QR 








iLriu. 


7 f^QQ 
/ D -7 


f SS _ 


Ma TTio 


n.Tnnm 9f^ n4 


mi n 

. U O X u . 


n Q o7 


. LIU 


LYieunoQ, 


i D XiraO i A . iYld X Z e 




C4- -a Y--I- 

O L di. u 


79Qft ~ 










7 (^1 ft 






none 








Score 


1 ft 7 

X O / 


f 1 


Hi AUI 1 0 


7 9 Qfi 7 ft 














Seq. No. 


46485 








Seq. ID 


OJ000126_04 .0310 




Gene No. 


98658 








Strand 






Start 


7298 








End 


7699 




Name . 


OJ0P0126 .04, 


,0310. 


,C19.o7. 


, tw 


Method 


TBLASTX: Wheat 




Start 


7352 








End 


7699 




GI 


none 








Score -1 


235. 




Exons 


7352. .7699, 


7531. 


.7662 










Seq. No. 


46485 








Seq. ID 


OJ000126_04 .0310 




Gene No. 


98659 








Strand 






Start 


7834 








End 


8350 




Name 


OJ000126 04. 


0310. 


019. o4. 


tw 


Method 


TBLASTX: Wheat 




Start 


7834 








End 


8320 




GI 


none 








Score 


534 




Exons 


7834. .8127/ 


7838. 


.8320, 


7949. 


.8311 





48054 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46485 
98659 
7834 

OJ000126_04 . 

7874 

none 

7874. .8188 



0310.C19.o4 .ts 



Seq. ID OJ000126_04 .0310.C19 
Strand 

End ' 8350 

Method , TBLASTX: Soybean 

End 8188 

Score 196 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46485 
98659 
7834 

OJ000126_04. 

7903 

none 

7903. .8085, 



0310.C19.o4 ,tm 



7907.. 8350, 7979. 



Seq. ID OJ000126_04.0310.C19 
Strand 

End 8350 

Method TBLASTX: Maize 

End 8350 

Score 373 
.8341 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46485 
98660 
8261 

OJ000126_04, 

8261 

none 

8261. .8293, 
8402. .8599, 



0310.C19.ol.ts 



8261,. 8293, 8297. 
8411. .8656, 8416. 



Seq. ID OJ000126_04 .0310.C19 
Strand 

End 8742- 

Method TBLASTX : Soybean 

End 8656 

Score 57 

.8350, 8298. .8441, 8299. .8442, 
.8646 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46485 
98660 
8261 

OJ000126_04 . 

8396 

none 

8396. .8638, 



0310.C19.o5.tw 



8411. .8668, 8416. 



Seq. ID OJ000126_04.0310.C19 
Strand 

End 8742 

Method TBLASTX : Wheat 

End 8670 

Score 339 
.8670 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46485 
98660 
8261 

OJ000126_04. 

8423 

none 

8423. .8737, 



0310.C19.o5.tm 



8458. .8742 



Seq. ID OJ000126_04.0310.C19 
Strand 

End - 8742 

.Method TBLASTX: Maize ' 

End 8742 

Score 302 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46485 
98661 
8671 

OJ000126_04, 

8671 

none 

8671. .9090, 



0310.C19.o3.tw. 



8672. .9097, 8747. 



Seq. ID OJ000126_04.0310.C19 
Strand 

End 9097 

..Method TBLASTX: Wheat 

End 9097 

Score 595 
.9097 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46485 
98661 
8671 ' 

OJ000126_04. 

8681 

none 

8681. .8926 



0310.C19.o3. ts 



Seq. ID OJ000126_04 .0310.C19 
Strand 

End 9097 

Method TBLASTX: Soybean 

End 892 6 

Score 209 



48055 




Seq. No. 


46485 . 








Seq. ID 


OJ000126_04.0310, 


.C19 


Gene No. 


98661 








Strand 






Start 


8671 








End 


9097 




Name 


\j \j \j d. ^ \j \j ^ 


O'^l 0 




i-m 


Method 


TBLASTX: Maize 




Start 


874 4 ~ 








End 


9097 




GI 


none 








Score 


468 




TT von s 


8744 9097 


874 9. 


9012 


8750 . 


.9082, 9058.. 9090 




Seq. No. 


46485 








Seq. ID 


OJ000126_04.0310. 


. C19 


Gene No. 


98662 








Strand 






Start 


9122 








End 


10345 




Name 


OJ000126 04 


.0310. 


C19.02. 


. tw 


Method 


TBLASTX: Wheat 




Start 


9122 








End 


9664 




GI 


none 








Score 


608 




Exons 


9122. .9613, 


9128. 


.9664, 


9130. 


.9663 









Seq. No. 


46485 




Seq. ID 


OJ000126_04.0310.C19 




Gene No. 


98662 




Strand . 








Q1 07 
y ± ^ ^ 






X U O *a O 




Name 






LYie unoa 


1 dXjAo i A . ooyoean 




o uar u 


Q4 R 9 ~ 




CjUO. 


Q7 1 9 

y / xz 






none 




Score 


J u u 




Exons 


Q4 ^9 Q71 9 


94^4 Q7 11 Q4 7(^ 


97 1 9 






CI o M 

o e q . LN u . 


f± O 'I 0 




Seq. ID 


uo uuuxzD ,uh . ujxu . uxy 




Gene No. 


98662. 




Strand 




III 


Start 


9122 




End 


10345 




Ma mo 


O.TOOOl 9*^ 04 


0310.C19.o3.tm 


Method 


TRT a QTV "Mai -70 
i oXj/^o i a . ITlo. X z e 




o Ldl. L 


QS 1 0 ~ 




End 


J70 uz ^ 






none 




Score 


1 '^0 
X 0 u 




Exons 


qc: 1 n Q7 Q7 


9511. .9798, 9512. , 


.9802 




\ y 


o e q . IN u . 


A a A Q c; 




Seq. ID 


nTonmo^^ r\A n'^in pi q 
ujuuuxzD Ufi.ujxu.uxy 


=• 




QQ aCiO 




Strand 




n 


Start 


9122 




End 


10^4 S 

J. \J ^ rl U 




Name 


OJ000126 04. 


0310.C19.ol.tw 


Method 


TBLASTX: Wheat 




Start 


9671 ■ 




End 


10297 . 




GI 


none 




Score 


727 


: : 


Exons 


9671. .10297, 


9673. .10296 








Seq. No. 


46485 




Seq. ID 


OJ000126_04.0310.C19 




Gene No. 


98662 




Strand 






Start 


9122 




End 


10345 




Name 


OJ000126 04. 


0310.C19.ol.tm 


Method 


TBLASTX: Maize 




Start 


9851 . . 




End 


10345 




GI 


none 




Score 


230 




Exons 


9851. . 10012, 


9857. ,10003, 9859. .10014, 


9859. .10005, 






10009. .10344 


, 10010. .10345 








Seq. No. 


46486 




Seq. ID 


OJ000126_03.0310.C1 




Gene No. 


98663 




Strand 






Start 


1 




End 


856 




Name 


OJ000126 03. 


0310.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


856 




GI 


none 




Score 


125' 




Exons 


1..96, 1..99 


, 2. .103, 5. .100, 


186. .404, 


192..404, 193. .429, 






197. .430, 410. .484, 410. .490, 


483. .602, 


483. .602, 594. .695, 



48056 





594. .701, 697. .855, 700,. 855, 


710. .856 






Seq. No. 


46486 


Seq. ID 


OJ000126_03.0310 


.CI 


Gene No. 


98663 


Strand 






Start 


1 


End 


856 




Name 


OJ000126 03.0310.Cl.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


407 




GI 


none 


Score 


129 




Exons 


2. .103, 4. .99, 177. .380, 192.. 


407, 280, 


. .396 




Seq. No. 


46486 


Seq. ID 


OJ000i26_03.0310 


.CI 


Gene No. 


98663 


Strand 






Start 


1 


End 


856 




Name 


OJ000126 03.0310.Cl.ol.tc 


Method 


TBLASTX: Cress 




Start 


14 


End 


398 




GI 


none 


Score 


96 




Exons 


14. .100, 16. .99, 147. .380, 195. .398, 2i 


56. . 396 




Seq. No. 


46487 


Seq. ID 


OJ000126_03.0310 


.C3 


Gene No. 


98664 


Strand 






Start 


7371 


End 


8742 




Name 


OJ000126 03.0310.C3.ol.gp 


Method 


AAT/GAP 




Start 


7371 


End 


8742 




GI 


none 


Score . 


,1174 




Exons 


7371. .7806, 7905. .7997, 8081., 


8136, 8575.. 8742 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46487 
98665 
10335 

OJ000126_03. 

7633 

none 

7633. .7830, 
8089. .8139, 
8731. .8814, 
9808. .9903, 
9815. .9895, 
9822. ..9902, 
9835. .9903, 



0310.C3.ol.tm 



9894. . 
9906. . 
9907, , 
9908. , 
9919. , 
10025. 



9998, 

9998, 

9999, 

10000, 

9999, 

.10084 



10267. .10524 
10605. .10688 



7643. .7804, 7878 
8575.. 8628, 8631 
8743.. 8814, 8753 
9808.. 9903, 9811 
9816.. 9902, 9816 
98-25.. 9902, 9825 
9835.. 9903, 9835 
9904.. 10020, 990 
9906.. 9998, 9906 
9907.. 9999, 9907 
9910. .10005, 99 
9928.. 9987, 9975 

10026, . 10163, 
, 10268. . 10516, 
, 10615.. 10689 



Seq. ID OJ00pl26_03.0310.C3 
* Strand 

End 11231 

Method TBLASTX-: Maize 

End 10694 

Score 170 
..7979, 7879. .7980, 8082. .8162, 
..8717, 8632. .8724, 8639. .8719, 
..8827, 8830. .8886, 8832. .8891, 
..9897, 9815. ,9901, 9815. .9895, 
..9902, 9816.. 9896, 9820. -.9903, 
..9899, 9832.. 9906, 9832.. 9903, 
..9903, 9839.. 9901, 9889.. 9996, 
4, ,9999, 9906. .9998, 9906. .10001, 
..9998, 9906.. 10079, 9907.. 10002, 
..9996, 9907.. 10008, 9908.. 10036, 
10. .9999, 9911. .10000, 9918. .9998, 
. .10163, 10024. .10164, 10025. .10162, 
10037. .10087, 10232. .10516,' 
10583. .10690, 10599. .10694, 



Seq. No. 46487 Seq. ID OJ000126_03 . 0310.. C3 

Gene No. 98665 ' Strand 

Start 10335 End 11231 

Name OJ000126_03 . 0310 . C3 . o2 . gp Method AAT/GAP 

Start 10335 End 11231 

GI uC-osflcyp081e03bl Score 835 

Exons 10335. . 10515, 10608 .. 10691, 11026.. 11231 

GI Descrip. M249402 2.0e-84 (AC006072) unknown protein [Arabidopsis 
thaliana] * 



48057 



C:3 

m 
m 
a 
ij 

ru 
a 

u 
u 



Seq. No. 


46488 






Seq, ID 


OJ000126_03. 0310.C4 


Gene No. 


98666 






Strand 




Start 


817 






End 


2323 


Name 


OJ000126 03 


. 0310 


. C4 . ol . tm 


Method 


TBLASTX: Maize 


Start 


817 






End 


1758 


GI 


none 






Score 


148 


Exons 


817. . 1158, 


845. . 


1156, 1090., 


1248, 1276 


. . 1569, 1615 . . 1758 


Seq. No. 


46488 






Seq. ID 


OJ000126_03. 0310.04 


Gene No. 


98666 






Strand 




Start 


817 






End 


2323 


Name 


OJ000126 03 


. 0310 


.C4 .ol. ts 


Method 


TBLASTX: Soybean 


Start 


826 






End 


2323 


GI 


none 






Score 


67 


Exons 


826. .1293, 


898. . 


1521, 985, .1428, 997.. 


1710, 1066.. 1701, 




1091 . . 1417, 


• 1270 


. . 1746, 1270 


..1626, 1279. .1746, 1376. .1690, 




1384 . . 1758, 


1385 


. . 1660, 1385 


..1519, 1414. .1668, 1429. .1602, 




. 1477 . . 1749, 


1534 


..1707, 1544 


. .1714, 1758. .1826, 1808. .1990, 




' 1841 . .1945, 


1857 


. .i976, 1865 


..1999, 2009. .2137, 2012, .2128, 




2012. .2104, 


2018 


. . 2293, 2168 


. .2323 




Seq. No. 


46488 






Seq. ID 


OJ000126_03.0310.O4 


Gene No . 


98666 . 






Strand 




Start 


817 






. End 


2323 


Name 


OJ000126 03 


.0310 


. 04 . ol , to 


Method 


TBLASTX :Oress 


Start 


958 






End 


2317 


GI 


none 






Score 


66 


Exons 


958 . . 1188, 


1057 . 


.1248, 1078. 


.1416, 1124. .1375, 1126. ,1389, 




1171 . . 1521, 


1231 


. . 1458, 1244 


..1441, 1270. .1626, 1336. .1575, 




1357 . . 1743, 


1453 


. . 1662, 1477 


..1758, 1546. .1758, 1817. .1999, 




1823. . 1993, 


1823 


. . 1990, 1823 


..1954, 1856. ,1990, 1949. .1987, 




2015. .2125,; 


2018 


. .2104, 2036 


..2200, 2138. .2317, 2177. .2317 


Seq. No. 


46488 






Seq. ID 


OJ000126_03. 0310.04 


Gene No. 


98666 






Strand 




Start 


817 






End 


2323 


Name 


OJ000126 03 


.0310 


.04 .o2. tm 


Method 


TBLASTX: Maize 


Start 


1856 






End 


2221 


GI 


none 






Score 


144 


Exons 


1856. .2101, 


1856 


..2119, 1863 


..2120, 2111, ,2221 


Seq. No. 


, 46489 






Seq. ID 


OJ00dl26_03.0310.O6 


Gene No . 


98667 






Strand 




Start 


381 






End . 


669 


Name 


OJ000126 03 


.0310 


. 06 . ol . gp 


Method 


AAT/GAP 


Start 


381 






End 


669 


GI ' 


426253 






Score 


534 


Exons 


381 . . 669.. 










Seq. No. 


46489 






Seq, ID 


OJ000126_03.0310.O6 


Gene No. 


98668 






Strand 




Start ■ 


896 






End 


1324 


Name 


OJ000126 03 


.0310 


.C6.ol.tm 


Method 


TBLASTX: Maize 


Start- 


896 






End 


1324 


GI 


none 






Score 


61 



Exons 



896. .1168, 902. .1150, 1028. .1168, 1235. .1324, 1235. .1312 



48058 



Seq, No. 4 64 90 

.Gene No. 98669 

Start 2449 

Name OJ000126_03 . 0310 . C7 . ol . tm 

Start 2449 

GI none 

Exons 2449.. 2727, 2449.. 2727, 3377, 



Seq. ID OJ000126_03.0310.C7 
Strand 

End 3535 

Method TBLASTX : Mai ze 

End 3439 

Score 316 
.3439 



Seq. No. 46490 

Gene No. 98669 
Start • 2449 

Name OJ000126_03 . 0310 . C7 . ol . tc 

Start 2479 

GI none 

Exons 2479.. 2718, 2499.. 2702, 2500. 



Seq. ID OJ000126_03.0310.C7 
Strand 

End 3535 

Method TBLASTX : Cress 

End 3535 

Score 91 

.2721, 2529.. 2720, 3326.. 3535 



Seq. No. 46490 

Gene No. 98670 

Start 4548 

Name OJ000126_03 . 0310 . C7 . o3 . tm 

Start 4548 

GI none 

Exons 4548. .4610, 4557. .4586, 4559. 

4613. .4729, 4644. .4742, 4711. 



Seq. ID OJ000126_03.0310.C7 
Strand 

End 4809 
Method TBLASTX: Maize 
End 4809 
Score 44 

.4609, 4609. -.4728, 4609. .4728, 
.4809, 4744. .4809 



Seq. No. 46490 

Gene No. 98671 

Start 6706 

Name OJ000126_03 . 0310 .C7 . o2 . tm 

Start 6706 

GI none 

Exons 6706.. 7032, 6710. .7033, 6710. 

7383. .7463, 7391. .7462 



Seq. ID OJ000126_03.0310.C7 
Strand 

End 7463 

Method TBLASTX :Maize 

End 74 63 

Score 330 

.7042, 6714. .7061, 6888. .7049, 



Seq. No. 46491 

Gene No. 98672 

Start 72 

Name OJ000126_03 . 0310 . CIO . ol . ts 

Start 72 

GI none 

Exons 72. .308, 97. .309 



Seq. ID OJ000126_03. 0310. CIO 

Strand 

End"' 315 

Method TBLASTX : Soybean 

End 309 

Score 241 



Seq. No. 46491 

Gene No.' 98672 

Start 72 

Name OJ000126_03 . 0310 . CIO . ol . tm 

Start 90 

GI none 

Exons 90.. 257, 90.. 260, 91.. 258, 2i 



Seq. ID OJ000126_03. 0310. CIO 
Strand 

End • 315 

Method TBLASTX: Maize 

End 315 

Score 204 
2. .308, 283. .315 



Seq, No. 46492 

Gene No. 9.8 67 3 

Start 22 

Name OJ000126_03 . 0310 . Cll . ol . gp 

Start 22 

GI uC-osflM20208 9e01bl 



Seq. ID OJ000126_03. 0310. Cll 

Strand 

End 874 

Method AAT/GAP 

End 874 

Score 870 



48059 




Exons 22.. 347, 752.. 874 

GI Descrip. M249402 2.0e-84 (AC006072) unknown protein .[Arabidopsis 
thaliana] ' 



Sea No 


46493 




Seq. ID 


OJ000126 03 0310 C14 


Gene No . 


98674 




Strand 




Start 


67 




End 


1321 


Name 


OJ000126 


03 0310 C14 ol ts 


Met hod 


TBLASTX ■ Sovbean 


Start 


67 




End 


948 


GI 


none 




Score 


803 


Exons 


67. . 666, 


69. ,617, 475. .822, 


481. .768, 


580. .912, 580,-720, 




595. .675, 


745. .948 






Sea No 


46493 




Seq. ID 


OJ000126 03 0310 C14 


(^pnp No 


98674 




St rand 




Start 


67 




End 


1321 


Name 


OJ000126 


_03.0310.C14 .ol,tm 


Method 


TBLASTX : Mai ze 


Start 


70 




End 


1321 


CT 
\j J- 


none 




OL-L^ J- C- 


1. ~J z> 


Exons 


70, .501, 


73. .405, 295. .453, 


390. .1277, 


391. .1284, 392. .1306 




393. .1313, 574. .1311, 1082., 


1321 




9*:irr Nn 

O t5 . LN • 


46493 




*^ea TD 


OLT00ni?6 03 0310 04 




98 67-4 








start 


67 




End 


1321 


Name 


OJ000126 


03.0310,C14,ol.tc 






Start 


103 




End 


1312 


GI 


none 




Score 


75 


Exons 


103. ,285, 


118. .300, 295. .453 


, 331. ,456 


, 702, ,1277, 712. .127 




742. .1293 


, 1085. .1312 






Sea No 


46493 




Seq. ID 


OJ000126 03 0310 C14 


fifine No 


98674 




St rand 




Start 


67 




End 


1321 


Name 


OJ000126 


03.0310.C14 .o2.tc 


Me1" hod 




Start 


456 




End 


699 


GI 


none 




Score - 


223 


R von 


456. .686, 


457., 684, 580.. 699 






Sea No 


46493 




Seq. ID 


OJ000126 03 0310 C14 


Cpne No 


98674 




St rand 




Start 


67 




End 


1321 


Name 


OJ000126 


03.0310, C14,o2,ts 




TRLASTX • Sovhean 


Start 


948 ■ 




End 


1285 


GI 


none 




Score 


503.,. 


Exons 


948. .1277 


, 949.. 1278, 1082.. 


1285 




Seq. No. 


46494 




Seq, ID 


OJ000126_03.0310.C17 


Gene No. 


98675 




Strand 




Start 


354 




End 


1659 


Name 


OJ000126 


03.0310.C17,ol.tm 


Method 


TBLASTX: Maize 


Start 


64 




End 


1545 


GI 


none 




Score 


91 


Exons 


64 . .120, 


67. .117, 68. .121, 222, .437, 233, .439, 244. ,438, 



555. .683,' 557. .709, 560. .709, 1312.'. 1425, 1317. .1421, 
1319. ,1429, 1522. .1545, 1522. .1545 



48060 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46494 Seq. ID 

98675 Strand 

354 End 

OJ000126_03 . 0310 . C17 . ol . tc Method 

237 End 

none Score 



237. .314, 252. .314, 262. .351, 315. .428, 316 
590. .709, 591. .707, 1311. .1367, 1318. .1365 



OJ000126_03. 0310.C17 
1659 

TBLASTX: Cress 

1367 

53 

405, 501.. 539, 



46494 
98675 
354 

OJ00012 6_03.0310.C17.ol.gp 
354 

5667191 
354. .438, 
4249402 2. 
thaliana] 



561.. 706, 1320. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1422, ' 1523. . 



OJ000126_03.0310.C17 

1659 
AAT/GAP 
1659 
856 
1659 



Oe-84 (AC006072) unknown protein JArabidopsis 



Seq. No. 46494 

Gene No. 98675 

Start 354 

Name OJ000126_03 . 0310 . C17 . ol . ts 

Start 372 

GI none 
Exons 



Seq. ID OJ000126_03.0310.C17 
Strand 

End 1659 

Method TBLASTX : Soybean 

End 1651 

Score 90 



372. .440, 581. .718, 588. .695, 1311. .1385, 1311. .1385, 
1318. .1386, 1389. .1427, 1391. .1423, 1522. .1578, 1532. .1579, 
1576. .1650, 1577. .1651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46494 
98675 
354 

OJ000126_03.0310.C17.o2. tm 

1546 

none 



Seq. ID OJ000126_03.0310.C17 
Strand 

End 1659 

Method TBLASTX : Mai ze 

End 1655 

Score 169 



1546.. 1653, 1547.. 1654, 1548.. 1655 



4 64*95 
98676 
1 

OJ000126_03.0310.C18 .ol.gp 
1 

5667191 
1..50, 141. .216 

4249402 2. Oe-84 (AC006072) unknown protein [Arabidopsis 
thaliana] 



Seq. ID OJ000126_03.0310.C18 
Strand 

End 216 

Method AAT/GAP 

.End 216 

Score 228 



OJ000126 03.0310.C18 



Seq. No. 46495 Seq, ID _ 

Gene No. 98677 Strand 

Start 2285 End 2646 

Name OJ000126_03 . 0310 . C18 . o2 . gp Method AAT/GAP 

Start 2285 End 2646 

GI LIB3479-006-Q6-K1-B11 Score 493 

Exons • 2285.-2646 

GI Descrip. * 5734 616/db j | AP000391 . 1 1 AP000391 l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



48061 



Seq. No. 46495 
Gene No. 98678 
Start 3308 

Name OJ00012 6_03. 0310 .C18 .o2 . tm" 

Start '2 
GI none 

Exons 2. .49, 2. .49, 128. .247, 251, 

387.. 443,, 515.. 544 



Seq. ID OJ000126_03.0310.C18 



Strand 
End 

Method 
End 
Score 
,283, 252, 



4175 

TBLASTX: Maize 

544 

66 

.281, 323. .442, 350, 



,427, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ' 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000126_03.0310.C18 

4175 
AAT/GAP 
4087 
1301 



46495 Seq. ID 

98678 Strand 

3308 End 

OJ000126_03.0310.C18.o3.gp Method 

3308 End 

25586_1.R1084 Score 
3308. .3857, 3974. .4087 

M325342/gb|AAD17341 1 1..0e-ll (AF128393) No definition line 
found [Arabidopsis thaliana] ' 

46495 
98678 
3308 

OJ00012 6_03.0310.C18.ol.tm 
3690 



none 
3690. 
3813. 
4084. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126 03.0310.C18 



,3806, 3691.. 3807, 3788, 
,3869, 3974. .4087, 3978, 
,4128, 4129. .4170, 4134, 



4175 

TBLASTX: Maize 
4170 
142 

3859, 3799. .3858, .3810. 
4082, 4058. .4126, 4066. 
4166 



.3860, 
.4128, 



Seq. No. 4 64 95 

Gene No. 98678 

Start 3308 

Name OJ000126_03 . 0310 . C18 . ol . ts 

Start 3708 

GI none 

Exons 3708.. 3860, 3709.. 3858, 3974. 

4060. .4122, 4084.. 4158 



Seq. ID OJ000126_03.0310.C18 
Strand 

End 4175 

Method TBLASTX : Soybean 

End 4158 

Score 127 
.4087, 3978. .4085, 4055. .4144, 



Seq. No. 46495 

Gene No. 98678 

Start 3308 

Name OJ000126_03 . 0310 . C18 . ol . tw 

Start 3810 

GI none ^ 

Exons 3810.. 38,60, 3811 .. 3858, . 3813 , 
3978. .4124, 3978. .4097, 4066, 



Seq. ID OJ000126_03. 0310.C18 
Strand 

End 4175 

Method TBLASTX : Wheat 

End 4175 

Score 71 ■ 

.3860, 3974.. 4084, 3974. .4087., 
.4170, 4084. .4173, 4086. .4175 



Seq. No. 4 64 96 

Gene No. 98 679 

Start 1097 

Name OJ000126_03 . 0310 . C21 . ol . tm 

Start 3 

GI none 

Exons 3.. 125, 4.. 87, 12 . .. 125 , ' 1 91 . 

Seq. No. 46496 

Gene No. 98679 



Seq. ID OJ000126_03.d310.C21 

Strand + 

End 1322 

Method TBLASTX : Maize 

End 441 

Score 99 
.436, 202. .441, 211. .441 

Seq. ID OJ000126_03.0310.C21 

Strand + 



48062 



u 



Start 


1097 




End 


1322 


Nbitis 


OJ000126 03.0310.C21.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


18 




End 


682 


GI 


none 




Score 


51 


P.vons 


18. .116, 19. .72, 195. .293, 202. .441, 203. .448, 205. .450, 




520 549 577 675 581 


682 






Seq. No. 


46496 




Seq. ID 


OJ000126_03.0310.C21 


Gene No. 


98679 




Strand 


+ 


Start 


1097 




End 


1322 


Name 


OJ000126 03 0310 C21 ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


233 ~ 




End 


624 


GI 


none 




Score 


249 


Rxon 


233. .436, 235. .441, 348 


. .455, 


461. .622, 514. .624, 520. .621 


Spa No 


46496 




Seq. ID 


OJ000126_03.0310.C21 


Gene No . 


98679 




Strand 


+ 


Start 


1097 




End 


1322 ' 


Name 


OJ000126 03 0310- C21 ol 




Method 


AAT/GAP 


Start 


1097 ~ 




End 


1322 




32946 1.R1084 




Score 


397 


von ^ 


1097. .1322 










' 1354849/ab i AAB02006 1 2 


. Oe-38 


(U57350) 


epoxide hydrolase 




L LN _L L. X dl Id L.dJwldOLUUJ 








Seq. No. 


4 64 96 




Seq. ID 


OJ000126_03.0310.C21 


Gene No. 


98679 




Strand 


+ 


Start 


1097 




End 


1322 




OJ000126 03.0310.C21.o2. 


. tw 


Method 


TBLASTX: Wheat 


Start 


1167 




End 


1319 


GI 


none 




Score 


191 


J_l A I U 


1167 1316 1180 1317 


124 5. 


.1319, 1247. .1318 


Seq. No. 


46496 




Seq. ID 


OJ000126_03.0310.C21 


Gene No. 


98679 




Strand 


+ 


Start 


1097 




End 


1322 


Name 


OJ000126 03.0310.C21.o2, 


. tm ..r. 


.'Method 


TBLASTX: Maize 


Start 


1170 




'End 


1317 


GI 


none 




Score 


187 


Exon «^ 

l-J \J 1 1 


1170 1316 1180 1317 








Seq. No. 


4 64 97 




Seq. ID 


OJ000126_03.0310.C22 


Gene No. 


98680 




Strand 




Start 


2793 




End 


3223 


Name ■ 


OJOnOlPfi 03 0310 C77 


tm 


Method 


TBLASTX: Maize 


Start 


1456 ~ 




End 


2037 


GI 


none 




Score 


212 




1456. .1713, 1463. .1684, 


1471. , 


.1707, 1724 . .2032, 17 98. .2037 




46497 




Seq. ID 


OJ000126_03.0310.C22 


Gene No . 


98680 




Strand 




Start 


2793 




End 


3223 


Name 


OJ000126 03.0310.C22.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


1615 




End 


2277 ' 


GI 


none 




Score 


191 


Exons 


1615. .1713, 1798. .2037, 


1799. . 


,2038, 18 


01. .2046, 1913. .2041, 




2115. .2144, 2172. .2270, 


2176. , 


,2277 





48063 




Seq. No. 46497 Seq. ID OJ000126_03 . 0310 . C22 

Gene No. 98680 Strand 





start 


2793 








End 


3223 




Name 


OJ000126 03 


. 0310 


.C22.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


1829 ~ 








End 


2220 




GI 


none 








Score 


201 




Exons 


1829. .2032, 


1831 


. .2037, 


1832 . 


.2047, 2109. .2204, 2115. .2216, 






2116. .2220 














Seq. No. 


46497 








Seq. ID 


OJ000126_03.0310.C22 




Gene No . 


98680 








Strand 






Start 


2793 








End 


3223 




Name 


OJ000126 03. 


. 0310 


.C22.02 


. tm 


Method 


TBLASTX: Maize 




Start 


2116 ~ 








End 


3185 




GI 


none 








Score 


37 




Exons 


2116. .2142, 


2118 


. . 2144 , 


2172 . 


.2276, 2173. .2274, 2796. .3017, 






2796. .3023, 


3100 


. .3135, 


3137 . 


.3184, 3138. .3185 : 




Seq. No. 


46497 








Seq. ID 


OJ000126_03. 0310. 022 




Gene No , 


98680 








Strand 






Start 


2793 








End 


3223 




Name 


OJ000126 03, 


,0310, 


.022. ol 




Method 


AAT/GAP 




Start 


2793 








End 


3223 




GI 


32946 1.R1084 






■ Score 


572 


tfi 


Exons 


2793. .3013, 


3107- 


. .3223 








r : K 


GI Descrip. 


'1354849/gb|AAB02006| 2 


.Oe-38 


(U57350) 


epoxide hydrolase 


; -r 




[Nicotiana tabacum] * 








i7l 


Sea. No. 


46497 








Seq. ID 


OJ000126_03. 0310. 022 


us. 


Gene No . 


98680 








Strand 






Start 


2793 








End 


3223 


\ y 


Name 


OJ000126 03. 


0310, 


.022. o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


2793 








End 


3136 




GI 


none 








Score 


97 




Exons 


2793. .2996, 


2793, 


, .2999, 


2947. 


.3054, 3086.. 3136 




Seq. No. 


46497 








Seq. ID 


OJ000126_03. 0310. 022 


•t 


Gene No . 


98680 








Strand 




C3 


Start 


2793 








End 


3223 


f =^ 


Name 


OJ000126 03. 


0310, 


C22.02 


. tw 


Method 


TBLASTX: Wheat 




Start 


2811 








End 


3199 . 




GI 


none 








Score 


226 




Exons 


2811. .3014, 


2814 . 


.3017, 


2915. 


.3016, 3100.. 3135, 3105.. 3137, 






. 3137. ,3199, 


3138 . 


.3197 










Seq. No. 


46498 








Seq. ID, 


OJ000126_03. 0310.023 




rjpnp No 


98681 








Strand 






Start 


454 








End 


798 




Name 


OJ000126 03. 


0310. 


C23.01. 


• gp 


Method 


AAT/GAP 




Start 


454 








End 


798 




GI 


none 








Score 


643 




Exons 


454. .798 














Seq. No. 


46498 








Seq. ID • 


OJ000126_03. 0310.023 




Gene No. 


98682 








Strand 






Start 


1213 








End 


2468 



48064 



Name 

Start 

GI 

Exons 



OJ000126_03 . 0310 . C23 . ol . tm Method TBLASTX : Maize 

683 End 1263 

none Score 199 

683. .940, 694. .948, 697. .948, 1024. .1263, 1025. .1258, 1033. .1263 



Seq. No. 46498 

Gene No. 98682 

Start 1213 

Name -OJ00012 6_03 . 0310 .C23 . ol . ts 

Start 841 

GI none 
Exons 



Seq. ID OJ000126_03. 0310. 023 
Strand 

End-.- 24 68 

Method TBLASTX : Soybean 

End 1508 

Score 55 



841. .939, 84'2..895, 1014. .1259, 1024. .1263, 1025. .1270, 
1139. .1267, 1346. .1375, 1385. .1507, 1392. .1508 



Seq. No. 46498 

Gene No. 98682 

Start 1213 

Name ..OJ000I26_03 . 0310 . C23 . ol . tw 
Start ^' 1055* 

GI none 
Exons 



Seq. ID OJ000126_03. 0310.C23 
Strand 

End 2468 

Method TBLASTX-: Wheat 

End 1451 

Score 196 



1055. .1258, 1057. .1263, 1061. .1267, 1062. .1277, 1329. .1448, 
1345. .1449, 1346. .1450, 1347. .1451 



Seq. No. 

Gene No. 

Start^ 

Name 

Start 

GI 

Exons 

GI Descrip. 



46498 ; 

98682 

1213 

OJ000126_03.0310.C23.o2.gp 
1213 

32946 1.R1084 



Seq. ID OJ000126_03.0310.C23 
Strand 

End 2468 

Method AAT/GAP 

End 24 68 

Score 889 



1213. . 1260, 1343. .1504, 2101. .2318, 2406. .2468'- 
'1354849/gb|AAB02006| 2.0e-38 {U57350) epoxide hydrolase 
[Nicotiana tabacum] ' 



- 



Seq. No. 46498 

Gene No. 98682 

Start 1213 

Name. OJ000126_03 . 0310 . 023 . o2 . tw 

Start 2119 

GI none 
Exons 



Seq. ID OJ000126_03. 0310.023 
Strand 

End 2468 

Method TBLASTX: Wheat 

End 24 68 

Score 212 

2119. .2322, 2155. .2319, 2220. .2321, 2404. .2466, 2405. .2467, 
2406. .2468 



Seq. No. 46498 

Gene No. 98682 

, Start 1213 

Name OJ00012 6_03'. 0310 . 023 . o2 . tm 

Start 2161 

GI none 
Exons 



Seq. ID OJ000126_03. 0310.023 
Strand 

End. . . 2468 

Method TBLASTX : Mai ze 

End . 2467 

Score 199 



2161. .2319, 2177. .2320, 2404. .2466, 2405. .2467 



Seq. No. 46498 

Gene No. 98682 

Start 1213 

Name OJOOOl'2 6_03 . 0310 . 023 . o2 . ts 

Start 2167 

GI none 
Exons 



Seq. ID OJ000126_03. 0310.023 
Strand 

End 2468 

Method TBLASTX : Soybean 

End • 2466 

Score 90 



2167. .2307, 2189. .2308, 2404. .2466 



48065 




Seq. No. 46499 

Gene No. 98683 

Start 37 47 

Name OJ000126_03 . 0310 . C24 . o2 

Start 2265 

GI none 

Exons 2265.. 2456, 2266.. 2439, 
3156.. 3395, 3159.. 3356, 

Seq. No. 4*6499 

Gene No. 98683 

Start 3747 

Name OJ000126_03 . 0310 . C24 . ol 

Start 3156 

GI none 

Exons 3156.. 3398, 3163.. 3399, 

Seq. No. 46499 

Gene No. 98683 

Start 3747 

Name OJ000126_03 . 0310 . C24 . ol 

Start 3187 

GI none 

Exons 3187. .3393, 3189. .3398, 

Seq. No. 46499 

Gene No. 98683 

Start 3747 

Name OJ000126_03 . 0310 . C24 . ol 

Start 3491 

GI none 

Exons 3491.. 3511, 3509.. 3646, 
■ 3760. .3861 

Seq. No. 4 64 99 

Gene No. 98683 

Start 3747 

Name OJ000126_03 . 0310 . C24 . o2 

Start 3695 

GI - none 

Exons 3695. . 3856, . 3705 .. 3851 , 




Seq. ID OJ000126_03. 0310.C24 
Strand 

End 38 62 

.tm Method TBLASTX : Maize 

End 3395 

Score. 188 
2401.. 2520, 2402.. 2524, 2422.. 2526, 
3163. .3393 

Seq. ID OJ000126_03. 0310.C24 
Strand 

End 38 62 

.ts Method TBLASTX: Soybean 

End 3638 

Score 14 5 
3491.. 3511, 3522.. 3638, 3533.. 3637 

Seq. ID OJ000126_03.0310.C24 
Strand 

End 38 62 

.tw Method TBLASTX : Wheat 

End 3596 

Score 130 
3491.. 3586, 3495.. 3596 

Seq. ID OJ000126_a3.0310.C24 
Strand 

End • 3862 

.tm Method TBLASTX : Maize 

End 3862 

Score 347 
3510. .3851, 3698. .3856, 3758. .3862, 



Seq. ID OJ000126_03.0310.C24 
Strand 

End . 3862 

.tw Method TBLASTX : Wheat 

End 38 62 

Score 170 
3758.-3862, 3760. .3861 



Seq. No. 46499 Seq. ID 

Gene No. .98683 , Strand 

Start 3747 End 

Name OJ000126_03 . 0310 . C24 . ol . gp Method 

Start 3747 - End. 

GI uC-osroM202010h09bl Score 

Exons 3747.. 3855 

GI Descrip. M07938 4.0e-10 (U02494) epoxide hydrolase [Solanum tuberosum]' 



OJ000126_03.0310.C24 

3862 
AAT/GAP 
3855 
182 



Seq. No. 46500 Seq. ID OJ000126_03 . 0310 . C25 

Gene No." 98684 Strand 

Start 3177 End 3361 

Name OJ000126_03 . 0310 . C25 . ol . gp Method AAT/GAP 

Start 3177 End 3361 



48066 






r» n o 




^ OO 


3S8 














*s u J u 




Seq. ID 


OJ000126_03.0310.C25 


Gene No. 


98685 




Strand 




Start 


3412 




End 


4239 


Name 


OJ000126 03 0310 C25 ol 


. tm 


Method 


TBLASTX: Maize 




3412 




End 


4239 




none 




Score 


96 


P von Q 


341? 3498 3424 3477 


3594 . 


.3794, 3595. .3813, 4080,. 4175, 




40fi1 4179 4213- 4239 








Seq. No. 


46500 




Seq. ID 


OJ000126_03.0310.C25 


Gene No. 


98685 




Strand 




OL.ciI.L- 


34 12 

sJ *3 X 




End 


4239 


Name 


n.Tnnm2fi n3 n3io r2s ni 




Method 


TBLASTX: Wheat 




34 1 fi " 
sJ *i X o 




End 


3798 




n on o 
i iLJl ic 




Score 


83 




3418 3498 3435 3497 


3594 . 


.3794, 3595.. 3798 




4 ROD 

4 D O U U 




Seq. ID 


OJ000126_03.0310.C25 


Gene No. 


98685 




Strand 




Start 


3412 




End 


4239 


Name 


n.Tnnm2(^ n3in r?^ ni 

WUUVJUX^D \JO.UOXU.\»/Z.J.LJX 




Method 


TBLASTX: Soybean 




3 4 3 ~ 

O 1 O D 




End 


4239 




none 




Score 


65 






3fi24 


.3794, 4077. .4181, 4081. .4182, 




4913 4239 








O C L^ . LN L^ ■ 


1 O J U X 




Seq. ID 


OJ00012 6_03.0310.C26 


flprici TsTrk 


9868 6 




Strand 


+ 


start 


1 




End 


565 


Name 


OJ000126 03.0310.C26.ol 


.gp 


Method 


AAT/GAP 


Start 


1 




End 


565 


yj J. 


uC-osroM202031e06bl 




Score 


840 


P V O Tl c 


1..54, 184. .565 










M454471/gb|AAD20918 | -l 


.■Oe-21 


(AC006234) putative G protein 




coupled receptor [Arabidopsis 


thaliana] 




O Lj^ • Ln L^f . 


46501 




Seq. ID 


OJ000126_03.0310.C26 


riprip No 


98687 




Strand 




Start 


2013 




End 


2591 


Name 


OJ000126 03.0310.C26.o2 


.gp 


Method 


AAT/GAP 


O L. Ct X L. 


2013 




End 


2591 


\J X 


699937 




Score 


624 


Hj ALJilo 


2013. .2100, 2204. .2320, 


2443. 


.2591 




vjX JJtJoL-XX^. 


4454471/gb|AAD20918 1 2. 


Oe-21 


(AC006234) 


putative G protein 




coupled receptor [Arabidopsis 


thaliana] 




Seq. No. 


46501 




Seq. ID 


OJ000126_03.0310.C26 


Gene No. 


98688 




Strand 




Start 


4582 




End 


4687 


Name 


OJ000126 03.0310.C26.o4 


. tm 


Method 


TBLASTX: Maize 


Start 


218 




End 


432 


Gl' 


none 




Score 


196 


Exons ■ 


218. .424, 221. .295, 322 


. .417, 


331. .432 





48067 



Seq. No. 46501 .Seq. ID 

Gene No. 98688 Strand 

Start 4582 End 

Name OJ000126_03 . 0310 .C26 . o3. ts Method 

Start 226 End 

GI none Score 

Exons 226.. 399, 227.. 421, 227.. 424 

Seq. No. 46501 Seq. ID 

Gene No. 98688 Strand 

Start 4582 End 

Name OJ00012 6_03 . 0310 . C2 6 . ol . ts Method 

Start 1226 End 

GI none Score 

Exons 1226.. 1498, 1233.. 1499 



OJ000126_03.0310.C26 
4687 

TBLASTX: Soybean 

424 

93 



OJ000126_03.0310.C26 
4687 

TBLASTX: Soybean 

1499 

256 



Seq. No. 46501 Seq. ID 

Gene No. 98688 Strand 

Start' 4582 End 

Name OJ00012 6_03 . 0310'. C26 . ol . tc Method 

Start 1238 End 

GI none Score 

Exons 1238.. 1333, 1358.. 1552, 1392.. 1562 



OJ000126_03.0310.C26 
4687 

TBLASTX: Cress 

1562 

76 



Seq. No. 46501 e.. Seq. ID 

Gene No. 98688 ■ . ^ Strand 

Start 4582 End 

Name' OJ000126_03 . 0310 . C2 6 . o2 . tm Method 

Start • 1241 End 

GI none Score 
Exons 



OJ000126_03.0310.C26 
4687 

TBLASTX: Maize 

1511 

288 



1241. .1504, 1241. .1510, 1245. .1511 



Seq. No. 


46501 








Seq. ID 


OJ000126_03.0310.C26 


Gene No. 


98688 








Strand 




Start 


4582 








End 


4687 


Name 


OJ000126 03 


.0310. 


C26.02 


. ts 


Method 


TBLASTX: Soybean 


Start 


1783 








End 


2556 


GI 


none 








Score 


70 


Exons 


1783. . 1887, 


1793. 


. 1888, 


1888. 


.2046, 18 


89. .2044, 1915. .2046, 




2195. .2293, 


2211. 


.2294, 


2431. 


.2556 




Seq. No. 


46501 








Seq.. ID 


OJ000126_03.0310.C26 


Gene No. 


98688 








Strand 




Start 


4582 








End 


4687 


Name 


OJ000126 03 


.0310. 


C26.01 


. tm 


Method 


TBLASTX: Maize 


Start 


1792 








End 


2101 


GI 


none 








Score 


331 


Exons 


1792. .2097, 


1793. 


.2101, 


1821. 


.2099 




Seq. No. 


46501 








Seq. ID 


OJ000126_03.0310.C26 


Gene No. 


98688 








Strand 




Start 


4582 








End 


4687 


Name 


OJ000126 03 


.0310. 


C26.03 


. tm 


Method 


TBLASTX: Maize 


Start 


2246 








End 


3125 


GI 


none 








Score 


102 


Exons 


2246. .2320, 


2247. 


.2321, 


2248. 


.2322, 2248. .2322, 2388.. 2552, 




2435.. 2560, 


2440. 


.2553, 


2680. 


.2748, 2681. .2746, 2749. .2862, 



48068 



2750.. 2776, 2762.. 2926, 2974.. 3042, 2975.. 3046, 3057. -.3125, 
3062.. 3124 



Seq. No. 46501 
Gene No. 98688 
Start 4582 

Name OJ000126_03 ,.0310 . C26 . o3 . gp 

Start 4582 

GI LIB3477-003-P1-K1-E9 
Exons 4582.. 4687 

GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. ID OJ000126_03.-0310.C26 
Strand 

End 4 687 

Method AAT/GAP 

End 4 687 

Score 168 



Seq. No. 46502 

Gene No. 98 68 9 

Start 121 

Name OJ000126_03 . 0310 . C27 . ol . tm 

Start 121 

GI none 
Exons 



Seq. ID OJ000126_03.0310.C27 
Strand 

End 3010 

Method TBLASTX : Mai ze 

End ' 2059 

Score 8 9 



121. .222, 122. .223, 303. .506, 310. .507, 596. .748, 610. .726, 
1969. .2058, 1970. .2059 



Seq. No.- 46502 

Gene No.' 98689 

Start 121 

Name OJ000126_03 . 0310 . C27 . ol . ts 

Start 148 

GI none 
Exons 



Seq. ID • OJ000126_03.0310.C27 
Strand 

End 3010 

Method TBLASTX : Soybean 

End 711 

Score 84 



148. .222-, 155. .223, 303. .506, 306. .434, 310. .507, 596. .703, 
599.. 703, 610.. 711, 639.. 710 



Seq. No. 46502 
Gene No. 98689 
Start 121 

Name OJ000126_03 . 0310 . C27 . ol . tc 

Start 157 . 

GI none 

Exons 157.. 222, 167.. 223, 173.. 238 

596. .727, 610. .726, 1972. .2064, 1973. .2065, 2143. .2235, 
2152. .2238 



Seq. ID OJ000126_03.0310.C27 
Strand 

End 3010 

Method TBLASTX : Cress 

End 2238 

Score 70 

303. .416, 310. .402, 471. .506, 



Seq. No. 46502 

Gene No. 98689 

Start 121 

Name OJ000126_03 . 0310 . C27 . o2 . ts 

Start 1962 

GI none 
Exons 



Seq. ID OJ000126_03.0310.C27 
Strand 

End . 3010 

Method TBLASTX : Soybean 

End 3010 

Score 95 



1962. .2066, 1969. .2067, 1970. .2068, 2137. .2235, 2149. .2247, 
2150.. 2248, 2933.. 3010, 2944.. 3009 



Seq. No. 46503 

Gene No. 98690 

Start 2969 

Name OJ000126_03 . 0310 . C28 . o3 . ts 

Start 2541 

GI none 



Seq. ID OJ000126_03.0310.C28 
Strand 

End 5093 

Method TBLASTX : Soybean 

End 2796 

Score 4 8 



48069 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2541.. 2672, 2583.. 2660, 2584, 
2689. .2796, 2690. .2791, 2691. 

46503 
98690 
2969 

OJ000126_03. 0310. 028. ol.tm 

2583 

none 

2583. .2657, 2584. .2658, 2584, 
2983. .3207, 2988. .3245, 2997, 
3380.. 3508, 3384.. 3512, 3894, 
4249. .4395, 4985. .5065, 4985, 



.2661, 2584. .2676, 2679. .2789, 
.2792 

Seq. ID OJ000126_03.0310.C28 
Strand 

End 5093 
Method * TBLASTX: Maize 
.End 5090 
Score 65 

.2679, 2683.-2793, 2705.. 2788, 
.3245, 3374.. 3511, 3379.. 3531, 
.4253, 3898. .4242, 4248. .4427, 
.5062, 4989-. .5090, 4999.. 5070 



Seq. No. 46503 
Gene No. 98690 
Start 2969 

Name OJ000126_03 . 0310 . 028 . ol . tc 

Start 2584 
GI none 

Exons 2584.. 2676, 2585.. 2629, 2689. 

2988. .3188, 2992. .3189, 3352. 
3898. .4233, 4248. .4358, 4249. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2793, 2717 
.3534, 3403 
.4359 



OJ000126 03. 0310. 028 



5093 

TBLASTX: Ore ss 
4359 ■ 
58 

2788, 2983, 
3510, 3870, 



.3183, 
.4253, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46503 Seq. ID 

98690 Strand 

2969 End 

OJ000126_03.0310.028.ol.gp Method 

2969 End 

3107389 Score 
2969. .3246 

3559805/emb|CAA07251 I 3.0e-21 (AJ006787) putative phytochelatin 
synthetase [Arabidopsis thaliana] 



OJ000126_03. 0310.028 

5093 
AAT/GAP 
3246 
541 



Seq. No. 46503 
Gene No. 98690 
Start 2969 

Name OJ000126_03 . 0310 . 028 . ol . ts" 

Start 2988 
GI none 

Exons 2988.. 3242, 2991.. 3242, 3043, 

3352.. 3531, 3353.. 3508, 3894. 
4242. .4427, 4985. .5065, 4985, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3282, 3350 
.4253, 3943 



OJ000126 03.0310.028 



5093 

TBLASTX: Soybean 
5093 
143 

3508, 3351.. 3509, 
4233, 4240.. 4395, 



.5062, 5058.. 5093 



Seq. No. 4.6503 
Gene No. 98690 
Start 2969 

Name OJ000126_03 . 0310 . 028 . ol . tw 

Start 3053 
GI none 

Exons .3053. .3241, 3054. .3245, 3054, 
3352. . 3441 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.3293, 



OJ000126 03.0310.028 



5093 

TBLASTX: Wheat 
3442 
147 

3055. .3294, 3350. .3442, 



Seq. No. 46503 ~- Seq. ID 

Gene No. 98691 Strand 

Start 6547 End 

Name OJ000126 03 . 0310 . 028 . o2 . tm Method 



OJ000126_03.0310;C28 
7698 

TBLASTX: Maize 



48070 



start 
GI 

Exons 



6547 End 7682 

none Score 112 

6547.-6672, 6549. .6671, 6553. .6696, 6757. .6783, 6759. .6785, 

6775.-6969, 6785. .6970, 6785. .6976, 7211. .7261, 7218-.7262, 

7219--7263, 7263. .7349, 7264. .7353, 7265. .7354, 7515-.7550, 

7548.. 7571, 7626.. 7652, 7656.. 7682 



Seq. No. 46503 
Gene No. 98691 
Start 6547 

Name OJ000126_03 . 0310 . C28 . o2 . ts 

Start 6768 
GI none 

Exons 6768.. 6953, 6776.. 6976, 6786. 

7218. .7265, 7263.. 7346, 7266. 
7515. .7679, 7515. .7691 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000126 03.0310.C28 



7698 

TBLASTX : Soybean 
7691 
132 

6968, 7211.. 7261, 7216. .7260, 
7346, 7267. .7353, 7268. .7354, 



Seq. No. 46503 

Gene No. 98691 

Start 6547 

Name OJ00012 6_03 . 0310 -C28 . o2 . tw 

Start 7267 

GI none 

Exons 7267.. 7347, 7515.. 7691 



Seq. ID OJ000126_03.0310..C28 
Strand 

End 7698 

Method TBLASTX : Wheat 

End 7691 

Score 186 



Seq. No. 46503 

Gene No. 98691 

Start 6547 

Name OJ000126_03 . 0310 . C28 . o2 . tc 

Start 7294 

GI none 

Exons 7294. .7353, 7295.. 7348, 7515. 



Seq. ID OJ000126__03.0310.^C28 
Strand 

End 7698 

Method TBLASTX: Cress 

End 7698 

Score 58 

.7691, 7515.-7691, 7516. .7698 



ij 



Seq. No. 46504 

Gene No. 98692 

Start 205 

Name OJ000126_03 . 0310 . C29 . ol . ts 

Start 142 

GI none 

Exons 142--240, 142. .243, 143. .244, 
353. -514 



Seq. ID OJ000126_03.0310.C29 

Strand + 

End 1492 

Method TBLASTX : Soybean 

End 515 

Score 83 

143. .244, 348. .515, 348. .503, 



Seq. No. 46504 Seq. ID 

Gene No. 98692 Strand 

Start 205 End 

Name OJ000126_03 . 0310 . C29 . ol . gp Method 

Start 205 End 

GI . 38270_1.R1084 Score 

Exons 205-.244, 351.. 656, 1317.. 1492 

GI Descrip. ' 3559805/emb | CAA07251 | 3.0e-21 (AJ006787) putative phytochelatin 
synthetase [Arabidopsis thaliana] ' 



OJ000126_03.0310.C29 
+ 

1492 
AAT/GAP 
1492 
997 



Seq. No. 46504* Seq. ID 

Gene No. 98692 Strand 

Start 205 End 

Name OJ000126_03 . 0310 . C29 . o3 . tm Method 

Start 34 8 End 



OJ000126_03.0310.C29 
+ 

1492. 

TBLASTX: Maize 
595 



48071 




GI - 


none 








Score 


337 




Exons 


348. .584, 353. .580, 359. 


. .595, 


427. .594 




Seq. No. 


46504 








Seq. ID 


OJ000126_03. 0310 


.C29 


Gene No. 


98693 








Strand 






Start 


8267 








End 


8878 




Name 


OJ000126 03. 


, 0310 


.C29.05. 


. tm 


Method 


TBLASTX: Maize 




Start 


8267 








End 


8407 




GI 


none 








Score 


116 




Exons 


8267. .8407, 


8268 


. .8402 










Seq. No, 


46504 








Seq. ID 


OJ000126_03.0310, 


.C29 


Gene No. 


98693 








Strand 






Start 


8267 








End 


8878 




Name 


OJ000126 03. 


0310 


.C29.04 . 


. tw 


Method 


TBLASTX: Wheat 




Start 


8276 








End 


8878 




GI 


none 








Score 


81 




Exons 


8276.. .8401, 


8280 


. .8402,. 


8568 . . 


.8738, 8594. .8878/ .8595. .8738, 




8775"*. .8873, 


8815 


. .8874 










Seq. No. 


46504 








Seq. ID 


OJ000126_03.0310, 


.C2 9 


Gene No. 


98694 








Strand 






Start 


8879 








End 


9368 




Name 


OJ000126 03. 


0310 


.C2 9.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


8879 








End 


9260 




GI 


none 








Score 


169 




Exons 


8879. . 9259, 


8910 


. . 9158, 


8918 . . 


.9163, 9204.. 9260 




Seq. No. 


46504 








Seq. ID 


OJ000126_03.0310. 


.C29 


Gene No. 


98694 








Strand 






Start 


8879 








End 


9368 




Name 


OJ000126 03. 


0310 


.C29,o2. 


tm 


Method 


TBLASTX: Maize 




Start 


9035 








End 


9368 




GI 


none 








Score 


204 




Exons 


9035. . 9082, 


9074 


. . 9367, 


9087 . , 


,9368 






Seq. No. 


46504 








Seq. ID 


OJ000126_03.0310. 


,C29 


Gene No. 


98695 








Strand 






Start 


9589 








End 


10338 




Name 


OJ000126 03. 


0310 


.C29.07 . 


tw 


Method 


TBLASTX: Wheat 




Start 


9589 








End 


9901 




GI 


none 








Score 


77 




Exons 


9589. .9849, 


9590 


. .9901 










Seq. No. 


46504 








Seq. ID 


OJ000126_03..0310. 


C29 


Gene No. 


98695 








Strand 






Start 


9589 








End 


10338 




Name 


OJ000126* 03. 


0310 


.C29.03. 


ts 


Method 


TBLASTX: Soybean 




Start 


9649. 








End 


10215 




GI 


5666795 








Score 


68 




Exons 


■ 9649. . 9849, 


9904 


. .10041, 


10117 


^ .10215 






GI Descrip. 


4206306 2.0e 


-10 


{AF049110) prpol [Zea 


mays] 




Seq. No. 


46504 








Seq. ID 


OJ000126_03.0310. 


C29 


Gene No. 


98695 








Strand 






Start 


9589 








End 


10338 




Name 


OJ000126 03. 


0310, 


.029. o3. 


tw 


Method 


TBLASTX: Wheat 





48072 






Start 


9904 






End 


10338 






GI 


none 






Score 


88 * 






Exons 


9904. . 


10053, 9905.. 10042, 10087 .. 10338, 10097 .. 10273 , 








10114. 


.10338 












Seq. No. 


46504 






Seq. ID 


OJ000126_03.0310 


.C29 




Gene No. 


98696 






Strand 








Start 


10339 






End 


11772 






Name 


OJ000126 03.0310.C29 


. o5 . tw 


Method 


TBLASTX: Wheat 






Start 


10339 






End 


11162 






GI 


none 






Score 


86 






Exons 


10339. 


.10407, 10909. 


. 11121, 


11097. .11162 






Seq. No. 


46504 






Seq. ID 


OJp00126_03.0310 


.C29 




Gene No. 


98696 






Strand 








Start 


10339 






End 


11772 






Name 


OJ000126 03.0310.C29, 


.o2. ts 


Method 


TBLASTX: Soybean 






Start 


10963 






End 


11363 






GI 


none 






Score 


87 






Exons 


10963. 


.11091, 11091.. 


. 11363, 


11173. .11316 






Seq. No. 


46504 






Seq. LD 


OJ000126_03.0310 


.C29 




Gene No. 


98696 






Strand 






i. , J 


Start 


10339 






End 


11772 






Name 


-OJ000126 03.0310.C29, 


. ol . tm 


Method 


TBLASTXrMaize 






Start 


11086 






End 


11469 






GI 


none 






Score 


235 






Exons 


11086. 


.11469, 11091., 


. 11468 








i.y 


Seq. No. 


46504 






Seq. ID 


OJ000126_03.0310 


.C29 




Gene No. - 


98696 






Strand 








Start 


10339 






End 


11772 




I y 


Name 


OJ000126 03.0310.C29, 


, ol . tw 


Method 


TBLASTX: Wheat 






Start 


11208 






End 


11627 






GI 


none 






Score 


229 




^ J 


Exons 


11208. 


.11627, 11221., 


. 11625 








i 1 


Seq. No. 


46504 






Seq. ID 


OJ000126_03.0310 


.C29 




Gene No. 


98696 






Strand 








Start 


10339 






End 


11772 






Name 


OJ00012603.0310.C29. 


, o4 . tm 


Method 


TBLASTX: Maize 






Start 


11496 






End 


11772 






GI 


none 






Score 


115 






Exons 


11496. 


.11756, 11496.. 


. 11759, 


11506. .11772 






Seq. No. 


46504 






Seq. ID 


OJ000126_03.0310 


.C2 9 




Gene No. 


. 98696 






Strand 








Start 


10339 






End 


11772 






Name 


OJ000126 03.0310.C29. 


o6 . tw 


Method 


TBLASTX: Wheat 






Start 


11628 






End 


11757 






GI 


none 






Score 


82 






Exons 


11628. 


.11756, 11628.. 


11756, 


11629. .11757 






Seq. No. 


46505 






Seq. ID 


OJ000126_03.0310 


.C31 




Gene No. 


98697 






Strand 








Start 


6 






End 


1267 






Name 


OJ000126 03.0310.C31. 


ol. tc 


Method 


TBLASTX: Cress 





-48073 



start 
Exons 



6 End 1109 

none Score 132 

6. .269, 6. .194, 9. .398, 41. .334, 84. .311, 117. .485, 183. .590, 
294. .521, 324. .710, 405. .614, 426. .512, 441. .797, 492. .731, 
531. .596, 546. .896, 546. .614, 609. .806, 626. .823, 641. .730, 
651. .998, 678. .941, 692. . 943, 774. .1106, 819. .1034, 879".. 1109 



OJ000126 03.0310.C31 



Seq. No'. • '46505 Seq. ID 

Gene No. 98697 Strand 

Start 6 End 

Name OJ000126_03 . 0310 . C31 . ol . ts Method 

Start 6 End 

GI none Score 

Exons 6. .788, 21. .797, 114. .323, 222. .590, 294. .485, 353. .532, 

357. .1106, 360. .533, 366. .1001, 377. .691, 407. .562, 440., 
465.-638, 546. .1154, 548. .682, 636. .1070, 639. .1070, 774, 
780. .941, 876. .1169, 879. .998, 879. .1142, 903. .1079 



1267 

TBLASTX : Soybean 

1241 

364 



568, 
. 1241, 



Seq. No. 46505 

Gene No. 98697 

Start 6 

Name OJ000126_03 . 0310 . C31 . ol . tm 

Start 12 

GI none 
Exons 



Seq. ID OJ000126_03.0310.C31 
Strand 
End 

Method 
End 
Score 



1267 

TBLASTX: Maize 

1267 

90 



12. .236, 80. .196, ,294. .452, 393. .686, 498. .791, 819. .1019, 
909. .1223, 911. .997, 918. .1220, 1067 .. 1222 1247 .. 12 67 



Seq. No. 46506 Seq. ID 

Gene No. 98698 Strand 

Start 116 End 

Name OJ000216_04 . 0306 . C2 . ol . gs Method 

Start 116 End 

GI none Score 

Exons 116.. 231 



OJ000216_04.0306.C2 
+ 

231 

GENSCAN 

231 

.77 



Seq. . No. 46507 

Gene No. 98699 

Start 375 

Name OJ000216_04 . 0306 . C3 . ol . gp . 

Start 305 

GI none 

Exons 305.. 579, 822.. 1014 



Seq. ID OJ000216_04.0306.C3 

Strand + 

End 14362 

Method AAT/GAP 

End 1014 

Score 823 



Seq. No. • 46507 Seq. ID 

Gene No., 98699 Strand 

Start 375 End 

Name OJ000216_04 . 0306 . C3 . ol . gs Method 

Start 375 End 

GI none Score 

Exons 375. .579, 3483. .3855, 4234. .4334, 4422. .4547, 5912, .6018, 

6736. .6851, 7223. .7428, 8067. .9094, 9981. .10134, 10572 ., 10721 , 
10952. .11227, 112 66. .11575, 12602. .13028, 13071. .13136, 
13407. .13889 : 



OJ000216_04.0306.C3 

14362 
GENSCAN 
13889 
.43 



Seq. No. 
Gene No. 
Start 



46507 
98699 
375 



Seq. ID 

Strand 

End 



OJ000216_ 
+ 

14362 



04 .0306. C3 



48074 




Name . 


OJ000216 ^04 


. 0306.C3-.o2 . 




Method 


AAT/GAP 


Start 


496 






End 


1193 


GI 


none 






Score 


799" 


Exons 


496. . 579, 8 


22. .1193 








Seq. No. 


46507 






Seq. ID 


OJ000216 


Gene No. 


98699 






Strand 


+ 


Start 


•375 






End 


14362 


Name 


OJ000216 04 


.0306.C3.ol. 


np 


Method 


AAT/NAP 


Start 


8120 






End 


14362 


GI 


6705984 






Score 


2074 


Exons 


8120. .8349, 


8379. .9024, 


12653 


. .14362 





GI Descrip. (AB033235) gag-pol polyprotein [Oryza sativa] 



Seq. No. 46507 

Gene No. 98700 

Start 9735 

Name OJ000216_04 . 0306.C3 . o4 . tw 

Start 330 

GI none 

Exons 330.. 428, 338.. 364, 390.. 57£ 



OJ000216_04.0306.C3 
10114 

TBLASTX: Wheat 
972 
46 



Seq. ID 
Strand 
End 

Method 
End 
Score 

393. .470, 445. .579, 449. 



821. .862, 825. .863, 839. .967, 839. .964, 852. .965, 853. 



.577, 

.972 



Seq. No. 46507 

Gene No. 98700 

Start 9735 

Name OJ000216_04 . 0306 .C3 . o3 . tm 

Start 6065 

GI none 

Exons . 6065 . . 6385, 
6488. .6571 



Seq. ID 

Strand'^ 
End 

Method 

End 

Score 



OJ000216_04.0306.C3 
10114 

TBLASTX: Maize 

6585 

215 



6074. .6463, 6381. .6434, 6382. .6486, '6424, ,6585, 



Seq. No. 46507 

Gene No. 98700 

Start 9735 

Name OJ00021 6_04 . 0306 . C3 . o5 . tm 

Start 8442 

GI none 

Exons 8.442.. 8582, 8461.. 8643, 8462. 



Seq. ID OJ000216_04 .0306.C3 
Strand 
End 

Method 

End 
. Score 
, 8644 



10114 

TBLASTX :Maize 

8644 

76 



Seq. No. 46507 Seq. ID 

Gene No. 98700 Strand 

Start 9735 End 

Name OJ000216_04 . 0306 . C3 . o2 . tw Method 

Start . . 8479 End 

GI none Score 

Exons 8479. ,8643, 8480. .8647, 8498. .8644, 
8698. .8976 



OJ000216_04 .0306.C3 
10114 

TBLASTX: Wheat 
9004 . ■ 
114 

8669, ,9004, 8675. .8911, 



Seq. No. 46507 Seq. ID 

Gene No. 98700 Strand 

Start 9735 End 

Name OJ000216_04 . 0306 . C3 . o2 . ts Method 

Start 8510 End 

GI none Score 

Exons 8510.. 8686, 8678.. 8899 



OJ000216_04.0306.C3 
10114 

TBLASTX: Soybean 

8899 

105 



48075 



Seq. No. 46507 

Gene. No. ~ 98700 
Start 9735 

Name OJ000216_04 . 0306 .C3. o3 . gp 

Start 9735 
GI uC-osflcyp033a04bl 
Exons 9735. .10114 

GI Descrip. ' 6dl6845/dbj I APQ0657 0 . 1 1 AP000570 ■'■3 . Oe-59 Oryza sativa genomic 
DNA, . chromosome 1, clone : P0711E10 ' 



Seq. ID OJ000216_04.0306.C3 
Strand 

End 10114 

Method AAT/GAP 

End 10114 

Score 633 



Seq. No. 46507 

Gene No. 98701 

Start 12990 

Name OJ000216_04 . 0306 . C3 . ol . tw 

Start 12990 

GI none 
Exons 



Seq. ID OJ000216_04 .0306.03 
Strand 

End 13481 

Method TBLASTX : Wheat 

End 13481 

Score 259 



12990. .13271, 13002. .13259, 13274. .134 41, 13275. .134 81 



Seg^ No. 46507 

Gene'- No'. 98701 

Start 12990 

Name OJ000216_04 . 0306 . 03 . ol . ts 

fg Start 13230 

GI none 

Exons 13230. .13466, 13236.. 13409 



Seq. ID OJ000216_04 .0306.03 
Strand 

End 13481 

Method TBLASTX : Soybean 

End . 13466 

■Score 268 



Seq. No. 46507 
Gene No. " 98701 

Start 12990 

Name OJ000216_04 . 0306 . 03 . o2 . tm 

Start 13230 

GI none 

Exons 13230. .13466, 13232.. 13465 



Seq. ID OJ000216_04.0306.O3 
Strand 

End 13481 " 

Method TBLASTX: Maize 

End 13466 

Score 276 



Seq. No. 46507 

Gene No. 98702 

Start 13635 

Name OJ000216_04 . 0306 . 03 . o4 . tm 

Start 13635 

GI none 
Exons 



Seq. ID OJ000216_04.0306.O3 
Strand 

End 13835 

Method TBLASTX : Maize 

End 13835 

Score 55 



13635. .13688, 13691 .. 13828 , 13692. .13835 



Seq. No. ' 46507 

Gene No. 98703 

Start 13791 

Name OJ000216__04 . 0306 . 03 . o3 . tw 

Start 13791 

GI none 

Exons 13791. .14273, 13895.. 14269 



Seq. ID OJ000216_04 .0306.03 
Strand 

End . 14327 

Method TBLASTX : Wheat 

End 14273 

Score 352 



Seq. No. 46507 

Gene No. 98703 

Start 13791 

Name OJ000216_04 . 0306 . 03 . ol . tm 

Start 13859 

GI none 

Exons 13859. .14296, 13860.. 14327 



Seq. ID OJ000216_04 .0306.03 
Strand 

End 14327 

Method ' TBLASTX: Maize 

End 14327 

Score 395 



48076 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46508 Seq. ID 

98704 Strand 

1 End 

OJ00021 6__04 . 0306 . C4 . ol . np Method 

1 End 

6705984 Score 
1. .724, 3651. .4659 

{AB033235) gag-pol polyprotein [Oryza sativa] 



OJ000216_04.0306.C4 
+ 

4659 
AAT/NAP 
4659 
2468. 



46508 Seq. ID 

98704 Strand 
1 End 
O JO 0 0 2 1 6_0 4.0306.C4.ol.gp Me t hod 

1515 End 
101153_1.R1084 Score 
1515. .1845, 2137. .2163 

'5852170/emb|AL117265. 1 IOST17804 l.Oe-115 Oryza sativa 
indica{GLA4) genomic DNA, chromosome • 4 , BAG clone : 1 17804 * 



OJ000216_04.0306.C4 
+ 

4659 
AAT/GAP 
2163 
494 



OJ000216_04.0306.C4 
+ 

4659 
AAT/GAP 
3649 
1216 



46508 Seq. ID 

98704 Strand 
1 End 
OJ000216_04 .0306.C4.o2.gp Method 
27 68 End 
4107138 * Score 

2768. .3649 

5852170/emb|AL117265. 1 IOST17804 l.Oe-149 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone:tl7804 

46508 Seq. ID OJ000216_04 . 0306 . C4 

98704 Strand + 

1 End 4659 

OJ000216_04 .0306.C4 .o3.gp Method AAT/GAP 

3371 End 3644 

61605_1.R1084 Score 465 

3371. .3644 

*5852170/emb|AL117265.1|OST17804 l.Oe-137 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17 804 * 



Seq. No. 


46508 








Seq. ID 


OJ000216_04.0306. 


C4 


Gene No. 


98705 








Strand 






Start 


6463 








End 


6857 




Name 


OJ000216 04 


.0306. 


C4.04 


.gp 


Method 


AAT/GAP 




Start 


6463 








End 


6857 




GI 


568184 








Score 


547 




Exons 


6463. . 6639, 


6712. 


. 6857 










Seq. No. 


46508 








Seq. ID 


OJ000216_04.0306. 


C4 


Gene No. 


98706 








Strand 






Start 


8638 








End 


8704 




Name 


OJ000216 04 


.0306. 


C4.01 


. ts 


Method 


TBLASTX: Soybean 




Start 


27 








End 


286 




GI 


none 








Score 


335 




Exons 


27. .284, 50 


. .286 












Seq. No. 


46508 








Seq. ID 


OJ000216_04'.0306. 


C4 



48077 



Gene No. 


98706 


Strand 






Start 


8638 


End 


8704 




Name 


OJ000216 04 .0306.C4 .o3.tm 


Method 


TBLASTX: Maize 




Start 


90 


End 


446 




GI 


none 


Score 


277 




Exons 


90. .446, 92. .169,. 203. .433 








Seq. No. 


4 6508 


Seq. ID 


OJ000216_04.0306 


.C4 


Gene No. 


98706 


Strand 






Start 


8638 


End 


8704 




Name 


OJ000216 04 . 0306.C4 .ol . tw 


Method 


TBLASTX: Wheat 




Start 


206 


End 


633 




GI 


none 


Score 


626 




Exons 


206. .631, 207. .632, 217. .633, 


219. . 632 






Seq. No, 


46508 


Seq. ID 


OJ000216_04.0306. 


.C4 


;Gene No. 


98706 


Strand 






Start 


8638 


End 


8704 




Name 


OJ000216 04.0306.C4-.o2.ts 


Method 


TBLASTX; Soybean 




Start 


291 


■End 


490 




GI 


none 


Score 


153 




Exons 


291. .395, 305. .403, 399. .485, 


401. .490 






Seq. No. 


46508 


Seq. ID 


OJ000216_04.0306, 


.C4 


Gene No. 


98706 


Strand 






Start 


8638 


End 


8704 




Name 


OJ000216 04 . 0306 .C4 .o5 . tm 


Method 


TBLASTX: Maize 




Start 


555 


End 


734 




GI 


none 


Score 


189 




Exons 


555.. 734, 564. .725, 569. .733 








Seq. No. 


46508 


Seq. ID 


OJ000216_04.0306. 


.C4 


Gene No. 


98706 


Strand 






Start 


8638 


End 


8704 




Name 


OJ000216 04.0306.C4.ol.tc 


Method 


TBLASTX: Cress 




Start 


588 


End 


3873 




GI 


none 


Score 


129 




Exons 


588. .734, 620. .709, 3646. .3873, 3646.. 


3870,' 3648 . . 3872 




Seq. No. 


46508 


Seq. ID 


OJ000216_04.0306. 


,C4 


Gene No. 


98706 


Strand 






Start 


8638 


End 


8704 




Name 


OJ000216 04.0306.C4 .ol.tm 


Method 


TBLASTX: Maize 




Start 


3643 


End 


3936 




GI 


none 


Score 


189 




Exons 


3643. .3936, 3644. .3919, 3649. 


.3936 






Seq. No. 


46508 


Seq. ID 


OJ000216_04 .0306. 


,C4 


Gene No. 


98706 


Strand 






Start 


8638 


End 


8704 




Name 


OJ000216 04 .0306.C4 .o3.tw 


Method 


TBLASTX: Wheat 




Start 


3685 


End 


4041 




GI 


none 


Score 


326 




Exons ■ 


3685.. '3963, 3685.. 3957, 3687.. 


.3959, 3866. .3967, 3963. .4034, 




3967. .4041 • 








Seq. No. 


46508 


Seq. ID 


OJ000216_04 .0306. 


C4 



48078 



Gene No. 98706 Strand 

Start 8638 End 

Name OJ000216_04 .0306.C4 .06. tm Method 

Start 3973 End 

GI none Score 

Exons 3973.. 4233 



8704 

TBLASTX: Maize 

4233 

185 



Seq. No. 46508 

Gene No. 98706 

Start 8638 

Name OJ000216_04 . 0306 . C4 . o2 . tw 

Start 4072 

GI none 

Exons 4072. .4470, 4072. .4473 



Seq.' ID OJ000216_04 .0306.C4 
Strand 

End 8704 

Method TBLASTX : Wheat 

End 4473 

Score 469 



Seq. No. 46508 

Gene No. 98706 

Start 8638 

Name OJ000216_04 . 0306 . C4 . o4 .tm 

Start 4239 

GI none 

Exons 4239.. 4463, 4240. .4464 



Seq. ID OJ000216_04 .0306.C4 
Strand 

End 8704 

Method TBLASTX : Mai ze 

End 4 4 64 

Score 239 



Seq. No. 46508 

Gene No. 98706 

Start 8638 

Name OJ000216_04 . 0306 . 04 . o2 . tm 

Start 4465 

GI none 
Exons 



Seq. ID OJ000216_04 .0306.C4 
Strand 

End 8704 

Method TBLASTX: Maize 

End 4 995 

Score 299 



4465. .4701, 4467. .4634, 4711. .4791, 4716. .4772, 4882. .4995, 
4935. .4994 



Seq. No. 46508 

Gene No. 98706 

Start 8638 

Name OJ000216_04 . 0306 . C4 . o2 . gs 
Start- ; .8638 

GI none 

Exons 8638.. 8704 



Seq. ID OJ000216_04.0306.C4 
Strand 

End 8704 

Method GENSCAN 

End 8704 

Score , 68 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI, Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46509 
98707 
1 

OJ000216_04 .0306.05. ol.np 

.1 

7332197 
1..301, 2696. .2714 

(AC024875) contains similarity to TR:P90726 [Oaenorhabditis 
eleg'ans] 



Seq. ID OJ000216_04 .0306.05 

Strand + 

End 2714 

Method AAT/NAP 

End 2714. 

Score 51 



46510 
98708 
285 

OJ000216_04 .0306.C6.ol.gs 

285 

none 

285. .340 



Seq. ID OJ000216_04 .0306.06 

Strand + 

End 340 

Method . GENSCAN 

End 34 0 

Score . 67 



48079 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46510 Seq. ID 

98709 Strand 

5109 End 

OJ000216_04 .0306.C6.o2.np Method 

5109 End 

4680186 Score 
5109. .5138, 6824. .7057 ' 
(AF111709) unknown [Oryza sativa subsp. indica] 



OJ000216_04.0306.C6 
+ 

7057 . 
AAT/NAP 
7057 
.240 



OJ000216 04. 0306. C6 



46510 
98710 
1 

OJ000216_04.0306.C6.ol.gp 
1 

LIB3477-003-P1-K1-E9 
1. .126 

*2498586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN. ORY 
S 1 PRECURSOR (ORY S I) >gi_117355.7 (U3i771) Ory s -1 [Oryza 
sativa] * 



Seq. ID 

Strand 

■End 

Method 

End 

Score 



126 

AAT/GAP 

126 

149 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46510 Seq. ID 

98711 Strand 

1771 End 
OJ000216_04 .0306.C6.ol.np - Method 

1771 End 

6742729 Score 
1771. .3189 

(AF121139) RIM2 protein [Oryza sativa] 



OJ000216_04.0306.C6 

3189 
AAT/NAP 
3189 
1713 



OJ000216 04. 0306. C6 



46510 Seq. ID 

98712 Strand 

6605 End 6986 

OJ000216_04 .0306.C6.o2 .gp Method AAT/GAP 

6605 End 6986 

uC-osflcyp033a04bl Score 639 

6605.. 6986 

'6016845/dbj I AP000570.il AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 46510 
Gene No. 98713 
Start 7121 

Name OJ000216_04 . 0306 . C6 . ol . tw 

Start . 1302 
GI none 
Exons . 1302, 

14 54. 

1581. 



,1379, 1304. 

.1570, 1455. 

,1640, 1647. 

1702.. 2022, 1719, 



.1375, 1368. 

,1571, 1462. 

,1691, 1648, 

,2462, 2080. 



Seq. ID OJ000216_04.0306.C6 
Strand 

End 10623 
Method TBLASTX : Wheat 
End 2605 
Score ■ 51 

.1448, 1396. .1449, 1453. .1551, 
.1602, 1473. .1601, 1531. .1644, 
.1692, 1655.. 1711, 1686.. 2543, 
.2535, 2539. .2604, 2543. .2605 



Seq. No. 46510 Seq. ID 

Gene No. ■ 98713 Strand 

Start 7121 End 

Name OJ000216_04 . 0306 . C6 . ol . tc Method 

Start 1868 End 

GI none Score 



OJ000216_04.0306.C6 
10623 

TBLASTX: Cress 

2316 

172 



48080 



Exons 


1868 . .2119, 


1869. 


2312, 1869. 


.2312, 1909.. 2316, 2071.. 2316 


Seq. No. 


46510 






Seq. ID 


OJ000216_Q4.0306 


.06 


Gene No. 


98713 






Strand 


" ■ - 




Start 


7121 






End 


10623 




Name 


OJ000216 04 


. 0306. 


C6.ol tm 


Method 


TBLASTX: Maize 




Start 


2244 ~ 






End 


2562 




GI 


none 






Score 


122- 




Exons 


2244 . .2543, 


2275 . 


.2562 








Seq. No. - 


46510 






Seq. ID 


OJ000216_04.0306, 


.06 


Gene No. 


98713 






Strand 


- 




Start 


7121 






End 


10623 




Name 


OJ000216 04 


. 0306 . 


C6.ol ts 


Method 


TBLASTX : Soybean 




Start 


2793 ~ 






End 


3035 




GI 


none 






Score 


201 




Exons 


2793. .3035 












Seq. No. 


.46510 






Seq. ID 


pJ000216_04.0306, 


.06 


Gene No. 


98713 






Strand 


- 




Start 


7121 






End 


10623 




Name 


OJ000216 04 


. 0306 . 


06 . o2 . tm 


Method 


TBLASTX: Maize 




Start 


2865 ~ 






End 


3188 




GI 


none 






Score 


114 




Exons 


2865. .3059, 


3069. 


. 3188 








Seq. No. 


46510 






Seq. ID 


OJ000216_04.0306, 


.06 


Gene No. 


98713 






Strand 






Start 


7121 






End 


10623 




Name 


OJ000216 04 


. 0306 . 


C6 . o2 . tw 


Method 


TBLASTX: Wheat 




Start 


2904 ~ 






End 


3191 




GI 


none 






Score 


85 




Exons 


2904 . . 3107, 


2944 . 


.3105, 3108. 


.3191, 3108. .3188 




Seq. No. 


46510 






Seq. ID 


OJ000216_04.0306. 


.06 


Gene No. 


98713 






Strand 






Start 


. 7121 


.ofoe. 




End 


10623 




Name 


OJ000216 04 


06 . o5 . np 


Method 


AAT/NAP 




Start 


7121 ~ 






End 


10623 




GI 


5852175 






Score 


63 




Exons 


7121 . . 7151, 


10517 


. . 10623 








GI Descrip. 


(AL117265) 


zhb0005.1 [Oryza sativa] 






Seq. No. 


46510 






Seq. ID 


OJ000216_04.0306. 


06 


Gene No. 


98713. 






Strand . 






Start 


7121 






End 


10623 




Name 


OJ000216 04 


.0306. 


O6.o3.np 


Method 


AAT/NAP 




Start 


7433 




End 


9023 




GI 


6907087 






Score 


772 




Exons 


7433. .7534, 


8075, 


.9023 









GI Descrip. (AP001129) ESTs 07277 1 {E2215 ), Aa082313 {E2215 ) correspond to a 
region of the predicted gene.; hypothetical protein [Oryza 
sativa] 



Seq. No. 
Gene No. 
Start 



46510 
98713 
7121 



Seq. ID OJ000216_04.0306.O6 
Strand 

End 10623 



48081 



Name 


OJ000216 04.0306.C6.o4.np 


Method 


AAT/NAP 




Start 


9153 


End 


9449 




Gl' 


4680204 


Score 


59 




Exons 


9153. . 9449 








GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


46511 


Seq. ID 


OJ000216_04.0306 


.07 


Gene No. 


98714 


Strand " 


+ 




Start 


109 


End 


224 




Name 


OJ000216 04 0306 C7 ol as 


MpI" hoH 


yj iLi Vi >J 




Start 


109 


End 


224 




GI 


none 


Score 


.65 




Exons 


109. .224 








Seq. No. 


46511 


Seq. ID 


OJ000216_04.0306 


.07 


Gene No. 


98715 


Strand 


- 




Start 


706 


End 


1652 




Name 


OJ00021.6 04.0306.C7.o2.gs 


Me;fehod 


GENSCAN • 




Start 


706 


End 


1561 




GI 


none 


Score 


.63 






706. .726, 1072. .1173, 1259.. 


1561 






Sea No 


46511 


Seq. ID 


OJ000216_04.0306 


. 07 


Gene No . 


98715 . . 


Strand 






Start 


706 . ■ 


End 


1652 




Name 


OJ000216 04.0306.C7.ol.np 


Method 


AAT/NAP 




Start 


910 


End 


1652 




GI 


6983860 


Score 


1110 




R von ^ 


910. .1652 








GI Descr XD . 


{AP001168) Similar to 22 kDa 


kafirin cluster; Ty3-Gypsy 






{AF061282) [Oryza sativa] 








Seq. No. 


46511 


Seq. ID 


OJ000216_04.0306 


.07 


Gene No. 


98715 


Strand 






Start 


706 


End 


1652 






OJ000216 04 0306 C7 o2 tw 


Method 


TBLASTX: Wheat 




Start 


955 


End 


1289 




GI 


none 


Score 


40 




Exons 


955. .1191, 1157. .1192, 1157. 


.1288, 1218. .1289 




Seq. No. 


46511 


Seq." ID 


OJ000216__04.0306, 


.07 


Gene No. 


98715 


Strand 






Start 


706 ■ 


End 


1652 




Name 




Method 


TBLASTX: Maize 




Start 


967 


End 


1195 




GI 


none 


Score 


63 




Exons 


967.. 1191, 1055. .1195 








Seq. No. 


46511 


Seq. ID 


OJ000216_04 .0306. 


.07 


Gene No. 


98715 


Strand 






Start 


706 


End 


1652 




Name 


OJ000216 04.0306.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


1208 


End 


1648 




GI 


none 


Score 


155 




Exons 


1208. .1648, 1217. .1633 








Seq. No. 


46511 


Seq. ID 


OJ000216_04.0306. 


,07 



48082 



Gene No. 98715 Strand 

Start 706 . End 

Name OJ000216_04 . 0306 . C7 . ol . tw Method 

Start 1289 End 

GI none Score 

Exons 1289.. 1651, 1331.. 1624, 1410.. 1652 



1652 

TBLASTX: Wheat 

1652 

159 



Seq. No. 46512 Seq. ID 

Gene No. 98716 Strand 

Start 186 End 

Name OJ000216_04 . 0306 . C8 . ol . gs Method 

Start 186 End 

GI none Score 

Exons 186.. 901 



OJ000216_04 .0306.C8 
917 

GENSCAN 

901 

.51 



Seq. No. 


46512 




Seq. ID 


OJ000216_ 


04 .0306. 


C8 


Gene No. 


98716 




Strand 








Start 


186 




End 


917 






Name 


OJ000216 04. 0306. C8. 


ol . np 


Method 


AAT/NAP 






Start . 


331 




End 


917 






GI 


5091513 




Score 


865 






Exons 


331. . 917 












GI Descrip. 


(AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


• 46513 




Seqi ID 


OJ000216__ 


04.0306. 


C9 


Gene No. 


98717 




Strand 


+ 






Start 


15469 




End 


20851 






Name 


OJ000216 04. 0306. C9. 


o5 . gs 


Method 


GENSCAN 






Start 


15469 




End 


19484 






GI 


none 




Score 


.56 






Exons 


15469. .15626, 15628. 


.16087, 


16144 .. 16220, 16950. 


. 17046, 






17254. .17326, 17493. 


.17617, 


17685. .17870, 17941. 


.17999, 






18068. .18768, 18952. 


.19054, 


19334. .194^ 


34 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. • 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46513 
98717 
15469 

OJ000216_04.0306.C9.o7.np 

16134 

6907089 



Seq. ID OJ000216 04. 0306. C9 



Strand 
End 

Method 

End 

Score 



+ 

20851 
AAT/NAP 
20851. 
273 



16134. .16309, 16826. .17413, 20810. .20851 
{AP001129) hypothetical protein [Oryza sativa] 



46513 Seq. ID 

.98717 . , Strand 

15469 End 

OJ000216_04 . 0306 . C9 . o8 . np Method 

16797 End 

6721558 Score 

16797. .16874, 17473 



OJ000216_04.0306.C9 
+ 

20851 
AAT/NAP 
18268 
139 



17623, 18068. .18268 
(AP001073) hypothetical protein [Oryza sativa] 
gil 6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. No. 
Gene No. 
Start 



46513 
98717 
15469 



Seq. ID OJ000216_04 .0306.C9 
Strand + 
End 20851 



48083 



Name OJ000216_04 . 0306 . C9 . o9 . np Method AAT/NAP 

Start 17217 • End 18830 

GI 6721561 Score 1057 

Exons 17217. .17252, 17651 17870, 1794 1 17 999, 18068.. 18830 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gil 6815086 I dbj IBAA9.0372.il (AP001081) EST AU082058 (C12 97 6) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 46513 Seq. ID 

Gene No. 98718 Strand 

Start 26404 End 

Name OJ0002 1 6__04 . 0306 . C9 . o2 . gp Method 

Start 26404 End 

GI none Score 

Exons 26404. .26578 



OJ000216_04.0306.C9 
+ 

26578 
AAT/GAP 
26578 
310 



Seq. No. 46513 

Gene No. 98719 

Start ' 1093 

Name OJ000216_04 . 0306 . C9 . ol . gs 

Start 1093 

GI none 

Exons 1093.. 1307, 1482.. 1583, 1865, 
4509.. 4568, 4725.:5066, 5148, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000216 04. 0306. C9 



12097 
GENSCAN 
6042 
.62 

2117, 2142. .2751, 3388.. 3755, 
5173, 5751.. 6042 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46513 Seq. ID 

98719 Strand 

1093 End 

OJ0002 16^04 .0306. C9.ol .np Method 

1714 End 

7106512 Score 



OJ000216_04 .0306.C9 

12097 
AAT/NAP 
3674 
1519 



1714. .2090, 2168. .2704, 3470. .3674 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No, '46513 Seq. ID OJ00021 6_04 . 0306 . C9 

Gene No. 98719 Strand 

Start 1093 End 12097 

Name OJ000216_04 . 0306 . C9 . ol . gp Method AAT/GAP 

Start 4144 End 4393 

GI 3761181 Score 438 

Exons 4144.. 4393 

GI Descrip. 4521193/dbj ( ABpl3450 . 1 | AB013450. 1.. Oe-99 Oryza. sativa. DNA, 
similar sequence to Pib gene 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



-46513 



Seq. ID OJ000216 04 .0306.C9 



98719 Strand 

1093 End 12097 

OJ000216_04 . 0306 . C9 . o3 . np Method AAT/NAP 

5473 End 12097 

6983860 . Score 1637 
5473. .5493, 11004. .12097 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 
(AF061282) [Oryza sativa] 



48084 



Seq. No. 


46513 


Seq. ID' 


OJp00216_ 


04.0306. 


C9 


Gene No. 


98719 


Strand 








Start 


1093 


End 


12097 






Name 


OJ000216 04 0306 C9 o2 as 


MpI" h nH 


\J ILl LN tj \j£^LH 






O L. d i. u 


64 92 


End 


9691 






GI 


none 


Score 


. 73 






X_j A ^ i 1 o 


6492 7529, 9683 9691 










C ■ i-N . 


4 6513 


Seq. ID 


OJ000216 


04 0306 




Gene No. 


98719 


Strand 








Start 


1093 


End 


12097 






NaiTie 


OJ000216 04.0306.C9.o2.np 


Method 


AAT/NAP 








6689 


End 


8784 






\D ± 


7523517 


Score 


260 








6689.. 6853, 8295.. 8340, 8491 


. .8784 










(AP001633) hypothetical protein [Oryza 


c a f- -i VP 1 
O CL L. X. V a J 






Seq. No. 


46513 


Seq. . ID 


OJ000216_ 


_04.0306. 


C9 


Gene No. 


98719 


Strand 








Start 


1093 


End 


12097 






Name 


OJ000216 04.0306.C9.o3.gs 


Method 


GENS CAN 








10422 


End 


12097 








none 


Score 


.71 








10422. .10519, 10884 . .10958, 


11020. .11139, 11353. 






O C . iN U . 


46513 


Seq. ID 


OJ000216_ 


04 0306 


C9 


Gene No. ■ 


98720 


Strand 








Start 


12381 


End 


14373 






Name 


OJ000216 04 .0306.C9.o4 .np' 


Method 


AAT/NAP 






o u a i- u 


12379 


End 


13175 






GI 


4512231 


Score 


1131 






P von Q 


12379. .13175 










N_J J. Ly ^ O Jw Jo • 


{AB014741) ORFO protein [Oryza sativa] 








Seq. No. 


46513 


Seq. ID 


OJ000216_ 


04.0306. 


C9 


Gene No. 


98720 


Strand 








Start 


12381 


End 


14373 






Name 


OJ000216 04 .0306.C9.o4 .gs 


Method 


GENSCAN 






o u a J. u 


12381 


End 


14373 






GI 


none 


Score 


. 92 






^ A Ih^) 1 1 o 


12381. .13175, 14341. .14373 










(3 ^ ■ LN V-.) ■ 


46513 


Seq. ID 


OJ000216_ 






Gene No . 


98721 


Strand 








Start 


14308 . , . . 


End 


15932 






Name 


OJ000216 04 .0306.C9.o5.np 


Method 


AAT/NAP 






Start 


14308 


End 


15855 






GI - .- 


6063554 


Score 


169 






Exons 


•14308. .14482, 15522 .. 15570, 


15655. .15751, 15785. 


.15855 




GI Descrip. 


(AP000615) ESTs AU075609 (C6334 4 ) , C71850 ( E04 64 ) , C98611 ( E04 64 ) 



correspond to a region of the predicted gene, 
protein [Oryza sativa] 



hypothetical 



Seq. No. 46513 Seq. ID 

Gene No. 98721 Strand 

Start 14308 End 

Name 0 J000216_04 . 0306 . C9 . o6 . np Method 



OJ000216_04.0306.C9 

15932 
AAT/NAP 



48085 




start 


15036 




End 


15932 






GI 


5852178 




Score 


377 






P. von Q 


15036 15137. 15495 


15593, 


15625. . 15932 






GI Descrip. 


(AL117265) zhbOOOS . 


1 [Oryza 


sativa] 








Qprr No 


46513 




Seq. ID 


OJ000216 


_04.0306. 


09 


Gpne No 


98722 




Strand 








start 


19865 




End 


26574 






Name 


OJ000216 04. 0306. C9 


. o3 . tm 


Method ' 


TBLASTX : 


Maize 




Start 


5531 




End 


6066 






GI 


none 




Score 


57 






F, von ^ 


5531. .5626, 5531. .5578, 5532 


:..5627, 5544. .5627, 


5602. .5733, 




5657. .5731, 5666. .6055, 5680 


I..5733, 5729. .5935, 


5736. .5987, 




5737 6066 












Seq. No. 


4 6513 




Seq. ID 


OJ00021 6 


04 0306 


09 


Gene No. 


98722 




Strand 








Start 


19865 




End 


26574 






Name 


OJ000216 04. 0306. C9 


. o5 . tw 


Method 


TBLASTX: 


Wheat 




Start 


11339 




End 


11683 






GI 


none 




Score 


62 






Fi X o n 




.11656 










Seq, No. 


*i vj sj J. O 




Seq. ID 


OJ000216 




r Q 


Gene No. 


98722 




Strand 








Start 


198 65 




End 


2 6574 . 






Name 


OJ000216 04 0306 C9 


o5 . tm 


Method 


TBLASTX: 


Mai ze 




Start 


11345 ~ 




End 


11683 






GI 


none 




Score 


95 






Exons 


11345. . 11683, 11474 


. .11656 










Seq. No. 


46513 




Seq. ID 


OJ000216 


04 0306 


09 


Gene No. 


98722 




Strand 








Start 


19865 




End 


26574 






Name 


OJ000216 04 0306 


oft "t" w 


Method 


TBLASTX: 






Start 


11735 ~ 




End 


11933 






GI 






Score 


' 68 






Exons 


11735.. 11908, 11735 


. .11917, 


11736. .11933 






Sea No 


46513 




Seq. ID 


OJ000216 


_04 .0306. 


09 


Qpnp No 


98722 




Strand 








Start 


19865 




End 


26574 






Name 


OJ000216 04.0306.C9 


. o6 . gs 


Method 


GENSCAN 






Start 


19865 




End 


26574 






GI 


none 




Score 


.67 






Fx on s 


19865. .20172, 20305 


. .20566, 


20638. .21116, 21316 


. .22120, 






22388. .22559, 22612 


. .22719, 


22789. .22922, 22929 


. .23115, 






23181. .23410, 23498 


. .23820, 


25206. .25300, 25453 


. .25526, 






26311. .26370, 26536 


. .26574 










Seq. No. 


46513 




Seq. ID 


OJ000216 


_04.0306. 


09 


Gene No. 


98722 




Strand 








Start 


19865 




End 


26574 






Name 


OJ000216 04. 0306. 09 


. olO . np 


'Method 


AAT7NAP 






Start 


20291 




End 


23401 






GI 


5902445 




Score 


2964 






Exons 


20291. .21529, 21569 


. .23401 











48086 




GI Descrip. (AB030283) GAG-POL precursor [Oryza sativa] 



Seq. No. 


46513 




Seq. ID 


OJ000216_04.0306 


.C9 


Gene No. 


98722 




■ Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04. 0306. C9. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


20300 




End 


20889 




GI 


none 




Score 


62 




Exons 


20300. .20431, 20301. 


.20426, 


20456. .20698, 20737.. 20889 




Seq. No. 


46513 




Seq. ID 


OJ000216_04 .0306 


.09 


Gene No. 


98722 




Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04. 0306. C9. 


o6 . tm 


Method 


TBLASTX: Maize 




Start 


20336 . 




End 


20602 




GI 


none 




Score 


146 




Exons 


20336. .20419, 20420. 


.20602 








Seq. No.^ 


46513 




Seq. ID 


OJ000216_04 .0306, 


.09 


Gene No . 


98722 




Strand 






Start 


19865 




End 


26574 




Name 


Oj600216 04. 0306, C9. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


20878 ~ 




End 


21259 




. GI 


none 




Score 


43 




, Exons 


20878. .20991, 20909. 


.20980, 


20989. .21252, ■ 20990 .. 21259 




Seq. No. 


46513 




Seq. ID 


OJ000216_04.0306. 


.09 




98722 




Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04. 0306. 09. 


o3 , tw 


Method 


TBLASTX: Wheat 




Start 


20923 ~ 




End 


21261 




GI 


none 




Score 


185 




Exons 


20923. .21261, 20933. 


.21175 








Seq. No. 


46513 




Seq. ID 


OJ000216_04.0306, 


,09 


Gene No . 


98722 




Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04. 0306. C9. 


olO . tw 


Method 


TBLASTX: Wheat 




Start 


21551 ~ 




End 


21872 




GI 


none 




Score 


86 




Exons 


21551 . .21871, 21618 . 


.21872 








Seq. No. 


46513 




Seq. ID 


OJ000216_04.0306. 


,09 


Gene No. 


98722 




Strand 






Start. 


,19865, 




End 


26574 




Name 


OJ000216 04. 0306. C9. 


o6 . tw 


Method 


TBLASTX: Wheat 




Start 


21911 ~ 




End 


22319 




GI 


none 




Score 


. 42 




Exons 


21911 22084, 21914 


. 21982, 


21963-. .220 


55, 22092. .22319, 






22094 . .22318 










Seq. No. 


46513 




Seq. ID 


OJ000216__04.0306. 


09 


Gene No. 


98722 




Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04. 0306. C9. 


o9. tw 


Method 


TBLASTX: Wheat 




Start 


22388 




End 


22679 




GI 


none 




Score 


101 





48087 




Exons " " 


22388 . . 22561, 22551 


. . 22679 








Seq. No. 


4 6513 




Seq. ID 


OJ000216_04.0306. 


.09 


Gene No. 


98722 




Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04. 0306. C9. 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


22409 ~ 




End 


22832 




GI 


none 




Score 


92 




Exons 


22409. . 22561, 22557 , 


. . 22832, 


22648. .22788 




Seq. No. 


46513 




Seq. ID 


OJ000216 04 0306 


,09 


Gene No. 


98722 




Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04 . 0306.C9. 


. ol , tm 


Method 


TBLASTX: Maize 




Start 


22560 ~ 




End 


22943 




GI 


none 




Score 


126 




Exons 


22560 . . 22943, 22561 , 


. 22788 








Sea. No. 


46513 




. Seq: ID 


OJ000216_04.0306. 


09 


Gene No. 


98722 • 




Strand 






Start 


198 65 




End 


26574 




Name 


OJ000216 04, 0306. C9. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


22683 ~ 




End 


23102 




GI 


none 




Score 


103 . 




Exons 


22683; . 23102, 22684 


. 227'91, 


22716. .22E 


J41, 22942. .23028, 






22962 . . 23087 " 










Seq. No. 


46513 




Seq. ID 


OJ000216_04.0306. 


09 


Gene No. 


98722 




Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04 0306 C9 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


22971 ~ 




End 


23326 




GI 


none 




Score 


82 




Exons 


22971 . , 23147, 22981 


. 23148, 


23111, .23326, 23115.. 23264 




Seq. No. 


46513 




Seq. ID 


OJ000216_04,0306. 


09 


Gene No. 


98722 




Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04. 0306. C9. 


o2 . tw 


Method 


TBLASTX: Wheat 




Start 


23127 ~ 




End 


23495 




GI 


none 




Score 


244 




Exons 


23127. .23495, 23132. 


. 23491 








Seq. No, 


46513 




Seq. ID 


OJ000216_04.0306. 


09 


Gene, No . 


98722 . 




. .Strand, 






Start 


19865 




End 


26574 




Name 


OJ000216 04. 0306. 09. 


oil . np 


Method 


AAT/NAP 




Start 


23468 




End 


-23879 




GI 


5902444 




Score 


271 




Exons 


23468. .23879 










G I De <^ p T 1 n 


{AB030283) GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


46513 




Seq. ID 


OJ000216_04 .0306. 


09 


Gene No. 


98722. 




Strand 






Start 


19865 




End 


26574 




Name 


OJ000216 04.0306,09. 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


23648 




End 


23891 





48088 




GI 


none 


Score 


38 




Exons 


23648. .23890, 23658. .23723, 


23766. .23891 




Seq. No. 


46514 


Seq. ID 


OJ000216_04 .0306 


.CIO 


Gene No. 


98723 


Strand 


, - 




Start 


1198 


End 


1277 




Nsine 


• OJ000216 04 0306. CIO. ol as 


Method 


GENSCAN 




Start ■■ 


1198 " 


End 


1277 




GI 


none 


Score 


.92 




F.M on s 


1198 1277 








O C ^ * LN W • 


4 6515 


Seq. ID 


OJ000216_04 .0306 


. Cll 


Gene No . 


98724 


Strand 


+ 




Start 


1 


End 


703 




Name 


OJ000216 04 .0306.Cll.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


703 




GI 


7106512 


Score 


905 




Rxon s 

1-J «V \y 1 1 


1..703 










{AP001278) EST C98429 {E0138 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical protein 


[Oryza sativa] 




Seq. No. 


46515 


Seq. ID 


W*J \J \J \J £. JL \J U1 . WOUvJ 


Cll 


Gene No. 


98724 


Strand 






Start 


1 


End 


/ u o 




Name 


OJ000216 04.0306.Cll.ol.gs 


Method 


O Ht IN O OrtlN 




Start 


158 


End 


fin 7 ' 




GI 


none 


Score 






R 5f on 

J_) A V,/! 1 O 


158. .607 








Sea No 


46516 


Seq. ID 


o.innn?! f^ oa n^nfi 


C12 


Gene No. 


98725 


Strand 






Start 


1 


End 


1 mn 
X u / u 




Name 


OJ000216 04.0306.C12.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


1070 




GI 


5091513 


Score 


1412 • 




p von s 


1. . 1070 








C^T Op'^ptio 

J. kl? J_ ->- ■ 


(AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


46516 


Seq. ID 


OJ000216_04.0306 


C12 


Gene No. 


98725 


' Strand 






Start 


1 


End 


1070 




Name 


OJ000216 04.0306.C12.ol.gs 


Method 


GENSCAN 




Start 


91 


End 


1058 




GI 


none 


Score 


.53 




E von 


91. .734, 746. .890, 90.9. .1058 








Seq. No. 


46517 


Seq. ID 


OJ000216_04.0306. 


C14 


Gene No. 


98726 


Strand 


+ 




Start 


83 


End 


216 




Name 


OJ000216 04.0306.C14.ol.gs 


Method 


GENSCAN 




c-i- a -rt 
o u d i. u 


83 


End 


216 




GI 


none 


Score 


.87 




Exons 


83. .216 








Seq. No. 


46518 


Seq. ID 


OJ000216_04.0306. 


C16 


Gene No. 


98727 


Strand 


+ 




Start 


6185 


End 


6580 





48089 




Name 


OJ000216 04 .0306.C16.o2 


. OS 


Method 


GENSCAN 


Start- 


6185 ~ 




End 


6580 


GI 


none 




Score 


. 68 


Exons 


6185. . 6580 








Seq. No. 


46518 




Seq. ID 


OJ000216 04.0306.016 


Gene No. 


98728 




Strand 




Start 


1 




End ' 


5220 


Name 


OJ000216 04 .0306.016. ol 


. np 


Method 


AAT/NAP 


Start 


1 




End 


2935 


GI 


4680179 




Score 


3102 


Exons 


1 . . 1865/ 1893. .2935 








GI Descrip, 


(AF111709) polyprotein 


[Oryza 


sativa subsp. indica] 


Seq. No. 


46518 




Seq. ID 


OJ000216_04. 0306. 016 


Gene No. 


98728 




Strand 




Start 


1 




End 


5220 


Name 


OJ000216 04 .0306.C16.ol 


. QS 


Method 


GENSCAN 


Start 


119 




End 


5220 


GI 


none 




Score 


.47 


Exons 


119. . 385, 414 . . 942, 987 


. . 1579 


, 1808.. 2126, 2586.. 2885, 




3315. .3931, 5139. 5220 








Seq. No. 


46518 




Seq. ID 


OJ000216 04 0306 C16 


Gene No. 


;9872.8 




Strand 




Start 


1 




End 


5220 


Name 


OJ000216 04 .0306.C16.o2 


. np 


Method 


AAT /NAP 


Start 


3174 ~ 




End 


3935 


GI 


4512229 




Score 


1092 


Exons 


3174 . .3935 








GI Descrip. 


(AB014740) ORFO protein 


[Oryza sativa] 




Seq. No. 


46518 




Seq. ID 


OJ000216_04. 0306. 016 


Gene No. 


98729 




Strand 




Start 


5160 




End 


15020 


Name 


OJ.000216 04 .0306.C16.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


123 ~ 




End 


520 ■ 


GI 


none^ 




Score 


149 


Exons 


123. .368, 126. .374, 127 


. .375, 


373. .519, 


374. .520 


Seq. No. 


46518 




Seq. ID 


OJ000216_04. 0306. 016 


Gene No. 


98729 




Strand 




Start 


. 5160 




End 


15020 


Name 


OJ000216 04 .0306.C16.ol 


.tm 


Method 


TBLASTX: Maize 


Start 


168 ~ 




End 


609 


GI 


none 




Score 


40 


Exons 


168. .209, 168. .209, 201 


. .374, 


201. .374, 


229.. 378, 232.. 420, 




373 . . 609, 374 . . 556 








Seq. No. 


' 46518 




Seq. ID 


OJ000216_04. 0306. 016 


Gene No. 


98729 




Strand 




Start 


5160 




End 


15020 


Name 


OJ000216 04.0306.C16.ol 


.ts 


Method 


TBLASTX: Soybean 


Start ■ 


505 




End 


900 


GI 


none 




Score 


184 


Exons 


505. .864, 515. .748, 627, 


. .863, 


784. .864, 


868. .900, 868. .900 



48090 






Seq. No. 


46518 




Seq. ID 


OJ000216_04 .0306 


.C16 




Gene No. 


98729 




Strand 








Start 


5160 




End 


15020 






Name 


OJ000216 04 0306 C16 o3 


. tw 


Mpt hod 


TBLA^TX • Whp;^1- 






Start 


523 ' ~ 




End 


753 






GI 


none 




Score 


240 






Exons 


523 . .753, 524 . .748 












Seq. No. 


4 6518 




Seq. ID 


OJ000216_04 .0306 


.C16 




Gene No. 


98729 




Strand 








Start 


5160 




End 


15020 






Name 


OJ000216 04 .0306.C16.o2 


. tm 


Mpt hod 


TBLA<^TX • -i 7e> 

J- i-/ XJX^kJ J. /V . L Id J. £^ W 






Start 


817 




End 


1257 






GI 


none 




Score 


72 






Exons 


817. .990, 1002. .1253, 1015.. 


1257 








Seq. No. 


46518 




Seq. ID 


OJ000216_04.0306 


.C16 




Gene No. 


98729 




Strand 








• Start 


5160 




End 


15020 






Name 


OJ000216 04.0306.C16.o2 


.tw - 


Method 


TBLASTX: Wheat 






Start 


841 




End 


1326 






GI 


none 




Score 


80 




r H 


Exons 


841. .984, 884. .985, 923 


.988 


, 967. .1326, 967. .1212, 987 


1325 




Seq. No. 


46518 




Seq. ID 


OJ000216_04.0306 


.C16 




Gene No. 


98729 * 




Strand 








Start 


5160 




End 


15020 




i y 


Name 


OJ000216 04.0306.C16.o5 


tw 


Method 


TBLASTX: Wheat 




: - 


Start 


1461 




End 


1860 






GI 


none 




Score 


58 






Exons 


1461. .1628, 1486. .1581, 


1632 


. .1859, 1696.'. 1860 




= 


Seq. No. 


46518 




Seq. ID 


OJ000216_04.0306 


.C16 




Gene No. 


98729 




Strand 








Start 


5160 




End 


15020 






Name 


OJ000216 04.0306.C16.o4, 


tw 


Method 


TBLASTX: Wheat 




L ^ 


Start 


2136 , 




End * - 


2477 






GI 


none 




Score 


106 






Exons 


2136. .2477, 2184. ,2450 












Seq. No. 


46518 




Seq. ID 


OJ000216_04.0306 


.C16 




Gene No. 


'98729 




Strand, 








Start 


5160 




End 


15020 






Name 


OJ000216 04.0306.C16.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


2163 




End 


2477 






GI 


none 




Score 


213 






Exon *^ 


2163. .2477 












Seq. No. 


46518 




Seq. ID 


OJ000216_04 .0306 


. C16 




Gene No. 


98729 




Strand 








Start 


5160 




End 


15020 






Name 


OJ000216 04.0306.C16.o3. 


np 


Method 


AAT/NAP 






Start 


5160 




End 


15020 






GI 


6063554 - ' 




Score 


248 






Exons 


5160. .5329, 6249. . 6507, 


6625 


..6810, 147 


84. .15020 





GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 



48091 



protein [Oryza sativa] 



Seq. No. 


46518 


Seq. ID 


OJ000216 04 


0306 C16 


Gene No . 


98729 


Strand 






Start 


5160 


End 


15020 




Name 


OJ000216 04 . 0306.C16.o3.gs 


Method 


GENSCAN 




Start 


6772 ~ 


End 


8979 




GI 


none • 


Score 


. 67 




Exons 


6772.. 6971, 8140.. 8203, 8405. 


.8448, 8 


877. .8979 




Seq. No. 


46518 


Seq. ID 


OJ000216_04 


0306 C16 


Gene No . 


98729 


Strand 






Start 


5160 


End 


15020 




Name 


OJ000216 04 .0306.C16,o4.gs 


Method 


GENSCAN 




Start 


11430 


End 


14679 




GI 


none 


Score 


.82 




Exons 


11430.. 11467, 13979. .14073, 14526. .14679 




Seq. No. . 


46518 


Seq. ID 


- OJ000216_04 


.0306. C16 


Gene No. 


98729 


Strand 






Start 


5160 


End 


15020 




Name 


OJ000216 04.0306.C16.o4,np 


Method 


AAT/NAP 




Start 


14372 


End 


15020 




GI 


5295,955 


Score 


263 




Exons 


14372.. 15020 








GI Descrip. 


{AB026295) Similar to Epstein- 


-Barr virus (EBV) genome . (VO 1555 ) 



[Oryza sativa] 

Seq. No. 46519 Seq. ID OJ0002 1 6_0 6 . 0309 . 01 

Gene No. 98730 Strand 

Start 1 End 1294 

Name OJ000216_06 . 0309 . 01 . ol . gp Method AAT/GAP 

Start 1 End 1221 

GI 20764_1.R1084 Score 398 

Exons . 1..65, 715.. 795, 1141.. 1221 

GI Descrip. ' 4689108/gb | AAD27763 . 1 | AF077030_1 7.0e-40 (AF077030) 
. hypothetical . 43 . 2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049. 1_AF151812_1 (AF151812) OGI-54 protein 
[Homo sapiens] ' 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46519 
98730 
1 

OJ000216_06.0309.01.ol.np 
1 

6598578 

1. .145, 715. .795, 1141. .1294 

{AO006228) F5J5.4 [Arabidopsis thaliana] 



Seq. ID OJ000216_06. 0309.01 
Strand 

End 1294 

Method AAT/NAP 

End . . 1294 

Score 224 



46519 Seq. ID 

98730 Strand 

1 End 

OJ000216_06.0309..01.ol.gs Method 

690 ' End 

none Score 
690. .795 



OJ000216_06. 0309.01 

1294 
GENSOAN 
795 
.79 



48092 



Seq. No. 


46520 




Seq. ID 


OJ000216_ 


06. 0309. C2 


Gene No. 


.98731 




Strand 


+ 




Start 


3885 




End 


5044 




Name 


OJ000216 06.0309.C2.o2.gs 




Method 


GENSCAN 




Start 


3885 




End 


5044 




GI 


none 




Score 


.95 




Exons 


3885. .3889, 3895. .4011, 4163. 


.4368, 4596. .4900, 


4924 . . 5044 


Seq. No. 


46520 




Seq. ID 


OJ000216_ 


06. 0309. C2 


Gene No. 


98732 




Strand 






Start 


631 




End 


3020 




Name 


OJ000216 06.0309.C2.ol.gs 




Method 


GENSCAN 




Start 


631 




End 


3020 




GI 


none 




Score 


.73 




Exons 


631. .703, 793. .873, 1433. 


.1530, 2146.. 


,2716, 2974 


. .3020 


Seq. No. 


46520 




Seq. ID 


OJ000216_ 


06. 0309. C2 


Gene No. 


98733 




Strand 






Start 


4872 




End 


5126 




Name 


OJ000216 06.0309.C2.ol.tm 




Method 


TBLASTX: Maize 


Start 


4872 




End 


5126 




GI 


none 




Score 


75 




Exons 


4872. .4922, 4873. .4923, 41 


B74 . 


.4921, 4922. .4963, 


4923. .4961 




4923. .4970, 4969. .5052, 4' 


969. 


.5055,' 5055. .5126, 


5073. .5126 


Seq. No. 


46521 




Seq. ID 


OJ000216_ 


06. 0309. C3 


Gene No. 


98734 




Strand 






Start 


55 




End 


449 




Name 


OJ000216 06.0309.C3.ol.gs 




Method 


GENSCAN 




Start 


55 




End 


449 




GI 


none 




Score 


.52 




Exons 


55. . 144, 243. .449 










Seq. No. 


46521 




Seq. ID 


OJ000216_ 


06. 030,9. C3 


Gene No. 


98734 




Strand 






Start 


55 




End 


449 




Name 


OJ000216 06.0309.C3.ol.np 




Method 


AAT/NAP 




Start 


305 




End 


406 




GI 


5777617 




Score 


69 




Exons 


305. .406 










GI Descrip. 


{AJ245900) CAA30375.1 protein 


[Oryza sativa] 




Seq. No. 


46522 




Seq. ID 


OJ000216_ 


06. 0309. C4 


Gene No. 


98735 




Strand 


+ 




Start 


470 




End. 


1834 





Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



OJ000216_06 . 0309 . C4 . ol . np Method AAT/NAP 

470 ^ End 1410 

347855 Score 209 
470. . 638, 1136. .1410 

{L21753) glucose transporter [Saccharum hybrid cultivar 
H65-7052] 



46522 
98735 
470 

OJ000216_06.0309.C4 .o2.np 
470 



Seq. ID OJ000216_06.0309.C4 

Strand . + • 

End 1834 

Method AAT/NAP 

End 1410 



48093 





GI 


3108161 


Score 


206 










470. .638,- 1136. .1410 












GT DesciriD. 

^ Lf/ ^ w ^ JL ki/ * 


(AF061106) putative monosaccharide transporter 


1 [Petunia x 






hybrida] 












Seq. No. 


46522 


Seq. ID 


OJ000216 

W W W W ^ -L W 


06 0309 






Gene No. 


98735 


"St rand 


-1- 








Start 


470 


End 


1834 








Name 


OJ000216 06 0309 C4 ol as 


Mfaf h oH 


GEN SCAN 








Start 


4 90 ~ 


End 


1834 








GI 


n on P 


Score 


.49 








Exon s 


490. .605, 1094. .1524, 1545.. 


1628, 1659 


. .1834 








5?pcr No 


46522 


Seq. ID 


OJ000216 


06 0309 


, C4 




Gene No. 


98736 


Strand 


+ 








Start 


10074 


End 


12473 








Name 


OJ000216 06 0309 C4 o3 as 


Method 


GENSCAN 








Start 


10074 ~ 


End 


12473 








GI 


none 


Score 


.55 








Exon <=; 

J-j \^ 1 1 o 


10074 10266 lOfiSa 10977 


11598. .11733, 12204 


. .12277, 








12448. . 12473 












Seq. No. 


4 6522 


Seq. ID 


OJ000216_ 


_06.0309, 


.C4 


IJ 


Gene /.No. 




Strand 










Start 


^ O J o 


End 


8758 






Li s 


Name 


ojnnn?! ofi n^n9 r4 o? a<? 


Method 


GENSCAN 








Start 


28 ~ 

^ O v.^ -J 


.End 


8646 








GI 


none 


Score 


.45 








Exon <=j 

1—1 i i O 


2855.. 3707, 3920.. 4010, 4532 


..4877, 6335. .6468, 


7778. .8328, 


I J 




8546. .8646 " ; • 










I 'J 


Seq. No. 


rt U ^ Z. ^ 


Seq. ID 


OJ000216_ 


_06.0309. 


.C4 




Gene No. 


987 37 


Strand 










Start 


28 SS 

^ O J J 


End 


8758 








Name 




Method 


AAT/GAP 






'"4 


Start 


3901 ~ 

•J \J J. 


End 


4414 








GI 


none 


Score 


988 








Exon 


3901. .4414 










==~ 

l3 


Seq. No. 


46522 


Seq. ID 


OJ000216_ 


_06.0309. 


,C4 




Gene No. 


98737 


Strand 










Start 


2855 


End 


8758 








Name 


OJ000216 06.0309.C4 .o3.np 


Method 


AAT/NAP 








Start 


4509 


End 


8736 








GI 


5257262 


Score 


245 








Exon 


4509. .4877, 6322. .6573, 7778 


..7974, 8666. .8736 










(AP000364) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46522 


Seq. ID 


OJ000216_ 


_06.0309. 


C4 




Gene No. 


98737 


Strand 










Start 


2855 


End 


8758 








Name 


OJ000216 06.0309.C4.o2.gp 


Method 


AAT/GAP 








Start 


8179 


End 


8758 








GI 


■426495 


Score ■ 


668 








Exons 


8179.. 8328, 8546.. 8758 












Seq. No. 


46522 


Seq. ID 


OJ000216_ 


_06.0309. 


C4 



48094 



Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



98738 Strand 
12871 End 
OJ000216_06.0309.C4 .o3.gp Method 
12871 End 
84691_1.R1084 Score 
12871. .13423, 14039. .14126 
'4490737/emb|CAB38899.1| 6.0e-37 
[Arabidopsis ' thaliana] ' 



17312 
AAT/GAP 
14126 
1196 



(AL035708). putative protein 



46522 Seq.. ID 

98738 Strand 
12871 End 
OJ000216__06.0309.C4 .o4 .gs Method 

13151 • End 
none Score 



OJ000216_06.0309.C4 

.17312 
GENSCAN 
17312 
.58 



13151. .13423, 14039. . 14350, 14737 .. 14866, 15958 16031 , 
16169. .16365, 16520 .. 16826, 17265.. 17312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216 06.030a.C4 



•17312 
AAT/NAP 
16297 
803 



46522 
98738 
12871 

OJ000216_06.0309.C4 .o4 .np 
13154 
7487706 
13154. .13423, 
16169. .16297 

hypothetical protein T5J17.30 - Arabidopsis thaliana 
gi|4490737|emb|CAB38899.1| {AL035708) putative protein 
[Arabidopsis thaliana] gi | 727104 1 | emb | CAB8064 9 . 1 | (AL161596) 
putative protein [Arabidopsis thaliana] 



14039. .14350, 14737 .. 14860, 15958 .. 16035, 



46522 
98738 
12871 

OJ000216_06. 0309.04 .o4 .gp 
14199 

47756_1.R1084 
14199. .14350, 14737 
M4 90737/emb|CAB388 99.1 I 
[Arabidopsis thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000216 06. 0309. C4 



17312 
AAT/GAP 
16358 
974 

14866, 15958. . 1 6 031, ■"■■16 16 9 . .16358 

4.0e-28 {AL035708) putative protein 



Seq. No. 


46522 






Seq. ID 


OJ000216_ 


06.0309 


Gene No. 


98739 






Strand 






Start 


18307 






End 


18984 




Name 


,OJ000216 06. 0309. 04, 


. o5 . gs 


Method 


GENSOAN . 




Start 


18307 






End 


18984 




GI 


none 






. Score 


1 




Exons 


18307. 


.18984 










Seq. No. 


46522 






Seq". ID 


OJ000216_ 


06.0309 


Gene No. 


98740 






Strand 






Start 


19530 






End 


23528 




Name 


OJ000216 06. 0309. 04. 


.06. gs 


■ Method 


GENSCAN : 




Start 


19530 






End 


23528 




GI , 


none 






Score 


.88 




Exons 


19530. 


.19593, 19747, 


. .19813, 


20713. .20764, 21635. 


.22014, 




22129. 


.22340, 23086. 


, .23528 









48095 




Seq. No. 


46522 




Seq. ID 


OJ000216_06.0309 


.C4 








cf- r;::) nH 








X Z7 J .J U 






^ ^ -.J ^ o 




Nsme 






Mo "1" h O^ 


rvrt,i / \jr\tr 




O L CtX L. 


^ U J 1 1 




FnH 

CjUKJ. 


907 1 S 




\J X 


^ O V U ^ ^ X 




^ OO T'O 


U U -? 




IiiAvJilo 


9n'^44 9071 S'' 










Qart Mo 


46522 




Seq. ID 


OJ000216_06.0309 


P4 


(1^T\^ Mo 


98740 




Strand 






Start 


19530 




End 


23528 




Name 


OJ000216 06.0309.C4.o5. 


np 


Method 


AAT/NAP 




Start 


20651 




End 


23528 






3928758 




Score 


1371 




TT* V OTi C 


20651. .20764, 21635. .22014 


, 22129. .22340, 2308 6 .. 23409, 






23449. .23528 










OX U^OV^XX^. 


(AB007987) Lipoic acid 


synthase [Arabidopsis thaliana] 






gi| 4 454 4 62 |gb|AAD20909. 


11 


(AC006234) 


lipoic-.acid synthase 




[Arabidopsis thaliana] 










Seq. No. 


46522 




Seq. ID 


OJ000216_06.0309. 


C4 


Gene No. 


98740 




Strand 






Start 


19530 




End 


23528 




Name 


OJ000216 06.0309.C4.o6. 


gp 


Method 


AAT/GAP 




Start 


22129 




End 


23281 




GI 


LIB34 32-004-P1-K1-D10 




Score 


729 




Exons 


22129. .22340,- 23086.. 23281 









t3 GI Descrip. ' 3928758/dbj | BAA34701 | 3.0e-63 {AB007987) Lipoic acid synthase 



[Arabidopsis thaliana] >gi_4 4 54 4 62_gb_AAD20909_ (AC006234) 
putative lipoic acid synthase [Arabidopsis thaliana] ' 



Seq. No. 


46522 






Seq. ID 


OJ000216_06.0309. 


C4 


Gene No. 


98741 






Strand 






Start 


24998 






End 


25893 




Name 


OJ000216 06.0309. 


C4.04. 


tm 


Method 


TBLASTX: Maize 




Start 


523 






End 


1307 




GI 


none 






Score 


71 




Exons 


523. .567, 525.-566, 569 


. .625, 


574. . 606, 


1106. .1129, 1107 


. .1 




1134. .1256, 1135. 


.1254, 


1236. 


.1307, 1250. .1285 




Seq. No. 


46522 






Seq. ID 


OJ000216_06.0309. 


C4 


Gene No. 


98741 






Strand 






Start 


24998 






End 


25893 




Name 


OJ000216 06.0309. 


C4 .p6.. 


tm , 


Method 


TBLASTX: Maize 




Start 


1591 






End 


1828 




GI 


none 






Score 


50 




Exons 


1591. .1668, 1664. 


.1828, 


1669. 


.1827 






Seq. No. 


46522 






Seq. ID 


OJ000216_06.0309. 


C4 


Gene No. 


98741 






Strand 






Start 


24998 






End 


25893 




Name 


OJ000216 06.0309. 


C4 .o5. 


tm 


Method 


TBLASTX: Maize 




Start ' 


4495 






End 


4790 




GI 


none 






Score 


135 




Exons 


4495. .4692, 4497. 


.4700, 


4497. 


.4703, 4498. .4710, 4745. .47 


86, 




4752. .4790 













48096 



Seq. No. 46522 

Gene No. 98741 

Start 24998 

Name OJ000216_06 . 030 9. C4 . ol . 

Start 4588 

GI none 

Exons 4588. .4707, 4590. .4877, 
6334. . 6420.> .6335. .6421 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_06.0309.C4 
25893 

TBLASTX: Wheat 

6421 

108 



4595. .4879, 4596. .4880) 6327. .6419, 



Seq. No. 


46522 








Seq. ID 


OJ000216_06.0309 


. 04 




98741 








Strand 






Start 


24998 








End 


25893 




Name 


OJ000216 06. 0309. C4 


o2 . tm 


Method 


TBLASTX:Maize 




Start 


12993 








End 


16301 




GI 


none 








Score 


45 




Exons 


12993. 


.13031, 


13000 


. 13062, 


13002. .13061, 13078. .13287, 






13079. 


.13312, 


13084 


. 13311, 


13098... 13313, 13122. . 13325, 






. 13306. 


.13422, 


13307 


.13423, 


13308. . 13424,- -14 009 .. 14 071, 






14040. 


.14069, 


14043 


.14081, 


14 044 .. 14 07 6, 14 067. .14228, 






14070. 


. 14216, 


14075 


. 14230, 


14 075. .14230, 14081. .14230, 






14224 . 


.14352, 


14234 


. 14353, 


14235. .14357, 14236 .. 14352, 






14256. 


.14357, 


14713, 


. 14784 , 


14724. .147 


83, 14748. . 14867, 






14785. 


.14868, 


14813, 


. 14869*, 


15960. . 16034, 15991. . 16032, 






16221. 


. 16301, 


16238. 


. 16300 








Seq. No. 


46522 








Seq. ID 


OJ000216_06.0309 


04 


Gene No. 


98741 








Strand 






Start 


24998 








End 


.25893 




Name 


OJ000216 06. 0309. C4. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


13127 








End 


16301 




GI 


none 








Score 


44 




Exons 


13127. 


.13423, 


13150. 


. 13221, 


13164. .13424, 13311. .134 33, 






13312. 


.13431, 


14004. 


.14351, 


14009. . 14 353, 14713. . 14 859, 






14810. 


.14869, 


16224. 


. 16301, 


16238. . 16297 




Seq. No. 


■ 46522 








Seq. ID 


OJ000216_06.0309, 


04 




98741 








Strand 






Start 


24998 








End 


25893 




Name 


OJ000216 06. 0309. C4. 


o4 • t s 


Method 


TBLASTX : Soybean 




Start 


13151 








End 


13427 




GI 


none 








Score 


229 




Exons 


13151. 


.13423, 


13161. 


.13427 








S.eq. No. 


46522 








Seq. ID 


OJ000216_06.0309. 


04 


Gene No. 


98741 








Strand 






Start 


24998 








End 


25893 




Name 


O.J000216 06. 0309. C4. 


o2. tw 


Method 


TBLASTX: Wheat • 




Start 


13225 








End 


14224 




GI 


none 








Score 


265 




Exons 


13225. 


.13305, 


13229. 


.13420, 


13236. .13421, 13236. .13424, 






13488. 


.13526, 


14009. 


.14224, 


14041. .14220 




Seq. No. 


46522 








Seq. ID 


OJ000216_06.0309. 


04 


Gene No . 


98741 








Strand 






Start 


24998 








End 


25893 




Name 


OJ000216_06.0309.C4 . 


o3 . ts 


Method 


TBLASTX: Soybean 





48097 




start 


14119 








End 16298 




GI 


none 








Score 121 




Exons 


14119. 


.14352, 


14120, 


. . 14353, 


14121. .14351, 14737 


. .14787, 




14770 . 


.14868, 


16224. 


. . 16298, 


16238 . .16297 




Seq. No. 


46522 








Seq. ID OJ000216 


06 0309 


Gene No . • 


98741 








Strand - 




Start 


24998 








End 25893 




Name 


OJ0002 


16 06. 0309. C4, 


.ol.ts 


Method TBLASTX: 


Soybean 


Start 


20654 








End 22227 


GI 


none 








Score 95 




Exons 


20654. 


.20764, 


20673, 


, .20819, 


21630. .22016, 21634 


. .22020, 




21635. 


.22015, 


22130. 


, .22189, 


22134 . .22172, 22169 


. .22222, 




22176. 


.22226, 


22177, 


, .22227 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46522 
98741 
24998 

OJ000216_06. 0309.C4 .ol.tc 
20657 



OJ000216 06. 0309. C4 



none 
20657. 
21635. 
22131. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

20764, 20675. .20764, 2067 9 .. 20819, 21631 .. 22017, 
22015, 21636. .22019, 22130 .. 22345, 22131 .. 2234 6, 
22346, 23085. .23327, 23086.. 23322 



25893 

TBLASTX: Cress 

23327 

77 



Seq.' No. 46522 Seq. ID 

Gene No. 987-41 Strand 

Start 24 998 End 

Name OJ000216_06 . 0309 . C4 . ol . tm Method 

Start 21777 End 

GI none Score 

Exons 21777. .22019, 2177 9 .. 22015, 22129 

22131. .22343, 23085 .. 23222 , 23086 



22263, 
23223 



OJ000216__06.0309.C4 
25893 

TBLASTX: Maize 

23223 

337 

22130. .22345, 



Seq. No. 


46522 






Seq. ID 


OJ000216_06.0309. 


04 


Gene No. 


98741 






Strand 






Start 


24998 






End 


25893 




Name 


OJ0002 


16_06.0309.C4. 


.o2. ts 


Method 


TBLASTX : Soybean 




Start 


22313 






End 


23384 




GI 


none 






Score 


266 




Exons 


22313. 


.22345, 23085, 


. .23384, 


23086. .23334 




Seq. No. 


46522 






Seq. ID 


OJ000216_06.0309. 


C4 


Gene No. 


98741 






Strand 






Start 


■ 24998 






. End 


25893. 




Name 


OJ0002 


16_06.0309.C4 . 


, o3 . tm 


Method 


TBLASTX: Maize 




Start 


23225 






End 


23477 




GI 


none 






Score 


54 . 




Exons 


23225. 


.23254, 23225. 


, .23254., 


23256. .23387, 23257 .. 23388 , 






23422. 


.23454, 23427. 


, .23477 









Seq. No. 46522 Seq. ID OJ000216_06 . 0309 . C4 

Gene No. 98741 Strand 

Start 24998 End 25893 

Name OJ000216_06 . 0309 . C4 . o7 . gp Method AAT/GAP 

Start 24944 End 25843 

GI 2280615 Score 541 



48098 



Exons 24944. ,25089, 2547 1 .. 25537 , 25736.-25843 

GI Descrip. 4689108/gb | AAD27763. 1 | AF077030_1 l.Oe-35 (AF077030) hypothetical 
43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049.1__AF151812_l (AF151812) CGI-54 protein 
[Homo sapiens] 



Seq. No. 46522 

Gene No. 9874 1':' 

Start 24998 

Name OJ000216_06 . 0309 . 04 . o7 . gs 

Start 24998 

GI none 
Exons 



Seq. ID OJ000216_06.0309.C4 
Strand 

End 25893 " 

Method GENSCAN 

End 25828 

Score . .83 



24998. .25089, 254 71 25537 , 25736. .25828 



Seq. No. 46522 

Gene No. 98741 

Start 24998 

Name OJ000216_06 . 0309 . 04 . o6 . np 

Start 25001 

GI 6598578 

Exons 25001. .25089, 25394 .. 25537 , 25736.. 25893 
GI Descrip. {AC006228) F5J5.4 [Arabidopsis thaliana] 



Seq. ID OJ000216_06. 0309.04 
Strand 

End 25893 

Method- AAT/NAP 

End 25893' 

Score 298 



fj Seq. No. 

Gene No. 

Start 
^.•= Name ' 
fU Start 
n GI 
f.j Exons 

li Seq. No. 

Gene No. 
e: Start 
[j Name 
n Start 

u . 

^ Exons 
'S:^ GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 



46523 
98742 
2937 

OJ000216_06.0309.O5.o2.gs 

2937 

none 

2937. .3356 



Seq. ID OJ000216_06. 0309. OS- 
Strand + 
End 3356 
Method. GENSOAN 
End 3356 
Score 1 



OJ000216 06.0309.05 



46523 Seq. ID 

98743 ■ Strand 
1 End 1479 

OJ000216_06 . 0309 . 05 . ol . gp Method AAT/GAP 

1 End 1359 

20764_1.R1084 Score 4'66 

1..33, 245. .318, 1169. .1359 

'4689108/gb|AAD27763.1|AF077030_l 7.0e-40 {AF077030) 
hypothetical 43.2 kDa protein [Homo sapiens] 

>gi_4929577_gb_AAD34049. 1_AF151812_1 (AF151812) OGI-54 protein 
[Homo sapiens] ' 



46523 
98743 
1 

OJ000216_06.0309.O5.ol.np 
1 

6970282 
1..41, 224. .318, 1169. .1310 

(AO021666) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000216_06. 0309.05 

Strand - ' . . 

End 1479 

Method AAT/NAP 

End 1310 

Score 244 



46523 
98743 
1 

OJ000216_06. 030 9.05. ol.tw 
224 



Seq. ID OJ000216_06. 0309^^05 
Strand 

End 1479 

Method TBLASTX : Wheat 

End 1322 



48099 





none 




Score 


1 30 




J— 1 I 1 o 


224 337 1164 


1322 1180 


1311 






Seq. No. 


46523 




Seq. ID 


OJ000216_06.0309, 


.C5 


Gene No. 


98743 




Strand 






Start 


1 




End 


1479 




Name 


OJ000216 06 0309 


o1 tr 


Mpt hoH 


1 oxir^o J. /\ • ^x Coo 




Start 


230 ~ 




End 


1311 

X X X 






none 




Score 


119 

X X ^ 




P, von s 


230 337 1167 


1310 1183 


1311 






Seq. No. 


46523 




Seq. ID 


OJ000216_06.0309, 


.C5 


Gene No. 


98743 




Strand 






Start 


1 




End 


1479 

X 1 / ^ 




IN aiuc 


OJ000216 06.0309 


.C5.ol.tm 


Method 


1 oxir^o 1 A. • L^id X ^ c 






230 




End 


1314 

X J X *1 




\J J. 


none 




Score 






R von ^ 


230.,. 316, 245. .319, 1167. .1313, 1180,. 


1314 




Seq. No. 


46523 




Seq. ID 


OJ000216_06.0309. 


.C5 


Gene No. 


98743 




Strand 






o L, d X. L. 


1 




End 


1479 






OJ000216 06.0309 


.C5.ol.gs 


Method 


O Cj LN O k^/-\LN 






1046 • 




End 


1 4 7 Q 




O J. 


none 




Score 


• o o 




P von Q 


1046.. 1118, 1169 


..1389, 1426 


. .1479 






Seq. No. 


46523 




Seq. ID 


OJ000216_06.0309, 


.C5 


Gene No.- 


98743 




Strand 






O l_ CL J. U 


1 




End 


1 4 7 Q 




Name 


OJ000216 06.0309 


.C5.ol. ts 


Method 


1 DJ-irtO iA, . OUyiJtJclli 






1173 




End 


1^10 






none 




Score 


1 94 

± ^ ri 




R V on ^ 


1173. .1310, 1183 


. .1293 








Seq. No. 


46524 




Seq. ID 


OJ000216^06.0309. 


.C6 


Gene No. 


98744 




Strand 


+ 




Start 


2228 




End 


9flRfi 

^ O U V 




Mo m 


OJ000216 06.0309 


. C6. ol . gs 


Method 


V,3 1-j Ln O V^rt LN 




O L. d i. u 


2228 




End 


9R fi^ 




GI 


none 




Score 


1 

X 




P V on CI 


2228. .2278, 2360 


..2863 








Sea. No. 


46524 




Seq. ID 


OJ000216 06 0309 

\y \J \J \J £^ ^ \J \J \J m \J ^ \J ^ t 


C6 


Gene No. 


98744 




Strand 






Start 


2228 




End 


2886 




Name 


OJ000216 06.0309 


. C6. ol .np 


Method 


AAT/NAP 




Start 


2313 




End 


2886 




GI 


7487209 




Score 


397 




Exons 


2313. .2395, 2429 


. .2886 









GI Descrip. hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi|3080442|emb|CAA18759.1| (AL022605) putative protein 
[Arabidopsis thaliana] gi 1.7270957 | emb | CAB80636 , 1 1 (AL161595) 
putative protein [Arabidopsis thaliana] 

Seq. No. 46524 Seq. ID OJ0002 16_06 . 0309 . C6 

Gene No. 98745 Strand + 



48100 



start 
Name 
Start 
GI 

Exons 



3413 End 8762 

OJ0002 1 6_06 . 0309 . C6 . o2 . gs Method GENSCAN 

3413 End 4071 

none Score 1 
3413.. 3472, 3559.. 4071 



Seq. No. 46524 Seq. ID 

Gene No. 98745. Strand 

Start 3413 End 

Name OJ0002 1 6_0 6.0309.C6.o2.np Method 

Start 3416 End 

GI 7487209 Score 

Exons 3416.. 3466, 3613.. 4094 

GI Descrip. hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi I 3080442 I embi CAA18759.il (AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270957 | emb | CAB80636 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



OJ000216_06.0309.C6 
+ 

8762 
AAT/NAP 
4094 
397 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46524 Seq. ID 

98745 Strand 

3413 End 

OJ0002 1 6_0 6 . 0309 . 06 . o3 . np Method 

3532 End 

4958867 Score 



OJ000216_06.0309.C6 

-t- 

8762 
AAT/NAP 
8762 
386 



3532.. 3580, 4645.. 5023, 8708.. 8762 

(AB027572) RNA polymerase subunit beta " [Triticum aestivum] 



46524 
98746 
10554 

OJ000216_06.0309.C6.o4.gp 
10469 

25519_1.R1084 

10469. .10601, 10693.. 10959 
'3080442/emb|CAA18759.1| 1, 
[Arabidopsis thaliana] ' 

46524 
98746 
10554 

OJ000216_06.0309.C6.o4 .gs 

10554 

none 

10554 . .10601, 10693.. 11226 



Seq. ID OJ000216_06.0309.C6 

Strand + 

End 11446 

Method AAT/GAP 

End 10959 

Score 700 

Oe-16 (AL022605) putative protein 



Seq. ID OJ000216_06.0309.C6 

Strand + 

End 11446 

Method GENSCAN 

End 11226 

Score .98 



46524 Seq. ID 

9874 6 Strand 
10554 End 
OJ000216_06.0309.C6.o4 .np Method 
10554 End 
7487209 Score 
10554 . .10613, 10753.. 11232 

hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi I 3080442 |emb|CAA18759. 1 1 (AL022605) putative protein . 
[Arabidopsis thaliana] gi | 7270957 | emb | CAB80636 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



OJ000216_06.0309.C6 
+ 

11446 
AAT/NAP 
11232 
425 



48101 




Seq. No. 


4 6524 Seq. ID 


OJ000216_06.0309.C6 


Gene No. 


-98746 ■ Strand 


+ 


Start 


10554 End 


11446 


Name 


OJ000216 06. 0309.C6.o5.gp - Method 


AAT/GAP 


Start 


11129 ~ End 


11446 


GI 


none Score 


542 


Exons 


11129. . 11446 




Seq. No. 


46524 Seq. ID 


OJ000216 06. 0309. C6 


Gene No. 


98747 Strand 




Start 


12309 End 


12763 


Name 


OJ000216 06.0309.C6.'o6.gp Method 


AAT/GAP 


Start 


12309 End 


12763 


GI 


LIB34 34-025-P1-K1-D11 Score 


834 


Exons 


12309.. 12763 




GI Descrip. 


'5852170/emb|AL117265. 1 IOST17804 1 . Oe- 


50 Oryza sativa 




indica{GLA4) genomic DNA, chromosome 4 


, BAG clone: tl7804 * 


Seq. No. 


46524 Seq. ID 


OJ000216 06. 0309. C6 


Gene No. 


98748 Strand 


4- 


Start 


15121 End 


17901 


Name 


OJ000216 06.0309.C6.o5.np Method 


AAT/NAP 


Start 


15121 End 


17901 


GI 


2224927 Score 


614 


Exons 


15121. .15327, 15361. .16071, 17873 17 901 ' 


GI Descrip. 


(AF004213y ethylene-insensitiveS-likel 


[Arabidopsis thaliana] 


Seq. No. 


46524 Sea ID 


OJ0002"l6 06 0309 C6 


Gene No. 


98748 Strand 


+ ~ 


Start 


15121 End 


17901 


Name 


OJ000216 06.0309.C6.o7.gp Method 


AAT/GAP 


Start 


17057 End 


17901 


GI 


1550 2.R1084 Score 


1611 


Exons 


17057. ,17901 




GI Descrip. 


W33458 l.Oe-107 (U23190) chlorophyll 


a/b-binding apoprotein 




CP24 precursor [Zea mays] ' 




Seq. No. 


46524 Seq. ID 


OJ000216_06.0309.C6 


Gene No. 


98749 Strand 




Start 


1994 End 


2079 


Name 


OJ000216 06.0309.C6.ol.gp Method 


AAT/GAP 


Start 


1994 End 


2079 


GI 


90742 1.R1084 Score 


103 


Exons 


1994. .2079 




GI Descrip. 


'5734616/dbj I.AP000391 . 1 1 AP000391 4 . Oe- 


29. Oryza sativa genomic 




DNA, chromosome 6, clone : P0538C01 ' 


Seq. No. 


46524 Seq. ID 


OJ000216_06.0309.C6 


Gene No. 


98750 Strand 




Start 


6632 End 


7601 


Name 


OJ000216 06.0309.C6.o2.gp Method 


AAT/GAP 


Start 


6037 End 


6643 


GI 


none Score 


1177 


Exons 


6037. .6643 




Seq. No. 


46524 Seq. ID 


OJ000216_06.0309.C6 


Gene No. 


98750 Strand 






48102 






C-|- a >-4- 








•End 


7601 






• U J U -7 . 


Cf^ o"^ rrc; 


Method 


GENSCAN 


o Ceil. U 








End 


7601 


\j ± 








Score 


.82 




\J \J J ^ t m \J 1 f 


D -7 *i X i 




..7287, 7581.. 7601 


Seq. No. 


46524 






Seq. ID 


OJ000216_06,0309,C6 


Gene No. 


98751 






Strand 






11965 






End 


12982 


Nsme 


OJ000216 06 


.0309. 


C6.o5 . gs 


Method 


GENSCAN 




11965 






End 


12982 




none 






Score 


.41 




11965. .12076, 12423. .12621, 


12889. .12982 


O e q . IN U . 


46524 






Seq. ID 


OJ000216__06.0309.C6 




98752 






Strand 




Start 


17373 






End 


17901 


Name 


OJ000216 06 


.0309. 


C6.o2.tm 


Method 


TBLASTX: Maize 


O U CI I. u 


2377 






End 


11166 




none 






Score 


108 


i-j A vjl io 


2377. .2541, 


2411. 


.2818, 2422 


..2787, 2426. .2800, 3637. .4047, 




3639. .3686, 


3673. 


,3780, 3810 


..3983, 3934. .4017, 10747, .1116 




10758. .10865, 10798. .10890, 


10950. . 11144 


O e . IN O . 


46524 • 






Seq, ID 


OJ000216_06.0309,C6 


OCilc INO . 


• 98752 






Strand 




Start 


17373 






End 


17901 


Name 


OJ000216 06. 


.0309. 


C6.o2.tw 


Method 


TBLASTX: Wheat 




2420 






End 


■ 10974 




none 






Score 


129 


TJ' V e 


2420. .2512, 


2428. 


.2523, 2428 


..2511, 2569.. 2625, 2570.. 2626, 




2570. .2626, 


3633. 


,3686, 3634 


..3729, 3769. ,3843, 3810.-3842, 




10774. .10860, 10776. .1082 9, 


10918. .10974, 10950. .10970 


O c . LN O , 


46524 






Seq. ID 


OJ000216_06.0309.C6 


Gene No. 


98752 






Strand 




Start 


17373 






End 


17901 


Name 


OJ000216 06. 


.0309. 


C6.o3. tc 


Method 


TBLASTX :Cres3 


O Ldl. I, 


2426 






End 


11166 




none 






Score 


434 


EjXons 


2426. .2617, 


2429. 


.2818, 2431 


..2817, 3634. .4035, 3642. .3686, 




3810. .4043, 


10747 


'..11166, 10761. . 10865, 10950,. 11138 


o e cj . IN o . 


4 6524 






Seq. ID 


OJ000216_06.0309.C6 


Gene No. 


98752 






Strand 




Start 


17373 






End 


17901 


LN aiut; 


OJ000216 06. 


.0309. 


C6.o3.ts 


Method 


TBLASTX: Soybean 


Q-h a -r-l- 


2426 






End* 


11166 


\j ± 


none 






Score 


114 


Exons 


2426. ,2644, 


2428. 


.2643, 2429 


..2818, 2431. .2817, 3643. .4035, 




3810. .3983, 


3922. 


.4014, 10768. .11166, 


10779, . 10865, 10950. . 


Seq. No. 


46524 






Seq. ID 


OJ000216_06.0309.C6 


Gene No. 


98752 






Strand 




Start 


17373 






End 


17901 


Name 


OJ000216 06. 


,0309. 


C6.04 .to 


Method 


TBLASTX: Cress 


Start 


4632 






End 


4917 



48103 



GI 

Exons 



none Score 86 

4632. .4691, 4632. .4691, 4684.-4797, 4688. .4798, 4799. .4906, 
4800, .4907, 4810. .4917, 4810. ,4917 



Seq. No. 46524 

Gene No. 98752 

Start 17373 

Name OJ000216_06. 0309 . C6 . o4 . tm 

Start 4726 

GI none 
Exons 



Seq. ID OJ000216_06.0309.C6 
Strand 
End 

Method 
End 
Score 



17901 

TBLASTX: Maize 

5003 

367 



4726,. 4992, 4727. .4993, 4727. .5002, 4728. .5003 



Seq. No. 46524 

Gene No, 98752 

Start 17373 

Name OJ000216_06 . 0309 . C6 . o5 . tm 

Start 9631 

GI none 
Exons 



Seq. ID OJ000216_06.0309.C6 
Strand 
End 

Method 
End 
Score 



17901 

TBLASTX: Maize 

9782 

179 



9631,, 9.744, 9632.. 9745, 9632.. 9781, 9753.. 9782 



Seq. No. 46524 

Gene No. 98752 

Start 17373 

Name OJ0002 1 6_0 6 . 0309 . 06 , o2 . tc 

Start 15276'**' • 

GI none 

Exons 15276, ,15326, 15426 15620, 
15678. .15860, 15789. . 15917, 



Seq, ID OJ000216_06.0309.C6 
Strand 

End 17901 

Method TBLASTX : Cress 

End 16061 

Score 53 
154 31. .15616, 15677. .15754, 
15917. .16060, 15918. .16061 



Seq, No. 46524 
Gene No. 98752 
Start 17373 

Name OJ000216__06 . 0309 , C6 . o2 . ts 

Start 15276 
GI none . 

Exons 15276 
15678 

15918. .16061, 15924.. 16067 



Seq. ID 

Strand 

End 

Method 

End 

Score 



15326, 15426. .15620, 15431 15616, 15677 
15860, -15786. . 15917, 15851 .. 15916, 15917 



OJ000216_06.0309.C6 
17901 

TBLASTX : Soybean 

16067 

46 

15751, 
16051, 



Seq. No. 46524 
Gene No. 98752 
Start 17373 

Name OJ000216_06 . 0309 . 06 . o3 . tm 

Start 15425 
GI . . none 

Exons 15425. . 15616, 

15786. .15917, 

15924. .16067 



15426. .15620, 
15848. .15916, 



Seq, ID 
Strand 
End 

Method 

End 

Score, 
15678 
15914 



OJ000216 06. 0309. 06 



17901 

TBLASTX: Maize 
16067 
248 

15860, 15689. .15757, 
16054, 15918. .16055, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46524 
98752 
17373 

OJ000216_06. 0309.06. ol.tm 

17347 

none 



Seq. ID OJ000216_06. 0309.C6 
Strand 
End 

Method 
End 
Score 



17901 

TBLASTX: Maize 

17901 

62 



17347. . 17412, 17373 .. 17900, 17421 .. 17519, 17503. .17901 



48104 




Seq. No. 


46524 


Seq. ID 


OJ000216_06.0309 


.C6 


Gene No. 


98752 


Strand 






Start 


17373 


End 


17901 




Name 


OJ000216 06 0309 C6 ol tc 


Met hod 


TBLASTX : Cress 




Start 


17373 "~ 


End 


17901 




GI 


none 


Score 


495 




Rxnn 


17373 17900, 17503.. 17901 








Seq. No. 


46524 


Seq. ID 


OJ000216_06.0309 


C6 


Gene No. 


98752 


Strand 






Start 


17373 


End 


17901 






OJO062I6 06 0309 C6 ol ts 


Method 


TBLASTX : Soybean 




O L. CI 1. L. 


17373 ~ 


End 


17901 






none 


Score 


83 




P. X o n Q 


17 37 3.. 17 900, 17421,. 17519, 


17503. .17901 




Seq. No. 


46524 


Seq. ID 


OJ000216__06.0309 


C6 


Gene No. 


98752 


Strand 






Start 


17373 


End 


17901 




Name 


OJ000216 06 0309 C6 o7 as 


Method 


GEN SCAN 




q-f- =1 -rf- 


17373 ~ 


End 


17822 






none 


Score 


1 














O C . ViKJ » 


46524 


Seq, ID 


OJ000216__06.0309 


C6 


flpTip Tsjo 


98752 


Strand 






start 


17373 


End 


17901 




Name 


OJ000216 06,0309.C6.o6.np 


Method 


AAT/NAP 




o u d J- u 


17376 


End 


17901 






4 689390 

1 Vj 0 Z/ J J7 \J 


Score 


885 






17376 17901 










^AFl ^9470^ rhlnrnnhvll 3 /h- 

^rtCXJ^T f \J I ^llX(JX(^^liyXX d / i-f 


binding protein CP24 precursor 




TaH 1 P 1" ;5 1 

X ciiVui^ a. ^ Q J 










4 6 S ? 4 

M U *J ^ T 


Seq. ID 


OJ000216__06.0309 


C6 


Gene No. 


98752 


Strand 






start 


17373 


End 


17901 




Name 


OJ000216 06 0309 C6 ol tw 


Method 


TBLASTX: Wheat 




o u d J. u 


17412 ~ 


End 


17900 




GI 


none 


Score 


74 




i-j AWiiO 


17412 17S01 17424 17S04 


17526. .17570, 17527. .17571, 






17679 178S8 17722 178S3 


17778. .17900 




Seq. No. 


46525 


• Seq. ID 


OJ000216_06.0309 


C7 


fZprip Nn 


98753 


Strand 


+ 




Start 


5354 


End 


7848 




Name 


OJ000216 06.0309.C7.o2.np 


Method 


AAT/NAP 




Start 


. 5354 


End ■ 


7848 




GI 


5922623 


Score 


199 






5354. .5437, 5818. .5973, 6140. .6211, 7737. .7848 






(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 6016856 Idbj IBAA85199. 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


46525 


Seq. ID 


OJ000216_06.0309, 


C7 


Gene No . 


98754 


Strand 


+ 




Start 


10522 


End 


11021 





48105 



Name 

Start 

GI 

Exons 



OJ000216_06.0309.C7 .03. gs Method GENSCAN 

10522 End - 11021 

none Score .87 
10522. ,10528, 10996.. 11021 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



46525 
98755 
11933 

OJ000216_06.0309.C7.o3.np 

11906 

6069664 



Seq. ID OJ000216_06.0309.C7 

Strand + 

End. 14199 

Method AAT/NAP 

End 14169 

Score 678 



11906. .12078, 12409. .12473, 12621 12735, 13087 .. 13525, 
13778. .13929, 14028.. 14169 

(AP000616) ESTs AU055729 (S20023) ,AU055730 (S20023) correspond to 
a region of the predicted gene.; similar to Medicago nodulin 







[Oryza sativa] 






Q o rr K(r^ 
O c q . IM U . 


/(CROC: 


Seq. ID 


OJ000216 


n ?n Q 

U D . VOKJy 


ri 


ocllfc; INvJ. 


Qfi7 ^ R 


Strand 


+ 








11933 


End 


14199 






Name 


OJ000216 06.0309.C7.o4.gs 


Method 


GENSCAN 






Start 


11933 


End 


14199 






GI 


none 


Score 


.56 






F v on Q 

Ej AV^l lo 


11933. .12078, 12409. .12442, 


13184. .13525, 13558. 


. ± O \J \J ^ f 






13778. .13929, 14028. .14199 










OcC{ . LMvJ • 


46525 


Seq. ID 


OJ000216_ 


Of. n^fiQ 


n 


mono Nl 


98756 


Strand 


+ 






Q+- j=j -ri- 


21918 


End 


24000 






Name 


OJ000216 06.0309.C7.o8.gs 


Method 


GENSCAN 






start 


21918 


End 


24000 






O J. 


none 


Score 


. 92 








21918. .21973, 22139 .. 22287 , 


23082. .23383, 23440. 


9 4 nnn 
• ^ I uuu 




Q o /-T KI r\ 
o c q . IN O . 


46525 


Seq. ID 


OJ000216_ 


n f n "^OQ 

U D . U jU y 




oene lno . 


98757 


Strand 








start 


1 


End 


3137 






Name 


OJ000216 06.0309.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


3137 






GI 


2130343 


Score 


196 






Exons 


1,.31, 1204. .1260, 1600. .1759, 2807. .3137 






GI Descrip, 


hypothetical protein SPAC23D3.il - fission yeast 








{Schizosaccharomyces pombe) 










Seq. No. 


46525 


Seq. ID 


OJ000216__ 


06.0309. 


C7 


Gene No. 


98757 


Strand 








Start 


1 


End 


3137 






Name 


OJ000216 06.0309.C7.ol.gs 


Method 


GENSCAN 






Start 


37 


End 


3077 






GI 


none 


Score 


.79 . 






Exons 


37. .241, 1021. .1260, 1600.. 


1759, 2807. 


.3077 






Seq. No. 


46525 


Seq. ID 


OJ000216_ 


06.0309. 


C7 


Gene No. 


98758 


Strand 








Start 


4345 


End 


5854 ' 






Name 


OJ000216 06.0309.C7.o2.gs 


Method 


GENSCAN 






Start 


4345 


End 


5854 







48106 




GI 


none " 


Score 


.49 




Exons 


4345.-4445, 4486. .4671, 5013 


..5199, 5387.. 5561, 5793.. 5854 


Seq. No. 


46525 


Seq. ID 


OJ000216_06.0309 


.C7 


Gene No. 


98759 


Strand 


— 




Start 


14853 


End 


15464 




Name 


OJ000216 06.0309.C7.o5.gs 


Method 


GENSCAN 




Start 


14853 ~ 


End 


15464 




GI 


none 


Score 


. 69 




Exons 


14853. . 15025, 15287 . .154 64 








Seq. No. 


46525 


Seq. ID 


OJ000216_06.0309 


.C7 


Gene No. 


98760 


Strand 


- 




Start 


16783 


End 


17697 




Naine 


OJ000216 06. 0309 . C7 . ol . gp 


Method 


AAT/GAP 




Start 


16497 ~ 


End 


16954 




GI 


2429055 


Score 


889 




Exons 


16497 . .16954 








Seq. No. 


46525 


Seq. ID 


OJ000216_06.0309 


.C7 


Gene No. 


98760 


Strand 






Start 


16783 


End 


17697 




Name 


OJ000216 06 0309 C7 o6 as 


Method 


GENSCAN 




Start 


16783 ~ 


End 


17697 




GI 


none 


Score 


.42 




Exon s 


16783.. 169 93, 17395.. 17529, 


17588. ;i7697 




Seq. No. 


46525 


Seq. ID 


OJ000216_06.0309 


.C7 


f^pnp No 


98761 


Strand 






Start 


18186 


End 


23482 




Name 


OJ000216 06.0309.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


877 


End 


3126 




GI 


none 


Score 


350 




Exons 


877. .1242, 921. .1262, 924. .1244, 953.. 


1252, 1583. . 1756, 






1593.. 1760, 1599.. 1760, 1600 


..1761, 2805. .3125, 2806. .2874 




2868.. 3089, 3097.. 3126 








Seq. No.*"^''- 


• '46525 


Seq. ID 


OJ000216_06.0309 


.C7 


Gene No. 


98761 


Strand 






Start 


18186 


End 


23482 




Name 


OJ000216 06.0309.C7.o3.ts 


Method 


TBLASTX : Soybean' 




Start 


999 


End 


12.39 




GI 


none 


Score 


121 




Exons 


999. .1238, 1006. .1239 








Seq. No. 


4 6525 


Seq. ID 


OJ000216_06.0309 


.C7 


Gene No. 


98761 


Strand 






Start 


18186 


End 


•23482 




Name 


OJ000216 06.0309.C7.o2.tc 


Method 


TBLASTX: Cress 




Start 


1062 


End 


1761 




GI 


none 


Score 


127 




Exons 


1062.. 1262, 1594.. 1761, 1599 


. .1760 






Seq. No. 


46525 


Seq. ID 


OJ000216_06.0309 


.C7 


Gene No. 


98761 


Strand 






Start 


18186 


End 


23482 




Name 


OJ000216 06.0309.C7.o4 .ts 


Method 


TBLASTX: Soybean 





48107 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2862 
none 

2862. .3125, 2874. .3050 

46525 
98761 
18186 

OJ000216_06.0309.C7 .oS. tm 

13097 

none 



End 
Score 



3125 
77 



Seq. ID OJ000216_06.0309.C7 
Strand 
End 

Method 
End 
Score 



23482 

TBLASTX: Maize 

13398 

148 



13097. .13210, 13099. .13209, 13297 .. 13398 , 13298. .13396 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216 06. 0309. C7 



46525 
98761 
18186 

OJ000216_06.0309.C7.o2.gp 
18186 
5455327 
18186. .18832 

4680189/gb|AF111710.1 IAF111710 3.0e-34 Oryza sativa subsp. 
indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 
protein genes, complete cds 



23482 
AAT/GAP 
18832 
1192 



46525 
98761 
18186 

OJ000216_06.0309.C7.o3.tm 

18667 

none 

18 667. . 187 92, 18 675. .187 97, 
18798. . 18905, 18799 .. 18912, 
19009. .19170, 19293. .19343, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

18684 

19007 



OJ000216 '06. 0309. C7 



23482 

TBLASTX: Maize 
19401 
140 

18800, 18777. .18905, 
19159, 19008. .19151, 



19300. .19401 



Seq. No. 46525 Seq. ID 

Gene No. 987 61 Strand 

Start 18186 End 

Name OJ000216_06. 0309.C7 .o7 .gs Method 

Start 18667 End 

GI none Score 

Exons 18667. .18972, 19013 .. 1 9150, 1 9287 1955 1 , 19686 .. 19921, 
20102.. 20614 



OJ000216_06.0309.C7 

23482 
GENSCAN 
20614 
.79 



Seq. No. 46525 
Gene No. 98761 
Start 18186 

Name OJ000216_06 . 0309 . C7 . ol . tc 

Start 18681 
GI none 

Exons 18681. .18731, 18 688 .. 18726, 

19007. .19150, 19026. .19151, 
19348. .19554, 19395 ... 19550, 
20099. .20620, 20100 .. 20615, 
23166. .23255, 2324 4 .. 23282, 

Seq. No. 46525 
Gene No. 98761 



Seq. ID 
Strand 
End • 
Method 
End 
Score 
18732. .18905, 



OJ000216 06.0309.C7 



19285. 
19683. 
20420. 
23279. 



.19365, 
.19868, 
.20623, 
.23377, 



23482 

TBLASTX: Cress 
23378 
53 

18772. .18903, 
19287. .19343, 
19688. .19870, 



23159. .23236, 
23346. .23378 



Seq. ID 
Strand 



OJ000216 06. 0309. C7 



48108 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

.Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



18186 End 23482 

OJ000216_06.0309.C7,o4.np Method AAT/NAP 

18684 End 23482 

7433816 Score 1746 

18684. .18902, 19013 .. 19150, 19287 19551, 19686 .. 19921, 

20102. .20617, 23144.. 23482 

probable gamma-glutamyltransf erase (EC 2.3.2.2) T19P19.30 
Arabidopsis thaliana gi | 30804 33 | emb | CAA18750 . 1 | (AL022605) 
putative gamma-glutamyltransf erase [Arabidopsis thaliana] 
gi I 727094 8 |emb|CAB80627. 1 1 (AL161595) " putative 
gamma-glutamyltransf erase [Arabidopsis thaliana] 



46525 Seq. ID 

98761 Strand 

18186 End 

OJ000216_06. 0309.C7.o2.ts Method 

18690 End 

none Score 

18690.;. 18743, 18691 18738, 

19007. .19165, 19013. .19153 

46525 

98761 Strand 

1818 6 ' End 

OJ000216_06.0309.C7 .o5. ts Method,. 

19287 ■ End 

none Score 

19287. . 19343, 19294 .. 19554 , 19395. .19553 



OJ000216_06.0309.C7 
23482 

TBLASTX: Soybean 
19165 
70 

18744. .18905, 18853 18903, 



Seq. ID OJ000216_06.0309.C7 



23482 

TBLASTX : Soybean 
19554 
188 



46525 Seq. ID 

98761 Strand 

18186 End 

OJ00021 6_06 . 0309 . C7 . o4 . tm Method 

19438 End 

none Score 

19438. . 19554, 19440 .. 19553, 

1-9683. .19781, 19685.. 19780 

46525 

98761 Strand 

18186 End 

OJ000216_06.0309.C7.ol.ts Method 

19684 End 

none Score 



OJ000216_06.0309.C7 
23482 

TBLASTX: Maize 
19781 
170 

19441. .19554, 19673 .. 19774 , 



Seq. ID OJ000216_06.0309.C7 



23482 

TBLASTX: Soybean 

20530 

35 



19684. .19725, 19685 1974 1, 19730 .. 19921, 19731 .. 19931, 
20090. .20470, 20121 204 65, 20468.. 20530 



Seq. No. . 46525 Seq. ID OJ000216_06 . 0309 . C7 

Gene No. 98761 ' Strand 

Start 18186 ' End 23482 

Name OJ0002 1 6_06 . 0309 . C7 . o3 . gp Method AAT/GAP 

Start 19693 End 20330 

GI 25020_1.R1084 Score 881 

Exons 19693. . 19921, 20102.. 20330 

GI Descrip. M 680189/gb | AF111710 . 1 | AF111710 3.0e-34 Oryza sativa subsp. 

indica putative dnaJ-like protein, putative myb-related protein, 
putative farnesyl pyrophosphate synthase, and hypothetical 



-48109 



protein genes, complete cds ' 



Seq. No. 


46525 


Seq. ID 


OJ000216_06.0309, 


C7 


Gene No . 


98761 


Strand 






Start 


18186 


End 


23482 




Name 


OJ000216 06.0309.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


20186 


End 


20579 




GI 


none 


Score 


126 




Exons 


2018 6.. 204 52, 20186.. 20578, 


20193.. 20579 




Seq. No. 


46526 


Seq. ID 


OJ000216_06.0309. 


C8 


Gene No . 


.98762 


Strand 


+ 




Start 


237 


End 


398 




Name 


OJ000216 06.0309.C8.ol.np 


Method 


AAT/NAP 




Start 


237 


End 


398 




GI 


5902376 


Score 


120 




Exons 


237.. 398 








GI Descrip. 


(AC009322) Hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


46526 


Seq. ID 


OJ000216_06.0309. 


C8 


Gene No . 


98763 


Strand 






Start 


810 


End 


1870 




Name 


OJ000216 06.0309.C8.ol.gs 


Method 


GENSCAN 




Start 


810. 


End 


1870 




GI 


none 


Score 


.6 




Exons 


810. .911, 1487. .1636, 1786. 


.1870 






Seq. No. 


46527 ■ 


Seq. ID 


OJ000216_06.0309. 


09 




98764 


Strand 


+ 




Start 


504 


End 


688 




Name 


OJ000216 06.0309.C9.ol.gp 


Method 


AAT/GAP 




Start 


504 


End 


688 




GI 


none 


Score 


342 




Exons 


504. .688 








Seq. No. 


46527 


Seq. ID 


OJ000216__06.0309. 


C9 


Gene No. 


98765 


Strand 






Start 


719 


End 


3819 




Name 


OJ000216 06.0309.C9.o2.gp 


Method 


AAT/GAP 




Start 


719 


End 


1766 




GI 


6421 1.R1084 


Score 


1270 




Exons 


719.. 1133, 1493.. 1766. 









GI Descrip. 



'5091623/gb|AAD39611.1|AC007454_10 7:0e-90 {AC007454) Similar to 
gb_U93048 somatic embryogenesis receptor-like kinase from Daucus 
c.arota, . contains 4 PF_00560 Leucine Rich Repeat domains and a 
PF_00069 Eukaryotic protein kinase domain. [Arabidopsis 
thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



46527 
98765 
719 

OJ000216_06.0309.C9.o3.ts 

804 

none 



Seq. ID OJ000216_06.0309.C9 
Strand 

End 3819 

Method TBLASTX: Soybean 

End 1082 

Score 62 



804. .887, 823. .882, 882. .1082, 892. .1080 

46527 Seq. ID OJ000216_06 . 0309 . 09 



48110 





98765 


Strand 




Start 


719 - 


End 


3819 


Name 


OJ000216 06.0309.C9.ol.tm 


Method 


TBLASTX: Maize 


Start 


822. 


End 


2998 


\J -L 


none 


Score 


64 




822. .884, 822. .1133, 823. .1068, 1089., 


1133, 1490. .1888, 




1490. .1888, 1749. .1907,- 2094 


. .2135, --2216. .2458, • 2218. .2559, 




2219.. 2560, 2628. .2717/ 2640 


. .2690, 2957. .2998* 


Seq. No. 


46527 


Seq. ID 


OJ000216_06.0309.C9 


Gene No. 


98765 


Strand 




Start ' 


719 


End 


3819 


Name 


OJ000216 06.0309.C9.o2.tw 


Method 


TBLASTX: Wheat 




822 


End 


1133 




none 


Score 


67 




822. .887, 921. .1133, 922. .1059 




Seq. No.' 


46527 


Seq. ID 


OJ000216_06.0309.C9 


rZon^ Mo 


987 65 


. Strand ' 




Start 


719 ' 


End 


3819 


Name 


OJ000216 06.0309.C9.ol.np 


Method 


AAT/NAP 


Start 


825 


End 


3819 


GI 


5091623 


Score 


2105 


Exons 


825.. 1133, 1493.. 1887, 2217. 


.2558, 2639. .2780, 2897. .2999, 


,3081. .3152, 3268. .3339, 3463 


. .3614, 3703. .3819 




(AC007454) Similar to gb|U93048 somatic embryogenesis 




receptor-like kinase from Daucus carota, contains 4 PF 100560 




Leucine Rich Repeat domains 


and a PF 100069 Eukaryotic protein 




kinase domain. [Arabidopsis 


thaliana] 




Cfirr Mo 


46527 


Seq. ID 


OJ000216_06.0309.C9 


Gene No. 


98765 


Strand 




Start 


719 


End 


3819 


Name 


OJ000216 06.0309.C9.ol.gs 


Method 


GENSCAN 


O U d J. L- 


826 


End 


3606 




none 


Score 


.8 


P V on €5 


826. .1133, 1493.. 1887, 2367. 


.2558, 2639. .2767, 2887. .2999, 




3463. .3606 






Seq. No. 


46527 


Seq. ID 


OJ000216_06.0309.C9 


Gene No. 


98765 


Strand 




Start 


719 


End 


3819, 


Name 


OJ000216 06.0309.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


942 


End 


1828 


GI 


none 


Score 


160 


P von Q 


942. .1133, 1502.. 1828, 1505. 


.1822, 1749. .1826 


q^rr Mo 


46527 


Seq. ID 


OJ00021 6_06.0309.C9 


o n o Mo 


98765 


Strand 




Start 


719 


End 


3819 


Name 


OJ000216 06.0309.C9.ol.ts 


Method 


TBLASTX: Soybean 


Start 


1083 


End 


2769 


GI 


. none 


Score 


69 


Exons 


1083.. 1133, 1089.. 1133, 1464 


..1661, 1502. .1888, 1505. .1888, 




1509. .1904, 1749. .1907, 2094 


..2135, 2218. .2559, 2219. .2560, 




2628. .2717, 2639. .2719, 2640 


..2690, 2641. .2769 



48111 






Seq. No. 


46527 






Seq. ID 


OJ000216_06.0309.C9 




Gene No. 


98765 






Strand 






Start 


719 






End - 


3819 




Na.ine 


OJ000216 06 


. 0309. C9. ol . 


tw 


Method 


TBLASTX : Wheat 




Start 


1547 ~ 






End 


1867 




GI 


none 






Score 


87 




Exons 


1547 . . 1864 , 


1553 . . 1867 










Seq. No. 


46527 






Seq. ID 


OJ000216__06,0309,C9 




Gene No. 


98765 






Strand 






Start 


719 






End 


3819 




Name 


OJ000216 06 


0309. 09 o2. 


tc 


Method 


TBLASTX: Cress 




Start 


2218 ~ 






End 


2690 




GI 


none 






Score 


267 




P. V rj n <5 


2218 2592. 


2225 2545, 


2643 . 


.2690 






?! pi rr N n 


4 6527 






Seq. ID 


OJ000216 06 0309 C9 




Gene No . 


98765 






Strand 






Start 


719 






End 


3819 




Name 


OJ000216 06. 


.0309.C9.o3, 


gp 


Method 


AAT/GAP 




Start 


2276 






End 


2765 




GI 


LIB3432-051- 


-P1-K1-B5 




Score 


746 




P. V n n c; 


2276. .2558, 


2639, ,2765 










v_j J. 1— ' ni; kj \^ X. J- k> a 


M4 90310/emb|CAB38801. 1 


1 2.0e' 


-50 (AL035678) somatic 






embryogenesis receptor- 


like kinase-like protein [Arabidopsi; 


w 
f n 




una j-iana j 










ry 


Seq-. No. 


46527 






Seq. ID 


OJ000216_06.0309,C9 




Gene No. 


98765 






Strand 




ly 


Start 


719 






End 


3819 




Name 


OJ000216 06. 


, 0309.C9.o4 , 


tw 


Method 


TBLASTX: Wheat 


'.J 


Start 


2287 






End 


2535 


f\\ 


GI 


none 






Score 


59 


r 


Exons 


2287, .2535, 


2393, .2521 










■Spa No 


46527 






Seq. ID • 


OJ000216_06.0309.C9 




fllcirip No 


98765 






'Strand 






Start 


719 






End 


3819: 




Name 


OJ000216 06. 


, 0309.C9.o3, 


tc 


Method 


TBLASTX: Cress 




Start 


2960 






End 


3611 


'vi 


GI 


none 






Score 


45 




Rxon 

*\ V_/ 1 X 1^ 


2960. .3016, 


2961. .3002, 


3081. 


,315.2, 30E 


33. .3151, 3267, .3359, 






3271. .3315, 


3287. .3334, 


3303. 


,3335, 3462.. 3512, 3474,. 3578, 






3495. .-3611, 


3514 . .3576 










Seq. No, 


4 6527 






Seq. ID 


OJ000216_06.0309,C9 




Gene No. 


98765 






Strand 






Start 


719 






End 


3819 




Name 


OJ000216 06. 


0309.C9.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


2963 






End 


3611 




GI 


none 






Score 


47 




Exons 


2963. .3016, 


2964 . ,3017, 


3081, 


.3152, 3083. .3151, 3264. .3296, 






3267. .3359, 


3287. ,3334, 


3462. 


.3611, 3463. .3582, 3495. .3611 




Seq. No. 


46527 






Seq. ID 


OJ000216_06.0309,C9 




Gene No. 


98765 






Strand 






Start 


719 






End 


3819 



48112 



Name 

Start 

GI 

Exons 



OJ000216_06.0309.C9.o2.tm 
3059 
none 
3059 
3267 
3462 



3133, 3081.. 3179, 3081, 
3338, 3287.. 3337, 3297. 
3611, 3462.. 3605, 3465, 



Method TBLASTX: Maize 
End 3614 
Score 64 

.3152, 3082.. 3168, 3083. .3187, 
.3335, 3446. .3604, 3459. .3605, 
.3614 





Seq. No. 


46527 


Seq. ID 


OJ000216 06, 0309. C9 




Gene No. 


98765 


Strand 






Start 


719 


End 


3819 




Name 


OJ000216 06.0309.C9.o3.tw 


Method 


TBLASTX: Wheat 




Start 


3267 


End 


3611 




GI 


none 


Score 


147 




Exons 


3267.. 3359, 3450.. 3605, 3462 


. .3611 






Seq. No. 


46528 


Seq. ID 


OJ000216_09.0330.C2 




Gene No . 


98766 


Strand 


+ 




Start 


1 


.End 


10407 




'Name 


OJ000216 09.0330.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


7504 




GI 


7485561 


Score 


300 




Exons 


1..21, 1504. .1658, 1753. .211 


4, 3521. .3756, 5039. .5251, 






5495. .5635, 6463. .6622, 7118 


. .7504 






GI Descrip. 


hypothetical protein F16G20. 


60 - Arabidopsis thaliana • 






gi| 3451061 |emb|CAA20457.1 1 (AL031326) 


putative protein 






[Arabidopsis thaliana] gi | 7269184 | emb | CAB7 9291 . 1 | (AL161559) 


in 
pi = 




putative protein [Arabidopsis thaliana]- 


^==. 


Sea No 


46528 


Seq. ID 


OJ000216_09.0330.C2 


vU 


Gene No . 


98766 


Strand 


+ 




Start 


1 


End 


10407 




Name 


OJ000216 09.0330.C2.ol.gs 


Method 


GENSCAN 


fiJ 


Start 


450 


End 


10407 




GI 


none 


Score 


.7 




Exons 


450. .500, 1153. .1282, 1922. . 


2068, 5001 


..5083, 5550. .5714, 






6479. .6622, 7118. .7394, 7848 


..8006, 8792. .9154, 10265. .10407 




Seq. No. 


46528 


Seq.- ID 


OJ000216_09.0330.C2 


\J 




98767 


Strand 


+ 




Start 


10760 


End 


16269 


f-^ 


Name 


OJ000216 09.0330.C2.o2.np 


Method 


AAT/NAP 




Start 


10760 


End 


15879 




GI 


7288014 


Score 


876 




Exons 


10760. .10817, 12309. .12618, 


12722. .12950, 13097 .. 13242, 






14343. . 14430, 14511.. . 14657, 


155.68. .15717, 15816.. 15879 




GI Descrip. 


(AL132971) RING finger-like 


protein [Arabidopsis thaliana] 




Seq. No. 


46528 


Seq. ID 


OJ000216_09.033O.C2- 




Gene No. 


98767 


Strand 


+ 




Start 


10760 


End 


16269 




Name 


OJ000216 09.0330.C2.ol.gp 


Method 


AAT/GAP 




Start 


11626 


End 


11909 




GI 


LIB3474-007-P1-K1-C5 


Score 


4 62 




. Exons 


11626. .11909 








-GI Descrip. 


* 60154 37 /dbj | AB008112 . 1 I AB008112 5.0e- 


12 Homo sapiens PEXl mRNA, 






complete cds ' 







48113 



Sea No 


4 6528 




Seq. ID 


OJ000216_ 


09 0330 


. C2 


Gene No. 


98767 




Strand 


-i- 






Start 


10760 




End 


16269 






Name 


OJ000216 09. 0330. C2 


. o3 . qs ' ' 


Method 


GENSCAN 






Start 


12329 ~ 




End 


15863 






GI 


none 




Score 


. 91 • 






Exons 


12329. .12618, 12722 


. . 12950, 


13112. .13242, 14343. 


. 14430, 






14511 . . 14657, 15568 


. .15717, 


15816. .15863 






Sea No 


46528 




Seq. ID 


OJ000216_ 


09 0330 


. C2 


Gene No. 


98767 




Strand 


+ 






Start 


10760 




End 


16269 






Name 


OJ000216 09. 0330. C2 


.o3.gp 


Method 


AAT/GAP 






Start 


14398 




End 


16269 






GI 


11174 1.R1084 




Score 


1446 






Exons 


14398. .14430, 14511 


. . 14657, 


15568. . 15717, 15816. 


.16269 




GI Descrip, 


'6015437/dbj | AB008112 . 1 | AB008112 6.0e- 


11 Homo sapiens PEXl 




complete cd.s ' 












Seq. No. 


46528 




Seq. ID 


OJ000216_ 


09.0330 


. C2 


Gene No. 


98768 




Strand 








Start 


10942 




End 


11999 






Name 


OJ000216 09.0330 C2 


. o2 . qs 


Method 


GENSCAN 






Start 


10942 ~ 




End 


11999 






GI 


none 




Score 


.59 






Exons 


10942. .11175, 11180 


. .11468, 


11675. .11862, 11988. 


.11999 




Seq. No. 


46528 




Seq. ID 


OJ000216_ 


09.0330 


. C2 


Gene No. 


98769 - 




Strand 








Start 


17008 




End 


18212 






Name 


OJ000216 09 0330 C2 


. o4 . qs 


Method 


GENSCAN 






Start 


17008 ~ 




End 


18212 






GI 


none 




Score 


. 9 






Exons 


17008 . . 17328, 17411 


. . 17793, 


17870. .18212 






Seq. No. 


46528 




Seq. ID 


OJ000216__ 


09.0330 


.C2 


Gene No . 


98770 




Strand 








Start 


19825 




End 


20842 






Name 


OJ000216 09. 0330. C2 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


12325 




End 


15901 






GI 


none 




Score 


89 






Exons 


12325. .12405, 12326 


. .12406, 


12471. .12524, 12473. 


. 12523, 






12521. .12619, 12523 


.12618, 


12524. .12619, 12716. 


.12757, 






12720. .12950, 12723 


.12950, 


13090. .13242, 13091. 


.13240, 






143.41. .14403, 14342 


.14425, 


14343. .14426, 14343. 


.14435, 






14344. .14436, 14503 


.14640, 


14503. .14658, 14504. 


.14662, 






14505. .14663, 15542 


.15697, 


15564. .15716, 15567. 


.15689, 






15568. .15717,' 15785 


.15901, 


15822. .15863 






Sea No 


46528 




Seq. ID 


OJ000216_ 


09.0330 


.C2 


Gene No . 


98770 




Strand 








Start 


19825 




End 


20842 






Name 


OJ000216 09. 0330. C2 


ol.ts 


Method 


TBLASTX: Soybean 




Start 


12325 




End 


12899 






GI 


none 




Score 


39 






Exons 


12325. . 12357, 12443 


.12526, 


12496. .12519, 12521. 


.12619, 






12532. .12618, 12713 


.12757, 


12720. . 12899, 12723. 


.12899 





mRNA, 



48114 



• 





*± \j u ^ o 




Seq. ID 


OJ000216 


09 0330 


CO 


Gene No. 


98770 




Strand 








Start 


19825 




End 


20842 








OJ000216 09 0 330 C2 


o2 . ts 


Method 


TBLASTX: 


^r\\iY\e^ ^n 




o 1- d i. u 


13091 ~ 




End 


15860 








none 




Score 


192 






P von ^ 


13091 13240 13096 


. 13242, 


14343. .14429, 14344 


144 33 






14368 14433 14505 


.14 615, 


14515. .14574, 14516 


14587 , 






1 4 61 Q 1 4 66Q 1 R^64 


1 S71 6 


15568. .15717, 15822 


• • -L O O U 




Seq. No. 


46528 




Seq. ID 


OJ000216 


_09.0330, 


.02 


r^rano Mo 


98770 




Strand 








O Ldl. L 


1 9fi9S 

J. -7 O ^ J 




End 


20842 






Na.rTie 


r).T000S>1 6 09 0330 C7 


o ^ o c; 


Method 


GENSCAN 






91-;:^ r1- 


1 9R9^ ~ 

A. Z? O ^ U 




End 


20842 








n on ^ 




Score 


.6 






Ti" von Q 


1 Qft9^ 1 QQft7 90360 


904 S3 ■ ■ 

. ^ 4 J O , 


20539. .20842 






Seq. No. 


46529 




Seq. ID 


OJ000216 


_09.0330, 


.03 


f^^ri^ Mo 


9877 1 




Strand 


+ 






C-t- a T-j- 
O U dJ. C 






End 


6087 






Nsme 


n.T00091 6 09 0330 r3 


o^ . qs 


Method 


GENSCAN 








4 1 R9 ~ 




End 


6087 






GI 


none 




. Score 


.87 






TJ' v on G 


47'=i9 490fl "=^979 60 












Seq. No. 


46529 




Seq. ID 


OJ000216 


_09.0330. 


.03 


f^<zi n (z> Mo 


98772 




Strand 


+ 






o u d 1. u 


7044 




End 


10056 






Na.ine 


OJ000216 09. 0330. 03. 


o3 . gs 


Method 


GENSCAN 






O L. di. L. 


7044 




End 


9458 






\J J. 


none 




Score 


.87 






TJ' V on c 


7044. .7116, 7570. .8270, 8467 


..8565, 87 


66. . 9458 






Seq. No. 


46529 




Seq. ID 


OJ000216_ 


_09.0330, 


,03 


Gene No. 


98772 




Strand 


+ 






Start 


7044 




End 


10056 






Name 


OJ000216 09. 0330. C3. 


o2 . np 


- Method 


AAT/NAP 






Start 


7596 




End 


10056 






GI 


4559347 




Score 


1015 






Exons 


7596. .8270,. 8467. .8685, 8766 


. .9030, 9234. .10056 







GI Descrip. (AC006585) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46529 
98773 
1 

OJ000216_09.0330.C3.ol.np 



OJ000216 09. 0330. C3 



Seq. ID _ 
Strand 

.End 4552 
^Method AAT/NAP 
1 End 4552 

2739433 Score 407 

1..32, 1210. .1369, 1460. .1509, 2132. .2275, 2378. .2704, 
2803. .2973, 3099. .3193, 3610. .3724, 4401. .4552 
{U70369) hematopoietic-specif ic IL-2 deubiquitinating enzyme 
[Mus musculus] 



Seq. No. 
Gene No. 



46529 
98773 



Seq. ID 
Strand 



OJ000216 09. 0330. C3 



48115 



start 
Name 
Start 
GI 

Exons 



1 End 4552 

OJ000216_09.0330.C3.ol.gs Method GENSCAN 

14 End 3754 

none Score .86 

14. ,121, 217. .1527, 2150. .2275, 2378. .2704, 2803. .2975, 

3610;.3754 



Seq. No. 46529 
Gene No. 98774 
Start 9692 

Name OJ000216_09 . 0330 . C3 . ol . tm 

Start 1369 
GI none 

Exons 1369. .1410, 1400. .1528, 1400, 

1417. .1548, 2134. .2265, 2134, 
2362. .2487, 2366. .2524, 2366, 
2794. .2976, 2794. .2973, 2795, 
3078. .3125, 3088. .3126 



Seq. ID OJ000216_0-9.0330.C3 
Strand 

End 9936 

Method TBLASTX : Mai ze 

End 3126 

Score 111 

.1528, 1402. .1530, 1416. .1529, 
.2262, 2147. .2275, 2148. .2276, 
.2707, 2388. .2705, 2582. .2710, 
.2974, 2801. .3007, 2802. .2975, 



Seq. No. 46529 

Gene No. 98774 

Start 9692 

Name OJ000216_09 . 0330 . C3 . ol . tc 

Start 1459 

GI • ' none 

Exons 1459.. 1530, 1460.. 1528', 2144, 
2465. .2599 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_09.0330.C3 
9936 

TBLASTX: Cress 

2599 

68 



.2263, 2148.. 2261, 2369.. 2443, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



46529 
98774 
9692 

OJ000216_09.0330.C3.ol.ts 

2183 

none 

2183. .2269, 2184. .2270, 2387. 

46529 
■98774 
9692 

OJ000216_09 . 0330 . 03 . o2 . tm 

3132 

none 

3132.. 3191, 3136.. 3192, 3604. 
4115. .4159, 4247. .4363, 4248. 

46529 
98774 
9692 

OJ000216_09.0330.C3.o4.gs 

9692 

none 

9692.. 9936 



Seq. ID OJ000216_09.0330.C3 
Strand 

End . 9936 

Method TBLASTX : Soybean 

End 2615 

Score 69 
.2614, 2469. .2615 

Seq. ID OJ000216_09.0330.C3 

Strand - 

End 9936 

Method TBLASTX: Maize 

End 4364 

Score , 69 

.3711, 3605. -.3724, 3609.. 3725, 
.4364 

Seq. ID OJ000216_09.0330.C3 
Strand 

End * 9936 

Method GENSCAN 

End 9936 ^ 

Score .92 



Seq. No?-:. 4 6530 ' 

Gene No. 98775 

Start 1 

Name OJ00021 6_09 . 0330 . C4 . ol . np 



Seq. ID OJ000216_09. 0330.C4 

Strand + 

End 11662 

Method AAT/NAP 



48116 



start 
GI 

Exons 

GI Descrip. 



Seq. No'. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 End 904 9 

7513653 Score 62 

1..26, 8282. .8423, 8485. .8556, 9028. .9049 

formin related protein, lymphocyte specific - mouse 

gi I 4101720 I gb| AAD01273. 1 1 (AF006466) lymphocyte specific formin 

related protein [Mus musculus] 



46530 
98775 
1 

OJ000216_09.0330.C4 .ol.gs 

148 

none 

148. .310, 360. .431, 672. .770, 
1616.. 1697, 2100. .2194, 2795. 
4604. .4758 



Seq. ID OJ000216_09.0330.C4 

Strand + 

End 11662 

Method GENSCAN 

End 4758 

Score .75 

900. .941, 1288. .1368, 1476. .1526, 
.2866, 2927.. 3061, 4057.. 4123, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



46530 
98775 
1 

OJ000216_09. 0330.C4 .ol.gp 
8286 

30792_1.R1084 
8286.. 8571, 8848 



Seq. ID OJ000216_09.0330.C4 
Strand- + 
End^ ' 11662 
Method AAT/GAP 
End 9423 
Score 1329 
9423 

'2980774/emb|CAA18201.1| 5.0e-25 (AL022198) leucyl 
aminopeptidase-like protein [Arabidopsis thaliana] ' 



9265, 9359. 



46530 
98775 
1 

OJ000216_09.0330.C4 .o2.gs 

8293 

none 



Seq. ID OJ000216_09.0330.C4 



Strand 
End 

Method 

End 

Score 



-I- 

11662 
GENSCAN 
11568 
.76 



8293. .8667, 8848. .9553, 9651. .9876, 10003 .. 10225, 10353 10430, 
10708. . 10768, 10871. .11058, 1 1185 .. 11288 , 11475. .11568 



46530 Seq. ID OJ000216 

98775 Strand + 

1 End 11662 

OJ000216_09. 0330.C4 .o2 .np Method AAT/NAP 

8521 End 11313 

231536 Score 1812 

8521. .8571, 8848. .9265, 9359.. 9553, 9651. .9876, 



09. 0330. C4 



10225, 



10003. . 

10353. ..10430, 10708. .107 68, 10871. .11058, 11185. .11313 
CYTOSOL AMINOPEPTIDASE (LEUCINE AMINOPEPTIDASE ) (LAP) .(LEUCYL 
AMINOPEPTIDASE) (PROLINE AMINOPEPTIDASE) (PROLYL AMINOPEPTIDASE) 
gi|99683|pir| IS22399 leucyl aminopeptidase (EC 3.4.11.1) - , 
Arabidopsis thaliana gi 1 16394 | emb | CAA45040 . 1 1 ' .(X63444 ) leucine 
aminopeptidase [Arabidopsis thaliana] gi | 4115380 | gb | AAD03381 . 1 | 
(AC005967) putative leucine aminopeptidase [Arabidopsi 



46530 Seq. ID 

98775 . .Strand 

1 End 

OJ000216_09. 0330.C4 .o2.gp Method 

9992 End 

2300 1.R1084 Score 



OJ000216_09.0330.C4 
+ 

11662 
AAT/GAP 
11662 
1954 



48117 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene .No. 

Start 

Name 

Start 

GI 

Exons 



9992.. 10225, 10353 10430, 10708 107 68 , 10871 .. 11058 , 
11185.. 11662 

*3790743 3.0e-10 (AF099919) contains similarity to cytochrome C 
oxidase assembly protein 00X17 homologues [Oaenorhabditis 
elegans] * 



46530 Seq. ID 

98776 Strand 

13410 End 

OJ000216_09 . 0330 . 04 . o3 . gp Method 

13410 End 

2312774 Score 
13410. .13512, 14 457. .14 785 

3790743 3.0e-10 (AF099919) contains similarity to cytochrome 0 
oxidase assembly protein 00X17 homologues [Oaenorhabditis 
elegans] 



OJ000216_09.0330.O4 

14785 
AAT/GAP 
14785 
721 



Seq. ID OJ000216_09. 0330.04 
Strand -f 



46530 
98776 

13410 ^ ■ 

OJ000216_09.0330.O4.o3.np 
14448 
7293034 
14448.. 14719 

(AE003497) OG9065 gene product [Drosophila melanogaster ] 



End 

Method 

End 

Score 



14785 
AAT/NAP 
14719 
183 



46530 Seq. ID 

98777 Strand 

13420 End 

OJ000216_09. 0330.04 .o4 .ts Method 

675 End 

none Score 



OJ000216_09.0330.O4 
21231 

TBLASTX : Soybean 

2185 

130 



675. .776, 1269. .1358, 1297. .1374, 1436. .1528, 1473. .1529, 
1613. .1699, 1613. .1699, 2098. .2184, 2099. .2185 



Seq. No. 46530 

..Gene No. • . 98777 

Start' 13420 

Name OJ000216_09 . 0330 . 04 . o4 . tm 

Start 8464 

GI none 

Exons 8464.. 8502, 8466.. 8534, 8533. 

8844. .9122, 8845. .9123 



OJ000216_09. 0330.04 
21231 . 

TBLASTX: Maize 

9123 

60 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.8574, 8535. ..8567, 8844. .8960, 



Seq.' ID 
Strand 
End 

Method 
End 
Score 



OJ000216 09.0330.04 



.Seq. No. 46530 
Gene No. 98777 
Start 13420 

Name^ OJ000216_09 . 0330 .04 . ol . tc 

Start 8845 
GI none 

Exons 8845.. 9120, 8850.. 9107, 9327 

9617. .9874, 9646. .9876, 9673 
10347. .10436, 10707 .. 10772 , 10708 .. 10770 , 10866 .. 11057, 
10867. .11058, 10867. . 11058, 11163 11309, 11164 .. 11310, 
11182. .11310, 11183.. 11314 



21231 

TBLASTX :Oress 
11314 
257 

9575, 9331. .9558, 9605. .9874, 
9876, 9994. .10227, 9995.. 10228, 



Seq. No. 



46530 



Seq. ID OJ000216_09.0330.C4 



48118 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



98777 Strand 

13420. End 

OJ000216_09.0330.C4 .ol.ts Method 

8845 End 

none Score 



21231 

TBLASTX: Soybean 

11310 

265 



8845. .9111, 8850. .9104, 9112. .9276, 9114. .9272, 9355. .9558, 
9357. .9578, 9617. .9874, 9632. .9874, 9661. .9876, 9676. .9876, 
9994. .10227, 9995. .10228, 10347. .104 36, 10350. .10430, 
10704-. .107 69, 10707. .107 69, 10708. .10770, 10866. .11057, 
10867. .11058, 11137. .11304, 11145 .. 11309, 11164. .11310 



Seq. No. 


46530 








Seq. ID 


OJ000216_09.0330.C4 


Gene No. 


98777 








Strand 




Start 


13420 








End 


21231 


Name 


OJ000216 09. 


0330 


.C4.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


9325 








End 


9759 


GI • 


none 








Score 


260 


Exons 


9325. .9558, 


9357 


. .9557, 


9650. 


.9757, 9673. .9759 ' 


Seq. No. 


46530 








Seq. ID 


OJ000216_09.0330.C4 


Gene No. 


98777 








Strand 




Start 


13420 








End 


21231 


Name 


OJ000216 09. 


0330 


.04. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


9387 








End 


11312 


GI 


none 








Score 


153 


Exons 


9387. .9548, 


9387 


. . 9551, 


9388. 


.9558, 9412. .9564, 9587. .9874, 



9617. .9874, 9640. .9876, 9670. .9876, 9994. .10227, 9995. .10228, 
10347. .10436, 10348 10425 , 10350 .. 104 30, 10685 .. 10723, 
10696. .107 64, 10704. .10772, 10708. .10770, 108 66. .11057, 
108 66. .11057, 108 67. .11058, 11142. .11309, 11150. .11305, 
11164. .11310, 11165. . 11311, 11196. .11312 



Seq. No. 46530 
Gene No. ^ 98777 
Start 13420 

Name OJ00021 6_09 . 0330 . C4 . ol . tw 

Start- 10183 
GI ' none 

Exons 10183, 

10685. 

10708. 

10870. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_09.0330.C4 
21231 

TBLASTX: Wheat 

11058 

66 



10227, 10184. .10228, 10347. 

10723, 10705. .10770, 10707. 

10770, 10866. .11057, 10866. 
11058 



10436, 10348. .10428, 
10769, 10707. .10772, 
11057, 10867. .11058, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46530 
98777 
13420 

OJ000216_Q9.0330.C4 .o3.gs 
13420- 



none 
13420, 
16792. 
20964 . 



Seq. ID OJ000216_09.0330.C4 
Strand 

End 21231 
Method GENSCAN 
End 21231 
Score .82 

.13830, 15639. .15744, 15846 1594 1, 16042 .. 164 66, 
.16877, 16977. .17069, 17 181 .. 17276, 17358 .. 174 65 , 
.21231 



Seq. No. 4653.0 

Gene No. 98777 

Start 13420 

Name OJ000216 09. 0330. C4, 



o3 . ts 



•Seq. ID 

Strand 

End 

Method 



OJ000216_09;0330.C4 
21231 

TBLASTX: Soybean 



48119 














1 4799 
X ft / Z Z 








none 






Score 


9fl S 






Exons 


14545. . 


14721, 14546 












Seq. No. 


46530 






Seq. ID 


OJ000216 


_09.0330. 


,C4 


Gene No. 


98777 






Strand 








O L.CLI. L 


13420 






FnH 

LjLI\J. 


^ X z 0 X 






N3.rne 


OJ000216 09. 0330. C4 


. 04 . t C 


Ma "H Vi o/H 


i DXirio i A . 


Cr es s 






14561 








1 4799 








none 






Score 


ZOO 






Exons 


14561. . 


14722, 14578 












O ^ • IN (J • 


46530 






q^ao in 


\JO U u U Z X D 








98777 






Strand 








start 


13420 






End 


21231 






Name 


OJ000216 09. 0330. C4 


. o4 . gp 


Method 


AAT/GAP 








14901 






End 


15712 








59833 1 


..R1084 




Score 


1340 






Exons 


14901. . 


15533, .15639 


. . 15712 












'3738327 6.0e-ll {AC005170) 


putative serine carboxypeptida; 




[Arabidopsis thaliana] * 










Q d Kfr\ 

o e q . LN u . 


46530 






Seq. ID 


OJ000216 








98777 






Strand 










13420 






End 


21231 " 






Name 


OJ00021 


.6_09.0330.C4 


. o2.tm 


Method 


TBLASTX:; 


Maize 




Start 


15188 






End 


16193 






GI 


none 






Score 


52 






Exons 


15188. . 


15331, 15220 


. . 15258, 


15269. .15295, 15368 


. . 155 Jo , 






15369. . 


15536, 15384 


. .15536, 


15385. .15537, 15636 


. .15743, 






15636. . 


15746, 15637 


. .15756, 


15637. ..15756, 15846 


. .15944, 






15847. . 


15948, 15848 


. .15943, 


16022. .16177, 16044 


. .16169, 






16161. . 


16193 












O c . Ln (J . 


46530 






Seq. ID 


OJ000216 


_09.0330. 


C4 




98777 






Strand 










13420 






End 


21231 






Name 


OJ000216 09. 0330. C4 


.o2.tc 


Method 


TBLASTX :i 


Cress 




Start 


15390 






End 


17070 






GI 


none 






Score 


136 






Exons 


15390. . 


15536, 15397 


. ,15537, 


15399. .15575, 15636 


. .15746, 






15637. . 


15747, 15848 


. .15943, 


16044. .16061, 16063 


. .16155, 






16065. . 


16166, 16066 


. .16155, 


16248. .16466, 16255 


. .16308, 






16381. . 


16467, 16816 


. .16878, 


16817. .16879, 16972 


. .17070, 






16976. . 


17053 












q o o Ni 

O c q . IN o . 


46530 






Seq. ID 


OJ000216^ 


^09.0330. 


C4 


osne ino . 


98777 






Strand 








o L.ar L 


13420 






End 


21231 






Name 


OJ000216 09. 0330. C4 


.04 .np 


Method 


AAT/NAP 






Start 


15390 






End 


21219 






GI 


7269962 






Score 


1456 






Exons 


15390. . 


15533, 15639 


. .15744, 


15846. .15941, 16042 


. .16466, 






16792. . 


16877, 16977 


. . 17069, 


17181. .17276, 17358 


. .17465, 






20964. . 


21219 













GI Descrip. (AL161577) SERINE CARBOXY PEPTIDASE Il-like protein [Arabidopsis 
thaliana] 



48120 



Seq. No. 46530 
Gene No. 98777 
Start 13420 

Name OJ00021 6_09 . 0330 . C4 . o2 . ts 

Start 15399 
GI none 
Exons 15399. 

15846, 

16044, 

16341, 

16974 . 



.15536, 15460. 

.15944, 15848, 

.16160, 16157. 

.16472, 16381. 

.17072, 16976. 

17178. .17240, 17182. 



,15534, 
,15943, 
,16195, 
,16467, 
,17065, 
, 17274, 



Seq. ID 
Strand 
End 

'Method 
End 
Score 
15636. .15746, 



OJ000216 09. 0330. C4 



16039, 
16248, 
16789, 
17099, 
17183, 



.16161, 
.16292, 
,16878, 
,17143, 
,17275 



21231 

TBLASTX : Soybean 
17275 
89 

15712. .15756, 
16042. . 16119, 
16255. . 16293, 
16972. . 17070, 
17173. . 17274, 



Seq. No. 46530 Seq. ID OJ000216_09 . 0330 . C4 

Gene No. 98777 Strand 

Start 13420 End 21231 

Name OJ000216_09 . 0330 . C4 . o5 . gp Methpd AAT/GAP 

Start 16247 End 16644 

GI 2310570 Score 687 

Exons 16247.. 16644 

GI Descrip. 3738327 6.0e-ll {AC005170) putative serine carboxypeptidase 
[Arabidopsis thaliana] 



Seq. No. 4 6530 

Gene No. 98777 . 

Start 13420 

Name OJ00021 6_09 . 0330 . C4 . o3 . tm 

Start 16248 
GI none 
Exons 16248. 

16789, 

17182. 



16292, 16249. .16293, 
16878, 16972. .17070, 
17274, 17183. . 17278, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_09.0330.C4 
21231 

TBLASTX: Maize 

21183 

41 



16350. .16472, 16378. .16467, 
16976. .17050, 17170. .17271, 
17359. .17 4 66, 1737 8. .174 67, 



20962. .20988, 21019 .. 21138, 21020 .. 21130 , 21025. .21183 



KJ Seq. No. 46530 

il. Gene No. 98777 

'™ Start 13420 

if Name OJ000216_09 . 0330 . C4 . o3 . tc 

□ Start 17182 

Ij GI none 
Exons 



Seq. ID OJ000216_09.0330.C4 
Strand 
End 

Method 
End 
Score 



21231 

TBLASTX: Cress 

21135 

113 



17182. .17274, 17183 .. 17278, 17359 .. 17 4 66, 17360 .. 174 67 , 
20962. .21096, 20963 .. 21076, 21100.. 21135 



Seq.. No. 


46531 




Seq... ID 


OJ000216_ 


09.0330 


.05 


Gene No. 


98778 




Strand 


+ 






Start 


2094 : 




End 


5503 






Name 


OJ000216 09 


.0330.C5.o2.np 


Method 


AAT/NAP 






Start 


2094 




End 


5503 






GI 


6063557 




Score 


85 






Exons 


2094. .2132, 


4324. .4503, 5472., 


.5503 








GI Descrip. 


(AP000615) 


similar to dJ522J7, 


.2 (Z988 


85) [Oryza 


sativa] 




Seq. No. 


46531 




Seq-. ID 


OJ000216_ 


09.0330 


.C5 


Gene No. 


98779 




Strand 








Start 


706 




End 


3325 






Name 


OJ000216 09 


.0330.C5.ol.np 


Method 


AAT/NAP 







^ 48121 



# • 



start 


616 


End 


2928 




GI 


. 7485561 


Score 


92 




Exon s 


616.. 752, 873.. 953, 1017..1098> 2445. 


.2527, 2907.. 2928 






hypothetical protein |;16G20.60 - Arabidopsis thaliana 






gi 1 34 51061 |emb|CAA20457. 1 | (AL031326) 


putative protein 






[Arabidopsis thaliana] gi | 7269184 | emb 


ICAB79291.il (AL16155 




putative protein [Arabidopsis 


thaliana] 




Seq. No. 


46531 


Seq. ID 


OJ000216_09.0330 


. C5 


Gene No. 


98779 


Strand 






Start 


706 


End 


3325 




Name 


OJ000216 09.0330.C5.ol.gs 


Method 


GENSCAN 




Start 


706 


End 


3325 




GI 


none 


Score 


.53 




F! von 


706. .762, 883. .1098, 1831. .2016, 2448 


. .2534, 3182. .3325 




Seq. No. 


46531 


Seq. ID 


OJ000216_09.0330 


■ \^ .J 


Gene No. 


98780 


Strand 






Start 


3948 


End ' 


5492 




Name 


OJ000216 09 0330 C5 o2 a<5 


Method 


GENSCAN ■ 




o u a i- L. 


3948 


End 


5492 




O J. 


none 


Score 


.83 




P. von s 


3948. .4121, 4659. .4740, 5422. 


.5492 






Seq. No. 


4^532 


Seq.. ID 


OJ000216_09.0330 




Gene No. 


98781 


Strand 


+ 




Start 


148 


End 


1915 




Name 


OJ000216_09.0330.C6.ol.gs 


Method 


GENSCAN 




Start 


14ft 

X *a O 


End 


1915 




GI 


none 


Score 


.63 




F' von ^ 


148. .236, 1759. .1915 








Sea No 


46532 


Seq. ID 


OJ000216_09.0330 


C6 




98782 


Strand 


+ 




Start 


3197 


End 


7521 




Name 


OJ000216 09.0330.C6.ol.gp 


Method 


AAT/GAP 




Start 


3157 


End 


3773 ' • 




GI 


uC-osflcyp030f05bl 


Score 


962 




Exon ^ 


3157. .3589, 3710. .3773 










M263711/gb|AAD15397 1 5.0e-28 


(AC006223) putative 






CCR4-associated transcription 


factor 


; Arabidopsis thaliana 


Sea No 


46532 


Seq. ID 


OJ000216_09.0330, 


C6 


Gene No. 


98782 


Strand 


+ 




Start 


3197 


End 


7521 




Name 


OJ000216 09.0330.C6.o2.gs 


Method 


GENSCAN 




Start 


3197 


End 


7521 




GI 


none 


Score 


.55 




Fi X o n 


3197.. 3589, 3710.. 3793, 3977. 


.4228, 4417. .4482, 5558. .5623 




6603.. 6939, 7209.. 7274, 7487. 


.7521 






Seq. No. 


46532 


Seq. ID 


OJ000216_09.0330. 


C6 


Gene No. 


98782 


Strand 


+ 




Start 


3197 


End 


7521 




Name 


OJ000216 09.0330.C6.ol.np 


Method 


AAT/NAP 




Start 


3710 


End 


7010 




GI 


4115386 


Score 


435 





48122 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3710. .3773, 3993. .4162, 4417. .4482, 5558. .5623, 5709. .5747, 
6603.. 7010 

(AC005967) unknown protein [Arabidopsis thaliana] 



46532 
98783 
8486 

OJ000216_09.0330.C6.o3. tm 

3230 

none 



Seq. ID- OJ000216_09.0330.C6 
Strand 

End 11519 

Method TBLASTX : Mai ze 

End 3593 

Score 124 



3230. .3307, 3232. .3306, 3406. .3426, 3407. .3466, 3431. .3568, 
3545.. 3589, 3573.. 3593 



Seq. No. 46532 

Gene No. 98783 

Start 8486 

Name OJ000216_09 . 0330 . C6 . o3 . gs 

Start 8486 

GI none 
Exons 



Seq. ID OJ000216_09.0330.C6 
Strand 

End 11519 

Method GENSCAN 

End 11431 

Score .84. 

8486. .8502, 9196. .9301, 9788. .9992, 10237 .. 10424 , 10554 .. 10731 , 
10921. .11072, 11393.. 11431 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46532 
98783 • 
8486 

OJ000216_09.0330.C6..o2 .np 
8974 
5281020 



Seq. ID OJ000216_09.0330.C6 
Strand 

11519 
AAT/NAP 
11519 
754 



End 

Method 
End 
Score 

8974. .9095, 9196. .9301, 9788. .9992, 10237 .. 10424 , 10554 .. 10731, 
10921. .11072, 11393. .11519 

(Z97339) ATP-dependent RNA helicase like protein [Arabidopsis 
thaliana] 



Seq. No. 46532 

Gene No. 98783 

Start 8486 

Name OJ000216_09 . 0330 . C6 . ol . ts 

Start 9785 

GI ' none 
Exons 



Seq. ID OJ000216_09.0330.C6 
Strand 

End 11519 

Method TBLASTX : Soybean 

End 10586 

Score 138 



9785. .9991, 9786. .9995, 10239 .. 10424 , 10548. .10586 



Seq. No. 46532 

Gene No. 98783 

Start 8486 

Name OJ00.0216_09 . 0330 . C6 . ol . tm . 

Start 10224 

GI none 
Exons 



Seq. ID OJ000216_09.0330.C6 
Strand 

End 11519 

Method .TBLASTX: Maize 

End 10593 

Score 148 



10224. .10388, 10226 .. 10390, 10230 .. 10388 , 10336 .. 10389, 
10365. .10466, 10366 .. 10437, 10374 .. 104 66, 104 63 .. 10531 , ' 
1054 5. .10592, 1054 8. .10592, 1054 9. .10593 



Seq. No. 46532 

Gene No. 98783 

Start 8486 

Name OJ000216_09 . 0330 . 06 . o2 . tm 

Start 10656 

GI none 



Seq. ID OJ000216_09.0330.C6 
Strand 

End 11519 

Method TBLASTX : Mai ze 

End 11518 

Score 91 



48123 



Exons 10656. . 10733, 10665 10733, 10669 10734 , 10984 11079, 

10986. . 11084, 10993. . 11073, 11390 .. 11518 , 11393. .11515 



Seq. No. 
Gene No. 
Start 
Name 
■ Start 
GI 

Exons 

GI Descrip. 



46533 
98784 



Seq. ID OJ000216_09.0330.C7 
Strand + 



OJ000216_09.0330.C7 .o2.np 
1 

2459436 
1..47, 1725. .2213 

(AC002332) unknown protein [Arabidopsis thaliana] 



End 

Method 
End 
Score 



3404 
AAT/NAP 
2213 
230 



Seq. No. 46533 Seq. ID 

Gene No. 98784 Strand 

Start 1 End 

Name OJ000216_09. 0330.C7 .ol.gs Method 

Start 1019 End 

GI none Score 

Exons 1019.. 1128, 1370.. 2687 



OJ000216_09.0330.C7 
4- 

3404 
GENSCAN 
2687 
.76 



Seq. No. 


46533 


Seq. ID 


OJ000216_09.0330.C7 


Gene No. 


98784 


Strand 


+ 


Start 


1 


End 


3404 


Name 


OJ000216- 09.0330.C7.o3.np 


Method 


AAT/NAP 


Start . 


2096 


End 


3404 


GI 


5777617 


Score 


84 


Exons 


2096. .2150, 3307. .3404 






GI Descrip. 


(AJ245900) CAA30375.1 protein 


[Oryza 


sativa] 


Seq. No. 


46533 


Seq. ID 


OJ000216_09. 0330.07 


Gene No. 


98785 


Strand 




Start 


1 


End 


286 


Name 


OJ000216 09.0330.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


261 


GI 


5281020 


Score 


304 


Exons 


1. .261 






GI Descrip. 


.{Z97339) ATP-dependent RNA helicase like protein [Arabidops 




thaliana'] 







Seq. No. 46533 Seq. ID 

Gene No. 98785 Strand 

Start 1 End 

Name OJ0002 16_09 . 0330 .C7 . ol , ts Method 

Start • 25 End 

GI none Score 

Exons 25.. 237, 38.. 262, 46.. 267 



OJ000216_09.0330.C7 
286 

TBLASTX: Soybean 

267 

105 



Seq. No. 46533 Seq. ID 

Gene No. 98785 Strand 

Start 1 End 

Name OJ0002 16_09 . 0330 . 07 . ol . tm Method 

Start 30 End 

GI none Score 

Exons 30. . 122, .34 . .246, 38. .247, 46. .246 



OJ000216_09.0330.C7 
286 

TBLASTX: Maize 

247 

253 



Seq. No. 
Gene No. 



46533 
98785 



Seq. ID 
Strand 



OJ000216 09.0330.07 



48124 




start 


1 








End 


286 




OJ000216 09 


0330 

1 y -J J V 


.C7.01. 


tc 






Start 










End 


286 


GI 


none 








Score 


236 


F. X n n 


38 286- 38 


.283 


, 46. .285 






Seq. No. 


46533 








Seq. ID 


OJ000216_09. 0330.07 


Gene No. 


98786 








Strand 




Start 


884 








End 


1027 


Name 


OJ000216 09. 


0330 


.07 . o3 . 


tm 


Mp"t" hoH 


TRT.A9TX • M^^ 1 


Start 


884 








End 


1027 


GI 


none 








Score 


187 


Exnn *=5 

1^ \J 1 1 o 


884. .1027, 919.. 


1011 








Seq. No. 


46533 








Seq. ID 


OJ000216_09.0330.C7 


Gene No. 


98787 








Strand 




Start 


1823 








End 


2339 


Name 




0330 

VJ J J w 


. C7.o2. 


tc 


Method 


TBLASTX: Cress 


Start 


1823 








■ End 


2339 


GI 


none 








Score 


194 


R V n n 


1823. .2053, 


1887 


. .2057, 


2112, 


..2204, 2238. .2339 


Seq. No. 


46533 








Seq. ID 


OJ000216_09. 0330.07 


Gene No. 


98787 








Strand 




Start 


1823 








End 


2339 


Name ■ 


OJ000216 09 


0330 


, C7 . o2 . 


ts 


Method 


TBLASTX : Soybean 


o u a i- L. 


1833 








End 


2189 




none 








Score 


177 


F! V o n Q 


1833. .2060, 


1886 


. .2053, 


2118. 


. .2189 




Seq. No. 


46533 








Seq. ID 


OJ000216_09.0330.C7 


Gene No. 


98787 








Strand 




Start 


1823 








End 


2339 


Name 


OJ000216 09. 


0330 


. C7 . o2 . 


tm 


Method 


TBLASTX: Maize 


Q-i- = rt 

O U CL i- L. 


-L V ^ J 








End 


2333 


GI 


none 








Score 


181 




1893. .2066, 


1898 


. .2065, 


■ 2118, 


,.2333, 2120. .2227 


Seq. No. 


46533 








Seq. ID 


OJ000216_09. 0330.07 


Gene No. 


98788 








Strand 




Start 


2355 








End 


2672 


Name 


OJ000216 09. 


0330 


.C7.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


2355 








End 


2672 


GI 


none 








Score 


81 


F. X o n <5 


2355. .2444, 


2363 


. .2440, 


2475. 


.2672, 2475. .2642, 2477. .2671 


O C ^-^ • Vi\J % 


46534 . 








Seq. ID 


OJ000216_09. 0330.08 


Gene No. 


98789 








Strand 


+ 


Start 


24 








End 


7952 


Name 


OJ000216 09. 


0330 


.08. ol. 


gs 


Method 


GENSOAN 


O L d I. L 


24 








End 


7952 


GI 


none 








Score 


.72 


Exons 


24. .200, 206 


;..564, 739. 


.875, 


1101, . 121S 


h 2816. .2888, 3126. 




3607. .3728, 


4172, 


. .4236, 


4961. 


.5602, 5838. .6245, 6999. .7952 


Seq. No. 


46534 








Seq. ID 


OJ000216_09. 0330.08 


Gene No. 


98789 








Strand 


+ 



48125 



start 
Name 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



24 



End 

Method 
End 
Score 



7952 
AAT/NAP 
7951 
987 



OJ000216_09. 0330.C8.o2.np 
7125 
6503290 
7125.. 7951 

(AC011713) Similar to gb|U21855 CCR4-associated factor 1 (CAFl) 
from Mus musculus . ESTs gb | AAA394972, gb|AA585812 and gb|H77015 
come from this gene. [Arabidopsis thaliana] 



46534 Seq. ID 

98790 Strand 

8029 End 

OJ000216_09.0330.C8 .o2.gp Method 

8029 End. 

4715326 Score 
8029. .8371 



OJ000216_09.0330.C8 
+ 

8371 
AAT/GAP 
8371 
635 



Seq. No. 46534 Seq. ID 

Gene No. 987 91 Strand 

Start 25429 End 

Name OJ0002 1 6_09 . 0330 . C8 . o4 . gs Method 

Start 25429 End 

GI none Score 

Exons 25429. .25488, 27290.. 27313 

Seq. No. 46534 Seq. ID 

Gene No. 98792 Strand 

Start 29365 End 

Name OJ000216_09 . 0330 . C8 . o7 . gp Method 

Start 29365 End 

GI none Score 

Exons 29365. .29681 



OJ000216_09.0330.C8 
+ 

27313 
GENSCAN 
27313 
.82 



OJ000216_09.0330.C8 

+ • 

29681 
AAT/GAP 
29681 
550 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

•Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



46534 
98793 
4862 

OJ000216_09, 
4 8 62 
1903347 
4862. .5482, 



0330.C8.ol.np 



8687. .8715 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_09.0330.C8 

8715 
AAT/NAP 
8715 
389 



(AC000104) EST gb|ATTS5672 comes from this gene, 
thaliana] 



[Arabidopsis 



46534 Seq. ID 

98793. . Strand 

4 8 62 End 

OJ000216_09 . 0330 . 08 . ol . gp Method 

7716 End 

3107363 Score 
7716. .8020 

4263711/gb|AAD15397 I 5.0e-28 {AC006223) putative^GCR4-associated 
transcription factor [Arabidopsis thaliana] - 



OJ000216_09.0330.C8 

8715 
AAT/GAP 
8020 
594 



46534 Seq. ID 

98794 Strand 

10287 End 

OJ000216_09.0330.C8 .o2.gs Method 



OJ000216_09.0330.C8 

20590 
GENSCAN 



48126 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



10287 
none 

10287. .11534, 11819. 



End 12124 
Score .96 



12124 



46534 
98794 
10287 
OJ000216 
10388 
6623883 
10388. .10421, 
15635. .15786, 



OJ000216 09.0330.C8 



09.0330.C8.o4.np 



Seq. ID _ 
Strand 

End 20590 
Method AAT/NAP 
' End 16673 
Score 675 
13893. .14357, 14 954 .. 15030, 15376 15604 , 
16007. .16159, 16547. ,16673 
(AC018722) putative two-component response regulator protein 
[Arabidopsis thaliana] 





O C v.^ • L\KJ t 


*i W sj J *± 




Seq. ID 


OJ000216J 


U -7 • U J J U 






o o Mo 






' Strand 










o t. dX L 






End 


20590 








Name 


OJ000216 09. 0330. C8 


. o3 . gp 


Method. . 


AAT/GAP 








Start 


12623 




End 


• 13227 










O / D O O O Z7 




Score 


786 








Exons 


19fi9^ 19Q7^ 














C^^rr Mo 


4 D O J *i 




Seq. ID 


OJ000216_ 


\jy . u u 






d^TTi Q M O ^ 






Strand 








; ^ 


q-l- a -rf- 
O UciX U 


X u ^ o / 




End 


20590 








Name 


OJ000216 09. 0330. C8, 


. o3.gs 


Method 


GENSCAN 






fy 


start 


12902 




End 


20590 






P 


o X 


n on o 




Score 


.57 










X^_7U^. » x^iy 1 f XOXJ^i 


• • X *± ^ X ^ , 


15376. .15786, 15832. 


1 SQ7R 








XDUU f • .XDXO;?, XDOju. 


t * X D D 0 ^ , 


16931. .16964, 17295. 


1 7 4 '^4 








1 Q7nn 1 QP41 9rms^ 

x^/uu. .x;?o*ix, ziuooo. 














Ccarr Mo 


*i D J J *1 




Seq. ID 


OJ000216_ 




PR 


I. ~x 


oene LNO . 


QP7 Q4 




Strand 










start 


10287 




End 


20590 ^ 








Name 


OJ000216 09. 0330. C8. 


. o4 . gp 


Method 


AAT/GAP 








Start 


13214 




End 


13513 








GI 


2280643 




Score 


566 








Exons 


13214. .13513 












C3 


Seq. No. 


46534 




Seq. ID 


OJ000216_ 


09.0330 


.08 




Gene No. 


98794 




Strand 










Start 


10287 




End 


20590 








Name 


OJ000216 09. 0330. C8. 


, o5.gp 


. Method . 


AAT/GAP 








Start 


16660 




End 


17094 








GI 


569176 




Score 


744 








Exons 


16660. .17094 














Seq. No. 


46534 




Seq. ID 


OJ000216_ 


09.0*330 


.C8 




Gene No. 


98795 




Strand 










Start 


27985 




End 


28078 








Name 


OJ000216 09. 0330. C8. 


, o 6 . gp 


Method 


AAT/GAP 








. Start 


27985 




End 


28078 








GI 


LIB3477-003-P1-K1-EC 


) 


Score 


145 








Exons 


27985. .28078 













GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 



48127 




S 1 PRECURSOR (ORY S I) >gi_1173557 {U31771) Ory s 1 [Oryza 
sativa] * 



Seo No 


46534 








Spo id 


OJ000216 09 0^30 


08 




98796 








St rand 






Start 


28828 








End 


-32411 




Name 


OJ000216 09, 


.0330 


.08. o2. 


tw ■ 


Method 


TBLASTX • Wheat 




Start 


285 








End 


4 91 




GI 


none 








Score 


192 




Exons 


285. .491, 294. .485, 296. .490 








*^pri No 


46534 








Seq. ID 


OJ000216_09.0330 






98796 








Strand 






Start 


28828 








End 


32411 




Naine 


OJ000216 09. 


0330 


.C8.05. 


tm 


Method 


TBLASTX: Maize 




Start 


4871 








End 


5129 




GI 


none 








Score 


183 




Exons 


4 871 5128 


4872 


. .4985, 


4 916. 


.5008, 5025.. 5129 




Qf^n No 


46534 








Seq. ID 


OJ000216_09.0330 


PR 




98796 








Strand 






o u a.i. L. 


28828 








End 


32411 




NaiTis 


OJ000216 09. 


0330, 


.08. o4 . 


to 


Method 


TBLASTX: Oress 




O L. d J. L. 


4970 








End 


5294 




GI 


none 








Score 


69 




Exons 


4970 5122 


5034 


• • J. ^ ^ , 


5187 . 


.5294, 5198. .5293 •, 




Qarr Nn 


46534 








Seq. ID 


OJ000216_^09.0330 


. o 




98796 








Strand 








28828 








End 


32411 




Nartis 


OJ000216 09. 


0330, 


.08.09. 


tm 


Method 


TBLASTX: Maize 




Start 


5190 








End 


5456 




GI 


none 








Score 


100 




Exons 


5190. .5291, 


5201. 


. .5290, 


5369. 


.5443, 5370. .5456 




9prr No 


46534 








Seq. ID 


OJ000216_09.0330 




flf^np No 


98796 








Strand 






Start 


28828 








End 


32411 




NaniB 


OJ000216 09. 


0330. 


.08.05. 


ts 


Method 


TBLASTX : Soybean 




Start 


5204 








End 


5444 






none 








Score 


70 




Exons 


5204 . .5293, 


5238. 


. .5291, 


5375. 


.5443, 5382. .5444 




ti-' ^ >~A ■ IN * 


46534 








Seq. ID 


OJ000216_09.0330 


.C8 


r^^n^ No 


. 98796 . 








Strand 






U Cl J. L. 


28828 








End 


32411 




Name 


OJ000216 09. 


03-30. 


,08. ol. 


to 


Method 


TBLASTX: Cress 




O I, di. L 


7146' 








End 


7935 




GI 


none 








Score 


264 




Exons 


7146. .7250, 


7161, 


. .7400, 


7235. 


.7285, 7416. .7934, 7422. .7916. 




7672.. 7935 














Seq. No. 


46534 








Seq. ID 


OJ000216_09.0330 


.08 


Gene No. 


98796 








Strand 






Start 


28828 








End 


32411 




Name 


OJ000216 09. 


0330. 


,08. ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


7146 








End 


7935 





48128 






none 






Score 


303 




Exons 




71 fil 
/ X O X 


74 00 7 9 "^9 


..7285, 7334. .7399, 7416. .7934 






74 94 

1 H H 


7Q^0 7fiS1 


. .7935 






Seq. No. 


4 6534 






Seq. ID 


OJ000216_09.0330 


.08 


Gene No. 


98796 






Strand 






O U CL I. L 


^ o o ^ o 






End 


32411 




Nsme 




o^^o 


PR A9 -l-Tn 


Method 


TBLASTX: Maize 




o t. ci IT L 


7 T S9 ~ ' 






End 


7610 






none 






Score 


392 




V o n G 


7TS9 79S0 


71 f^^ 

/ X U X 


7479 100 


..7468, 7430. .7609, 7473. .7610 


Seq. No. 


46534 






Seq. ID 


OJ000216_09.0330, 


.08 


Gene No. 


98796 






Strand 








^ o o ^ o 






End 


32411 




Nsirie 


n.T00091 OQ 


O^^O 
U J J u 


PR o*^ -hm 
. . U O . LIU 


Method 


TBLASTX: Maize 




O d i. I, 


770fi ~~ 






End 


7953 






none 






Score 


420 






770^ 7 QS1 


7707 


7QS9 770ft 


..7953, 7708. .7953 




Seq. No. 


46534 






Seq. ID 


OJ000216_09.0330, 


.08 


Gene No. 


98796 






Strand 






O U a IT L 


Z O O o 






End 


32411 




Nsine 


n T0009 1 OQ 


0330, 


.08 .o7 .tm 


Method 


TBLASTX: Maize 






1 09 QO ~ 
X u z y u 






End 


10466 






none 






Score 


169^ 




Exons 


109 QO 104f^f 


10292. .10465, 


10293. . 10466 




Seq. No. 


46534 






Seq. ID 


OJ000216_09.0330. 


.08 


Gene No. 


98796 






Strand 






o U d I. L. 


9fiP 9ft 
z o o z o 






End 


32411 




N3ine 


n,T00091 OQ 


0330, 


.C8.o3.ts 


Method 


TBLASTX : Soybean 






1 07 S9 ~ 






End 


11282 






none 






Score 


215 






1 07 S9 1 Oft 


t, 10881. .11282 








Seq. No. 


• 46534 






Seq. ID 


OJ000216_09.0330. 


.08 


Gene No. 


98796 






Strand 






c-j- a rf- 
o L dl. L 


9ftft 9ft 
z o o z o 






End 


32411 




Nsine 


n T00091 OQ 


0330. 


.08 .o5. to 


Method 


TBLASTX: Cress 




Q-t- a -r-t- 
oLdj. L- 


1 1 01 ~ 
X X U X o 






End 


11540 






none 






Score 


218 






1101^ llSdO 

XXUXJ. . XXJ'iU 












Seq. No. 


46534 






Seq. ID 


OJ00p216_09.0330, 


,08 


Gene No. 


98796 






Strand 






q-h a v-i- 
O L d I. L- 


28828 






, End 


' 32411 




N3iue 


OJ000216 09. 


0330. 


,08.o8.tm 


Method 


TBLASTX: Maize 




O L d. J. C 


11031 






End 


11375 






none 






Score 


75 




Exons 


11031. . 11375, 11085. . 11282, ; 


11160. . 11375 




Seq. No. 


46534 






Seq. ID 


OJ000216_09.0330. 


,08 


Gene No. 


98796 






Strand 






Start 


28828 






End 


32411 




Name 


OJ000216 09. 


0330. 


,08.ol.tm 


Method 


TBLASTX: Maize 




Start 


12819 






End 


14401 • . 





48129 




none 








128 ly . . 




12842 . 


. 12931 , 


T o n "0 




13105 . 


. 13251 , 


1 '5 ^ R 
1 J J DO . . 




1 J J / / . 


T Q C O O 


13528. . 


13614, 


13536. 


.13814, 


13783. . 


13920, 


13822. 


. 13920, 


13918.. . 


14034, 


13941. 


.14036, 


14067::; 


14171, 


14068, 


.14172, 


14178. . 


14279, 


14180. 


.14293, 


14271. . 


14375, 


14272. 


.14376 




Score 37 






12903. 


. 12932, 




1 9QQ1 


13152. 


.13286, 


13261 . 


. 13326, 


13421. 


.13537, 


13525.. 


.13812^ 


13651. 


.13833, 


13782. 


.13904, 


13913. 


.14035, 


13914. 


.14033, 


14043. 


.14069, 


14058. 


.14171, 


14170. 


:14229, 


14175. 


.14279, 


14182. 


. 14280, 


14270. 


.14401, 



O C ^ • iM . 


46534 






Seq. ID 


OJ000216_09.0330, 






98796 






Strand 






start 


28828 






End 


32411 




Name 


OJ000216 09. 0330. C8, 


.o3.tc 


Method 


TBLASTX: Cress 




Start 


14954 






End 


16644 




GI 


none 






Score 


68 




Exons 


•14954. 


.15028, 14960, 


. .15028, 


153.75. .15464, 15377 ... 1552 6, 






- 15632. 


.15787, 15666, 


. . 15785, 


15671. . 15787, 15999. . 16166, 






" 16011. 


.16154, 16548. 


. . 16643, 


16549. . 16644 




Seq. No. 


46534 






Seq. ID 


OJ000216_09.0330. 


.C8 


Gene No. 


98796 






Strand 






Start 


28828 






End 


32411 




Name 


OJ0002 


16_09.033g.C8. 


. o6 . tm 


Method 


TBLASTX: Maize 




Start- 


15.629 






End 


16653 




GI 


none 






Score 


205 




Exons 


15629. 


.15787, 15630. 


, .15785, 


15637. .1571 


36, 15999. .16166, 






16008. 


.16148, 16538. 


, .16594, 


1654 8. .16643, 1654 8. .16652, 






. 16549. 


.16653 











Seq. No. 46534 

Gene No. 98796 

Start 28828 

Name OJ00021 6_09 . 0330 . C8 . o4 . ts 

Start 15659 

GI none 
Exons 



32411 

TBLASTX : Soybean 
16644 
128 - 

15659. .15787, 15660 . . 15785, 15999. .16166, 16008 .'. 16154 , 
1654 8. .1664 3, 1654 9. .1664 4 



Seq. ID OJ000216_09.0330.C8 
Strand 
End 

Method 
End 
Score 



Seq. No. 


46534 






Seq. ID 


OJ000216_09.0330. 


.C8 


Gene No. 


98796 






Strand 






Start 


28828 






End 


32411 




Name 


OJ000216 09.0330.08. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


. . 15981 






End 


16167 




GI 


none 






Score 


96 




Exons 


15981.. 


..16160, 16002. 


. .16145, 


16003. .161 


67 




Seq. No. 


46534 






Seq.' ID 


OJ000216_09.0330, 


.C8 


Gene No. 


98796 






Strand 






Start 


28828 






End 


32411 




Name 


OJ0002 


16_09.0330.C8. 


, o5.gs 


Method 


GENSCAN 




Start 


28828 






End 


31494 




GI 


none 






Score 


.61 




Exons 


28828. 


.28911, 28965. 


, .29198, 


29872. .30105, 30358 .. 304 05 , 






30498. 


.30734, 31458. 


, .31494 









48130 



Seq. No. 46534 
Gene No. 98796'. 
Start 28828 

Name OJ000216_09. 0330.C8 .o4 . tm 

Start 2 9820 

GI none 

Exons 29820. .29876, 29824 .. 29874 , 

- 29897. .30109, 30357 304 07 , 
30359. .30412, 3048 6 .. 30734 , 
30499. .30738 



Seq. ID 

Strand 

End - 

Method 

End 

Score 
29828. .29875, 
30357. .304 07, 
30498. .30737, 



OJ000216 ,09.0330.08 



32411 

TBLASTX: Maize 
30738 
61 

29893. .30105, 
30358: .30534, 
30499. .307.38, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46534 
98796 
28828 

OJ000216_09. 0330.C8 .o5.np 

29836 

4337191 



Seq. ID OJ000216_09.0330.C8 
Strand 

End 32411 

Method AAT/NAP 

End 32411 

Score 659 



29836.. 30105, 30358.. 30734, 314 58 .. 31508 , 32360.. 32411 
(AC006403) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46534 Seq. ID 

98796 Strand 

28828 End 

OJ000216_09 . 0330 . C8 . o2 . ts Method 

29881 End 

none Score 



OJ000216_09.0330.C8 
32411 

TBLASTX : Soybean 

31508 

125 ■ ■ 



29881. .30105, 29930 .. 30109, 30358 .. 30534 , 30359 .. 30406, 
30486. .30728, 304 98 .. 30737 , 30505 30735, 31458. .31508 



?! 2 



in? 



Seq. No, 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



46534 
98796 
28828 

OJ000216_09.0330.C8.o2.tc 
29915 



OJ000216 09. 0330. 08 



none 
29915. 
30349. 
31458. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

30052, 29918. .30043, 29938 30072, 3004 0 .. 30105 , 
30408, 30371. .30406, 304 98 .. 30737 , 30505 .. 30738, 
31508 



32411 

TBLASTX: Cress 

31508 

134 



Seq. No. 46535 Seq. ID 

Gene No. 98797 Strand 

Start 794 End 

Name OJ00021 6_09 . 0330 . 09 . o2 . np Method 

Start 794 End 

GI 5777617 Score 

Exons 794.. 909 

GI Descrip. (AJ245900) . CAA30375 . 1 protein [Oryza sativa] 



OJ000216_09.0330.09 
+ 

909 

AAT/NAP 
909 

97 .. 



Seq. No. 46535 Seq. ID 

Gene No. 98798 " Strand 

Start 1 End ' 

Name OJ000216_09 . 0330 . 09 . ol . np Method 

Start 1 End 

GI 2459436 Score 

Exons 1..305, 1016.. 1051 

GI Descrip. {AO002332) unknown protein [Arabidopsis thaliana] 



OJ000216^09. 0330.09 

1051 
AAT/NAP 
1051 
115 



48131 



Seq. No. 


46535 




Seq. ID 


OJ000216_09.0330.C9 


Gene No. 


98798 




Strand 




Start 


1 




End 


1051 


Name 


OJ000216 09.0330.C9.ol 


. as 


Method 


GENSCAN 


Start 


62 ~ 




End 


517 


GI 


none 




Score 


. 92 


Exons 


62 . .517 








Seq. No. 


46536 




Seq. ID 


OJ000216_03.0330.C1 


Gene No. 


98799 




' Strand 


+ 


Start 


703 




End 


3135 


NaiTie 


OJ000216 03. 0330. CI. ol 


. qs 


Method 


GENSCAN 


Start 


703 ~ 




End 


3135 


GI 


none 




Score 


. 7 


Exons 


703. .888, 2713. .2928, 


3082 . . 


3135 




Seq. No. 


46536 




Seq. ID 


OJ000216_03.0330.C1 


Gene No, 


98800 




Strand 




Start 


4299 




End 


6551 


Name 


OJ000216 03 . 0330 .CI . o2 


. as 


Method 


GENSCAN 


Start 


4299 ~ 




End 


6551 


GI 


none 




Score 


.62 


Exons 


4299.. 4411, 505 9.. 5178 


, 5210 


..5241, 5935. .6064, 6245. .6343, 




6467 6551 








Sea No. 


46536 




Seq. ID 


OJ00.0216_03.0330.C1 ■ 


Gene No. 


98801 




Strand 




Start 


7132 




End 


8038 


Name 


OJ000216 03. 0330. CI. ol 


.np 


Method 


AAT/NAP 


Start 


7132 




End 


8038 


GI 


1174879 




Score 


127 


Exons 


7132. .7195, 7880. .8038 








GI Descrip. 


URACIL-DNA GLYCOSYLASE 


(UDG) 


gil 1075425 


» Ipir 1 1 A64043 uracil- 



glycosylase (EC 3.2.2.-) - Haemophilus influenzae (strain Rd 
KW20) *gi|1572962|gb|AAC21696.1| (U32687) uracil DNA glycosylase 
(ung) [Haemophilus influenzae Rd] 



Seq. No. • 


46537 




Seq. ID 


OJ000216_0-3,0330.C3 


Gene No. 


98802 




Strand 


+ 


Start 


329 




End 


4222 


Name 


OJ000216 


03,0330.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


279 




End 


1719 


GI 


none 




Score 


193 


Exons 


279. .425, 


279. .410, 281. .439 


, 1581. .1718, 1582. .1719, 1584. .1718 


Seq. No. 


46537 




Seq. ID 


OJ000216_03,0330.C3 


Gene No. 


98802 




Strand 


+ 


Start 


329 




End 


4222 


Name 


OJ000216 


03.0330.C3.ol.gs 


Method 


GENSCAN 


Start 


329 




End 


3908 


GI 


none 




Score 


.92 


Exons 


329. .401, 


1595., 2112, 2205.. 


3113, 3193 


..3366, 3831. .3908 


Seq. No. 


46537 




Seq. ID 


OJ000216_03.0330.C3 


Gene No. 


98802 




Strand 


+ 


Start 


329 




End 


4222 


Name 


OJ000216 


03.0330.C3.ol.gp 


Method 


AAT/GAP 



48132 



O Lair L 


X O Z X 








9 

^ J DO 




none 






Q, r"* r\y~ 
oL-UX c 


/ 0 O 


Exons 


XO^X. .ZXXZ/ 










o ^ . IN u « 


1 U J J / 






oc?^ . X '-^ 


n.Tnnn9i ^ n^'^n 




98802 






Strand 


+ ~ 


Start 


329 






End 


4222 


Name 


OJ000216 03 


.0330.C3.ol. 


np 


Method 


AAT/NAP 




2257 






End 


4025 




5834397 






Score 


82 


Exons 


2257. .2315, 


3885. .4025 










(AF180757) 


apoptosis 3 


protein inhibitor [Epiphyas postvittana 




nucleopolyhedrovirus] 








o e q . IN o . 


46537 






Seq. ID 


OJ000216_03.0330.C3 




98802 






Strand 


+ 


Start 


329 






End 


4222 


Name 


OJ000216 03 


.0330.C3.ol. 


Lm 


Method 


TBLASTX: Maize 


O Lair L. 


2300 






End 


4027 




none 






Score 


1086 




2300. .3115, 


2301. .3110, 


2302. 


.3111, 2366.. 3115, 3191.. 3367, 




3191. .3367, 


3192. .3377, 


3828. 


.4025, 3e 


J28. .4022, 3869. .4027, 




3875. .4024 










Seq. Noi 


46537 






Seq. ID 


OJ000216_03.0330.C3 


Gene No. 


98802 






Strand 


+ 


o Ucir L. 


329 






End 


4222 


Name 


UJUUUZlb Uo 


, U JoU . L. J . O^ . 


gp 


Method 


AAT/GAP 


o uart. 


2398 






End 


2953 




none 






Score 


1088 




2398. .2953 










Seq.- No. 


46537 






Seq. ID 


OJ000216_03.0330.C3 


Gene No. 


98802 






Strand 


-f 


O La. I. L 


329 






End 


4222 


Name 


UJUUUzlD UJ 


. U-3 JU . C~5 . Ol . 


4- 

tc 


Method 


TBLASTX: Cress 


O L dX L 


2448 






End 


2825 ■ 


PT 


none 






Score 


198 


OXOIlo 


2448. .2711, 


2555. .2689, 


2742 . 


.2825, 2751.. 2825 


Seq. No. 


46537 






Seq. ID 


OJ000216_03.0330.C3 


Gene No. 


98802 






Strand 


+ 


o LdX L 


329 






End 


4222 


Name 


OJ000216 03 


.0330.C3.ol. 


tw 


Method 


TBLASTX: Wheat 


OLdX L 


3183. 






End 


3352 


ox 


none 






Score 


216 


Exons 


3183. .3350, 


3191. .3352 








Seq. No. 


46537 






Seq. ID 


OJ000216_03.0330,C3 


Gene No. 


98802 






Strand 


+ 


Start 


329 






End 


4222 


Name 


OJ000216 03 


.0330.C3.ol. 


ts 


Method 


TBLASTX : Soybean 


Start 'V 


3191 






End- 


3359 


GI 


none 






Score 


183 


Exons 


3191. .3352, 


3192. .3359, 


3199. 


.3357 




Seq. No. 


46537 






Seq. ID 


OJ000216_03.0330.C3 



48133 



Gene No. 


98802 








strand 


+ - 


O L. d J. U 












4999 

*i 4^ ^ ^ 








. v_,0 . O sJ . 






AAT /PAP 


O L. CLi. L. 


O ^ *i J 








4 9 9 9 




none 








Score 


/ 


P von ^ 




J O J J. . 


. . fi ^ ^ ^ 








Seq. No.' 


46538 








Seq. ID 


OJ000216 


Gene No. 


98803 








Strand 


+ 


O L. d ^ L. 


X u o ^ 










^4 

J 1 -7 J 


N3irie 






. L/fi • O ± • 




rue UliUtJ. 


O Hi LN O k^r\LN 




1 ~ 

J. D O ^ 








O f± J? o 














R4 


£-j i o 








9fi S9 
Z 0 ^ z . 






Qprr No 


46538 








Seq. ID 


OJ00021 6 


Gene No. 


98803 ■ 








Strand 


+ 


Start 


1682 








End 


3493 


Name 


OJ000216 03. 


.0330. 


.C4.01. 


gp 


Method 


AAT/GAP 


Start 


1756 








End 


2230 


GI 


none 








Score ■ 


668 


Exons 


1756. .2059, 


2159, 


. .2230 









Seq. No. 46538 

Gene No. , 98804 

-Start 4267 

Name OJ0002 16_03 . 0330 . 04 . o2 , gp 

Start 3836 

GI 85238_1.R1084 

Exons 3836. .4396/ "4 617. .4 67 6, 
GI Descrip. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.4899 
l.Oe-26 



OJ000216_03.0330.C4 

8129 
AAT/GAP 
4899 
1368 



4793.. 

' 1174470/spl P46978 | STT3_M0USE 

STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 
>gi_508543 (L34260) integral membrane protein 1 [Mus 

>gi_1588285_prf 2208301A integral membrane protein 

musculus] ' 



OLIGOSACCHARYL TRANSFERASE 
1) 

musculus] 
[Mus 



.Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 6538 
98804 
4267 

OJ000216 03.0330.C4 .ol.np 



4267 
7295549 
4267, .4396, 
7178. .8024 

(AE003569) CG1518 gene product [Drosophila melanogaster] 



4617.. 4676, 4793, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4915, 



OJ000216 03. 0330. C4 



8129 
AAT/NAP 
8024 
2108 

5046.. 5493, 5891.. 6416, 



46538 Seq. ID OJ000216_03 . 0330 . C4 

98804 Strand 

4267 End 8129 

OJ000216_03.0330.C4 .o2.gs Method GENSCAN 

4267 End 8041 

none Score .75 

4267. .4396, 4617. .4676, 4793. .4915, 5046. .5500, 5883. .6416, 
7178.. 8041 



Seq. No. 
Gene No. 



46538 
98804 



Seq. ID 
Strand 



OJ000216 03. 0330. C4 



48134 



start 4267 End 8129 

Name OJ000216_03 . 0330 . C4 . o3 . gp -Method AAT/GAP 

Start 5096 End 6039 

GI ~ 25409_1.R1084 Score 1104 

Exons 5096.. 5500, 5883.. 6039 

GI Descrip. ' 1174 470/sp I P4 6978 | STT3_M0USE 2.0e-54 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBQNIT HOMO LOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 ■(L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] ' 

Seq. No. 46538 Seq, ID OJ000216_03 . 0330 . C4 

Gene No. 98804 Strand 

Start 4267 End 8129 

Name OJ00021 6_03 . 0330 . C4 . o4 . gp Method AAT/GAP 

Start 6012 End 6417 

GI 3768146 Score 775 

Exons 6012.. 6417 . - . . 

GI Descrip. 1174470/sp | P4 6978 | STT3_M0USE 2.0e-33 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] 

Seq. No.^ ' 46538 Seq. ID. OJp00216_03 . 0330 . C4 

Gene No.^ 98804 Strand 

Start 42 67 End 812 9 

Name ' OJ000216_03 . 0330 .04 .o5 .gp Method AAT/GAP 

Start 7701 End 8129 

GI 44718_1.R1084 Score 780 

Exons 7701.. 8129 

GI Descrip. * 1174470/sp | P46978 | STT3_M0USE 2.0e-33 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 
>gi_508543 (L34260) integral membrane protein 1 [Mus musculus] 

>gi_1588285_prf 2208301A integral membrane protein [Mus 

musculus] * 



Seq. No. 46538 Seq, ID 

Gene No. 98805 Strand 

Start 10513 End 

Name OJ000216_03 . 0330 . 04 . o3 . gs Method 

Start 10513 End 

GI none Score 

Exons 10513.. 12135 



OJ000216_03.0330.C4 

12135 
GENSCAN 
12135 
.98 



Seq. No. 46538 

Gene No. 98806 

Start 13284 

Name OJ00021 6_03 . 0330 . C4 . o4 . gs 

Start 13284 

GI none 

Exons 13284. .13676, 13767.. 13897 

Seq. No. 46538 

Gene No. 98807 

Start 14030 

Name OJ000216 03 . 0330 . 04.. o2 . tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 



OJ000216_03.0330.C4 

13897 
GENSCAN 
13897 
.88 



OJ000216_03.0330.C4 
14382 

TBLASTX: Maize 



48135 



start 


1859 








End 


2667 




GI 


none 








Score 


202 




F! y o n ^ 


18S9 1984 


1871 . 


1897 


1 909 


..1983, 1975. .2061, 


1 976 9095 




2156 2416 


2158 . 


.2415, 


2222 


..2416, 2505. .2666, 


2512 2667 




46538 








Seq. ID 


OJ000216 


03 0330 r4 


Gene No. 


98807 








Strand 






Start 


14030 








End 


14382 




Name 


OJ000216 03 


0330 . 


C4 . o2 . 


tc 


Method 


TBLASTX: 


Cress 


Start 


1862 ~ 








End 


2709 




GI 


none 








Score 


265 




F. von 


1862 2095 


1915 . 


.2010, 


2156 


..2416, 2158. .2415, 


2472 2657 




2512 2709 














Seq. No. 


46538 








Seq. ID 


OJ000216 


_03.0330.C4 


Gene No. 


98807 








Strand 






Start 


14030 








End 


14382 




Name 


O JO 002 16 03 


0330 . 


C4 . o4 . 


ts 


Method 


TBLASTX : 


9 o \7Hfi^ n 




1868 ~ 








End 


2236 






none 








Score 


254 




F. von *=; 


1868 2059 


1915 . 


. 2010, 


2156 


..2236, 2158.. 2235 




o ^ . Ln w • 


4 6S?ft 

1 U J J o 








Seq. ID 


OJ000216 


m n??n ca 


Gene No. 


98807 








Strand 






Start 


14030 








End 


14382 




Name 


OJ000216 03 


035*0'. 


C4 . o5 . 


ts 


Method 


TBLASTX: 


9o\/H^;^n 


O ^ d I. L, 


2303 ~ 








End 


2929 






none 








Score 


139 




P von Q 


2303 2416 


2305 


2415 


2 505 


..2675, 2512. .2691, 


9849 9998 




2888 2929 














9prT KIo 


4 6538 








Seq. ID 


OJ000216 


03 0330 r4 


de^Ti^ KIo 


98807 








Strand 






Start 


14030 








End 


14382 




Name 


ojnno2i6 03 


0330 


r4 oi 




Method 


TBLASTX: 


1*10. X 


Start 


3888 ~ - 








End 


74 6'6 




GI 


none 








Score 


90 




R von s 


3888 4010 


3924 . 


. 4004 , 


4 094 


. .412'6, 4095.. 4127, 


4962 4396 




4262 4390 


4 264 . 


. 4395, 


4 612 


.4674, 4613. .4675, 


4 61? 4 67 5 




4 61 4 4 679 


4789 . 


.4 914, 


4 7 90 


.4930, 4792. .4920, 


5n?8 51 54 




S043 SSOl 


5044 . 


. 5502 , 


504 5 


.5503, 58( 


31. .6126, 






5922 6446 


7170 . 


.74 66, 


7 172 


.7465 






Qprr No 


4 6538 








Seq. ID 


OJ000216 


n? 0^30 r4 


Gene No. 


98807 








Strand 






Start 


14030 








End 


14382 




Name 


OlT000216 0 3 


0330 . 


C4 . o6 . 


tc 


Method 


TBLASTX: 


^ X c o o 


o U Cl± u 


4 9 fiR ~ 








End 


4678 ■ 






none 








Score 


127 




F "v on Q 




4 971 


. "-1 O Zj \j f 


4 97? 


.4395, 4613. .4651, 


4614. .4655, 


















Seq. No. 


46538 








Seq. ID 


OJ000216 


_03.0330.C4 


Gene 'No . 


98807 








Strand 






Start 


14030 








End 


14382 




Name 


OJ000216 03. 


0330. 


C4 .o7. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


4273 








End 


4827 



4 813r 




yj 1. 


none 








Score 


149 


Exons 




4974 
4 / 4 


. m H ^ y 0 f 


4 ^1 

4 D X 0 • 


.4675, 4614.. 4679, 4790.. 4825 




47Q? 4ftP7 














4 S "^'fi 

4 D J J O 








Seq. ID 


OJ000216_03.0330,C4 


Gene No. 


98807 








Strand 




Start 


14030 








End 


14382 


IN dlUC 


\J KJ \J \J \J ^ X. \J \J ^ 


. 0330 


• ^ 4 . ■ 


L. 0 


Method 


TBLASTX: Cress 


O Lai L 


4 ft 04 ~~ 

*1 O U 4 








End 


- 5245 ■ 




n on a 
IlL/i Ic 








Score 


156' 


Exons 


4 ft 04 4 Q9n 


4 RO s 

4 0 U J 


4 Q^O 


4 ft 9 

4 0 Z D . 


.4936, 5028. .5243, 5044. .5241 
















Seq. No. 


46538 








Seq. ID 


OJ000216_03.0330.C4 


Gene No. 


98807 








Strand 




ja -r-l- 


1 4 n 

X 4 U J u 








End 


14382 


NHine 




O^^O 
t u 0 0 u 


r4 


L 0 


Method 


TBLASTX: Soybean 




4ft 9ft ~ 

4 O ^ 0 








End 


5257 












Score 


105 




4 ft 9ft 4Q9n 


4ft9Q 

4 0 ^ -7 


4 Q^O 


S04 S 
J u 4 J . 


.5077, 5081. .5257, 5157. .5255 


Q /-T TvT 
O G . IN O . 


4 (^S ^ft 

4 D O J O 








Seq. ID 


OJ000216_03.0330.C4 


Gene No. 


98807 








Strand * 




Start 


14030 








End 


14382 


Name 




O^^O 
u 0 0 u 


Cd n9 
4 . (J z . 


L 0 


Method 


TBLASTX : Soybean 


o t. ar u 










End 


6269 


PT 


none 








Score 


233 


iitXons 


coco CLRn"^ 


R 9 R Q 
D ^ 0 


. O O U X / 


9 ^0 


.5529, 5272.. 5502, 5910.. 6266 




CQ1 1 (Tl O/T 


RQ99 


. 0 Z 0 ^ / 


^ Q7 7 


. 6267 




Seq. No. 


46538 








Seq. ID 


OJ000216_03.0330.C4 


Gene No. 


98807 








Strand 






1 4 O^D 

J. 4 VJ J U 








End 


14382 


Name 




0'^ '^O 


r4 o4 




Method 


TBLASTX: Cress 




SQ4 ~ 

O -7 4 O 








End 


6293 


o ± 


none 








Score 


138 


F von c 




^Qft 0 


fi9 R9 


^Qftft 


.6272 




Seq. No. 


46538 








Seq. ID 


OJ000216_03.0330.C4 


Gene No. 


98807 








Strand . 






14 0^0 

X 4 U J U 








End 


14382 


Name 


n.T00091 0^ 




r4 0I 

. OX . 




Method 


TBLASTX: Soybean 




7 1 ft 1 ~ 
/ X 0 1 








End 


7999 




none 








Score 


293 


Exons 


710-1 7409 


7 1 ft 1 

/ 10 J. . 


7 QQQ 


7 1 ft ^ 


.790,7, 7778. .7933 


Seq. No. 


46538 








Seq. ID 


OJ000216_03.0330.C4 


Gene No. 


98807 








Strand 






1 4 0 0 
X 4 u 0 u 








End 


14382 


W a m 


0 100091 0"^ 


n ^ '5 n 
u 0 JU . 


n A ol 
. ox . 


■h 0 
U C 


Method 


TBLASTX: Cress 


Q-h a vh 

oLart. 


7 "59 '5 








End 


7963 


GI 


none 








Score 


144 


Exons 


7323. .7574, 


7361. 


.7549, 


7616. 


.7963, 7728. .7907 


Seq. No. 


46538 








Seq. ID 


OJ000216_03. 0330.C4 


Gene No. 


98807 








Strand 




Start 


14030 








End 


14382 



48137 



Ma mo 


OJ000216 03. 0330. C4 


. ol . tw 


Mot* o^ 




Wh(=aa -f- 




7727 








794 S 




\j ± 


none 






Q oo vo 


153 




Exons 


7727. . 


7945, 7728.. 7907, 7778 


! 7 Q97 






Seq. No. 


46538 






Seq. ID 


OJ000216 


_03.0330 


Gene No. 


98807 






Strand 






q+- o -ri- 


14030 






FnH 


14382 




LNctlLlC 


.OJ000216 03. 0330. C4 


. o3 . tm 


Mo 1" H oH 




i*id X ^ c 




77^0 






FnH 


7999 




J. 


none 






wx c 


252 




Exons 




7QQq 77'^1 7 
f yjy f //ox../ 


907 7778 


. . f J o o 






o * LN . 


f± D J O O 






Seq. ID 


OJ000216 


\J ^ . VJ J J 




QP R 07 






Strand 






Start 


X ft u o u 






End 


14382 




Name 


OJ0002 


16_03.0330.C4 


. o6 . ts 


Method 


TBLASTX: 


Soybean 




10579 






End 


11682 






none 


• XUD^O, XUD^Cfi 




Score 


63 ' 




Exons 


X u o / ^ . 


. .10692, 


10756. .10959, 10954 


111 '^n 

. . X X X o u , 




X X u ^ o . 


11/11 fi ii9in 

,l±H±Of xx^xu 


. .11422, 


11233. .11517, 11239 


1 1 (^'^4 

. . XXD04, 




X X *± u • 


114S9 11^17 

.XX*40^/ XXOX/ 


1 1 fiR9 


11324. .11461 




Qarr M(^ - 
o e q . IN O ; 


f± D O -3 O 






Seq. ID 


OJ000216 


\J -D * U O O U 




Qp p 07 






Strand 






Start 


X 4 U 






End ■ 


14382 




Name 




XO UO . U O jU . 


. o4 . tm 


Method 


TBLASTX : 


Maize 










End 


11682 






none 






Score 


65 






10585. 


.10686, 10753 


. .10950, 


10762. .10851, 10948 


111 "^n 
. .xxxou, 




1 nQ79 

X U -7 f 4L • 


1 1 ^4 1 1 n 


. .11451, 


11230. .11577, 11231 


1 1 ^74 




1 1 R 

X X O U O • 


1 1 fi(n4 1 1 '^fifi 
.XXDOfl/ XXODO 


. .11682, 


11470. .11682, 11575 


1 1 (^9S 

. . X X O Z. J 


Q o rr M 
O c q . LN (J . 


46538 






Seq, ID 


OJ000216 




o o Mo 


98807 






Strand 








14030 






End 


14382- 




Name 


OJ0002 


16_03.033d.C4 


. o5 . tc 


Method 


TBLASTX : 


Cr es s_ 


Start 


10744 






End 


11664 




GI 


none 






Score 


47 




P von <5 


10744. 


.10932, 10756 


. .10932, 


10798. .10950, 10888 


• • s. \j y ^ J f 




10954. 


.11100, 10972 


. .11169, 


10979. .11125, 10984 


111 '^'^ 




11002. 


.11133, 11083 


. .11262, 


11098. .11454, 11209 


1 1 '^Q4 




11212. 


.11544, 11231 


. .11452, • 


11284: .11505, 11311 


1 1 fif^l 
. . XXOvjX, 




11407. 


.11637, 11416 


. .11664 








C! ci rr Mo 
o c q . LN o . 


46538 






Seq. ID 


OJ000216 




Gene No. 


98807 






Strand 






Start* 


14030 






End 


14382' 




Name 


OJ000216 03. 0330. C4 


. o4 .np 


Method 


AAT/NAP 




OT-dlT L 


14030 






End 


14382 






7339707 




Score 


131 




Exons 


14030. 


.14187, 14265 


. .14382 








GI Descrip., 


(AP001539) hypothetical, protein . [Oryza 


sativa] 




Seq. No. 


46539 






Seq. ID 


OJ000216 


__03.0330 


Gene No. 


98808 






Strand 


+ 




Start 


1 






End 


331 





48138 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ0002 16_03 . 0330 . C5 . ol . np Method AAT/NAP 

1 End 331 

7339707 Score 162 

1. .106, 183. .331 

(AP001539) hypothetical protein [Oryza sativa] 



46539 
98808 
1 

OJ000216_03.0330.C5.ol.gs 

183 

none 

183. .234 

46539 
98809 
2662 

OJ000216_03.0330.C5.o2 .gs 

2662 

none 

2662. .2746 



Seq. ID OJ000216_03.0330.C5 

Strand + 

End 331 

Method GENSCAN 

End 234 

iScore . 66 



Seq. ID OJ000216_03.0330.C5 
Strand 

End 2746 

Method GENSCAN 

End 2746 

Score .94 



Seq. No. 46540 

Gene No. 98810 

Start ' ,.9 

Name OJ00021 6_03 . 0330 . 06 . ol . gs 

Start 9 

GI none 

Exons 9. . 617 



Seq. ID OJ000216_03. 0330.C6 
Strand 

End 617 

Method GENSCAN 

End 617 

Score . 65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46540 
98811 
2635 

OJ000216_03.0330.C6.o2.gs 

2635 

none 



Seq. ID OJ000216__03.0330.C6 
Strand 

End 4401 

Method GENSCAN 

End 4401 

Score .89 



2635. .2719, 2812. .3005, 3099. .3839, 4111. .4236, 4306. .4401 



46540 
98811 
2635 

OJ000216_03.0330.C6.ol .tm 

2667 

none 



Seq. ID OJ000216_03.0330.C6 
Strand 

End 4401 

Method TBLASTX : Maize 

End 3296 

Score 82 



2667. .2726, 2668. .2721, 2806. .3006, 2814. .2969, 2820. .3032, 
2836. .3042, 3099. .3296, 3099. .3290, 3107. .3292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46540 
98811 
2635 

OJ000216_03.0330.C6.o2. tm 

3459 

none 



Seq. ID OJ000216_03:0330.C6 
Strand 

End 4401 

Method TBLASTX : Mai ze 

End 3711 ' 

Score 77 



3459. .3554, 3459. .3554, 3460. .3555, 3461. .3559, 3561. .3704, 
3565.. 3705, 3565.. 3711 



Seq. No. 



46541 



Seq. ID OJ000216_03.0330.C7 



48139 



Gene No. 98812 Strand + 

Start . 89 End 1453 

Name OJ0002 16_03 . 0330 . C7 . ol . gs Method GENSCAN 

Start 89 End 1453 

GI none Score . 95 

Exons 89.. 1453 



Seq. No. 46541 

Gene No. 98812 

.Start 89 

Name OJ00021 6_03 . 0330 . C7 . ol . tm 

Start 607 

GI none 

Exons 607.. 789, 608.. 853, 612.. 854 

Seq. No. 46542 

Gene No. 98813 

Start 84 

Name OJ0002 16_03 . 0330'. C8 . o2 . tm, 

Start 84 

GI none 

Exons 84.. 215, 85.. 216, 89.. 217 

Seq. No. 46542 

Gene No. 98814 

Start 393 

Name OJ0002 16_03 . 0330 . C8 . ol . tm 

Start 393 

GI none 
Exons 



Seq. ID ■OJ000216_03.0330.C7 

Strand + 

End 1453 

Method TBLASTX : Mai ze 

End 854 

Score 391 



Seq. ID OJ000216_03.0330.C8 

Strand 

End 217 

Method TBLASTX : Maize 

End 217 

Score 203 



Seq. ID OJ000216_03.0330.C8 
Strand" 

End 731 

Method TBLASTX : Mai ze 

End 731 

Score 97 

393. .512, 393. .512, 394. .585, 395. .514, 605. .634, 648. .731, 
655. .729, 656. .730 



Seq. No. 46543 

Gene No. 98815 

Start 626 

Name OJ000216_03 . 0330 . C15 . ol . gs 

Start 626 

GI none 

Exons 626.. 639, 1200.. 1290 



Seq. ID OJ000216_03.0330.C15 

Strand + 

End 1290 

Method GENSCAN 

End 1290 

Score .91 



Seq. No. 46544 

Gene No. 98816 

Start 322 

Name OJ00021 6_03 . 0330 . C16 . ol . gp 

Start . 322 

GI uC-osrocyp031e01bl 

Exons 322.. 446, 2128.. 2345 

GI Descrip. M176420/dbj | BAA37167 | 2.08-11 (AB008097) cytochrome P450 
[Arabidopsi's thaiiana] ? 



Seq. ID OJ000216_03.0330.C16 

Strand + 

End ■ 2345 

Method AAT/GAP 

End 2345 

Score 520 



Seq. No. 46544 

Gene No. 98817 

Start 1642 

Name OJ0002 16_03 . 0330 . C16 . o2 . gs 

Start 1642 

GI none 

Exons 1642.. 1650, 2040.. 2165 



Seq. ID OJ000216_03.0330.C16 
Strand 

End 2165 

Method GENSCAN 

End 2165 

Score . 63 



48140 



Seq. No. 


46545 




Seq. ID 


OJ000216_03. 0330. CIS 


Gene No. 


98818 




Strand 


+ 


o a. i. I. 


56 




End 


1028 


LN dlUC 


OJ000216 03.0330.C18.ol 


.tm 


Method 


TBLASTX: Maize 


O L. a i. L 


41 




End 


912 




none 




Score 


133 




41. .145, 42. .146, 43. .147, 44 


..148, 252. .710, 256. .660, 




347 715. 350 664. 793 


912, 


795 . . 908 


802 912 


Seq. No. 


46545 




Seq. ID 


OJ000216_03.0330.C18 




98818 




Strand 


+ 




56 




End 


1028 


Ncime 


OJOOOPIS 03 0330 C18 ol 








o t-dX. L 


S6 ~ 

•J \j 




FnH 






1 IvJl its 








Exons 


^f, 7in ft 61 1 n:>ft 








Seq. No. 


4 654 6- 




Seq. ID 


o.Tonopi n^ o^^n riQ 




98819 




strand 


+ ~ 




674 




End 


735 


Nsme 


OJ000P16 03 0330 019 ol 


. gs 


Method 


£j LN 0 WJ^LN 




fi7 4 ~~ 




End 


7 








Score 


■ 0 0 












Seq. No. 


U J *i / 




Seq. ID 


0.70 00 91 0^ 0^'^n r9i- 


Gene No. 


98820 




Strand 


+ ~ 




1 




End • 


1243 


No. me 


o.Tnno?i6 n^ n^^n r?i oi 


■ np 


Method 


AAT /MAP 


O U dX L 


1 ~ 
J. 




End 


± ^ H 0 


\j ± 


T W ^ W ^ T J 




Score 


fil s 

U X J 




1 1 7S ?fift SI 


614, 8 


83. . 987, 


1 Ofi^ 194^ 






[Lycopersicon 


COWLlXdi L. LLll I J 


Seq. No. 


4 fiS4 7 

1 U *i / 




Seq. ID 


n.T0009i 0? o^^o r9i 




Qftft9n 




Strand 


+ 


O L dX U 


1 




End 


1243 


N^ine 


OJ000216 03. 0330. 021. ol 


. tc 


Method 


TBLASTX: Cress 


O I- d i- L 






End 


f^i 6 

D X 0 




none 




Score 




IT" V c 




.416, 


516. . 611, 


*J 0 0 » .OXD 




46547 




Seq. ID 


OJ000216_03.0330.C21 


Gene No; 


98820 




Strand 




Start 


1 




End 


1243 


Naitie 


OJ000216 03.0330.C21.ol 


. ts 


Method 


TBLASTX: Soybean 


o U dXX 


93 




End 


1092 




none 




Score 


106 


Exons 


93. .170, 95;. 181, 267..- 


422, 2 


68. .423, 


508. .615, 509. .598, 




509. .616, 514. .615, 516 


. .617, 


868. .987 


, 869. .988, 877. .1002, 




882. .1001, 1057. .1092 








Seq. No. 


46547 




Seq. ID 


OJ000216_03.0330.C21 


Gene No. 


98820 ' 




Strand 


+ 


Start 


1 




End 


1243 


Name 


OJ000216 03.0330.C21.o2 


.tm 


Method 


TBLASTX: Maize 



48141 



start 
GI 

Exons 

Seq. No.' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
• Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



93 

none 

93. .170, 268. .429, 297. 



End 
Score 



429 
95 



,407 



46547 
98820 
1 

OJ000216_03.0330.C21.ol.gs 

268 

none 



Seq. ID OJ000216_03.0330.C21 

Strand + 

End 1243 

Method GENSCAN 

End 1062 

Score .71 



268. .423, 516. .633, 801. .882, 1046. .1062 



46547 
98820 
1 

OJ00021 6_03 . 0330 . C21 . ol . gp 
500 

2310219 



Seq. ID OJ000216_03.0330.C21 

Strand + 

End 1243 

Method AAT/GAP 

End 1243 

Score 714 
500.. 614, 883.. 987,' 1063.. 1243 

2702280 7.0e-63 {AC003033) photomorphogenesis repressor COPl 
[Arabidopsis thaliana] 



46547 
98820 
1 

OJ000216_03.0330.C21.ol.tm 

512 

none 



Seq. ID OJ000216_03.0330.C21 

Strand + 

End 1243 

Method TBLASTX: Maize 

End • 1242 

Score 132 



512. .616, 512. .616, 513. .617, 513. .617, 877. .1002, 877. .987, 
882. .1001, 1062. .1241, 1063. .1242 



46547 
98820 
1 

OJ000216_03.0330.C21.o2.ts 

1093 

none 

1093... 1242, 1095.. 1241 



Seq. ID OJ000216_03.0330.C21 

Strand + 

End 1243 

Method TBLASTX : Soybean 

End 1242 

Score 196 



46548 
98821 
1 

OJ000216_03.0330.C24 .ol.np 
1 

4090943 . . . ' 
1. .113, 728. .829 

{AF029984) COPl " homolog [Lycopersicon esculentum] 



Seq. ID OJ000216_03.0330.C24 
Strand 

End 82 9 

Method AAT/NAP 

End 829 

Score 215 , , 



46549 
98822 
573 

OJ000216_03.0330.C25.ol.gs 

573 

hone 

573. .845 



Seq. ID OJ000216_03.0330.C25 

Strand + 

End 845 

Method GENSCAN 

End 845 

Score .78 



Seq. No, 



46549 



Seq. ID OJ000216 03.0330.C25 



48142 



Gene No, 98823 Strand 

Start 1849 End 2478 

Name OJ000216_03 . 0330 . C25 . o2 . gs Method GENSCAN. 

Start 1849 End 2393 

GI none Score .57 

Exons 1849.. 1917, 2199., 2393 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

* Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46549 
98823 
1849 

OJ000216_03.0330.C25,ol.tm 

2157 

none 



Seq. ID OJ000216_03.0330,C25 
Strand 

End 2478 

Method TBLASTX: Maize 

End 2415 

Score 162 



2157. .2408, 2199.:2414, 2227. .2415 



46549 
98823 
1849. 

OJ000216_03.0330.C25.ol.gp 
2159 

LIB34 34-037-P1-K1-B12 
2159. .2478 

'1174470/sp|P46978|STT3__MOUSE 2.0e-33 OLIGOSACCHARYL TRANSFERASE 
STT3 SUBUNIT HOMOLOG (B5) (INTEGRAL MEMBRANE PROTEIN 1) 



Seq. ID OJ000216_03.0330.C25 
Strand 

End 2478 

Method AAT/GAP 

End 2478 

Score 605 







>gi 508543 


{L34260) integral membrane 


protein 1 [Mus musculus] • - 


f n 




>gi 1588285 


_prf 2208301A 


integral membrane protein [Mus 


f i E 




musculus] 


1 










Seq. No. 


46550 






Seq. ID 


OJ000216_03. 0330. 026 




Gene No. 


98824 






Strand 






Start 


58 






End 


552 


f : E 


Name 


OJ000216 


03 


.0330. 026. ol.tw 


Method 


TBLASTX: Wheat 




Start 


14 






End 


355 




. GI 


none 






Score 


188 




Exons 


14. .205, 


26 


..205, 28.. 207, 


,31. .207, 300. .353, 302. .355, 308. .352 




Seq. No. 


4 6550 






Seq. ID 


OJ000216_d3. 0330. 026 




Gene No. 


98824 






Strand 






Start 


•58 






End 


552 


T -r: 


Name 


OJ000216 


03 


.0330. 026. ol.ts 


Method 


TBLASTX: Soybean 




Start 


49 






End 


498 




GI 


none 






Score 


147 




Exons 


49.. 207, 


107. .205, 308. .352, 382. .498, 


433. .486 




Seq.. No. 


46550 






Seq. ID 


OJ000216_03. 0330. 026 •. 




Gene No. 


98824 






Strand 






Start 


58 






End 


552 




Name 


OJ000216 


03 


.0330. 026. ol.tm 


Method 


TBLASTX: Maize 




Start 


53 






End 


523 




GI 


none 






Score 


166 




Exons 


53. .205, 


53 


..205, 54. .206, 


55. .228, 55 


..207, 300. .353, 308. .352, 






433. .486, 


4- 


40. .523 








Seq. No. 


4 6550 






Seq. ID 


OJ000216_03, 0330.026 




Gene No. 


98824 






Strand 






Start 


58 






End 


552 




Name 


OJ000216 


03 


.0330. 026. ol.np 


Method 


AAT/NAP 



48143 



start 
GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



58 End 552 

7489777 Score 324. 

58. .204, 308. .351, 438.-552 

hypoxically induced protein 2 - maize (fragment) 
gi|3264600|gb|AAC24571.1| (AF057522) hypoxically induced 
transcript 2 [Zea mays] 



46550 Seq. ID 

98824 Strand 

58 End 
OJ000216_03.0330.C26,ol,gs Method 

95 End 

none Score 
95. .204, 308. .419 



OJ000216_03.0330.C26 
552 

GENSCAN 
419 
. 68 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No, 



46551 Seq. ID OJ000216_03 . 0330 . C28 

98825 Strand + 

251 ... End 2 933 

OJ000216_03.0330.C28.ol.np Method AAT/NAP 

251 End 2744 

7435895 Score 662 

251. .437, 754. .809, 935. .1007, 1192. .1303, 1703. .1776, 

1992. .2066, 2616. .2744 

multicatalytic endopeptidase complex (EC 3.4.99.46) beta chain - 
'Arabidopsis thaliana gi | 2511594 | emb | CAA7 4028 . 1 | (Y13694) 
multicatalytic endopeptidase complex, proteasome precursor, beta 
subunit [Arabidopsis thaliana] gi | 2827525 | emb | CAAl 6533 . 1 1 
(AL021633) multicatalytic endopeptidase complex, proteasome 
precursor, beta subunit [Arabidopsis thaliana] 
gi I 3421099 |gb|AAC32065. 1 



46551 
98825 
251 

OJ000216_03.0330.C28 .ol.tm 

359 

none 



Seq. ID OJ000216_03.0330.C28 

Strand + 

End 2933 

Method TBLASTX : Maize 

End 2809 

Score 134 



359. .436, '360. .443, 361. .438, 746. .808, 753. .809, 754. .810, 
932. ,1006, 935. .1006, 936. .1007, 936. .1070, 1189. .1305, 
1191. .1304, 1679. .1768, 1693. .1776, 1701. .1775, 1702. .1779, 
1991. .2074, 1991. .2074, 2615. .2740, 2615. .2740, 2616. .2744, 
2616. .2744, 2780. .2809 



46551 Seq. ID 

98825 Strand .. 

251 End 
OJ000216_03.0330.C28.ol.gp . Method 
361 ~ End 

7094_1.R1084 Score 
361. .437, 754. .809, 935. .1019 

'3024440/sp|P93395|PRCD_TOBAC 2.0e-37 PROTEASOME DELTA CHAIN 
PRECURSOR (MULTICATALYTIC ENDOPEPTIDASE COMPLEX DELTA CHAIN) 
>gi_1743356_emb_CAA70699_ (Y09505) proteasome delta subunit 
[Nicotiana*' tabacum] ' 



OJ000216_03.0330.C28 
+ 

2933 
AAT/GAP 
1019 
333 



46551 
98825 



Seq. ID OJ000216_03.0330.C28 
Strand + 



48144 



•Start 
Name 
Start 
GI 

Exons 



251 End 2933 

OJ000216_03 . 0330 . C28 . ol , gs Method GENSCAN 

361 End 2066 

none Score . 93 

361. .437, 754. .809, 935. .1007, 1192. .1303, 1703. .1776, 

1992. .2066 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46551 Seq. ID 

98825 Strand . 

251 End 

OJ000216_03.0330.C28 .ol.tw Method 

375 End 

none Score 

375. .443, 375. .437, 753. .809, 754. .810, 
1189. .1305, 1194. .1304, 1693, 



OJ.000216_03.0330.C28 
+ 

2933 

TBLASTX: Wheat 

1757 

84 

909. .1007, 936. . 1007, 



1755, 1701. .1757 



46551 ' Seq. ID 

98825 . - Strand 

251 End 
OJ000216_03 . 0330 . C28 , o2 . gp Method 
1212 End 
3678_1.R1084 Score 
1212. .1303, 1703. .177 6, 1992. .2066, 
'2511594/emb|CAA74028.1 I 3.0e-35 {Y13694) multicatalytic 
endopeptidase complex, proteasome precursor, beta subunit 
[Arabidopsis thaliana] >gi_2827525^femb^CAAl 6533 . 1_ (AL021633) 
multicatalytic endopeptidase complex, proteasome precursor, beta 
subunit [Arabidopsis thaliana] >gi_3421099 (AF043529) 20S 
proteasome subunit PBAl [Arabidopsis thaliana] ' 



OJ000216_03.0330.C28 

2933 
AAT/GAP 
2933 
997 
2616. .2933 



46551 Seq. ID 

98825 Strand 

251 End 
OJ000216_03,0330.C28 .ol.tc Method 

1717 End 

none Score 

1717. .1776, 1989. .2075, 1994. .2071, 2615. .2752, 2616. .2753, 
2620. .2760 



OJ000216_03.0330.C28 
+ 

2933 

TBLASTX: Cress 
2760 
65 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI. . 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



46552 
98826 
1 

OJ000216_03.0330.C29.ol.np 
1 

4586036 

1. .973 

(AC007109) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000216__03.0330.C29 

Strand + 

End 973 

Method AAT/NAP 

End 973 

Score 737 



46552 
98826 
1 

OJ000216_03.0330.C29.ol.gs 
67 

none 
67. . 972 



Seq. ID OJ000216_03. 0330.C29 

Strand + 

End 973 

Method GENSCAN 

End 972 

Score . 98 



Seq. No, 



46552 



Seq. ID OJ000216 03.0330.C29 



48145 




Gene No. 


98827 








Strand 




Start 


1 ft 4 S 

-L O ri J 








FnH 


4 fiPft 


Name 




0330 


.C29.01 


. tw 


MpI" hoH 




Start 










End 


521 


GI 


none 








Score 


92 




1 . . 129, 4 6. 


. 519, 


81. .278, 312 


. . 521 




Seq. No. ' ■ 


46552 








Seq. ID 


OJ000216_03.0330.C29 


Gene No. 


98827 








Strand 




O L. Cl i- U 


18 45 








End 


4628 


Naine 


OJ000216 03 


0330 


C29.03 


.ts 


Method 


TBLASTX: Soybean 












End 


372 




none 








Score 


116 


P von ^ 


1 192 IS 


• X U X , 


205. .357, 208. .357, 286. .372 


Seq. No. 


. 46552 








Seq. ID 


OJ000216_03.0330.C29 


Gene No. 


98827 








Strand 




Start 


1845 








End. 


4 62B 


Name 


wu yj \j \j c. \j ^ 


0330 


C29.01 


.tc 


Method 


TBLASTX: Cress 




4 ~ ' 








End 


942 


QJ 
\j ± 


n on P 








Score 


81 


P von <5 


4 1 S3 307 


942 


471. . 


647, 744. .911 




Seq. No. 


46552 








Seq. ID 


OJ000216_03.0330.C29 


Gene No. 


'9.8827 








Strand 




Start 


i ft 4 s 








End 


4628 


LN CtiUC 




0 330 


C29.01 


.tm , 


Method 


TBLASTX: Maize 












End 


927 


GI 


none 








Score 


167 


T*' von Q 


1 327 3Q 


fi44 


63. .383, 76 


..417, 82 


. .927 


Seq. No. 


46552 








Seq. ID 


OJ000216_03. 0330.C29 


Gene No. 


98827 








Strand 




Start 


1845 








End 


4628 


Name 


OJ000216 03 


.0330. 


C29.01 


. ts 


Method 


TBLASTX : Soybean 


Start 


376 








End 


912 


GI 


none 








Score 


399 


TT von 


376. .912, 729. .911 








.9 p n Mo 


46552 








Seq. ID 


OJ000216_03.0330.C29 


Gene No. 


98827 








Strand 




Start 


1845 








End 


4628 


Name 


OJ000216 03 


.0330. 


C29.02 


.gs 


Method 


GENSCAN 


O U d i. u 


1845 








End 


4559 




none 








Score 


.77 


P von Q 


1845. .2024, 


2392. 


.2496, 


2793. . 


.2852, 2939. .3014, 3140.. 3216, 




3482... 3544, 


3655. 


.3739, 


4285. , 


.4559^ 




Qc^n KIo 


46552 








Seq. ID 


OJ000216_03.0330.C29 


Cle^TTtd Mo 


98827 








Strand 




Start 


1845 








End 


4628 


Name 


OJ000216 03 


.0330. 


C29.02 


. tc 


Method 


TBLASTX: Cress 


Start 


1848 








End 


4359 


GI 


none 








Score 


89 


Exons 


1848. .2018, 


1869. 


.1961, 


1870. . 


,2019, 2377. .2469, 2395. .2478, 




2780. .2824, 


2788. 


.2865, 


2790. . 


,2870, 2790. .2867, 2940. .3017, 




2942. .3025, 


2943. 


.3038, 


2945. . 


,3022, 3133. .3300, 3164. .3298, 



48146 



3482. .3544, 3658. .3738, 4287. .4355, 4297. .4359 



Seq. No. 46552 

Gene No. 98827 

Start 1845 

Name 0 JO 0 0 2 1 6_0 3.0330.C29.o2.np 

Start 1929 

GI 2342692 

Exons 1929.. 1996, 2358.. 2462, 2719. 

3450. .3544, 3655. .3742, 4285. 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2861, 2939 
.4349, 4605 



OJ000216 03.0330.C29 



4628 
AAT/NAP 
4628 
234 

3014, 
4628 



3140. .3326, 



(AC000106) Similar to Nicotiana protein kinase (gb|D26601) 
[Arabidopsis thaliana] 





*i O J ^ 








Seq. ID 


OJ000216_03. 0330. 029 


^ o r\ a M 


QR ft 97 

^ O O i. f 








Strand 






1 ft d ^ 

± O *i «J 








End 


4628 




\jKj \J \J \J ^ J. yj \J ~j 


• J O VJ 


r9Q o9 


. tin 


Method 


TBLASTX: Maize 


o LdX L. 










End 


442L 


GI 


none 








Score 


93 


Exons 


2936. .3022, 


2940 


. .3023, 


3131 


..3298, 3133.. 3300, 3148.. 3300, 






ft 9 


. . O O 4 / , 


J DO U 


..3724, 3658. .3738, 4284..4421, 




4 9ft S 4 ^ft ^ 












O e q . LN O . 


>1 c c c o 








Seq. ID 


OJ000216_03. 0330. 029 


oene lno . 


Qftft97 








Strand 






1 ft 4 S 

± O *i O 








End 


. 4628 


NaiTie 


OJ000216 03, 


.0330 


.02 9. 02 


.ts 


Method 


TBLASTX : Soybean 


Start 


2963 








End 


3535 


GI 


none 








Score 


74 


P von Q 


2963. .3022, 


2964 


. .3023, 


3133 


..3315, 3152.. 3298, 3485.. 3535 


O fc: q . LN U . 


46553 








Seq. ID 


OJ000216_03. 0330.030 




98828 








Strand 




O C CI I. L 


56 








End 


358 




OJ000216 03. 


.0330 


.C30.O1 


.gs 


Method 


GENSOAN 


Start 


56 








End 


358 


GI 


none 








Score 


.82 


Exons 


56. .358 












Seq. No. 


46553 








Seq. ID 


OJ000216_03. 0330.030 


Gene No. 


98829 








Strand 




Start 


387 








End 


1708 


Name 


OJ000216 03. 


;0330 


.C30.O1 


.np 


Method 


AAT/NAP 


Start 


387 








End 


1510 


GI 


3688209 








Score 


.191 


Exons 


387. .449, 1165..: 


L317, 1392..: 


1510 




GI Descrip. 


(AJ010093) MAP3K 


beta 1 


protein kinase 


[Brassica napus] 


Seq. No. 


46553 








Seq. ID 


OJ000216_03. 0330. 030 


Gene No. 


98829 








Strand 




Start 


387 








End 


1708 


Name 


OJ000216 03. 


,0330, 


.030. o2 


.gs 


Method 


GENSOAN 


Start 


1147 








End 


1708 


GI 


none 








Score 


.53 


Exons 


1147 . . 1317, 


1392, 


. . 1496, 


1661 


. .1708 




Seq. No. 


46553 








Seq. ID 


OJ000216_03. 0330.030 



48147 




Gene No. 


98829 


Strand 




Start 


387 


End 


1708 


Name 


OJCr00216 03.0330.C30.ol tc 


Method 


TBLASTX: Cress 


Start 


14-53 ~ 


End 


1478 


GI 


none 


Score 


75 


Exons 


1153. .1317, 1154. .1300, 1401. 


.1478, 1402. .1476 


Seq. No. 


46553 


Seq. ID 


OJ000216_03.0330.C30 


Gene No. 


98829 • - 


.Strand 




Start 


387 


End 


1708 


Name 


OJ000216 03.0330.C30.ol.tm 


Method 


TBLASTX: Maize 


Start 


1159 ~ 


End 


1485 


GI 


none 


Score 


77 


Exons 


1159. .1314, 1385. .1477, 1386. 


.1478, 14 


02. .1485, 1405. .1479 


Seq. No. 


46553 


Seq. ID 


OJ000216_03.0330.C30 


Gene No. 


98829 


Strand 


- 


Start 


387 


End 


1708 


Name 


OJ000216 03.0330.C30.ol ts 


Method 


TBLASTX: Soybean 


Start 


1159 ~ 


End 


1478 


GI 


none 


Score 


60 


Exons 


1159. .1317, 1401. .1478, 1423 


. 1476 




Seq. No. 


46554 


Seq. ID 


OJ000216_03.0330.C31 


Gene No. . 


98830. 


Strand 




Start 


1 


End 


3453 


Name 


OJ000216 03.0330.C31.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


3148 


GI 


3688193 


Score 


216 


Exons 


1..111, 295. .453, 599. .661, 826. .910, 


1073. .1248, 3089. .314! 


GI Descrip. 


{AJ010091) MAP3K alpha 1 protein kinase [Brassica napus] 


Seq. No. 


46554 


Seq. ID 


OJ000216_03.0330.C31 


Gene No. 


98830 


Strand 




Start 


1 


End 


3453 


Name 


OJ000216 03.0330.C31.ol.gs 


Method 


GENSGAN 


Start 


307 ... 


End~ 


3453 


GI 


none 


Score 


.75 - . 


Exons 


307. .453, 826. .910, 1077. .1481, 2159.. 


2187, 2773.. 2832, 




3012. .3158, 3368. .3453 






Seq. No.. 


46555 


Seq. ID 


OJ000216_03.0330.C32 


Gene No. 


98831 


Strand 




Start 


880 


End 


1455 


Name 


OJ000216 03.0330.C32.ol.tm 


Method 


TBLASTX: Maize 


Start 


846 


End 


1190 


GI 


none 


Score 


128 . 


Exons 


846. .1076, 846. .1190, 907. .1182, 1109. 


.1186 


Seq. No. 


46555 


Seq. ID 


OJ000216__03^0330.C32 


Gene No. 


98831 


Strand 




Start 


880 


End 


1455 


Name 


OJ000216 03.0330.C32.ol.ts 


Method 


TBLASTX: Soybean 


Start 


864 


End 


1190 


GI 


none 


Score 


107 


Exons 


864. .1088, 1095. .1190 







48148 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46555 Seq, 'ID OJ000216_03 . 0330 . C32 

98831 . Strand 

880 End 1455 

OJ0002 16_:.-(I3 . 0330 . 032 . ol . np Method AAT/NAP 

880 End 1455 

7487888 Score 343 

880. .1183, 1269. .1455 . 

hypothetical protein T9J22.30 - Arabidopsis thaliana 
gi|2739387|gb|AAC14510.1| {AC002505) En/Spm-like transposon 
protein [Arabidopsis thaliana] 





Qart Kin 


46555 Seq. ID 


OJ000216_03.0330.C32 




CZdTT] o Mn 


98831 Strand 






O Ldi. L 


880 End 


1455 




Name 


OJ000216 03.0330.C32.ol.tw Method 


TBLASTX: Wheat 






94 8 End 


1455 




GI 


none Score 


63 




Exons 


948. .1082, 1098. .1184, 1099. .1185, 1306. .1455, 1310. .1408 




O e q . IN O . 


46556 Seq. ID 


OJ000216_03.0330.C33 






98832 Strand 






O La J- U 


4 9 End 


910 


. 


Name 


OJ000216 03.0330.C33.ol.gs Method 


GENSCAN 


v3 


C: -i- a r- -}- 


4 9 End - 


910 




\a± - 


none Score 


.96 


' 

f\l 




49. .160, 440. .910 






O C ^ . IN . 


46556 Seq. ID 


OJ000216_03\0330.C33 




Gene No. 


98832 Strand 




s. J 


Start 


4 9 End 


910 




Kl a m i3 

IN dlLlC 


OJ000216 03,0330.C33.ol.tm Method 


TBLASTX: Maize 




C4- a 


395 End 


661 




Vj ± 


none Score 


149 






395. .661, 396. .596, 419. .661 




= =s 


o c q . IN vJ . 


46557 Seq. ID 


OJ000216_03.0330.C35 




Gene No. 


98833 Strand 




— 


Start 


1 End 


918 




Name 


OJ000216 03.0330.C35.ol.np Method 


AAT/NAP 




o L.ar L 


1 End 


915 




GI 


7486567 Score 


169 




Exons 


l.,107, 197. .347, 396. .762, 821. .915 






GI Descrip. 


hypothetical protein F7H19.15C) - Arabidopsis thaliana 






gi 1 3292822 |emb|CAA19812. 1 | (AL031018) 


putative protein 






[Arabidopsis thaliana] gi 17269144 | emb | CAB79252 . 1 | {AL161558; 






putative protein [Arabidopsis thaliana 


] 




Seq. No. 


46557 Seq. IDr 


OJ00021 6_03 .0330 . C35 




Gene No. 


98833 Strand 






Start 


1 End 


918 




Name 


OJ000216 03.0330.C35.ol.gs Method 


GENSCAN 




Start 


193 End 


918 




GI 


none Score 


.6 




Exons 


193. .918 






Seq. No. 


46558 Seq. ID 


OJ000216_03. 0330.C36 




Gene No. 


98834 Strand 





48149 



start 
Name 
Start 
GI ■ 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



471 

AAT/GAP 
471 
927 



OJ000216_03. 0330. 036. ol.gp 
1 

2347_1.R1084 
1..471 

' 128191/spl P27968 |NIA7_H0RVU 2.0e-35 NITRATE REDUCTASE [NAD(P)H] 

>gi_66210_pir RDBHNP nitrate reductase (NAD(P)H) (EC 1.6.6.2) - 

barley >gi_19065_emb_CAA42739_ (X60173) nitrate reductase 
(NAD(P)H) [Hordeum vulgare] ' 



46558 Seq. ID 

98835 Strand 

235 End 

OJ000216_03.0330.C36.ol.gs Method 

235 End 

none Score 
235. .930, 1011. .1565 

46558 Seq. ID 

98835 Strand 

235 End 

OJ000216_03 . 0330 . C36 . ol . ts Method 

235 End 

none Score 

235. .414, 263. .415, 421. .459, 475. .561, 476. .562, 556. .975, 
574.. 870, 587.*. 970, 978.. 1025, 1104.. 1577, 1125.'. 1313, 
1135. .1578, 1426. .1578 



OJ000216_03.0330.C36 

1580 
GENSCAN 
1565 
.88 



OJ000216_03. 0330.036 
1580 

TBLASTX: Soybean 

1578 

105 



OJ000216 03. 0330. 036 



Seq. No. 46558 Seq. ID 

Gene No. 98835 Strand 

Start 235 End 

Name OJ00021 6_03 . 0330 . 036 . ol . tc Method 

Start 235 End 

GI none Score 

Exons 235. .348, 266. .349, 349. .417, 350. .430, 436. .561, 437. 

553. .975, 554. .970, 978. .1031, 1107. .1541, 1117. .1539 



1580 

TBLASTX: Cress 

1541 

77 



.562, 



Seq. No. 46558 Seq. ID 

Gene No. 98835 Strand 

Start 235 End 

Name OJ000216_03 . 0330 . 036 . ol . np Method 

Start 238 End . 

GI 128191 Score 

Exons 238.. 1580 

GI Descrip.. NITRATE REDUCTASE [NAD(P)H] gi | 66210 | pir M RDBHNP. nitrate 

reductase (NAD(P)H) (EC 1.6.6.2) - barley gi | 19065 | emb | OAA42739 | 
(X60173) nitrate reductase (NAD{P)H) [Hordeum vulgare] 



OJ000216_03. 0330. 036 

1580 
AAT/NAP 
1580 
2027 



Seq. No. 


46558 


Seq. ID 


OJ000216_03.0330, 


.036 


Gene No. 


98835 


Strand 






Start 


235 


End 


1580 




Name 


OJ000216 03.0330.036.o2.tm 


Method 


TBLASTX: Maize 




Start 


359 


End 


624 




GI 


none 


Score 


213 




Exons 


359. .619, 361. .624 








Seq. No. 


46558 


Seq. ID 


OJ000216_03.0330. 


.036 



48150 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



98835 ' Strand 

235 End 

OJ000216_03. 0330.C36.ol, tm Method 

625 End 

none Score 



1580 

TBLASTX: Maize 

1406 

256 



625. .993, 625.-993, 978. .1031, 1107. .1361, 1122. .1334, 
1129. .1365, 1371. .1406, 1372. .1401, 1373. .1402 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46558 
98835 
235 

OJ000216_03.0330.C36.o2 .gp 
781 

9204_1.R1084 
781. .1233 

' 128191/spl P27968 |NIA7_H0RVU 4.0e-57 NITRATE REDUCTASE [NAD{P)H] 

>gi_66210_pir RDBHNP nitrate reductase (NAD(P)H) (EC 1.6.6.2)- 

barl'ey >gi_19065^emb__CAA42739_ (X60173) nitrate reductase 
{NAb(P)H) [Hordeum vulgare] • ■ 



Seq. ID OJ000216_03.0330.C36 
Strand 

End 1580 

Method AAT/GAP 

End 1233 

Score 828 



46558 Seq. ID 

98835 Strand 

235 End 
OJ000216_03. 0330.C36.ol . tw Method 

1383 End 

none Score 

1383. .1577, 1384. .1572 



OJ000216_03. 0330.C36 
1580 

TBLASTX: Wheat 

1577 

218 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46559 
98836 
1 

OJ000216_03 . 0330 . C37 . ol . np 
1 

128191 
1..276, 379. .1336 

NITRATE REDUCTASE [NAD{P)H] gi | 662 10 | pir | | RDBHNP nitrate 
reductase (NAD{P)H) (EC 1.6.6.2) -. barley gi | 19065 | emb | CAA42739 | 
(X60173) nitrate reductase (NAD(P)H) [Hordeum vulgare] 



Seq. ID OJ000216_03.0330.C37 
Strand 

End 1336 

Method AAT/NAP 

End 1336 

Score 1616 



46559 
98836 
1 

OJ000216_03. 0330.C37.ol.tc 

133 

none 



Seq. ID OJ000216_03.0330.C37 
Strand 

End 1336 

Method TBLASTX : Cress 

End 1192 

Score 137 



133. .264, 134. .265, 263. .277, 380. .1192, 405. .698, 762. .1151 



46559 
98836 
1 

OJ000216_03.0330.C37.ol.ts 

133 

none 



Seq. ID OJ000216_03.0330.C37 
Strand 

End 1336 

Method TBLASTX : Soybean 

End 1150 

Score 100 



133. .285, 133. .264, 134. .283, 380. .1150, 405. .698, 656. .715, 
762. . 1136 



Seq. No. 



46559 



Seq. ID OJ000216 03.0330.C37 



48151 



Gene No. 


98836 






Strand 




Start 


1 






End 


1336 


Name 


OJ000216 03.0330.C37 


. ol 


. y 


MpthoH 




Start 


135 ~ 






End 


1336 


GI 


none 






Score 


, 7 


Exons 


135. .276, 407. . 1336 










Seq. No. 


46559 ' 






Seq. ID ■ 


.OJ000216_03.0330 


Gene No. 


98836 






Strand 




Start 


1 






End 


1336 


Naine 


OJ000216 03.0330.C37 


. o2 


tm 


L L> 1 1 \J\Ji 




Start 


386 ~ 






End 


64 6 


GI 


none 






Score 


119 


Exons 


386. . 646, 468. . 611 










Seq. No. 


46559 






Seq. ID 


OJ000216_03.0330 


Gene No. 


98836 






Strand 




Start 


. 1 






End 


1336 


Name 


OJ000216 03 0330 C37 


. ol 


tm 




X O J_i.nO L /\ m i Jet X ^ C 


Start 


671 ~ 






End 


X V \J X 


GI 


none 






Score 


4 6 


Exons 


671. .718, 676. .717, 


677 . 


.781, 


780 . . 914 


788 1000 789 


O C ^ . LM • 


*1 U J O VJ ^ 








n.Tnnn9i f> n'^ n?'^n 


Gene No. 


98837 






Strand 




Start 


1279 






End 


1482 


Name 


OJ000216 03.0330.C38 


.ol. 


gs 


Method 


GENSCAN 


Start 


1279 






End 


1482 


GI 


none 






Score ■ 


.83 


Exons 


1279. .1482 











Seq. No. 


46560 


Seq. ID 


OJ000216 


Gene No. 


98838 


Strand 


+ 


Start 


3886 


End 


4633 


Name 


OJ000216 03.0330.C38.ol.np 


Method 


AAT/NAP 


Start 


3886 


End 


4633 


GI 


6907088 


Score 


558 


Exons 


3886.'. 4023, 4199. .4633 






GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Seq. No. 


46560 


Seq. ID 


OJ000216 


Gene No. 


98839 


Strand 




Start 


3023 


End 


3535 


Name 


OJ000216 03.0330.C38.ol.gp 


Method 


AAT/GAP 


Start. 


3023 


End 


3535 


GI 


38782 1.R1084 


Score 


808 


Exons . 


3023. .3535 






GI Descrip. 


'6069643/dbj iAP000616.1|AP000616 O.Oe+00 Oryza 



DNA, chromosome 6, ' clone : P0514G12 ' 



Seq. No. 46561 Seq. ID 

Gene No. 98840 Strand' 

Start 1 End 

Name OJ000216_03 . 0330 . C39 . ol . np Method 

Start 1 End 

GI 6907086 Score 

Exons 1..340, 401. .637, 696. .775 



OJ000216_03.0330.C39 
+ 

775 

AAT/NAP 

775 

596 



48152 




GI Descrin 

Vip' ^ U-^ tj Vp^ ^ ^ t 


"(AP001129) hypothetical protein [Oryza 


sat i 1 








Seq. No. 


46561 


Seq. ID 


OJ000216_ 


_03. 


0330 


.C39 


Gene No. 


98841 


Strand 










Start 


.13 


End 


315 








Na.iue 


OJ000216 03.0330.C39.ol.gs 


Method 


GENSCAN 








Start 


13 


End 


315 








GI 


none 


Score 


64 








Exons 


13. .315 












Seq. No. 


46562 


Seq. ID 


OJ000216_ 


_03. 


0330 


.C42 


Gene No. 


98842 


Strand 










Start 


289 


End 


545 








Name 


OJ000216 03.0330.C42.ol.gs 


Method 


VJ Lj LN O ^rt.lN 








Start 


289 


End 


519 








GI 


none 


Score 


. 43 








J-J \^ 1 1 


289. .519 












Sea No 


46562 


Seq. ID ' 


■t!)J000216 


03 . 


0330 


. C42 


Gene isfo . 


98842 


Strand 










Start 


289 


End 


545 








Name 


OJ000216 03.0330.C42.ol.np 


Method 


A AT /NAP 








Start 


289 


End 


545 








GI 


6539588 


Score 


160 








l-j ^\ Vh/ 1 1 o 


289. .545 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


Cl. ^ J. V CL J 








Seq. No. 


46563 


Seq. ID 


OJ000216_ 


_03. 


0330 


.C43 


Gene No. 


98843 


Strand 


+ 








Start 


767 


End 


2053 








Name 


OJ000216 03.0330.C43.ol.gs 


Method 


O Hj IN O \^rl.LN 








Start 


767 


End 


2053 








GI 


none 


Score 


. 84 








F.xnn *=! 


767. .780, 1190. .1739, 1904., 


2053 










Seq. No. 


46564 


Seq. ID 


OJ000216 


03 . 


0330 


. C4 4 


Gene No. 


98844 


Strand 


+ 








Start . 


1 


End 


3186 








Name 


OJ000216 03.0330.C44.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


965 








GI 


6715734 


Score 


385 








Exons 


1..185, 289. .336, 439. .552, 


657. . 965 










GI Descrip . 


{AC0i6447) putative DNA binding protein [Arabidopsis thaliana] 


Seq. No. 


46564 


Seq. ID 


OJ000216_ 


_03. 


0330 


.C44 


Gene No. 


98844 


Strand 


+ 








Start 


1 


End 


3186 








Name 


OJ000216 03.0330.C44 .ol.gs 


Method 


GENSCAN 








Start 


63 


End 


3186 








GI 


none 


Score 


.82 








■p von c; 


63. .336, 439. .552, 657. .1212 


, 3041. .3186 








Seq. No. 


46564 


Seq. ID 


OJ000216_ 


03. 


0330 


.C44 


Gene No. 


98845 


Strand 


+ 








Start 


5157 


End 


5272 








Name 


OJ000216 03.0330.C44 .o2.gp 


Method 


AAT/GAP 








Start 


5157 


End 


5272 









48153 



GI 

Exons 



571821 
5157. .5272 



Score 



203 



f =1 



Seq. No. 46564 

Gene No. 98846 

Start 4754 

Name OJ000216_03 . 0330 . C44 . ol . tw 

Start 405 

GI none 

Exons 405. .554, 426. .554, 439. .555, 

Seq. No. 46564 

Gene No. 98846 

Start 4754 

Name OJ000216_03 . 0330 . C44 . ol . tc 

Start 438 

GI none 

Exons 438. .536, 438. .554, 439. .555, 

Seq. No. 46564 

Gene No. 98846 

Start 4754 

Name OJ000216_03 . 0330 . C44 . ol . ts 

Start 438 

GI none.. 

Exons 438.-554, 439. .555, 439. .573, 

Seq. No. 46564 

Gene No. 98846 

Start 4754 

Name OJ000216_03 . 0330 . C44 . ol . tm 

Start 439 

GI none 

Exons 439.. 582, 441.. 602, 683.. 727, 

Seq. No. 46564 

Gene No. 98846 

Start 4754 

Name OJ000216_03 . 0330 . C4 4 . o2 . gs 

Start 4754 

GI none 

Exons 4754.. 4955, 5209.. 5390, 6628. 

Seq. No. 46565 

Gene No. , 98847 

Start 328 

Name OJ000216_03 . 0330 . C4 5 . ol . gs 

Start 328 

GI none 

Exons 328.. 1365 



Seq. ID OJ000216_03. 0330. 044 
Strand 

End 6693 

Method TBLASTX: Wheat 

End 728 

Score 136 

445. .555, 638. .727, 654. .728 

Seq. ID OJ000216_03.0330.C44 
Strand 

End 6693 

Method TBLASTX : Cress 

End 728 

Score 64 
638. .727, 654. .728 

Seq. ID OJ000216_03.0330.C44 
Strand 

End 6693 

Method TBLASTX : Soybean 

End 728 

Score 207 
620. .727, 654. ,728 

Seq. ID OJ000216_03.0330.C44 
Strand 

End 6693 

Method TBLASTX : Mai ze 

End 728 

Score 181 
684. .728 

Seq. ID OJ000216_03.0330.C44 

Strand ' - 

End 6693 

Method GENSCAN 

End 6693 

Score . 65 
.6693 

Seq. ID OJ000216_03.0330.C45 

Strand + 

End 1387 

Method GENSCAN 

End • 1365 

Score . 62 



Seq. No. 46565 Seq. ID 

Gene No. 98847 Strand 

Start 328 End 

Name OJ000216_03 . 0330 . C4 5 . ol . np Method 

Start 328 End 

GI 6553882 Score 



OJ000216_03.0330.C45 
+ 

1387 
AAT/NAP 
1387 
602 



48154 




Exons 328,. 622, 668.. 1387 

GI Descrip. (AC012563) unknown protein [Arabidopsis thaliana] 



OcrL^ . LNU . 


ft DO 






ocq . X U 








^ O O *i O 






qi" r-a nH 
O X X dX lU 






Of- a yf- 


w> -L *i 






XjXIU 












. gp 


L*1C XliUXi 






o L-cdX U 


O X fl 












GI 


571821 






Score 


338 




Exons 


314. .507 












OcLj • LMtJ . 


46565 






OCLJ . X Xf 




P4 R 


^ o n o K7 o 


98849 






O L X dl iU 






O i_ d I. L. 


1949 








4 4^1 

4 *1 O X 






OJ000216 03, 


.0330.C45.ol, 




Mo-f- h oH 

I J C X 1 HJ (J. 






O L a i. L, 


307 






Xjiivi 


Q R 1 

_? J X 




PT 


none 






Score 


1 9 R 
X z o 




Exons 


307. .615, 317. .613, 367. 


. .621, 


447 . . 620 


, 693. .923, 694.. 


951 


Q o rr KT o 
O c . IN O . 


46565 






oeq . XX/ 


VJUUUUZXD uo . uo ou 


P4 R 


osne iNo . 


98849 






C -1- V a T-i H 

o X rana 






o t a j_ t. 


1949 






Xjna 


4 4m 

41 4i D 1 




Nams 


OJ000216 03. 


.0330.C45.ol, 


. XC 


LYiexnou 


i oXjHo i a , uress 




a -r-i- 
o taX L. 


373 








QQQ 




PT 


none 






Score 


01 ^ 
Z. 1 0 




Exons 


373. .621, 452.". 598, 454. 


. . 606, 


456. . 6il 


, 697. .819, 702.. 


818, 




822. .920, 829. .999 










Qart "Mo 
. iNU . 


46565 






Q*ar>r T Pi 

oeq . X U 




P^ R 


oene ino . 


98849 






Q"(- va r^/H 

OX rana 






o X aX L 


1949 








4 4m 

41 4 O X 




TJaTTi o 
IN ditic 


OJ000216 03, 


,0330.C45.ol, 


■t-Tn 




TRT ACITY • Ma i -70 

J. D XirtO i /S. . d X Z C 




o XdX L 


489 






EjIia 


QQQ 

i7 ^ 




GI • 


none 






Score 


320 




Exons 


489.. 689, 49.0... 690, 693. 


. .995, 


694. .996 


, 694. .999 




O C ■ LN U • 


46565 






Seq.- ID 


OJ000216_03.0330 


P4 R 


VJCllC LNtJ. 


98849 






Strand ~ 






O L d X L 


1949 






End 


4451 




IN dillC 


OJ000216 03. 


,0330.C45.o3, 


, LIU 


Method 


TBLASTX: Maize 




O L d X L. 


1069 






End 


1312 




oX 


none 






Score 


267 




Exons 


1069.. 1260, 


1071. .1241, 


1072. 


.1311, 1079. .1312 






465.65 






Seq. ID 


OJ000216_03.0330 


.C45 


osne iNO . 


98849 






Strand 






O XdX X 


1949 






End 


4451 




Name 


OJ000216 03. 


0330.C45.ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


1084 






End 


1474 




GI 


none 






Score 


134 




Exons 


1084. .1209, 


1115. .1210, 


1200. 


.1385, 1201. .1386, 1201. .1389, 




1202. .1390, 


1400. . 1474, 


1400. 


.1465 






Seq. No. 


46565 






Seq. ID 


OJ000216_03.0330 


.C45 


Gene No. 


98849 






Strand 






Start 


1949 






End 


4451 




Name 


OJ000216 03. 


0330.C45.o2. 


gs 


Method 


GENSCAN 





48155 



start 
GI 

Exons 



1949 End 4405 

none Score ,71 

1949. .2160, 2288. .2767, 3623. .3710, 4217. .4405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



46565 
98849 
1949 

OJ000216_03.0330.C4 5.o2.np 
2236 
7486567 

2236. .2627, 3621. .3710, 4217.. 
hypothetical protein F7H19.150 
gi I 3292822 |emb|CAA19812.1 1 (AL031018) putative protein 
[Arabidopsis thaliana] gi I 726914 4 | emb | CAB7 9252 . 1 1 (AL161558) 
putative protein [Arabidopsis thaliana] 



Seq.^ ID OJ000216_03.0330.C45 
Strand 

End 4451 

Method AAT/NAP 

End 4451 

Score 427 
4451 

Arabidopsis thaliana 



46565 Seq. ID 

98849 Strand 

194 9 End 

OJ0002 1 6_03 . 0330 . C4 5 . o2 . tm Method 

2503 End 

none Score 



OJ000216_03.0330.C45 
4451 

TBLASTX: Maize 

4316 

247 



2503. .2769, 2505. .2771, 2529.-2783, 2588. .2788, 3611. .3715, 
3621. .3713, 3626. .3724, 4217. .4309, 4218. .4316 



46566 
98850 
1 

OJ000216_03.0330.C4 9.ol.np 
1 

4680191 
1..108, 408. .447, 923. .985 

(AF111710) putative myb-related protein [Oryza sativa subsp.. 
indica] 



Seq. ID OJ000216_03.0330.C49 

Strand -f 

End 985 

Method AAT/NAP 

End 985 

Score 71 



Seq. No. 46566 

Gene No. 98850 

Start 1 

Name OJ000216_03 . 0330 . C4 9 . ol . gs 

Start 13 

GI none 

Exons 13.. 194, 465.. 630 



Seq. ID OJ000216_03.0330.C49 

Strand + 

End 985 - 

Method GENSCAN 

End 630 

Score .53 



Seq. No. 46567 

Gene No. 98851 

Start 7274 

Name OJ000216_03 . 0330 . C53 . o3 . gs 
Start . ; 7274 

GI none 
Exons 



Seq. ID OJ000216_03.0330.C53 

Strand + . ' . 

End 9827 

Method GENSCAN 

End 9827 

Score . 4 



7274. .7347, 8502. .8586, 9561. .9683, 9778. ,9827 



Seq. No. 46567 

Gene No. 98852 

Start 1 

Name OJ000216_03 . 0330 . C53 . ol . np 

Start 1 

GI 6907042 



Seq. ID OJ000216_03.0330.C53 
Strand 

End 9856 

Method AAT/NAP 

End 9856 

Score 437 



48156 




Exons 1. .33, 513. .737, 1112. .1829, 2410. .2717, 9794. .9856 

GI Descrip. (AF193556). sacsin [Homo sapiens] 



O c q . IN O . 


46567 








oeq . X u 


yjo uu u z X D 


_03 


.0330. 




o n A M ^ 


98852 








Q+* T"a r»/H 










O Ldi- L 


1 








till l\U 










Name 


OJ000216 03. 


,0330 


.C53.01, 




I'i c L i 1 LJ vj. 


TRT Z\ c^TY • 1 
1 OJ-irlO 1 A • i 


Maize 






528 










7 9^ 








GI 


none 








Score 


86 








Exons 


528. .713, 528. .725, 547, 


. .720 












O C Lj^ ■ LN (J > 


46567 








Clorr T n 
ocq . LU 


n.Ton n 9 1 

\JO\J\J\J^±\J 


u o < 








98852 








Q-h -ranH 
O U X dliO. 










O L a L L 


1 


















NsiTi© 


OJ000216 03. 


0330 


.C53.02, 


, gs 




V3 Hi LN O \^/T.iN 










5371 










Sfi Q9 








GI 


none 








Score 


.67 








Exons 


DJfl, . DH (Of 


^4 Q7 


'=l<^7 7 
• .00/ / , 


5834. 


.5892 , 










oeq . NO . 


46568 








oeq . X u 


u<J uu u^: X D 


_03. 


.0330. 






98853 








CH- >-a n/H 

OL rana 












44 








Cjno. 


1866 








Nam© 


OJ000216 03. 


0330 


.054. ol. 


gs 


iYie Lnoa 


GENSOAN 








O LaiT L 


44 








FnH 


1853 








GI 


'none 








. Score 


, .88 








Exons 




















o e cj . IN o . 


46568 








Seq. ID 


OJ000216_ 


_03, 


.0330. 


p /I 


osne LNo . 


98853 








Strand 


+ 








o L air L 


44 








End 


1866 








Nam© 


OJ000216 03. 


0330 


.C54 .ol. 




Method 


TBLASTX: Maize 






1616 








End 


1866 








GI 


none 








Score 


185 








Exons 


XDXD. .XODfi, 


X O X / 


1 R R 
. . X o D O , 


1630. 


.1866, 1636. .1866 








O c CJ . IN O . 


46568 








Seq. ID 


OJ000216_ 


_03, 


,0,330. 


n^A 

UD f± 


ocllc iNO • 


■ 98853 








Strand 


+ ■ 








04-0 T-l- 
O Lai t 


44 








End 


1866 . 








Nam© 


OJ000216 03. 


0330 


.C54 .Ol. 




Method 


AAT/GAP 








o L.aj-1, 


1640 








End 


1866 








GI 


none 








Score 


410 








Exons 


1640. .1866 


















o e q . LN O . 


46569 








Seq. ID 


OJ000216_ 


_03. 


,0330. 


PR c 

coo 


osne iNO . 


98854 








Strand 


+ 








o tar L. 


467 








End 


682 








Nam© 


OJ000216 03. 


0330 


.055. ol. 


gs 


Method 


GENSOAN 








o tar L 


467 








End 


682 








GI 


none 








Score 


. 95 








Exons 


467. . 682 


















S©q. No. 


46569 








Seq. ID 


OJ000216_ 


^03. 


0330. 


055 


Gen© No. 


98855 








Strand 


+ 








Start 


3414 








End 


7621 








Name 


. OJ000216 03. 


0330 


.055.03. 


gs 


Method 


GENSOAN 








Start 


3414 








End 


7621 








GI 


none 








Score 


.85 









48157 



# • 

Exons 3414. .3491, .3955. .4416_, 4675. .4887, 4976. .5176, 5860. .6244, 

6698.. 7240, 7323.. 7621 



Seq. No. 


46569 




Seq. ID 


OJ000216 


03.0330 


.C55 




98855 




Strand 


+ 






O Ldl. U 


3414 




End 


7621 






NcLIUS 


OJ000216 03.0330.C55 


. ol . np 


Method 


AAT/NAP 






O L Ctl. U 


4207 




End 


7618 








4972236 




' Score 


1413 






Exons 


4207. .4416, 4675. .4887, 4976 


..5176, 5860. .6244, 


6698. .7273, 




7323. .7618 












VJJ X L/C> O Vvr J- . 


(AJ00634 9) endo-beta 


-1, 4-glucanase [Fragaria x ananassa^ 


1 


Seq. No. 


46569 




Seq. ID 


OJ000216_ 


03.0330 


.C55 




98856 




Strand 


+ 








11772 




End 


13534 






Nsnie 


OJ000216 03.0330.C55 


. o2 . np 


Method 


AAT/NAP 








11772 




End 


13492 






\j JL 


7450208 




Score 


1662 . 








11772. .11972, 12059. 


.13492 










GI Descrip. 


probable amp-binding protein 


- rape gi | 1903034 | emb | CAA64328 




(X94625) amp-binding protein 


[Brassica 


napus] 






O c q . LN O . 


-46569 




Seq. ID 


OJ000216_ 






ocllc iNO • 


98856 




Strand 


+ 






qf- -r-f- 


11772 




End " 


13534 






N3in3 


OJ000216 03.0330.C55 


. o4 . gs 


Method 


GENSCAN 








11772 




End 


13534 








none 




Score 


. 96 






Exons 


11772. .11972, 12059. 


.13534 










o c v.^ . t 


46569 




Seq. ID 


OJ000216_ 


03.0330. 


.C55 


otrllti iNO • 


98857 




Strand 


+ 






q-h :a -r-h 


14324 




End 


17920 






Nsine 


OJ000216 03.0330.C55 


. o5 . gs 


Method 


GENSCAN 






q-h ja T--I- 


14324 




End 


17920 






yj ± 


none. 




Score 


. 65 






TT" von c 
Hi AO! io 


14324. .14843, 15675. 


.15838, 


15959. . 16056, 16163. 


.16297, 






16544. .16733, 16805. 


. 17920 










Seq. No. 


46569 




Seq. ID 


OJ000216_ 


03.0330. 


.C55 


o n o KI o 


98857 




Strand 


+ 






q-l- :a r~-t- 
O Ldl. C 


14324 




End 


17920 






Nsine 


OJ000216 03.0330.C55 


. o3 . np 


Method 


AAT/NAP 






O L dX L 


14459 




End 


17908 








6686396 




Score 


2340 






Exons 


14459. .14843, 15675. 


.15838, : 


15959. .16056, 16163. 


.16297, 






16544 . .16733, 16805. 


.17908 










GI Descrip. 


(AC007234) F1E22.10 


[Arabidopsis thaliana] 




Seq. No. 


46569 




Seq. ID 


OJ000216_ 


03.0330. 


,C55 


Gene No. 


98858 




Strand 


+ 






Start 


19553 




End 


27596 






Name 


OJ000216 03.0330.C55 


. o6. gs 


Method 


GENSCAN 






Start 


19553 




End 


27596 






GI 


none 




Score 


.52 






Exons 


19553. .19670, 20464. 


.20562, 21252. .21527, 22174. 


.22247, 





48158 




22930. ,23053, 26334 26452, 27540.. 27596 





»»> c; • LN • 


46569 


Seq. ID 


OJ000216_03. 0330.055 






98859 


Strand 


+ 




o L. a J- u 


38224 


End 


40044 






OJ000216 03.0330.C55,o9.gs 


Method 


GENSCAN 




a i- L. 


38224 


End 


40044 






none 


Score 


.88 




R von Q 


38224. .38286, 38377 .. 3954 9, 39919.. 40044 




Seq. No. 


46569 


Seq. ID 


OJ000216_03.0330.C55. 






98859 


Strand 


+ 






38224 


End 


40044 






OJ000216 03.0330.C55.o5.np 


Method 


AAT/NAP 




m-p r1- 


38416 


End 


39628 






5734789 


Score 


763 






38416. .39628 








GI Descrip. 


(AC007980) Hypothetical protein [Arabidopsis thaliana] 




Seq . No . 


46569 


Seq. ID 


OJ000216_03.0330.C55 




OCilC ViKJ a 


98860 


Strand 








2156 


End 


2900 




Ma mo 


OJ000216 03.0330.C55.o2.gs 


Method 


GENSCAN 


f i 


qt- a -rl- 
o L. d X l_ 


2156 


End 


2900 


'■^ 


\j J. 


none 


Score 


.85 


ih 


Exons 


2156.. 2371, 2418.:2457,' 2845.. 


,2900 




I y 


*^prT Mn 


46569 


Seq. ID 


OJ000216_03.0330.C55 


1 J 


riono Mo 


98861 


Strand 




1 : - 


qt* a rt 

O l_ d i- L. 


28092 


End 


28555 




Nsme 


OJ000216 03.0330.C55.ol.gp 


Method 


AAT/GAP 


= y 


qf a ri- 

O L- d J. u 


28092 


End 


28555 




GI 


5056085 


Score 


769 


IJ 


P von Q 


28092. .28555 








Sea No 


46569 


Seq. ID 


OJ000216_03. 0330.C55 




Gene No. 


98862 


Strand 






Start 


28878 


End 


29364 




Name 


OJ000216 03.0330.C55.o2.gp 


Method 


AAT/GAP 


IJ 




28878 


End 


29364 


= H 




uC-osroM202035e08bl 


Score 


635 




P von Q 


28878. .29003, 29128.. 29364 








C^T FlOQOT"1TO 


»5103809/gb|AAD39639.1|AC007591 4 7 . Oe- 


-45 (AC007591) Similar 






gb AF099053 phosphatidylserine synthase-2 from Mus musculus . 






EST gb_N96271 comes from this 


gene. [Arabidopsis thaliana]* 




Seq. No. 


46569 


Seq. ID 


OJ000216_03.0330.C55 




Gene No. 


98862 


Strand 






Start 


28878 


End 


29364 




Name 


OJ000216 03.0330.C55.o3.gp 


Method 


AAT/GAP 




Start 


28953 


End 


29362 




GI 


uC-osroM202035e08bl 


Score 


501 




Exons 


28953. .29003, 29128.. 29362 







GI Descrip. » 5103809/gb | AAD39639 . 1 | AC007591_4 7.0e-45 (AC007591) Similar to 
gb_AF099053 phosphatidylserine synthase-2 from Mus musculus. 
EST gb_N96271 comes from this gene. [Arabidopsis thaliana] ' 



48159 



Seq. No. 46569 

Gene No. 98863 

Start 32307 

Name OJ0002 16_03 . 0330 . C55 . o4 . gp 

Start 32307 

GI 20816_1,R1084 

Exons 32307. .32431, 32617 32798, 
.33295. .33454, 33533 .. 33628 > 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000216 03.0330.C55 



36923 
AAT/GAP 
34565 
1616 

32.900. .32974, 33073 .. 33209, 
33709. .33863, 34513.. 34565 



GI Descrip. '2293332 4.0e-28 (AF011338) unknown [Dictyostelium discoideum] • 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46569 
98863 
32307 

OJ000216_03 .0330.C55.o4 .np 

32867 

3252825 



Seq. ID OJ000216__03.0330.C55 
Strand 

End 36923 

Method AAT/NAP 

End 33370 

Score 199 



32867. .32974, 33073 .. 33224 , 33304. .33370 
{AC004 382) .Unknown gene product [Homo sapiens] 



46569 
98863 
32307 

OJ000216_03.0330.C55.o8.gs 

33281 

none 

33281. .33403, 33533 .. 33628 , 
35428. .35556, 364 55 .. 36593, 



Seq. ID 

Strand 

End 

Method 
End - 
Score 



OJ000216_03.0330.C55 

36923 
GENSCAN 
36923 
.46 



33709. .33863; 34 513\ . 34 670, 
36821. .36923 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46569 



98864 Strand 

41010 End 

OJ00021 6_03 . 0330 . C55 . olO . tm Method 

4291 End 

none Score 



Seq. ID OJ000216_03.0330.C55 



41416 

TBLASTX: Maize 

5128 

142 



4291. .4419, 4320. .4403, 4674. .4862, 4675. .4890, 4964. .5077, 
4972.. 5127, 4978,. 5001, 4997.. 5128 



Seq-. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 6569 ^ " ■ ' • V ■ 

98864 
41010 

OJ000216_03. 0330.C55.o3.ts 
4672 
none 



41416 
TBLASTX: 
5179 
292 

4672. .4890, 4674. .4889, 4975. .5178, 4997. .5179 



Seq. ID OJ000216_03.0330.C55 
Strand 
End 

Method TBLASTX : Soybean 
End 
Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46569 
98864 
41010. 

OJ000216_03. 0330.C55.o3. tc 
4674 



none 
4674 , 
5872. 
6694 . 



.4781, 
.5991, 
.6891 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4675. .4890, 4818. .4859, 
6042. . 6119, 6043. .'6126, 



OJ000216 03.0330.C55 



41416 

TBLASTX: Cress 
6920 
233 

4975. .5124, 4997. 
6121. .6246, 6693. 



.5179, 
, 6920, 



Seq. No. 
Gene No. 



46569 
98864 



Seq. ID 
Strand 



OJ000216 03.0330.C55 



48160 




start 


41010 








End 


41416 

*i i 1 i U 


Nam© 


OJ000216 03 


0330 


.C55.012. tm 




1 0 jjrt 0 1 /\ . L^'j d, J. 


Start 


»J O *J u 








PnH 


U V -7 J 


GI 


none 








Score 


231 


Exons 


5856. . 6092, 


5872 


6093 










46569 








Seq. ID 


OJ000216_03. 0330.055 


Gene No. 


98864 








Strand 




Start 


41010 








End 


41416 " 


Name 


OJ000216 03 


0330 


. 055 . o4 


. ts 


Method 


TBLASTX: Soybean 




5872 ~ 








End 


7630 


GI 


none 








Score 


236 




5872 6126- 


6024 


. .6119, 


6121. 


.6246, 6693. .6968, 6694. .7173, 




7020 .7166, 


7319 


. .7492, 


7489. 


.7629, 7490. .7630 


Seq. No. 


46569 








Seq. ID 


OJ000216_03. 0330. 055 


Gene No. 


98864 








Strand 




Start 


41010 








End 


41416 


Name 


OJ000216 03 


0330 


.055. oil. tm 


Method 


TBLASTX: Maize ■ 


O L. Cl I. 


67 30 ~ 








End 


7182 


GI 


none 








Score 


53 


i— 1 A w 1 1 o 


6730 6783 


6834 


.6992, 


6835. 


.6963, 7012. .7182, 7023. .7172 


O C . LN V.j' . 


4 6S69 

1 \J *J U J' 








Seq. ID 


OJ000216_03. 0330. 055 


Gene No. 


98864 








Strand. 




Start 


41010 








End 


41416 


Name 


OJ000216 03. 


0330 




h w 

(_ w 


Method 


TBLASTX: Wheat 


Start 


6730 








End 


39520 


GI 


none 








Score 


51 


P. von <=i 


6730. .6783, 


6831 


.6962, 


6835. 


.6963, 7009. .7140, 7026. .7139, 




39452. .39520 










Seq. No. 


46569 








Seq. ID 


OJ000216_03. 0330. 055 


Gene No. 


98864 








Strand 




Start 


41010 








End 


41416 


Name 


OJ000216 03. 


0330. 


055. .08. 


tc 


Method 


TBLASTX: Ore ss 


Start 


6925 








End 


7173 


GI 


hone 








Score 


212 


E von *=; 


6925. .7173, 


7063, 


.7173 








Seq. No. 


46569 








Seq. ID 


OJ000216_03. 0330. 055 


Gene No. 


98864 








Strand 




Start 


41010 








End 


41416 


Name 


OJ000216 03. 


0330. 


055. o9. 


tc 


Method 


TBLASTX :Oress 


Start 


7325 








End 


7609 


GI 


none 








Score 


127 


P V n n <^ 


7325. .7483, 


7490. 


.7609 








Seq. No. 


46569 








Seq. ID 


OJ000216_03. 0330. 055 


Gene No. 


98864 








Strand 




Start 


41010 








End 


41416 


Name 


OJ000216 03. 


0330. 


055. o3. 


tm 


Method 


TBLASTX: Maize 


Start 


11758 








End 


12223 


GI 


none 








Score 


289 


Exons 


11758. .11805, 11771. .1194 4, 11772. .11945, 11912. .11974, 



11946. . 11981, 12020. .12223, 12059. .12211 



48161 



Seq. No. 46569 

Gene No. 98864 

Start 41010 

Name OJ000216_03 . 0330 . C55 . o4 . tc 

Start 11772 

GI none 

Exons 11772. .11948, 11801 .. 1194 4 , 
12059.. 12211 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000216_03.0330.C55 
41416 

TBLASTX: Cress 

12211 

184 



11943. . 11981, 12058. .12201, 



Seq. No. 46569 

Gene No. 98864 

Start 41010 

Name OJ0002 16_03 . 0330 . C55 . ol . ts 

Start 11796 

GI none 

Exons 11796. .11939, 12050 .. 1221 1 , 
12376. ,13095, 13108. .13254, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12058. 

13109. 



OJ000216 03.0330.C55 



41416 

TBLASTX : Soybean 
13255 
137 

12207, 12317. .13102, 
13255 



Seq. No. 46569 

Gene No. 98864 

Start 41010 

Name OJ000216_03 . 0330 . C55 . o4 . tm 
n start . 12335 

. ^ GI none 

;i Exons 12335. .12724, 12364 .. 12726, 



Seq. ID OJ000216_03.0330.C55 
Strand 

End 41416 

Method TBLASTX : Mai ze 

End 12883 

Score 394 
12739. .12882, 12740.. 12883 



Seq. No. 46569 

Gene No. 98864 ■ 

Start 41010 

Name OJ000216_03 . 0330 . C55 , 

Start 12406 

GI none 

Exons 12406. .13095, 12419., 
13268. .13327, 13411. , 



ol. tc 



13102, 
13485, 



Seq. ID OJ000216_03.0330.C55 
Strand 

End 41416 

Method TBLASTX: Cress . 

End 13489 

Score 664 
13108. .13296, 13109. .13267, 
13421. ,13489 





46569 






Seq. ID 


OJ000216_03.0330. 


C55 


Gene No . 


98864 






Strand 






li start 


41010- 






End 


41416 




IJ Name 


OJ000216 03.0330.C55, 


. o2. tw 


Method 


TBLASTX: Wheat 




IJ Start 


12421 






End 


12592 




GI 


none 






Score 


296 




Exons 


12421. 


.12591, 12422., 


.12592 








Seq. No. 


46569 






Seq. ID 


OJ000216_03.0330. 


C55 


Gene No. 


98864 






Strand 






Start 


41010 






End 


41416 




Name 


OJ000216 03.0330.C55. 


. o4 . tw 


Method 


• TBLASTX : Wheat- 




Start 


12739 






End 


12949 




GI 


none 






Score 


187 




Exons 


12739. 


.12942, 12740.. 


.12949, 


12821. . 12943 




Seq. No. 


46569 






Seq. ID 


OJ000216_03.0330. 


C55 


Gene No. 


98864 






Strand 






Start 


41010 






End 


41416 




Name 


OJ000216 03.0330.C55. 


, o7 . tm 


Method 


TBLASTX: Maize 




Start 


12958 






End 


13495 




GI 


none 






Score 


99 





48162 





R V o n «! 




13111 


13061. .13327, 13099. .13326, 








13373 13417 13417 


1 34Q4 


13427. .13495 






Seq. No. 


• 46569 




Seq. ID 


OJ000216_03.0330 


.C55 




Gene No. 


98864 




Strand 








Start 


41010 




End 


41416 








0.100091 03 0330 PR^ 


. UO . U o 


Method 


TBLASTX: Soybean 






o L. d i. u 


1 3? Sfi ~ 




End 


13501 






GI 


none 




Score 


121 






R V r> n 


13256 13330 1 32*51 


1 3323 


13367. .13501, 13375.. 13491 






o c:: • L\ w . 


*i D J O -3 




Seq. ID 


OJ000216_03.0330 






Gene No. 


98864 




Strand 








Start 


41010 




End 


41416 






Name 


n.T00021fi 03 0330 PSS 


o Q f-m 


Method 


TBLASTX: Maize 








X *a J O J 




End 


15727 








n on o 




Score 


236 






R vr^n Q 


14Sfi3 147S7 14^(^4 


1 4 7 SP 


14771. .14845, 14773 .. 14 84 4 , 








1 Sfi71 1 S727 












O C ^ • W . 


•i vj J U ^ 




Seq. ID 


OJ000216_03.0330 


. U3 o 






QPfl fi4 




Strand 








Start 


41010 




End 


41416 






Name 


OJ000216 03.0330.C55, 


.o7 .ts 


Method 


TBLASTX: Soybean 




VJ 


Start 


X 1 .J u u 




End 


16881 








none 




Score 


222 




I; ; 


R von Q 


14Sfifi 147R7 14c;7n 

X1JUO. .Xrl tuff X*sJ/U. < 


1 4 7 Rfi 

, X *J / DO f 


14771. .14 845, 14773. .1484 4, 








1 Sfifil 1 SRI 0 1 Sf^71 


1 R730 


1574 9. .15811, 16647. .16736, 










1 *^R73 

. X DO / O / 


16804 . . 168i 


31 




\3 


O C ^ • LN . 


U U _7 




Seq. ID 


OJ000216_03.0330 




f '. c 




Qfi ft fi4 




Strand 








Start 


41010 




End 


41416 






Name 


OJ000216 03.0330.C55. 


. o5 . tc 


Method 


TBLASTX: Cress 






Start 


14677 




End 


16057 






'J J. 


none 




Score 


106 






R von Q 


14fi7 7r- 147*=i7 14fi7fi 

X*iU / /"...Xrl (Off XtD/O. < 


1 4 7 fil 


14771. .14845, 14773. ;14844, 








1 S fi37 1 S7 32 1 5 (=;7 1 


1 R733 


15752. .15844, 15754. .15837, 




u 

r 




1 SQ4 Q 1 fi053 1 SQRO 


1 fins7 

. X O Vj* / 








~ — 


C ^ . L\ ■ 


*4 U J U Z7 




Seq. ID 


OJ000216_03.0330 


. UO D 






-7 O O U 1 




Strand 








start 


41010 




End 


41416 






Name 


OJ000216 03.0330.C55. 


o8. tm 


Method 


TBLASTX: Mai z,e ■ 






Start 


1 S731 

X ,J / J X 




.End 


166,82 








n on o 
1 Keller 




Score 


154 






R V on Q 


* 1 S731 1 SftfiS 1 S74fl 

/ ox. .XJOOO/ LD f HO * . 


1 RR^;4 

X J O D 4 / 


15941. .16057, 15961. .16053, 








1 fil f^l 1 fi31 3 1 (^1 fifi 

XDXDX. .XOOXO^ XOXOD. . 


1 fi31 

X D J X J , 


16541. .16681, 16542. .16682, 




















Seq. No. 


46569 




Seq. ID 


OJ000216_03.0330, 


. C55 




Gene No. 


98864 




Strand 








Start 


41010 




End 


41416 






■ Name 


OJ000216 03.0330.C55. 


o6. ts 


Method 


TBLASTX: Soybean 






Start • 


15812 




End 


16642 






GI 


none 




Score 


44 






Exons 


15812. .15844, 15949. . 


16053, 


15950. .16057, 16161 .. 16313 , 





48163 





■ ■ * 16166 


..16312, 16167. 


1 6'^64 


16541. .16642, 16542.. 16640 




Seq. No. 


46569 






Seq. ID 


OJ000216_03.0330 


.C55 


Gene No. 


98864 






Strand 






Start 


41010 






End 


41416 




Na.rne 


OJ000216 03.0330.C55 




Method 


TBLASTX: Cress 




Start 


16605 






End 


16900 




GI 


none 






Score 


160 




Exons 


16605 


..16736, 16617. 


, 16736, 


16622. .16744, 16790. .16900 




Seq. No. 


46569 






Seq. ID 


OJ000216_03.0330 




rifinp No 


98864 






Strand 






Start 


41010 






End 


41416 




Name 


OJ000216 03.0330.C55 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


16683 






End 


17916 




GI 


none 






Score 


53 




Exons 


16683. 


..16736, 16790. 


16900 


16804. .16875, 16961 .. 17 182 , 






17005. 


..17181, 17183. 


. 17899, 


17272. .17889, 17753 .. 178 99, 






17782, 


. .17916 










Sea No 


46569 






Seq. ID 


OJ000216_03.0330 




Gene No. 


98864 






Strand 






Start 


41010 






End 


41416 




Name 


OJ000216 03.0330.C55. 




Method 


TBLASTX : Soybean 




Start 


lg:961 


■ — ■ 




End 


17899.. 






none 






Score 


651 




Exons 


16961. 


,.17458, 17005., 


1 791 T 


17272. .174 57, 174 59. .17602, 






17461, 


,.17604, 17614., 


t J. f O O -7 , 


17615. .178 


t99 




Seq. No. 


46569 






Seq. ID 


OJ000216_03.0330, 




Gene No. 


98864 






Strand 






Start 


41010 






End 


41416 




Nartie 


OJ000216 03.0330.C55. 




Method 


TBLASTX: Cress 




Start 


17075 






End 


17860 




GI 


none 






Score 


177 




Exons 


17075. 


.17248, 17086., 


17 911 


17234. .17437, 17272. .17433, 






17440. 


.1756.8, 17441., 


, 17566, 


17560. .17808, 17561. .17860 • 




Seq. No. 


46569 






Seq. . ID 


OJ000216_03.0330. 


.C55 


Gene No. 


98864 






Strand 






Start 


41010 






End 


41416 




Name 


OJ000216 03.0330.C55. 


(J i . L W 


Method 


TBLASTX: Wheat 




Start 


17486 






End 


17907 




GI 


none 






Score 


515 




Exons 


17486. 


.1789,9, 17491.. 


1 7907 








Sea No 


46569 






Seq. ID 


OJ000216_03.0330. 


P R R 


Gene No.. 


98864 






Strand 






Start 


41010 






End 


41416 




Name 


OJ000216 03.0330.C55. 




Method 


TBLASTX : Soybean 




Start 


28885 






End 


29360 




GI 


none 






Score 


87 




Exons 


28885. 


.29001, 28904.. 


29020, 


29129. .29191, 292 19 .. 2 9359, 






29241. 


.29360 










Seq. No. 


46569 






Seq. ID 


OJ000216_03.0330. 


C55 


Gene No. 


98864 






Strand 







48164 




start 


41010 






End 


41416 




Name 


OJ000216 03.-0330.C55 


o "i'Tri 


Method 


TBLASTX: Maize 




O L. d i. L 


28906 






End 


29363 






none 






Score 


113 






28906, 


.29001, 28907, 


> £. y \J *i / 


28908. ,29003, 29126 .. 29236, 






29127, 


.29246, 29216. 




29232. .29363, 29241.. 29363 




O 4 • LN • 


46569 






Seq, ID 


OJ000216_03.0330 






98864 






Strand 








41010 






End 


41416 




Name 


OJ000216 03.0330.C55, 


o9 \"m 


Method 


TBLASTX: Maize 




Start 


32758 






End 


34639 




GI 


none 






Score 


55 




von Q 


32758. 


.32793, 32758,, 


^^9787 

t ^ £. f O 1 f 


32760. .328 


01, 32888, .32974, 






32898. 


.32972, 32898,, 


. J _7 / J , 


32899. .32973, 33064 .. 33210, 






33072. 


.33209, 33074,. 


■ O J ^ X X , 


33292. .33456, 33296.-33502, 






33525. 


.33629, 33534,, 


. ^ *j ^ y\j f 


33536. .33634, 33727 .. 338 64 , 






33728. 


.33928, 34511,. 


• -J *4 \J X ^ , 


34520. .34639 




O C («J . LN • 


46569 






Seq. ID 


OJ000216_03.0330 


. V.^ J J 


r^oTto No 


98864 






Strand 






Start 


41010 






End 


41416 




Name 


OJ000216 03.0330.C55, 


. o5 . ts 


Method 


TBLASTX: Soybean 




O L. d J. L 


32760 






End 


33858 






none 






Score 


42 ■ 






32760. 


.32801, 32761.. 


. o ^ / yo f 


32888. .32974, 32898, .32972, 






33064. 


.33216, 33072,. 


. O O ^ X ^ , 


33074. .33214, 33289 .. 33390, 






33293. 


.33379, 33374,. 


1 J O *i O 1 , 


33384, .334 


55, 33724, .33858 




Seq. No. 


46569 






Seq. ID 


OJ000216_03.0330 


.055 


Gene No. 


98864 






Strand 






O Ldl. L 


41010 . 






End 


41416 




Name 


OJ000216 03.0330.C55. 


oQ -h C3 


Method 


TBLASTX: Soybean 




O U d I. L 


38434 






End 


38655 






none 






Score 


201 




von G 


38434. 


.38655, 38469.. 


. O O O J 1 








Seq. No. 


46569 






Seq. ID 


OJ000216_03.0330 


,C55 


Gene No. 


98864 






Strand 






O l_ d X L. 


41010 






End 


41416 




Name 


OJ000216 03.0330.C55. 


of^ 1- o 
,00, 


Method 


TBLASTX: Cress 




q-t- 3 rt 

O U d X L 


38478 






End 


39030 




O X 


none 






Score 


270 




von Q 


38478. 


.38777, 38479,. 


O O f y ^ f 


38880. .38996, 38923. .39030 




q<=io No 


46569 






Seq. ID 


OJ000216_03.0330 




Gene No. 


98864 






Strand 






Start 


41010 






, End 


41416 




Name 


OJ000216 03,0330.C55. 


o5 . tm 


Method 


TBLASTX: Maize 




q-h a Tf- 


38640 






End 


38993 




P T 


none 






Score 


226 




Exons 


38640. 


.38780, 38641.. 


38799, 


38793. .388 


88, 38794 . .38892, 






38880. 


.38993, 38881.. 


38991 








Seq. No. 


46569 






Seq. ID 


OJ000216_03.0330 


.C55 


Gene No. 


98864 






Strand 






Start 


41010 






End 


41416 





48165 



Name 


' ujuuuziD . Do . boo . oiu . gs 


Metnod 


*^ IT" M 0 ^ 7\ XT 

GENSCAN . 


o cart 


4 lUlU 


Lna 


4 14 1 D 




none 


Score 




Exons 


/ii*mn ^iiQ9 /ii'^Qc* ' 

41U1U. .ftllOZ/ filoyo, .fll^lD 






Seq. No. 


46570 


Seq. ID 


OJOOO2I6 03.0330,056 


Gene No. 


98865 


Strand 


+ 


o rar L 


280 


End 


0 n Q n 
^ U 0 U 


Name 


OJ000216 03,0330,C56.ol.gs 


Method 


P 17 \7 0 7\ M 

bLNbCAN 


bcart 


280 


End 


0 n Q n 
^ UoU 


bl 


none 


Score 


c 
. D 


Exons 


280. .724, 1130, .1234, 1445. .1482, 1964 


0 n Q n 
• . ^. U 0 U 


O y-v /-^ "NT 

becj. JNO - 


46570 


Seq. ID 


OJ000216_03. 0330.C56 


Gene No. 


98866 


Strand 


+ 


Start 


3459 


End 


6329 


Name 


OJ000216 03.0330,C56.o2.gs 


Method 


GENSCAN 


o rare 


3459 


End 


6329 


P T 


none 


Score 


.59 


Exons 


3459. .3548, 3861. .4313, 4486., 


.4535, 4711, .4798, 6064. .6180, 




6270, .6329 






oecj. JNO. 


46570 


Seq. ID 


OJ000216_03. 0330.C56 


m ^ ^ M 


98866 


Strand 


+ 


Dliaru 


3459 


End 


6329 


Name 


OJOOO'216 03. 0330.C56'!o3.np 


Method 


AAT/NAP 


o t ar u 


4871 


End 


5650 


GI 


6069646 


Score 


253 


Exons 


4871. .4944, 5185, .5650 






b± uescnp. 


(AP000616) similar to putative reverse 


transcriptase {AC005315) 




[Oryza sativa] gi | 6907 112 | dbj | 


IBAA90639 


.11 (AP001129) Similar to 




Arabidopsis thaliana chromosome II BAG 


F9013 genomic sequence. 




putative non-LTR retroelement 


reverse 


transcriptase. {AC00624 8) 




[Oryza sativa] 






beq . NO , . 


46570 


Seq. ID 


OJ000216_03. 0330.C56 




98867- 


Strand . 




Start 


1387 


End 


3569 


Name 


OJ000216 03.0330.C56,ol.gp 


Method 


AAT/GAP 


o Lar t 


1387 


End 


2110 


bl 


32010 1.R1084 


Score 


1423 


Exons 


1387, .2110 






bl uescrip. 


M406761/gb|7\AD20072 1 2.0e-42 


(AC006836) putative ubiquinone 




biosynthesis protein [Arabidopsis thaliana] ' 


o e c[ , IN o . 


46570 


Seq. ID 


OJ000216_03. 0330. 056 


Gene No, 


98867 


Strand 




Start 


1387 


End 


3569 


Name 


OJ000216 03.0330.C56.o2.np 


Method 


AAT/NAP 


Start 


1703 


End 


2934 


GI 


4406761 


Score 


924 


Exons 


1703. .2194, 2749. .2934 







GI Descrip. (AO006836) putative ubiquinone biosynthesis protein [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



46570 
988 67 



Seq. ID 
Strand 



OJ000216 03. 0330. 056 



48166 




start 1387 End 3569 

Name OJ000216_03 . 0330 . C56 . o2 . gp Method AAT/GAP 

Start 2748 End 3569 

GI 3548954 Score 654 

Exons 2748.. 2932, 3397.. 3569 

GI Descrip. 4406761/gb I AAD20072 | 7.0e-17 (AC006836) putative ubiquinone 
biosynthesis protein [Arabidopsis thaliana] 



Seq. No. 


46570 








Seq. ID 


OJ000216 03.0330 


.056 


Gene No. 


98868 








Strand 






Start 


9309 








End 


9609 




Name 


OJ000216 03. 


.0330. 


.C56.01 


. tm 


Method 


TBLASTX: Maize 




Start 


1692 








End 


2032 




GI 


none 








Score 


331 




Exons 


1692. .1997, 


1694 . 


. .2032, 


1695. 


.2027 






Seq. No. 


46570 








Seq. ID 


OJ000216_03.0330 


.C56 


Gene No. 


98868 








Strand 






Start. 


■ .9309 








End 


9609 




Name 


OJ000216 03. 


,0330. 


.C56.01 


. tc 


Method 


TBLASTX: Cress 




Start 


1712 








End 


2077 




GI 


none 








Score 


175 




Exons 


1712. .1993, 


1715. 


. .2077, 


1716. 


.1982 







Seq. No; 46570 Seq. ID 

Gene No. 988 68 Strand 

Start 9309 End 

Name OJ000216_03 . 0330 . C56 . ol . ts Method 

Start 1715 End 

GI none Score 

Exons 1715. .1948, 1716. .1949 



OJ000216_03'. 0330 . C56 
9609 

TBLASTX : Soybean 

1949 

190 



Seq. No. 46570 

Gene No. 988 68 

Start 9309 

Name OJ000216_03 . 0330 . C56 . o2 . ts 

Start 2105- 

GI none 

Exons 2105.. 2158, 2747.. 2908, 2749. 



Seq. ID OJ000216_03.0330.C56 
Strand 

End 9609 

. Method TBLASTX : Soybean 

End 2931 

Score 164 
.2931, 2750.. 2905 



Seq. No. 46570 

Gene No. 98868 

Start 9309 

Name OJ00021 6_03 . 0330 . 056 . o3 . tm 

Start . 2113 

GI none 

Exons 2113. .2190, 2114. .2197, 2115. 
2749. .2937 



Seq. ID OJ000216_03. 0330. 056 
Strand 

End 9609 

Method TBLASTX : Maize 

End 2 937, 

Score 103 

.2195, 2119. .2196, 2747. .2935, 



Seq. No. 46570 

Gene No. 98868 

Start 9309 

Name OJ000216_03 . 0330 . 056 . o2 . tc 

Start 2746 

GI none 

Exons 2746. .3009, 2747. .2920 



Seq. ID OJ000216_03. 0330.056 
Strand 

End 9609 

Method TBLASTX : Cress 

End 3009 

Score 177 



48167 




Seq. No. 


46570 






Seq. ID 


OJ000216_03.0330 


.056 


Gene No. 


98868 






Strand 






Start 


9309 






End 


9609 




Name 


OJ000216 03 0330 


C56 o3 


, ts 


Met h oH 


TRT.A9TX • 9nvhp^^n 




Start 


3966 ~ 






End 


4109 




GI 


none 






Score 


190 






3966 4109 












Seq. No. 


46570 






Seq. ID 


OJ000216_03.0330 


.056 


Gene No. 


98868 






Strand 






Start 


9309 






End 


9609 




Name 


OJ000216 03 0330 


.C56.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5194 ~ 






End ' 


5548 




GI 


none 






Score 


242 




FiXon s 


5194 5409, 5195 


. .5410, 


5198 . 


.5416, 5432. .5548, 5435. .5548 


Seq. No. 


46570 






Seq. ID 


OJ000216_03.0330 


.056 


Gene No. 


98868 






Strand 






Start 


9309 






End 


9609 • 




Name 


OJ000216 03 0330 


. C56 . ol . 


tw 


Method 


TBLASTX: Wheat 




Start 


5240 ~ 






End 


5548 




GI 


none 






Score 


127 




R von ^ 


S240 S368 5381 


. .54 4 0, 


5414 . 


,5548, 5423.. 5548 




k,J ^ . 1>I w . 


4 6570 • 






Seq. ID 


OJ000216^03.0330 


.056 


Gene No . 


98868 






Strand 






Start 


9309 






End 


9609 




Name 


OJ000216 03.0330 


.056. o3. 


gp 


Method 


AAT/GAP 




Start 


8623 






End 


9059 




GI 


6547 4.R1084 






Score 


800 




R von ^ 


8623. .9059 












ni np^^jpTTD 

-i- ]_y \^ o ' -1- -1- « 


'3402817/emb|CAA07704 1 1 


. Oe-1 


8 (AJ007829) lacZ*' [Oloning v€ 




pGreen] * 












Sea No 


46570 






Seq. ID 


OJ000216_03.0330 


.056 




98868 






Strand 






Start 


9309 






End 


9609 




Name 


OJ000216 03.0330, 


.C56'.o4. 


np 


Method 


AAT/NAP 




Start 


8963 






End 


9609 




GI 


6907106 






Score 


401 




R X n n s 


8963. .9609 












v_J J. 1—/ \^ O -L -L. kj" * 


(AP001129) EST AU068291 (C12960) corresponds to a region 


of t 




predicted gene.; 


hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


46570 






Seq. ID 


OJ000216_03.0330 


.056 


Gene No. 


98868 






Strand 






Start 


9309 






End 


9609 




Name 


OJ000216 03.0330, 


.056. o4. 


tm 


Method 


TBLASTX: Maize 




Start 


9060 - 






End 


9365 




GI 


none 






Score 


50 




R von Q 


9060. .9107, 9061. 


. .9168, 


9201. 


.9365, 9204. .9365, 9206. .9259 


Seq. No. 


46570 






Seq. ID 


OJ000216_03.0330, 


.056 


Gene No. 


98868 






Strand 






Start 


9309 






End 


9609 




Name 


OJ000216 03.0330. 


,056. o3. 


gs 


Method 


GENSCAN 




Start 


9309 






End 


9608 





48168 




GI 


■ r^one 


Q OO T*^ 


99 










9309 9608 












Sprr No 


46571 


Seq. ID 


\y \J \J yj \J ^ d. \j 




• u J J \J 




Gsne No. 


98869 


Strand- 


+ 








Start 


1 


End 


6898 








Name 


OJ000216 03.0330.C57.ol.np 


Method 


AAT/NAP 








Start 


1 . . 


End 


6495 








GI 


5732634 


Score 


268 








von Q 


1..357, 5496. .5759, 6108. .6495 










QT Dp *=?p T* 1 n 


(AF121009) hypothetical protein Jv0534 


[Mycobacterium 






tuberculosis H37Rv] 












Seq. No. 


46571 


Seq. ID 


0.700091 


U J 


^n 


.C57 


Gene No. 


98869 


Strand 










Start 


1 


End 


u o ^ o 








Name 


OJ000216 03.0330.C57.ol.gs 


Method 


VJ Ej LN O ^-rtlN 








a rt 


254 


End 










GI 


none 


Score 


.48 








F" von ^ 


254. .404, 479. .663, 4050. .4203, 5560.. 


6737 








Seq. No. 


46571 


Seq. ID 


o Tnnn9i 


U J 


n n 


.057 


Gene No. 


98869 


Strand 










Start 


1 


End 


D O _7 O 








Name 


OJ000216 0.3. 0330. C57..o2.gp 


Method 












6416 


End" 


O 0 !? 0 








GI 


none 


Score 










R von 


6416. .6898 












Seq. No. 


46571 


Seq. ID 


■ o.Tnnn9i ^ 






.C57 


Gene No. 


98870 


Strand 


4. 

T 








Start 


9010 


End 


10^99 








IN CliUC 


OJ000216 03.0330.C57.o3.gs 


Method 










Q-f- o rf 

O L. dX L. 


9010 


End 


QP 1 1 
y O X ± 








GI 


none 


Score 


P7 








P von c; 

ill ^ V^i/ 1 1 o 


9010. . 9205, 9465. . 9811 












Qprr No 


46571 


Seq. ID 


OJ000216_ 


03 


.0330 




Gene No. 


98870 


Strand 


+ 








Start 


9010 


End 


10622 








Name 


OJ000216 03.0330.C57.o2.np 


Method 


AAT/NAP 








Q-h a v-t 

O U CIX L. 


9022 


End 


10622 








GI 


4514716 


Score 


348- 








R von Q 


9022.. 9205, 9465.. 9676, 10521 


. . 10622 ■ 












.(AB017533) EPc [Nicotiana tabacum] 










9po No 


46571 


Seq. ID 


OJ000216_ 


03, 


.0330, 






98870 


Strand 


+ ■ 








Start 


9010 


End 


10622 








Name 


OJ000216 03.0330.C57 .o3.gp 


Method 


AAT/GAP 








Start 


9055 


End 


9778 








GI 


95234 1.R1084 


Score 


736 








Exons 


9055. .9205, 9465. .9778 












GI Descrip. 


M514716/clbj IBAA7 54 95.il 1 . Oe 


-16 {AB017533) EPc 


[Nicotiana 




tabacum] * 












Seq. No. 


46571 


Seq. ID 


OJ000216_ 


03, 


.0330, 


.C57 



48169 



Gene No. 


98871 








Strand 


+ 


Start 


13240 








End 


14 012 


Name 


OJ000216 03. 


0330 


. C57 . o4 


. y ^ 




\J lit LN O V_/i^LN 




13240 








FnH 


X 'i U X ^ 


GI 


none 








Score 


. 51 


P von Q 


13240. . 14012 










Seq. No. 


46571 








Seq. ID 


OJ000216_03.0330.C5 


Gene No. 


98872 








Strand 






1 








End 


231 




OJ000216 03. 


0330 


rs7 oi 


• yF 


Lie LiiiWU 


AAT /GAP 


O L Ct J. L 


1 








End 


231 

^ >J -L 


CI 


2428128 








Score 


4 55 




1..231 












Seq. No. 


46571 








Seq. ID 


OJ000216_03.0330.C5 


Gene No. 


98873 








Strand 






9013 








End 


9663 


Mo-mo 


OJ000216 03. 


0330 


. C57 . ol 


. tm 


Method 


TBLASTX: Maize 


O L dl. u 


9013 








End 


9663 




none 








Score 


74 


Hi A^iiO 


9013. .9204, 


9086 


• Zf J. ^ *i f 


9094 


.9204, 9433. .9663, 9467. .9661 


Seq. No. 


46571 








Seq. ID 


OJ000216_03.0330.C5 


Gene No. 


98873 








Strand 




a rt 
O L. d I. L 


9013 








End 


9663 


LN dlllC 


OJ000216 03. 


0330 




■|- W 


Method 


TBLASTX: Wheat 


O L di. L 


9046 








End 


9657 




none 








Score 


. 62 


ill ^ W i i o 


9046. . 9204, 


9089 


. 9151 , 


9094 . 


.9204, 9466. .9657, 9467. .9655 


Seq. No. 


46572 








Seq. ID 


OJ000216_03.0330.C5 


Gene No. 


98874 








Strand 




Start 


1112 








End 


1713 


Name 


OJ000216 03. 


0330 


C58.01 


.gs 


Method 


GENS CAN 


Start 


1112 








End 


1713 


GI 


none 








Score 


.6 


Exons 


1112. .1211, 


1597, 


.1713 









Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46573 
98875 
7757 

OJ0002 1 6_05 . 032 8 . CI . o3 . np 

7757 

6691716 

7757. .7777, 10125. . 10325, 



Seq. ID 

Strand 

End 

Method 
■ End 
Score 
10402. . 10577, 



OJ000216_05.0328.C1 
+ 

11794 
AAT /NAP 
11794 
1084 
10655. .10842, 



10917. .11017, 11168. .11283, 11346. .11794 

{AP000492) hypothetical protein [Oryza sativa] 

gi I 6691717 I dbj IBAA89397.il (AP000570) hypothetical protein 

[Oryza sativa] 



Seq. No. 46573 Seq. ID 

Gene No. 988*76 Strand 

Start 19251' .End 

Name OJ000216_05 . 0328 . CI , o6 . gs Method 

Start 19251 End 

GI none Score 



OJ000216_05.0328.C1 
+ 

20764 
GENSCAN 
20764 
. 65 



48170 




TT" V o n c: 


x;3^^x. * ± Jf ± f ± Z? *± H KJ t , J. ^ ^ H \J f 


19992. .20050, 20168 .. 20764 . 


Qprr No 


*i U J / J 


Seq. ID 


OJ000216_05 


.0328. CI 


Gene No. 


98877 


Strand 






Start 


1 


End 


4063 




Nsirie 


OJ000216 05 0328 CI ol nn 


Method 


AAT/NAP 




Q-t- 3 rt 




End 


4063 






J J* ^ O O / X 


Score 


935 




P von ^ 

l_i lA 1 1 o 


1 SS 662 959 1044 1209 


2217.. 2403, 2529.. 2578, 3920. 


OX l^CO^J — * 


fAF09^627^ nol V / ADP 1 -r 1 hoc^fi 


^vJXj^ltlCX doc:; 






Seq. No. 


46573 


Seq. ID 


OJ000216_05, 


.0328. CI 


Gene No. 


98877 


O L. X Cl 1 






Start 


1 


FnH 


4 06^ 

1 U vJ J 




Name 


OJ00021 6 OS 032fi PI n1 n<=i 




O Ej LN O ^rtLM 




Start 


658 ~ 


FnH 


2 5 6R 
^ vJ u o 




GI 


none 


Score 


. 71 




P von ^ 


658 965 1044 1209 2551 


2S6R 






Seq. No. 


46573 


Seq. ID 


OJ000216_05, 


.0328. CI 


Gene No. 


98877 


Strand 






Start 


]_ 


End 


4063 




Naitie 


n,Tono2i 05 o^2ft n oi oo 


Method 


AAT/GAP 




O L. Ct X l_ 


111^ ~ 

X X X ^ 


End 


1827 




O X 


410714 0 


Score 


1208 




- F. V o n <^ 


'1113 1827^ 

XXX.J. .X(J^r 








Seq. No. 


46573 


Seq. ID 


OJ000216_05, 


0328 n 


Gene No. 


98878 


Strand 






Start 


64 61 


End 


9973 




Name 


O.T00021 6 05 0*^2?^ n o^ rrc; 


Method 


GENSCAN 




C-t- a rt 
O U Q X l_ 


64 61 ~ 

U 'i U X 


End 


9361 




GI 


n on P 


Score 


.44 




F von C3 


6461 6527 6RQ2 7064 P6Q4 


..9032, 9089.. 9361 




kJ C ^ . IN . 


4 657 3 


Seq. ID 


OJ000216_05. 


,0328. CI 




98878 


... Strand 






Start 


■6461 


End • 


9973 




Name 


OJ000216 05.0328.Cl.o2.np 


Method 


AAT/NAP 




Start 


8735 


End 


9973 




GI 


6691716 


Score 


1438 




F von Q 


8735.. 8891, 9089.. 9973 








V-7 J- J-/ C O X J_ . 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi 1 6691717 Idbj IBAA89397. 1 | (AP000570) hypothetical 


protein 




[Oryza satiya] 








Seq. No. 


46573 


Seq. ID 


OJ000216_05. 


0328. CI 


Gene No. 


98879 


Strand 






Start 


12135 


End 


18243 




M;^ mo 
LN cnut:i 


OJ000216 05.D328.Cl.o5-.tm 


Method 


TBLASTX: Maize 


o u. d X u 


642 ■ 


End 


801 




GI 


none 


Score 


184 




Exons 


642. .788, 643. .801, 644. .799 








Seq. No. 


46573 


Seq. ID 


OJ000216_05. 


0328. CI 


Gene No. 


98879 


Strand 






Start 


12135 


End 


18243 





48171 








o Q +- w 


Mf^l" H oH 


X DXj/-\0 i a. • 


Whoa -h 




Start 


17 J U J 




FnH 


■ o u 






GI 


n on ^ 




^ oo r'o 


91 9 

^ X ^ 








9563 9880 












O v> ^ • IN ■ 


4 6S73 




Seq. ID 


OJ000216 


U D • U O Z O 


• X 




98879 




Strand 








Start 


12135 




End 


18243 






Name 


OJ000216 05. 0328. CI, 


.o5.gs 


Method 


GENS CAN 






Start 


12135 




End 


18243 






\j J. 


none 




Score 


. .56 






von Q 


1?135 19119 lP80fi 


. 12947 , 


13392. .13732, 13773 


1 ^QR(^ 






14170 14ft47 14 94S 


.15218, 


15315. .15505, 15680 


1 fifift 

• . XODOD, 






16845 17394 17535 


17634 f 


17636. .18243 






Seq. No, 


46573 




Seq. ID 


OJ000216 


_05.0328 , 


.CI 


Gene No. 


98879 




Strand 








Start 


12135 




End 


18243 






Name 


O.TOOn^l f, OS 0^9 PI 


t Oo . tw 


Method 


TBLASTX:! 


[aTH o a -I- 




o u d i. u 


1 91 6S ~ 

X ^ X VJ J 




. End 


12761 








none 




Score 


88 






P V on Q 

^^Wi 1 o 


1 91 f;S 1 99R4 1 9970 


1 97 (^1 


12499. .12606, 12673 


19 7 4 1 
. . X Z / ± 




O ti . IN (J . 


4 R 7 ^ 




Seq. ID 


OJ000216 


OR 0 9 ft 






_7 O O / ^ 




. Strand 








Start 


12135 




End 


18243 






Name 


OJ000216 05. 0328. CI. 


, o4 . np 


Method 


AAT/NAP 






Start 


12171 




End 


18243 






GI 


5922631 




Score 


6703 






Exons 


12171. .14699, 15307. 


, . 16233, 


16360. .16511, 16554 


. .17123, 






17157. .17366, 17625. 


, . 17860, 


18119. . 18243 






GI Descrip. 


{AP000492) ESTs C26347 (C121 


45) ,AU078074 (C12145) 


correspond 



region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gil 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to' prpol; Zea mays retrotransposon 





Cinful-1. {AF049110) 


[Oryza 


sativ 






Seq. No. 


46573 




Seq. ID 


OJ000216_05.0328 


.CI 


Gene No. 


98879 




Strand 






Start 


12135 




End 


18243 




Name 


OJ000216 05. 0328. CI. 


o4 . tm 


Method 


TBLASTX: Maize 




Start 


12186 




End 


12440 




GI , . 


none 




Score 


105 




Exons 


12186. .12287, 12187. 


.12288, 


12267. .12440, 122 68. .12342 




Seq. No. 


46573 




Seq. ID 


OJ000216_05.0328 


.CI 


Gene No. 


98879 




Strand 






Start 


12135 




End 


18243 




Name 


OJ000216 05. 0328. CI. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


12876 




End 


13263 




GI ■ 


none 




Score 


95 




Exons 


12876. . 13061, 12876. 


. 13262, 


12952. .13263 




Seq. No. 


46573 




Seq. ID 


OJ000216_05.0328 


.CI 


Gene No. 


98879 




Strand 







48172 



start 
Name 
Start 
GI 

Exons 



12135 End 
OJ000216_05 . 0328 . CI . ol . tm Method 
12906 End 
none Score 

12906. .12953, 12945 13268 , 12958. .13248 



18243 

TBLASTX: Maize 
13268- 
246 



Seq. No. 46573 

Gene No. 98879 

Start 12135" 

Name OJ00021 6_05 . 0328 . CI . olO . tw 

Start 13266 

GI none 

Exons 13266. . 13364, 134 18 .. 13555 , 

Seq. No. 46573 

Gene No. 98879 

Start 12135 

Name OJ000216_05 . 0328 . CI . o5 . tw 

Start'. 13579 

GI none 

Exons 13579. . 13773, 13581 .. 13781, 

Seq. No. 46573 

Gene No.. 98879 

Start 12135 ^ 

.Name OJ000216_05 . 03.28 . CI . o2 . ts 

Start 13626 

GI none 

Exons 13626. .13748, 13795 .. 138 69, 

Seq. No. 46573 

Gene No. 98879 

Start 12135 

Name OJ000216_05 . 0328 . CI . o7 . tw 

Start 14008 

GI none 

Exons 14008. .14289, 14 009 .. 14 170 , 

Seq. No. 46573 

Gene No. 98879 

Start 12135 

Name OJ00021 6_05 . 0328 . CI . ol . ts 

Start 14239 

GI none 

Exons . 14239. .14670, 14270.. 14623 



Seq. ID OJ000216_05.0328.C1 
Strand 

End 18243 

Method TBLASTX : Wheat 

End 13565 

Score 83 
13422. .13562, 13431. .13565 

Seq. ID OJ000216_05.0328.C1 
Strand 

End 18243 

Method TBLASTX : Wheat 

End 14 00-4 , 

Score 87 
13777. .14004, 13787. .13999 

Seq. ID OJ000216_05.0328.C1 
Strand 

End 1824 3 . 

Method TBLASTX : Soybean 

End 14004 

Score 78 
13909. .14004 

Seq. ID OJ000216_05.0328.C1 
Strand 

End 18243 

Method TBLASTX : Wheat 

End 14289 

Score 70 
14188.. 14280 

Seq. ID OJ000216_05.0328.C1 
Strand 

End 18243 

Method TBLASTX : Soybean 

End 14670 

■ Score 169 



Seq. No. 46573 

Gene No. 98879 

Start 12135 

Name OJ00021 6_05 . 0328 . CI . ol . tw 

Start 14294 

GI none 

Exons 14294. .14719, 14299.. 14718 

Seq. No. 46573 ' 

Gene No. 98879 

Start 12135 



Seq. ID OJ000216_05.0328.C1 
Strand 

End 18243 

Method TBLASTX : Wheat 

End 14719 

Score 301 



Seq. ID OJ000216_05.0328.C1 
Strand 

End 18243 



48173 








OJ000216 05 0328 CI 


. o2 . tm 


M^t* h oH 


1 LJ xir\tj 1. £\ ■ L J ct X Z. 






Start 


14392 ~. 




FnH 


14775 






GI 


none 




o ^wx c 


1R3 

X o ^ 






Exon <=; 

l-J Vw/ 1 1 o 


14392 14775 14393 


14737 










^ • IN • 


4 6573 




Seq. ID 


OJ000216_05.0328 






Gene No. 


98879 




Strand 








Start 


12135 




End 


182.43 






Name 


OJ000216 05 0328 CI 


. o3 . tm 


Method 


TBLASTX: Maize 






Start 


14803 ~ 




End 


15160 






GI 


none 




Score 


52 






P, y on q 


14803 14904 14813 


14 908, 


14904. .15119, 14905. . 15087, 








14909 15160 














4 6573 




Seq. ID 


OJ000216_05.0328, 


• X 




Gene No. 


98879 




Strand 








Start 


12135 




End 


18243 






Name 


OJ000216 05 0328 CI 


. o2 . tw 


Method 


TBLASTX: Wheat 






Start 


14833 ~ 




End- 


15290 






GI 


none 




Score 


153 








1 4ft 33 14 907 1 4 902 


15099, 


14 903. .15172, 14 906. .1528 9, 




















Seq. No. 


4 6573- 




Seq. ID 


OJ000216_05.0328, 


.CI 




Gene No. 


■ 9887-9 




Strand 








Start 


12135 




End 


18243 






Name 


n.Tono2i 05 032ft n 


O 1~ IaT 

t \J\J * u w 


Method 


TBLASTX: Wheat . 




s is? 


O U O i- u 


15510 ~ 

X J -J X u 




End 


15967 




i'J 


GI 


none 




Score 


156 






p. von q 


15510 15746 15512 


1 5742 


15791. .15967 




fy 


Seq. No. 


46573 




Seq. ID 


OJ000216_05.0328. 


.CI 




Gene No. 


98879 




Strand 






= 


Start 


12135 




End 


18243 






Name 


n.T0002i 6 05 n3?ft n 


oft -htAi 


Method 


TBLASTX: Wheat 






Start 


16607 ~ 

X \J \J VJ / 




End 


16977 




E 


GI 


n on^ 




Score 


202 






J~J j!\ V-/ 1 1 O 


16607 16720 16696 


16977 

» X\J 1 f 










Seq. No. 


46574 




Seq. ID 


OJ000216_05.0328, 


.C2 




Gene No. 


98880 




Strand 


+ 






Start 


1 




End 


1431 






Name 


OJ000216 05 0328 02 


o 1 rr Q 
VJ X . v^ o 


Method 


GENSCAN 






Start 


1 ~ 




■ End 


•1121 






GI 


none 




Score . 


•43 . . „ 






P von q 


1 117 354 11^1 

X. .XX// .XX^X 












Seq. No. 


46574 




Seq. ID 


OJ000216__05.0328. 


.C2 




Gene No. 


98880 




Strand 


+ 






Start 


1 




End 


1431 






Name 


OJ000216 05.0328.02, 


ol . np 


Method 


AAT/NAP 






Start 


424 




End 


1431 






GI 


4378066 




Score 


563 





Exons 424.. 1431 

GI Descrip. (AF098806) polyprotein [Sorghum bicolor] 

gil 4680208 |gb|AAD27571. 1 |AF114171_12 {AF114171) polyprotein 
[Sorghum bicolor] 



48174 



Seq. No. 


46574 


Seq. ID 


OJ000216_05.0328, 


,C2 




98880 


O L X a.1 lU 


-j. 




Start 


1 

X 








NaiTiG 










Start 


fi4ft ~ 

U *i O 








GI 


none 


Score 


D O 






fi4R 7SR 7fiS QRfi 7QR Q77 

U'30../*JO/ fvJJ..!70D/ /_70..;?/// 








Sea No 


46575" 


Seq. ID 


OJ000216_05.0328. 




Gene No. 


98881 


Strand 






Start 


1 


End 


1202 




Name 


OJ000216 05.0328.C3.ol.np . 


Method 


AAT/NAP 




q-t- a -ri- 


1 


End 


1202 




\3 J- 


7489805 


Score 


100 




P von 


1..208, 1136. .1202 










polyprotein - maize retrotransposon Cinful-1 






gi 1 4206306|gb| AAD11615. 1 1 {AF049110) prpol [Zea. mays] 




Seq. No. 


46575 • 


Seq, ID 


OJd00216_05.0328. 


C3 




• 98881 


Strand 






o u d I. u 


1 


End 


1202 




Name 


OJ000216 05. 0328.C3.ol.gs 


Method 


GENSCAN 




Start 


39 


End 


1107 






none 


Score 


.52 




Exons 


39^.153, 429. .604, 634. .919, 


978. .1107 






Seq. No. 


46576 


Seq. ID 


OJ000216 05.0328. 


C5 


Gene No.'' 


98882 


Strand 


+ 




Start 


1 


End 


859 




Name 


OJ000216 05.0328.C5.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


859 




GI 


4378066 


Score 


646 




Exons 


1..859 








GI Descrip. 


{AF098806) polyprotein [Sorghum bicolor] 





gi I 4680208 |gb|AAD27571. 1 |AF114171_12 (AF114171) polyprotein 
[Sorghum bicolor] 



IZ Seq. No. 


46576 




Seq. ID 


OJ000216_05.0328 


.C5 


Gene No . 


98882 




Strand 


+ 




£.3 Start 


1 




End 


859 




Name 


OJ000216 05. 0328. C5 


. ol . ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


369 




GI 


none 




Score 


■207 




Exons 


1. .369/ 135. .308 










Seq. No. 


.46576 




Seq. ID 


OJ000216_05.0328 


.05 


Gene No. 


98882 




Strand 


+ 




Start 


i 




End 


859 




Name 


OJ000216 05. 0328. C5 


. ol. tm 


Method 


TBLASTX: Maize 




Start 


1 




End 


189 




GI 


none 




Score 


196 




Exons 


1. .189, 3. .176, 73. 


.180 








Seq. No. 


46576 




Seq. ID 


OJ000216_05.0328 


:C5 


Gene No. 


98882 




Strand 


+ 




Start 


1 




End 


859 





48175 





vJJUUU^ilD UD . U j<iO . . Ol . 


4- T T 
UW 


Method 


i biiAb i A : wneat 


C-f- a 


1 

X 




Hjna 




kj ± 


none 




Score 


0 Q A 
Z 0 4 




1 OQc; 1 141 17^ 
X..ZOO/ X,,Xfi±/ O..X/D 








Seq. No. 


46576 




Seq. ID 


OJ000216_05.0328.C5 


Gene No. 


98882 




Strand 




O L, d i. L. 


1 






Q 

0 O 


Nsme 


UUUUUZXD UD . UOZo . L-O . 01 . 


gs 


Method 


P T M C P 7i M 








tjna 




o 1 


none 




Score 


A Q 


Exons 










Seq. No. 


46576 




Seq. ID 


OJ000216_05.0328.C5 


Gene No. 


98882 




Strand 


+ 




1 

X 




ilinQ 


Q c; Q 
0 D y 


N3iTie 


WUUUUZXO U Q . u 0 ^1 0 . . o^; . 


L W 


Method 


i Dij/\o i A : wneac 




4 91 ~ 

4 Z X 




lijna. 


Q '5 Q 


o X 


none 




Score 


loo 




A91 ^(^f^ id Q ^;/l'7 7ni 


. .000 






oeq . iNO . 


/I c; 7 7 




oeq. lu 


UJUUU<i:lD Uo.Uozo.Cd 




-7 0 0 0 0 




Strand 


+ 


C-f- 3 r-h 


1 

X 




End 


989 


'^sitie 




np 


Method 


AAT/NAP 


start 


1 




End 


989 


.GI 


4378066 




Score 


642 


Exons 


1. . 989 








GI Descrip. 


{AF098806) polyprotein 


[Sorghi 


am bicolor] 




gi| 4 680208 |gb|AAD27571. 


1IAF114171 12 


(AF114171) polyproteir 




[Sorghum bicolor] 









Seq. No. 46577 

Gene No. 98884 

Start 4 97 9 

Name OJ000216_05 . 0328 . 06 . o2 . gp 

Start 4979 

GI 101153_1.R1084 ' 

Exons 4979. .5228 

GI Descrip. * 5852170/emb | AL117265 . 1 | OST17804 l.Oe-115 Oryza sativa 

indica{GLA4) genomic DNA, chromosome 4, BAG clone : tl78 04 * 



Seq. ID OJ000216_05.0328.C6 

Strand + 

End 5228 

Method AAT/GAP 

End 5228 

Score 344 



Seq. No. 46577 

Gene No. 98885 

Start 1 

Name OJ000216_05 . 0328 . C6 . o2 . np 

Start 1 

GI 5852175 ' 

Exons 1..85, 4498. .4609, 5184. .5232 
GI Descrip. (AL117265) zhb0005.1 [Oryza sativa 



Seq. ID OJ000216__05.0328.C6 
Strand 

End 5232 . 

Method AAT/NAP 

End 5232 

Score 117 



Seq. No. 46577 
Gene No. - 98885 

Start '^'1 ' 
Name OJ000216_05 . 0328 . 06 . ol . tm 

Start 224 
GI none 



Seq. ID OJ000216_05.0328.O6 
Strand 

End 5232 

Method TBLASTX: Maize 

End 415 

Score 194 



48176 



Exons 


994 'kl'^ 99^ "^i^R '^(^ft 






Seq. No. 


46577 


Seq. ID 


OJ000216 


Gene No. 


98885 


Strand 




Q-h ;a -rt- 


1 

X 






Nsme 


VJJUUU^XD U Q . U 0<c O . O . O X . U W 




i OXiHo i A . 1 


q-t- -a v-4- 


4 09 

'i U ^1 


£jnu. 


7 00 


yj J. 


none 


Score 


QO 
^ u 




409 4fift "^47 ^^7R ^7Q 


-1 7nn 

DXX, . / uu 




Clprr Mo 


*1 U *J / o 


o C ^ ■ J- L/' 


0.70009 1 


Gene No. 


98886 


Strand 


+ 


Start 


1 


End 


4565 


Name 


OJ000216 05.0328.C7.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


2219 


GI 


5852179 


Score 


189 


Exons 


1..165, 402. .627, 2195. .2219 







GI Descrip. (AL117265) zhb0009.1 [Oryza sativa] 



Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

^Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46578 Seq. ID 0 j000216_05 . 0328 . 07 

98886 Strand + 

1 End 4565 

OJ000216_05 . 0328 . C7 . o2 . np Method AAT/NAP 

1 End 4565 

6063554 • Score 209 

1..60, 2385.. 2625, 2904.. 3157, 4366.. 4565 

{AP000615) ESTs AU075609 {C63344 ) , C71850 {E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



46578 Seq. ID 

98886 Strand 

1 End 

OJ000216_05 . 0328 . 07 . ol . gp Method 

2402 End 

3061198 Score 
2402. .2748 



OJ000216_05.0328.O7 
+ 

4565 
AAT/GAP 
2748 
661 



Seq. No, 46578 Seq. ID 

Gene No. 98887 Strand 

Start 5254 End 

Name OJ000216_05 . 0328 . 07 . o2 . gs Method 

Start 5254 End 

GI none Score 

Exons. . 5254.. 5292, 5370 .:..584 4 6071. . 6699 



OJ000216_05.0328.O7 

6699 
GENSOAN 
6699 
. 9 



Seq. No. 46578 . Seq. ID 

Gene No. 98888 Strand 

Start 6730 End 

Name OJ000216_05 . 0328 . C7 . o4 . gp Method 

Start 6730 End 

GI 61605_3.R1084 Score - 

Exons 6730.. 7036 

GI Descrip. * 1402920/emb | CAA66965 I 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] * 



OJ000216_05.0328.O7 
+ 

7036 
AAT/GAP 
7036 
396 



Seq. No. 



46578 



Seq. ID OJ000216_05. 0328.07 



48177 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



98889 Strand 

41 End 3265 

OJ000216_05.0328,C7.ol.gs Method GENSCAN 

41 End 3265 • 

none Score , 68 

41. .446, 560. .615, 746. .794, 960. .969, 2291. .2339, 2736. .2876, 
3107. .3265- 



Seq. No. 46578 Seq. ID OJ000216_05 . 0328 . C7 

Gene No. 98890 Strand 

Start 4937 End 5188 

Name OJ000216_05 . 0328 . C7 . o3 . gp Method AAT/GAP 

Start 4937 End 5188 

GI 61605_3.R1084 Score 358 

Exons 4937.. 5188 

GI Descrip. ' 1402920/emb | CAA66965 | 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. ■ 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



46578 
98891 
7428 

OJ000216_05, 
7428 
6063554 
7428. .7601, 



0328.C7.o3.np 



8234.. 8263, 9891 



Seq. ID OJ000216_05.0328.C7 
Strand 

End 10425 

Method AAT/NAP 

End 10425 

Score 201 
.10111, 10233. .10425 



{AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ). , C98611 {E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


46578 




Seq. ID 


OJ000216_05.0328, 


.C7 


Gene No. 


98892 




Strand 






Start 


11610 




End 


16146 




Name 


OJ000216 05. 0328. C7, 


.o2.ts 


Method 


TBLASTX : Soybean 




Start 


11487 




End 


11732 




GI 


none 




Score 


43 




Exons 


11487. . 11732, 11491, 


. . 11520, 


11560. .11721 




Seq. No. 


46578 




Seq. ID 


OJ000216_05.0328, 


.07 


Gene No. 


98892 




Strand 






Start 


11610 




End 


16146 




Name 


OJ000216 05. 0328. C7, 


. o4 . gs 


Method 


GENSCAN 




Start 


11610 




End 


13541 




GI 


none 




Score 


.41 




Exons 


11610. . 12049, 12744 . 


. . 13062, 


13485. .13541 




Seq. No. 


46578 




Seq. ID 


OJ000216_05. 0328, 


.CI 


Gene No. 


. 98892 




Strand 






Start 


.11610 




End 


16146 




Name 


OJ000216 05. 0328. C7, 


. o5 . np 


Method 


AAT/NAP 




Start 


11765 




End 


16146 




GI 


7248394 




Score 


141 




Exons 


11765. . 11806, 13169. 


. .13369, 


1.6102. .16146 




GI Descrip. 


(AP001389) ESTs C97394 (C60113 ) , AU075824 


(R0165) ,D38985{R0165) 



correspond to a region of the predicted gene . --Similar to 

Arabidopsis thaliana chromosome II BAG F15011 genomic sequence'; 

putative pol polyprotein with a reverse transcriptase domain 
{AC006446) 



48178 



Seq. No. 


46578 




Seq, ID 


OJ000216_05.0328 




98892 




Strand 




Start 


11610 




End 


16146 


Nains 


OJ000216 05 0328 C7 


. o3 . t s 






Start 


12247 "~ 




End 


12528 


GI 


none 




Score 


185 




12247 . . 12528- 








Seq. No, 


46578 




Seq, ID 


OJ000216_05.0328 


Gene No. 


98892 




Strand 




Start 


11610 




End 


16146 


Name 


OJ000216 05. 0328 .C7 


. ol , ts 


Method 


TBLASTX: Soybean 


Start 


12896 ~ 




End 


13307 


GI 


none 




Score 


59 


Exons 


12896. . 13003, 12898 


, , 13050, 


13063. .13149, 13065, .13148, 




13170 13307 13174 


13299 






Seq. No. 


46579 




Seq. ID 


OJ000216_05.0328 




98893 




Strand 


+ 


Start 


5552 




End 


6316 


NaiTie 


OJ000216 05. 0328. C8 


, o2 . gs 


Method 


GENSCAN 


Start 


5552 




End 


6316 


GI 


none 




Score 


.86 




.5552. .5738, 5989,, 6120, 6126.. 6316 




Seq. No, 


46579 




Seq, ID 


OJ000216_05.0328 




98894 




Strand 




Start 


599 




End 


3476 


Name 


OJ000216 05. 0328. C8 


. ol . gs 


Method 


GENSCAN 


Start • 


599 




End 


3476 


GI 


none 




Score 


.54 


TT, von s 


599. .687, 920. .1098 


, 1637.. 


1769, 2025. 


.2134, 3340.. 3476 


Seq. No, 


46580 




Seq. ID 


OJ000216_05.0328 


Gene No. 


98895 




Strand 


+ 


Start 


. 1 




End 


7486 




OJ000216 05. 0328. 09 


. o3 . np 


Method 


AAT/NAP 


Start 


1 




End 


7486 


GI 


5852175 




Score 


83 


Exons 


1..41, 3156. .3230, 


3747. .3803, 4382. ,4476, 7415. ,7486 




(AL117265) zhbOOOS. 


1 [Oryza 


sativa] 




Seq. No. • 


46580 




Seq. ID 


OJ000216_05.0328 


Gene No. 


98895 




Strand . 


.+ 


Start 


1 




End 


7486 


Name 


OJ000216 05. 0328. C9 


. ol . gs 


Method 


GENSCAN 


Start 


48 




End 


1871 


GI 


none 




Score 


. 67 



Exons 



48. .54, 616. .828, 968. .1075, 1105. .1331, 1683. .1871 



Seq, No. 46580 

Gene No. 98895 

Start 1 

Name OJ000216_05 . 0328 , C9 . ol . gp 

Start 3267 

GI 101153 1.R1084 



Seq. ID OJ000216_05.0328.C9, 

■ Strand + ' . 

End ■ 7486 

Method AAT/GAP 

End 4 000 

Score 351 



48179 



Exons 3267., 3296, 3756.. 4000 

GI Descrip. ' 5852170/emb | AL117265 . 1 | OST17804 l.Oe-115 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone :tl7804' 



Seq. No. 46580 Seq. ID 

Gene No. 98895 Strand 

Start 1 End 

Name OJ000216_05 . 0328 . C9 . o2 . gp Method 

Start 4575 End 

GI 3761363 Score 

Exons 4575.. 4880, 5213.. 5250 

GI Descrip. 5852170/emb | AL117265 . 1 | OST17804 l.Oe-151 Oryza sativa 

indica(GLA4) genomic DNA, chromosome 4, BAG clone :t 17804 



OJ000216_05.0328.G9 
+ 

7486 
AAT/GAP 
5250 
486 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46580 Seq. ID OJ0002 16_05 . 0328 . G9 

98896 Strand 

1 End 5060 

OJ000216_05.0328.G9.ol.np ^ Method AAT/NAP 

1 End 5060 

7489805 Score 79 

1..30, 573. .835, 5005. .5060 

polyprotein - maize retrotransposon Cinful-1 
gi|4206306|gb|AAD11615.1| (AF049110) prpol [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46580. Seq. ID, 

98896 . Strand • 
1 End 
OJ000216_05 . 0328 . G9 . o2 . np Method 
1430 End 
5852179 Score 
1430. .1472, 2841. .3072, 3146. .3362 

{AL117265) zhb0009.1 [Oryza sativa] 

46580 Seq. ID 

98896 Strand 
1 End 
OJ000216_05. 0328 .G9.o2.gs Method 
2757 • End 

none Score 
2757. .3229, 4348. .4429 



OJ000216_05.0328.G9 

5060 • 
AAT/NAP 
3362 
213 



OJ000216_05.0328.G9 
5060 

, GENSCAN 
4 429 
.58 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

■ Exons 
GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46580 Seq. ID 

98897 Strand 
5376 End 5453 

OJ000216^05.0328.G9.o4,np . , Method AAT/NAP 
5376 - End 5453 

6721516 Score 64 

5376. .5453 

(AP001072) hypothetical protein [Oryza sativa] 



OJ000216 05. 0328. G9 



46581 
98898 
180 

OJ000216_05.0328.G10.ol.gs 

180 

none 

180. .395, 885. . 1058 



Seq. ID OJ000216_05.0328.G10 
Strand 

End 1058 

Method GENSGAN 

End 1058 

Score . 94 



48180 



Seq. No. 


46582 


Seq. ID 


OJ000216 


OClit^ IN (J • 


-30 0 -7 -7 


Strand 


+ 






End 


12106 




vJUUUU^XD U 3 . U 0 - J. - oz . gs 


Method 


GENSCAN 






End 


12106 




none 


Score 


.49 


Exons 


QfiQft in'^n9 1 1 ^^1 1 1 Q94 


11930. , 12106 . 


Seq. No. 


46582 


Seq. ID 


OJ000216 


Gene No, 


98900 


Strand 


+ 


O L aX L 


14067 


End 


14617 


Nsnie 


OJ000216 05.0328.Cll.o3.np 


Method 


AAT/NAP 


Q-t- r--t- 
OUa J_ L 


14067 


End 


14617 


Kj J. 


7106516 


Score 


143 


T*^ V ^ n ^ 


14 067. .14225, 14501. .14 617 








(AP001278) hypothetical protein [Oryza 


sativa] 


Seq. No. ' ' • 


46582 


Seq. ID 


OJ000216 


Gene No. 


98901 


Strand 




Start 


1963 


End 


7857 


Name 


OJ000216 05.0328.Cll.ol.gs 


Method 


GENSCAN 


Start 


1963 


End 


7857 


GI 


none 


Score . 


.44 


Exons 


1963.. 2478, 2771.. 2918, 33^ 


15. .3433, 3687. .3883, 



4518. .4599, 4639. .4875, 5396. .5603, 5670. .5876, 6048, 
7635.. 7857 



,4475, 
.6394, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46582 Seq. ID 

98901 Strand 

1963 End 

OJ000216_05. 0328. Oil. ol.np Method 

2577 End 

4325357 Score 



OJ000216_05.0328.C11 

7857 
AAT/NAP 
6190 
425 



2577. .2674, 3919. .4381, 5626. .6190 

(AF128395) contains similarity to Arabidopsis thaliana 
retrotransposon Athila hypothetical protein 1 {GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 


46582 


Seq. ID 


OJ000216_05.0328 


.Cll 


Gene No. 


98902 


Strand 






Start 


10206 


End - 


12995 




Name 


OJ000216 05.0328. Cll.o'2.np 


Method 


AAT/NAP 




Start 


10206 


End 


12995 




GI 


5852179 


Score 


277 




Exons 


10206. .10239, 11635. .11875, 


11950. .12150, 12975. .12995 




GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






Seq. No. 


46582 


..Seq. ID 


OJ000216_05.0328 


.011 


Gene No. 


98903 


Strand 






Start 


13949 


End 


14498 




Name 


OJ000216 05.0328.Cll.o2.tw 


Method 


TBLASTX: Wheat 




Start 


4097 


End 


4462 




GI 


none 


Score 


80 




Exons 


4097. .4270, 4098. .4259, 4319 


. .4462 







Seq. No. 46582 Seq. ID OJ000216_05 . 0328 . 01 1 

48181 






Gene No. 


98903 




Strand 








Start 


^- 13949 




End 


14498 






Naiue 


OJ000216 05. 


0328.Cll.ol.tc 


Method 


TBLASTX : Cress 






Start 


5655 ~ 




End 


5957 






GI 


none 




Score 


195 






Exons 


5655. .5957 












Seq. No. 


46582 




Seq. ID 


OJ000216_05.0328 


.CI 




Gene No. 


98903 




Strand 








Start 


13949 




End 


14498 






Naiue 


OJ000216 05. 


0328.Cll.ol.tw 


Method 


TBLASTX : Wheat 

X LJ 1 ti^KJ ^ i\ « Till Ci 






Start 


5682 ~ 




End 


6110 






GI 


none 




Score 


107 






Exons 


5682 . . 5789, 


5763. .5978, 5994 


. . 6110 








Seq. No. 


46582 




Seq. ID 


OJ000216_05.0328 


.CI 




Gene No. 


98903 




Strand 








Start 


13949 




End 


14498 






Name 


OJ000216 05. 


0328 . Cll . ol . ts 


Method 


TBLASTX: Sovbean 






Start 


5700 




End 


' 6110 






GI 


none 




Score 


70 






Exons 


5700. .5978, 


6006. . 6110 








z z 


Seq. No. 


46582 




Seq. ID 


OJ000216_05.0328 


.CI 




Gene No. 


98903' 




. -Strand 








Start 


13949 




End 


14498 






Name 


OJ000216 05 


0328 Cll o3 as 


Method 


GENSCAN 




fy 


Start 


13949 ~ 




End 


14498 






GI 


none 




Score 


.73 




: : s 


Exons 


13949. . 13993 


, 14185 . . 14291 , 


14489. .14498 




? : : 


Seq. No. 


46583 




Seq. ID 


OJ000216_07.0323 


.CI 




Gene No. 


98904 




Strand 


+ 






Start 


118 




End 


2946 






Name 


OJ000216 07. 


0323.Cl.ol.gs 


Method 


GENSCAN 






Start 


118 




End 


2946 






GI 


none 




Score 


.59 




V J 


Exons 


118. .166, 2740. .2946 










Seq. No. 


46583 




Seq. ID 


OJ000216_07.0323 


.CI 


f -! 


Gene No. 


98905 




Strand 


+ 






Start 


7691 




End 


8221 






Name 


OJ000216 07. 


0323.Cl.o3.gs 


Method 


GENSCAN 






Start 


• 7691 




End 


8221 






GI 


none 




Score 


.68 






Exons 


7691.. 8221 












Seq. No. 


46583 




Seq. ID 


OJ000216_07.0323 


.CI 




Gene No. 


98906 




Strand 


+ 






Start 


18395 




End 


35960 






Name 


OJ000216 07. 


0323.Cl.o2.np 


Method 


AAT/NAP 






Start 


18395 




End 


34020 






GI 


7485429 




Score 


959 






Exons 


18395. .18428 


, 27193. .27260, 


32891. .34020 





GI Descrip. hypothetical protein F13M22.15 - Arabidopsis thaliana 

gi|3236247|gb|AAC23635.1| (AC004684) putative SCARECROW gene 
regulator [Arabidopsis thaliana] 



48182 




Seq. No. 


46583 






Seq. ID 


OJ000216_ 


_07.0323 


.CI 


rZpnp Mo 


98906 






Strand 








Start 


18395 






End 


3S960 






Name 


OJ000216 07. 0323. CI, 


, o 6 . qs 


Mpi" hod 


VJ Hi LN O ^/AIN 






Start 


25577 






End 


26132 






GI 


none 






Score 


. 97 






F! >r n n c: 


25577. 


.25821, 25898. 


.26132 












46583 






Seq. ID 


OJ000216_ 


07 03:^3 




Gene No. 


98906 






Strand 


+ 






Start 


18395 






End 


35960 






Name 


OJ000216 07. 0323. CI. 


o8 . qs 


Method 


GENSCAN 








29521 






End 


35960 






GI 


none 






Score 


.51 






F, von *^ 


29521. 


.29598, 30685. 


30805 , 


30872. .30882, 31815. 


. .31946, 






32033. 


.33136, 33199. 


33903, 


34305. .34356, 34818. 


. .34852, 






34985. 


.35014, 35254. 


35396 
. •J ^ ^ fj \j f 


35605. .35960 






Seq. No. 


46583 






Seq. ID 


OJ000216_ 


07.0323.'C1 


rtjp>np Mo 


98907 






Strand 


+ 








47115 






End 


52587 






Name 


OJ000216 07. 0323. CI. 


o 1 D rrc: 


Method 


GENSCAN 






O U d i. u 


47115 






End 


50111 






O J. 


none 






. Score 


.59 








47115. 


.47122, 47513. 


. *! f ^ O ^ f 


49742. .49821, 50031. 


, .50111 




Cfari Mo 


46583 






Seq. ID 


OJ000216_ 


_07.0323. 


.CI 


Gene No . 


98907 






Strand 


+ 






Start 


47115 






End 


52587 






Name 


OJ000216 07. 0323. CI. 


o2.qp 


Method 


AAT/GAP 






Start 


49935 






End 


51744 






GI 


10090 


1.R1084 




Score 


1843 






R von <=? 

ill W 1 i o 


49935. 


'.50208, 50597. 


.50669, 


50787. .50832, 50975. 


. .51089, 






51183. 


.51262, 51358. 


.51744 










V-J JL w O O. J- ^ • 


M406764/gb|AAD20075| 4 . Oe- 


54 {AC006836) putative uridylyl 




transferase [Arabidopsis thaliana] ' 








Seq. No. 


46583 






Seq. ID 


OJ000216 


_07.0323, 


,C1 


Gene No. 


98907 






Strand 


+ 






Start 


47115 






End 


52587 






Name 


OJ000216 07. 0323. CI. 


oll.gs 


Method 


GENSCAN 






Start 


50587 






End 


52584 






GI 


none 






Score 


.78 






F! V o n C5 

ill jtV 1 i O 


50587. 


.50669, 50787. 


.50832, 


50975. .51047, 51183. 


.51262,. 






51358. 


.51957, 52054. 


.52158, 


52252. .52584 






9p»o Mo 


46583 






Seq. ID 


OJ000216_ 


07.0323. 


CI 


Gene No . 


98907 






Strand 


+ 






Start 


47115 






End 


52587 






Name 


OJ000216 07. 0323. CI. 


o4 . np 


Method 


AAT/NAP 






Start 


50623 






End 


52587 






GI 


6730631 




Score 


1151 






Exons 


50623. 


.50669, 50787. 


.50832,' 


50975. .51089, 51183. 


.51250, 






51358. 


.51957, 52054. 


.52158, 


52252.. 52587 ' 






GI Descrip. 


(AC008262) F4N2.2 [Arabidopsis thaliana] 







48183 




Seq. No. 


46583 . 




Seq, ID 


OJ000216_ 


_07.0323. 


CI 


Gene No. 


9.8 908 




. Strand 


; + 






Start 


53952 




End 


54400 






Name 


OJ000216 07. 0323. CI. 


04 . QD 


Method 


AAT /GAP 






Start 


53952 




End 


54400 






GI 


none 




Score 


887 






Exons 


53952 . . 54400 












Seq. No. 


46583 




Seq. ID 


OJ000216 


07 . 0323 . 


CI 


Gene No. 


98909 




Strand 








Start 


4603 




End 


7066 






Name 


OJ000216 07. 0323. CI. 


ol , np 


Method 


AAT /NAP 






Start 


4600 




End 


7066 






GI 


6729521 




Score 


2014 






Exons 


4600, . 6751, 6965. .7066 










GI Descrip. 


(AL132966) putative 


protein 


[Arabidopsis thaliana] 




Seq. No. 


4 6583 




Seq, ID 


OJ000216_ 


_07.0323. 


CI 


Gene No. 


98909 ■ 




Strand 








Start 


4603 




End 


7066 






Name 


OJ000216 07. 0323. CI. 


o2 . gs 


Method 


GENSCAN 






Start 


4603 




End 


6831 






GI 


none 




Score 


1 






Exons 


4603. .6831 












Seq. No, 


46583 




Seq. ID 


OJ00021-6_ 


_07.0323. 


CI 


Gene No. 


. 98910 




Strand 








Start 


11481 




End 


17374 






Name 


OJ000216 07. 0323, CI. 


o4 . gs 


Method 


GENSCAN 






Start 


11481 




End 


17374 






GI 


none 




Score 


,44 






Exons 


11481. .12899, 13068, 


.13086, 


13328. . 13474, 14211. 


,14396, 






14681. .14838, 16086. 


.16170, 


17244. .17374 






Seq. No. 


46583 




Seq. ID 


OJ000216_ 


_07.0323, 


CI 


Gene No. 


98911 




Strand 








Start 


23694 




. End 


28139 , 






Name 


OJ000216 07. 0323. CI, 


ol.gp 


Method 


AAT /GAP 






Start 


23694 




End 


27366 






GI 


49251 1.R1084 




Score 


1784 






Exons 


23694. .24108, 24961. 


.25047, 


26833, .27066, 27175. 


.27366 





GI Descrip. ' 170344 6/sp | P50287 | ASPG_ARATH l,0e-99 L -ASPARAGINASE 



(L-ASPARAGINE AMI DOHYDROLASE ) >gi_107 6292_pir_S53127 
asparaginase - Arabidopsis thaliana >gi_7 35918_emb_CAA84 367 
(Z34884) asparaginase [Arabidopsis thaliana]*,. 



Seq, No. 


46583 


Seq, ID 


OJ000216_ 


_07.0323, 


CI 


Gene No. 


98911 


Strand 








Start 


23694 


End 


28139 






Name 


OJ000216 07.0323.Cl,o7.gs 


Method 


GENSCAN 






Start 


- 26725 


End 


28139 






GI 


none 


Score 


.53 






Exons 


26725. .27066, 27 175 .. 27365, 


27971, .27983, 28053. 


, .28139 




Seq, No. 


46583 


Seq. ID 


OJ006216_ 


_07.0323. 


CI 


Gene No. 


98912 


Strand 








Start 


36960 


End 


52310 







48184 



Nsitie 


OJ000216 07 


.0323. 


.Cl.o9.gs 


Method 


GENSCAN 






36960 






End 


40631 






none 






Score 


.43 




P von Q 


36960. .36994, 374 84. .37554, 


38146. .38333, 38839 






38896. .39000, 39937 .. 40231, 


40296. .40631 




O C • L>l\J • 


46583 






Seq. ID 


OJ000216 




Gene No. 


98912 






Strand 






Start 


36960 






End 


52310 




Nsme 


OJ000216 07 


.0323. 


, CI . o3 . np 


Method 


AAT/NAP 






37011 






End 


52310 




\J ± 


6751696 






Score 


106 




F. vr>n c: 


37011. .37185, 39975. .40335, 


52260. .52310 




V3 J. UCO^J L LJ ■ 


(AC018908) : 


hypothetical protein [Arabidopsis thaliana] 


O ^ • IN U ■ 


46583 






Seq. ID 


OJ000216 


_07.0323.C1 


Gene No . 


98913 






Strand . 






Start 


52347 






End . 


52878 




Name 


OJ000216 0-?- 


,0323. 


. CI . o3 . gp 


Method 


AAT/GAP 




Start 


52347 






End 


52878 




\j J. 


1848 1.R1084 




Score 


995 




Hi lO 


52347. .5287! 


8 












• 4406764/gbl AAD20075 1 2.0e-09 (AC006836) putative uridylyl 




trans f erase 


[Arabidopsis thaliana] ' 






O > (J . 


/I Q O 






Seq. ID 


OJ000216 






^ O 1 fl 






Strand 






Start 


■J ^ 17 ^ O 






End 


55414 




Name 


OJ000216 07 


.0323. 


Cl.o2. tm 


Method 


TBLASTX:: 


Maize 


Start 


4744 






End 


6411 




QJ 

\j J. 


none 






Score 


480 




F" von Q 


4744. .5172, 


4744. 


.5172, 4745 


..5173, 5092. .5379, 


5308. .5589, 




5413. .5688, 


5521. 


.5802, 5611 


..5907, 5725. .5997, 


5827, .6108, 




5938. . 6222, 


6037. 


.6318, 6253 


. .6411 






Seq. No, 


46583 






Seq. ID 


OJ000216 


_07.0323.C1 


ripino Mo 


98914 






Strand 






Start 


52928 






End 


55414 




Name 


OJ000216 07 


.0323. 


Cl.o4.ts 


Method 


TBLASTX: 


Soybean 


Start 


4870 






End 


6418 




GI 


none 






Score 


78 




Exons 


4870. .5445, 


4870. 


.5445, 4882 


..5562, 4882. .5364, 


4906. .5787, 




4945. .5118, 


5021. 


.5188, 5035 


..5889, 5056. .5229, 


5128. .5994, 




5161. .5340, 


5266. 


.5439, 5371 


..5478, 5417, .5677, 


5465. .5773, 




. 5533. . 6303,, 


5533. 


.5658, 5533. 


..5619, 5539, .5712, 


■ 5641. .6411, 




5698. .5868, 


5746. 


.5919, 5758 


..5865, 594 


8. .6202, 


6023. . 6349, 




6047. . 6214, 


6049. 


.6414, 6049 


. .6387, 6050. .6418 




'^f^n No 


46583 






Seq. ID 


OJ000216 


_07.0323.C1 


rifling Mo 


98914 






Strand 






Start 


52928 






End 


55414 




Name 


OJ000216 07 


.0323. 


Cl.o4.tc 


Method 


TBLASTX:! 


Cress 


Start 


4882 






End 


6411 




GI 


none 






Score 


■201 




Exons 


4882. .5121, 


5005. 


.5334, 5012 


,.5257, 5091. .5327, 


5113. .5439, 




5218. .5544, 


5323. 


.5649, 5428 


..5754, 5524. .5859, 


5638. .5964, 




5729. .5977, 


5791. 


.6069, 5800 


..6063, 584 


8. .6171, 


6022. .6279, 



48185 




6023.. 6289, 6058.. 6390, 6151.. 6411 



Seq. No. 


46583 






Seq. ID 


OJ000216_07.0323, 


XI 


Gene No. 


98914 






Strand 






Start 


52928 






End 


55414 




Name 


OJ000216 07. 0323. CI. 


o2 . tc 


Method 


TBLASTX: Cress 




Start 


23656 . 






End 


27336 




GI 


none 






Score 


193 




Exons 


23656. 


.23757, 23845. 


.24075, 


23888. .24085, 24 958 25047 , 






26834. 


.27067, 26839. 


.27066, 


27169. .27336 




Seq. No. 


46583 






Seq. ID 


OJ000216_07.0323. 


.CI 


Gene No. 


98914 






• Strand 






Start 


52928 






End 


55414 




Name 


OJ000216 07.0323.01. 


o3 . t s 


Method 


TBLASTX: Soybean 




Start 


23665 






End 


27345 




GI 


none 






Score 


108 




Exons 


23665. 


. 23757, ■ 23845. 


.24060, 


23866. .24000, 23888 .. 24061, 






24964. 


.25050, 26833. 


.27066, 


26834.-. 27067, 27 169 .. 27309, 






27292. 


.27345 










Seq. No. 


46583 






Seq. ID 


OJ000216_07.0323. 


CI 


Gene No . 


98914 






Strand 






Start 


52928 






End 


55414 




Name 


OJ000216 07. 0323. CI. 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


26831 






End 


27297 




GI 


none 






Score 


322 




Exons 


26831. 


.26890, 26833. 


. 27066, 


26834 . .27067, 27 154 27219, 






27172. 


.27195, 27220. 


.27297, 


27265. .27294 




Seq. No. 


46583 






Seq. ID 


OJ000216__07.0323. 


CI 




98914 






Strand 






Start 


52928 






End 


55414 




Name 


OJ000216 07. 0323. CI. 


o8 . tm 


Method 


TBLASTX: Maize 




Start 


32843 






End 


33148 




GI 


none 






Score 


259 




Exons 


32843. 


.33148, 32875. 


.33144 








Seq. No. 


46583 






Seq. ID 


OJ000216_07.0323. 


CI 


Gene No . 


98914 






Strand 






Start 


52928 






End 


55414 




Name 


OJ000216 07. 0323. CI. 


ol . tc 


Method 


TBLASTX: Cress 




Start 


33062 






End 


33816 




GI 


none 






Score 


90 




Exons 


33062. 


.33169, . 33166. 


. 33291, 


33213. .33254, 33273 .. 33380 , 






33289. 


.33429, 33430. 


. 33816 








Seq. No. 


46583 






Seq. ID 


OJ000216_07.0323. 


CI 


Gene No. 


98914 






Strand 






Start 


52928 






End 


55414 




Name 


OJ000216 07. 0323. CI. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


33172 






End 


34017 




GI 


none 






Score 


274 




Exons 


33172. 


.33432, 33208. 


.33426, 


33210. .33458, 334 30. .34 017, 






33435. 


.34007 










Seq. No. 


46583 






Seq. ID 


OJ000216_07.0323. 


CI 



48186 




Gene No. 


98914 






Strand 






Start 


^ £. Z/ o 






End 


55414 




Nsine 




^ fi 07 0^7'^ n 

XU \J 1 .VJO^^.VfX 


. U X . I. o 


Method 


TBLASTX : Soybean 




U. O i- u 


J J ~) O *i 






End 


34008 




GI 








Score 


86 






33334 . 


33417 33430 


34008 


33438.. 34007 




Seq. No. 


46583 






Seq. ID 


OJ000216_07.0323 


.CI 


Gene No. 


• 98914 






Strand 






Start 


52928 






End 


55414 








1 6 07 0323 CI 




Method 


TBLASTX: Wheat 




ri- 

O L. CLi_ C 








End 


34011 






none 






Score 


151 






33766. 


.33909, 33781 


33921, 


33909. .340 


10, 33910.. 34011 




Seq. No. 


46583 






Seq. ID 


OJ000216_07.0323, 


.CI 


Gene No. 


98914 






Strand 


- 




Start 


52928 






End 


55414 






OJ000216 07.0323.C1 




Method 


TBLASTX: Cress 






33817 






End 


34013 






none 






Score 


195 






33817. 


.34008, 33819 


3401 3 








o fc; 4 . Ln (J . 


46583 






Seq. ID 


OJ000216_07.0323, 


PI 




98914 






Strand 






c-i- -a r■1- 


52928 






End 


55414 




Name 


OJ000216 07. 0323. CI 


. o7 . tm 


Method 


TBLASTX: Maize 




start 


50592 






End 


51408 






none 






Score 


151 






50592. 


.50669, 50596 




50601. .506 


93, 50784 . .50834, 






50785. 


.50835, 50966 




50967. .51089, 50975 .. 51088, 






51170. 


.51262, 51181 




51182. .51262, 51312 .. 514 07 , 






51355. 


.51408 










Cprr Mn 

O C ^ • w • 


46583 






Seq. ID 


OJ000216_07,0323. 


■ X 




98914 






Strand 






Start 


52928 






End 


55414 




Name 


OJ0002 


16_07.0323.C1 


.06. tc 


Method 


TBLASTX: Cress' 




Start 


50620 






End 


51522 






none 






Score 


69 




P von 


50620. 


.50676, 50713 




50970. .51011, 50975. .51088, 






50975. 


.51085, 50982 


^1098 


51051. .51089, 51170. .51247, 






51396. 


.51476, 51433 


. . %J X >J ^ ^ 








Seq. No. ' 


46583 






Seq. ID 


OJ000216_07.0323. 


,C1 


Gene No. 


98914 






Strand 






O U d J. L. 


52928 






End 


55414 




IN diU^ 


OJ000216 07. 0323. CI 




Method 


TBLASTX: Soybean 




o ud I. u 


50975 






End 


51696 






none 






Score 


130 




Exons 


50975. 


.51088, 51354 


. . o X o y y , 


51409. .51606, 51427. .51696 




Seq. No. 


46583 






Seq. ID 


OJ000216_07.0323. 


CI 


Gene No. 


98914 






Strand 






Start 


52928 






End 


55414 




Name 


OJ000216 07. 0323. CI 


. 06 . tm 


Method 


TBLASTX: Maize 




Start 


51409 






End 


51711 





48i87 




GI 


none 






Score 


173 






Exons 


51409. 


.51660, 51419 


. . 51661, 


51427 . . 517 


11 






Seq. No. 


46583 






Seq. ID 


OJ000216 


07 0323 


. CI 




98914 






Strand 








Start 


52928 






End, 


55414 






Name 


OJ0002 


16_07.0323.C1 


. o2 . ts 


Method 


TBLASTX: 


Soybean 




Start 


51700 






End 


52433 






GI 


none 






Score 


79 






R von ^ 


51700 . 


51765 51781 


51957, 


51789. .51935, 51855 


. . 51959, 






52053 . 


52190 52054 


. .52140, 


52234. .52431, 52249 


. .52431, 






52251 . 


. 52433 












Seq. No. 


46583 






Seq. ID 


OJ000216 


07 0323 


. CI 


(^pnp No 


98914 






Strand 








Start 


52928 






End 


55414 






Name 


OJ0002 


16_07.0323.C1 


. ol . tw 


Method 


TBLASTX: 


Wheat 




Start . 


51748, 






End 


52326 






GI 


none 






Score 


. 311 






J-J \^ 1 X 


51748 . 


51957, 51748 


51957, 


51768. .51959, 52050 


52169, 






52051 . 


52140, 52054 


. .52140, 


52247. .52318, 52249 


52326, 






52251 . 


. 52325 












Sea No 


46583 






Seq. ID 


OJ000216 


07 0323 


. CI 


Gene No. . 


98914 






Strand 








Start 


52928 






End . 


55414 






Name 


OJ0002 


16 07 0323 CI 


. o3 . tc 


Method 


TBLASTX: 


3r es s 




Start 


51792 






End 


52470 






GI 


none 






Score 


113 






Exons 


51792. 


.51950, 51793 


. . 51957, 


52054. .521 


40, 52065 


52139, 






52249. 


.52470, 52251 


52454 










Sea No 


46583 






Seq. ID 


OJ000216 


07 . 0323 


. CI 


Gene No. 


98914 






Strand 








Start 


52928 






. , End 


55414 






Name 


OJ000216 07. 0323. 01 


. 63 . tm 


Method 


TBLASTX: 


Nlaize 




Start 


51799 






End 


52520 






GI 


none 






Score 


255 






Exons 


51799, 


.•51957, 51801 


. . 51959, 


52050. .521 


69, 52054 


. .52140, 






52246. 


.52458, 52249 


. . 52476, 


52251. .52520 






Sea. No. 


46583 






Seq. ID 


OJ000216 


07 0323 


. CI 


Gene No. 


98914 






Strand 








Start 


52928 






End 


55414 






Name 


OJP00216 07. 0323. CI 


. ol2 . gs 


Method 


GENSCAN 






Start 


52928 






End 


55286 






GI 


none 






Score 


. 64 






Pyrin s 


52928. 


.52977,' 54236 


54 267, 


54416. .54676, 54784 


. .55062, 






55144 . 


.55286 












Seq. No. 


46583 






Seq. ID 


OJ000216 


_07.0323 


CI 


Gene No. 


98914 






Strand 








Start 


52928 






End 


55414 






Name 


OJ000216 07. 0323. CI 


. o4 . tm 


Method 


TBLASTX: Maize 




Start 


54061 






End 


55414 






GI 


none 






Score 


34 






Exons 


54061. 


.54123, 54330 


. .54353, 


54413. .544 


39, 54414 


. .54578, 





48188 




54431. .54676, 54434 .. 54592, 54439.-54 678, 54780 55061 , 
54780. .55121, 54784 55065, 55093 .. 55287, 55125 .. 55286, 
55150. .55287, 55182 5528 9, 55379.. 55414 





Seq. No. 


46583 


Seq. ID" 


OJ000216_07.0323. 


01 




Gene No. 


98914 


Strand 








Start 


52928 


End 


55414 






Name 


OJ000216 07.0323.Cl.o5.np 


Method 


AAT/NAP 






Start 


54409 


End 


55279 






GI 


6730652 


Score 


568 






Exons 


54409. .54676, 54784 55062, 


55144. .55279 






GI Descrip. 


(AC008262) F4N2.4 [Arabidopsis thaliana] 






Seq. No. 


46583 


Seq. ID 


OJ000216_07.0323. 


01 




Gene No. 


98914 


Strand 








Start 


52928 


End 


55414 






Name 


OJ000216 07.0323.Cl.o5.ts 


Method 


TBLASTX : Soybean 






Start 


54766 


End 


55112 






GI 


none 


Score 


97 






Exons 


54766. .54903', 547 68 55112, 


54943. .55065 






Seq. No. 


46584 


Seq. ID 


OJ000216_07.0323. 


02 




Gene No. 


98915 


Strand 


+ 




r "z 


Start 


62 


End 


1526 






Name 


OJ000216 07.0323.C2.61.gs 


Method 


GENSCAN 




i'tl 


Start 


62 


End 


1435 




?■ j H 


GI 


none 


Score ^ 


.89 




C.3 


Exons 


62'.. 175, 260. .331, 421. .471, 


735. .812, 


980. . 1435 




I . : 

^ Tsr 


Seq. No. 


46584 • 


Seq. ID 


OJ000216_07,0323. 


02 




Gene No. 


98915 


Strand 


+ 




a,i 5 
: : S 


Start 


62 


End 


1526 






Name 


OJ000216 07.0323.C2.ol.np 


Method 


AAT/NAP 






Start 


675 


End 


1526 




r ^ 


GI 


6539581 


Score 


349 




^. 3 


Exons 


675. .812, 983. .1526 










GI Descrip. 


{AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, 


i _J 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa 




Seq. No. 


46584 


Seq. ID 


OJ000216_07.0323. 


02 


ASS; 


Gene No. 


98915 


Strand 


+ 






Start 


62 


End 


1526 






Name 


OJ000216 07.0323.C2.ol.tm 


Method 


TBLASTX: Maize 






Start 


1061 


End 


1288 






GI 


none 


Score 


■182 






Exons 


1061. .1288, 1072. .1191 










Seq. No. 


4 6585 


Seq. ID 


OJ000216_07.0323. 


03 




Gene No. 


98916 


Strand 


+ 






Start 


1 


End 


1078 






Name 


OJ000216 07.0323.C3.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1078 






GI 


6539581 


Score 


735 






Exons 


1..857, 930. .1078 









GI Descrip. (AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAO 
clone F20D10; hypothetical protein {AL035538) [Oryza sativa] 



48189 




Seq. No. 


46585 








Seq. ID 


OJ000216 


_07. 


0323. C3 


Gene No. 


• 98916 








Strand 


+ 






Start 


1 • 








End 


1078 






Na.ine 


OJ000216 07 


.0323. 


C3.01. 


CI 

yes 


MpI" hoH 


\J7 u LN O V^f^LN 






Start 


327 








End 


104 9 






GI 


none 








Score 


. 74 






E von 


327. .857, 930. .1049 












Sea No. 


46585 








Seq. ID 


OJ000216_ 


_07. 


0323. C3 


Gene No. 


98917 








Strand • 








Start 


1596 








End 


6367 






Name 


OJ000216 07 


.0323. 


C3.02. 


np 


Method 


AAT/NAP 






Start 


1464 








End 


6367 






GI 


6539580 








Score 


342 






R vnn 


1464. .1502, 


1909. 


.2004, 


2092. 


.2175, 2272. .2471, 


6349. .6367 


GT DescriD 

^ J-^ ^ w \^ ^ ^ k</ • 


(AP000837) 


hypothetical 


. protein [Oryza 


sativa] 






*_? C ■ W • 


46585 








Seq. ID 


OJ000216_ 


_07. 


0323. C3 


(^p-np Nn 

VJdl^ Via' ■ 


98917 








Strand 








Start 


1596 








End 


6367 






Name 


OJ000216 07 


• \j J ^ ^ » 


C3.o2. 


gs 


Method 


GENSCAN 






Start 


1596 








End 


6178 






GI 


none 








Score 


.72 






F" von ^ 


1596. .1601, 


1870. 


.2004, 


2092. 


.2190, 2272. .2443, 


2716. .2747, 




2829. .2948, 


3020. 


.3133, 


3220. 


.3353, 4696... 4747, 


5007, .5079, 




5943. .6051, 


6118. 


.6178 












Seq. No.' 


46586 








Seq. ID 


OJ000216_ 


_07. 


0323'.C4 


Gene No. 


98918 








Strand 


+ 






Start 


978 








End 


3984 






Name 


OJ000216 07 


.0323. 


04. ol. 


gs 


Method 


GENSCAN 






Start 


978 








End 


3984 






GI 


none 








Score 


.47 






F, von ^ 


978. . 1116, 


1501. . 


1619, 


1865. . 


2015, 3052.. 3124, 3818 


. .3984 


Sea No 


46586 








Seq. ID 


OJ000216_ 


_07. 


0323. C4 


Gene No. 


98919 








Strand . 


+ 






Start 


7475 








End 


10426 






Name 


OJ000216 07 


.0323. 


C4.01. 


np 


Method 


AAT/NAP 






Start 


7475 








End 


10423 






GI 


6730651 








Score 


243 






P, von ^ 


7475. .7507, 


9148. 


.9402, 


10091 


. .10276,' 


10313. . 10423 




CtT Dp^ptio 

V— ' J. I—' ^ O -I- -i- . 


(AC008262) 


F4N2.5 


[Arabidopsis thaliana] 






Seq. No.. 


46586 








Seq. ID 


OJ000.216 


_07. 


0323. C4 


Gene No . 


98919 








Strand 


+ 






Start 


74 75 








End 


10426 






Name 


OJ000216 07 


.0323. 


C4 .o3. 


gs 


Method 


GENSCAN 






Start 


8866 








End 


10426. 






GI 


none 








Score 


.74 






R V o n <=i 


8866. .9402, 


10085 


. .10426 










Seq. No. 


46586 








Seq. ID 


OJ000216_ 


_07. 


0323. C4 


Gene No. 


98920 








-Strand 


+ 






Start 


16438 








End 


19473 






Name 


OJ000216 07 


.0323. 


C4 .o5. 


gs 


Method 


GENSCAN 






Start 


16438 








End 


19473 







48190 




GI 


none 


Score 


.99 






Rvnn 


16438 16713. 16817 16951. 


17289. .17427, 18212 


18294 , 






18378 18437 19282 19473 










Qprr Mr) 


4 658 6 


Seq. ID 


OJ000216 


07 0323 


. C4 




98920 


Strand 


+ 






Start 


16438 


End 


19473 






Name 


OJ000216 07.0323.C4.o3.np 


Method 


AAT/NAP 






Start 


16474 


End 


19386 






GI 


6730652 


Score 


325 






P von ^ 


164 74. .16573, 16604. .16713, 


16817. .16951, 17289 


. 17504 , 






18378. .18437, 19282. .19386 










\J ^ ^ O A* ^ kri/ » 


(AC008262) F4N2.4 [ Arabidopsis thaliana] 






Seq. No. 


46586 


Seq. ID 


OJ000216_ 


_07.0323 


.04 


Gene No. 


98921 


Strand 








Start 


6552 


End 


7417 






Name 


OJ000216 07.0323.C4.o2.gs 


Method 


GENSCAN 






Start 


6552 


End : 


7417 






GI 


none 


Score 


.51 








6552. .6685, 6759. .6828, 7090. .7180, 7320. .7417 






Seq. No. 


46586 


Seq. ID 


OJ000216_ 


_07.0323 


.04 


Gene No. 


98922 


Strand 








Start 


13029 


End 


14376 






Name 


OJ000216 07.0323.C4.o4.gs 


Method 


GENSCAN 






Start 


13029 , 


End 


14376 






GI 


none 


Score 


.68 






Rvnn <? 


13029. .13192, 13982. .14148, 


14185. . 14206, 14313 


.14376 




Sea No 


46586 


Seq. ID 


OJ000216_ 


07 0323 


. 04 


Gene No. 


98923 


Strand 








Start 


14283 


End 


17354 






Name 


OJ000216 07.0323.C4.o2.np 


Method 


AAT/NAP 






Start 


14283 


End 


17006 






GI 


5042463 


Score 


139 






R y nn *^ 


142'83. .14 392, . 14 4 4 5. .14 600, 


15262. .15470., 16975. 


.17006 




GT De*5fTi o 


{AC007789) unknown protein 


[Oryza sativa] 






Sea No 


46586 


Seq. ID 


OJ000216_ 


_07.0323 


. 04 


Gene No. 


98923 


Strand 








Start 


14283 


End 


17354 






Name 


OJ000216 07.0323. 04. ol.tm 


Method 


TBLASTX: Maize 




Start 


16603 


■ End 


17354 






GI 


.none 


Score 


97 






Ry nn 


16603. .16713, 16605. .16712, 


16814. .16 


560, 16816. 


.16944, 






17287. . 17337, 1728 9. .17354 










Sea No 


46587 


Seq.. ID 


OJ000216_ 


07.0323 


rs 


Gene No. 


98924 


Strand 


+ 






Start 


1 


End 


968 






Name 


OJ000216 07.0323.C5.ol.np 


• Method 


AAT/NAP 








1 


End 


968 






GI 


6730652 


Score 


372 






Exons 


1.-.503, 631. .831, 927. .968 










GI Descrip. 


{AC008262) F4N2.4 [Arabidopsis thaliana] 








48191 









Seq. No. 


46587 


Seq. ID 


OJ000216 


Gene No, 


98924 


Strand 


+ 


Start 


1 


End 


968 


Name 


OJ000216 07 0323 C5 ol as 


Mpt h oH 


yj 1_J LN Xw'/^Li 


Start 


63 ~ 


End 


839 


GI 


none 


Score 


. 53 


p. von 


63 499 639 839 






Seq. No. 


46587 


Seq. ID 


OJ000216 


Gene No. 


98924 


■ Strand 


+ 


Start 


1 


End 


968 


Name 


OJ000216 07.0323.C5.ol.tm 


Method 


TBLASTX:! 


Start 


434 


End 


833 


GI 


none 


Score 


88 


R X n n 


434. .517, 435. .518, 635. .832, 636. .833 


Seq. No. 


46587 


Seq. ID 


OJ000216 


Gene No. 


98924 


Strand 


+ 


Start 


1 . 


End 


968 


Name 


OJ000216 07.0323.C5.ol.ts 


Method 


TBLASTX:; 


Start 


635 


End 


967 


GI 


none 


Score 


210 


R von <^ 


635.. 775, 636.. 830, 932.. 967 




O C . Vi\J * 


-4 6588 


/Seq. ID 


/-:OJ000216_ 


Gene No . 


98925-^ 


Strand 


+ 


Start 


11783 


End 


13606 


Name 


OJ000216 07.0323.C6.ol.np 


Method 


AAT/NAP 


Start 


10.787 


End 


13606 


GI 


7485552 


Score 


138 


R X n n ^ 


10787. .11073, 12959. .12983, 


13388. .13606 




hypothetical protein F16G20 


.150 - Arabidopsis tl 




gi 1 34 51070 |emb|CAA204 66. 1 | 


(AL031326) 


putative \ 




[Arabidopsis thaiiana] gi | 7269193 | emb | CAB79300. : 




putative protein [Arabidopsis thaiiana] 


Se,q. No. 


46588 


Seq. ID- 


OJ000216_ 


Gene No. 


98925 


Strand 


+ 


Start 


11783 


End 


13606 


Name 


OJ000216 07.0323.C6.o3.gs 


Method 


GENSCAN 


Start 


11783 


End 


13605 


GI 


none 


Score 


.97 


R von <^ 


11783. .11887, 12584. .12983, 


13589. .13605 


Seq. No. 


46588 


. Seq. ID. 


OJ000216_ 


Gene No. 


98925 


Strand 


+ 


Start 


11783 


End 


13606 


Name 


OJ000216 07.0323.C6.ol.gp 


Method 


AAT/GAP 




12584 


End 


12636 


GI 


none 


Score 


83 


R von Q 


12584. .12636 






Seq. No. 


46588 


Seq. ID 


OJ000216_ 


Gene No. 


98926 


Strand 




Start 


18645 


End 


19931 


Name 


OJ000216 07.0323.C6.o5.gs 


Method 


GENSCAN 


Start 


18645 


End 


19931 



,0323. C6 



(AL161559) 



48192 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 

GI Descrip. 



none 

18645. .18800, 19487 1 9637 , 

46588 
98927 
8841 

OJ000216_07 .0323.06. o2 .gs 

8841 

none 

8841. . 9023 



Score .44 
19756. .19931 



Seq. ID 

Strand 

End 

Method 

End 

Score 



46588 
98928 
15707 

OJ0002-16_07.0323.C6.o2.gp 
15607 

15042_3.R1084 

15607. .15952, 16045 .. 16242, 



OJ000216_07.0323.C6 

9023 
GENSCAN 
9023 
.7 



OJ000216 07. 0323. 06 



Seq. ID 
Strand 

End 17146 
Method AAT/GAP 
End 17146 
Score 1312 
16788. .16954, 17065. .17146 
' 6094014/sp|O82528 |RL15_PETHY 6.0e-84 60S RIBOSOMAL PROTEIN X15 
>gi_3608479 (AF088912) ribosomal protein L15 [Petunia x 
hybrida] ' 





beq. wo. 


46588 




Seq. ID 


OJ000216_ 


07.0323. 


.06 




Gene No . 


98928 




Strand 








vJ 


o uar u 


15707 




End 


17146 






f n 


Name 


OJ000216 07.0323.06. 


o4 . gs 


Method " 


. GENSOAN 








otart 


15707 




End 


17068 






tu 




none 




Score 


.91 






: ^ ; 


Exons 


15707. . 15952, 16045, 


.16242, 


16788. .16954, 17065. 


.17068 






Seq. No. 


46588 




Seq. ID 


OJ000216_ 


07.0323, 


.06 




Gene No. 


98928 




Strand 








ry 


Start 


15707 




End 


17146 






s 


Name 


OJ000216 07.0323.06. 


o2 . np 


Method 


AAT/NAP 








Start 


15710 




End 


16958 








GI 


6094014 




Score 


923 








Exons 


15'-710. .15952, 16045. 


.16242, 


16788; .16958 








GI Descrip. 


60S RIBOSOMAL PROTEIN L15 gi 13608479 


(AF088912) 


ribosomal 






protein L15 [Petunia 


. X hybrida] 








r ^ 


Seq. No. 


46588 




Seq. ID 


OJ000216_ 


07.0323, 


.06 




Gene No, 


98929 




Strand . 










Start 


19798 




End 


24310 








Name 


OJ000216 07.0323.06. 


o3.gp 


Method 


AAT/GAP 








Start 


19798 




End 


20465 








GI 


none 




Score 


1032 








Exons . 


19798. .20280, 20407. 


.20465 












Seq. No. 


46588 




Seq. ID 


OJ000216_ 


07.0323. 


,06 




Gene No. 


98929 




Strand 










Start 


19798 




End 


24310 








Name 


OJ000216 07.0323.06. 


o6. gs 


Method 


GENSOAN 








Start 


20191 




End 


22145 








GI 


none 




Score 


.83 








Exons 


20191. .20280, 20557. 


.20641, 


21488. .21613, 21686. 


.21729, 








21813. .21935, 22092. 


.22145 











48193 




Q o rr KT 
O c . IN O . 


*i DO O 0 




Seq. ID 


OJ000216 


u / • u o z o 


* D 




Qfi Q9 Q 




Strand 








Start 


19798 




End 


24310 






Name 


OJ000216 07. 0323. C6 


. o4 .gp 


Method 


AAT/GAP 








21466 




' End 


24310 








15905 1.R1084 




Score 


1064 








21466. .21613, 21686 


. .21729, 


21813. .21935, 22014 


. .22152, 






24163. .24310 












\J JL L/C^ O L' i. J. ^ • 


'3170570 3.0e-ll (AF058302) 


FrnE [Streptomyces 


roseof ulvus] 


Seq. No.^ 


46588 




Seq. ID 


OJ000216 


_07.0323 


.C6 


Gene No. 


98930 




Strand 








O L. cti. I, 


^ D / Z X 




End 


28142 






Name 


OJ000216 07. 0323. C6 


. o4 . tm 


Method 


TBLASTX: 


Maize 






13343 




End 


13517 








none 




Score 


202 








133.43. .13495, 13380 


. .13517, 


13381. .13503 






Q Q rr M 
O c . W vj . 


46588 




Seq. ID 


OJ000216 


_07.0323 


.C6 




98930 




Strand 










26721 




End 


28142 






Name 




. OX . L C 


Method 


TBLASTX: 


Cress 




Start 


15561 




End 


16959 








none 




Score 


152 






Exons 


15561. .15596, 15679 


. .15954, 


15.694. .15954, 15707 


. .15967, 






15710. .15955, 15822 


. .15959, 


16043. .16198, 16045 


. .16179, 






16095. . 16244, 16150 


. .16245, 


16176. .16244, 16788 


. . 16955, 






16789. .16959 












O c (-j . iM (J • 


46588 




Seq. ID 


OJ000216 


_07.0323 


.C6 


Gene No. 


98930 




Strand 








Start 


26721 




End 


28142 






Name 




. ol • tm 


Method 


TBLASTX: 


VlCi X 






15632 




End ■ 


16246 








none 




Score 


97 . 






TT" v c 


15632. .15955, 15645 


. .15767, 


15652. . 15954, 16043 


. .16201, 






16043. .16246, 16095 


. .16244, 


16144. .16245 








46588 




Seq. ID 


OJ000216 


_07.0323 


.C6 


O & M 


98930 




Strand 








o u d X u 


26721 




End 


28142 






Name 


OJ000216 07. 0323. C6 


.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


15707 




End 


16986 






O X 


none 




Score 


176 






Exons 


15707. .15955, 15710, 


. .15955, 


15744 .. 15971, 16043. 


. .16201, 






16044. .16115, 16045, 


. .16179, 


16095. .1624 


4, 16144 


. .16245, 






16176. .16244, 16788, 


. .16853, 


16789. .16875, 16857 


. .16955, 






16858.. 16986 












O fc; . LN U . 


46588 




Seq. ID 


OJ000216 


_07.0323 


.C6 


(^pkHP Mo 


98930 




Strand 








Start 


26721 




End 


28142 






Name 


OJ000216 07. 0323. C6, 


. ol . tw 


Method 


TBLASTX:' 


Wheat 




Start 


16043- 




End 


16989 






GI 


none 




Score 


246 






Exons 


16043. .16201, 16043, 


. .16246, 


16089. .16244, 16144 


. .16245, 






16788. .16955, 16789, 


. .16989, 


16900. .16974 







48194 



Seq. No. 46588 

Gene No. 98930 

Start 26721 

Name OJ0002 1 6_07 . 0323 . C6 . o3 . tm 

Start 16788 

GI none 

Exons 16788. .16955, 16789 .. 16989, 16994.. 17014 



Seq. ID OJ000216_07.0323.C6 
Strand 

End 28142 

Method TBLASTX: Maize 

End 17014 

Score 283 



Seq. No. 


46588 








Seq. ID 


OJ000216 


_07.0323 


Gene No. 


98930 








Strand 






Start 


26721 








End 


28142 




Name 


OJ000216 07. 0323. C6. 


o2 , tm 


Method 


TBLASTX:! 


Maize 


Start 


20569 








End 


22161 




GI 


none 








Score 


90 




Exons 


20569. 


.20643, 


20578. 


.20640, 


20579. .20677, 20580 


. .20678, 




21461. 


.21616, 


21463. 


.21615, 


21677. .21730, 21685 


. .21765, 




21688. 


.21732, 


21810. 


.21935., 


21814. .21936, 21814 


. .21.936, 




21824 . 


.21946, 


21824 . 


.21946, 


21994. .22149, 22011 


. .22157, 




22012. 


.22161 













Seq. No. 


46588 






Seq. ID 


OJ000216 


_07.0323, 


.06 


Gene No. 


98930 






Strand 








Start 


26721 






End 


28142 






Name 


OJ0002 


16_07. 0323. 'C6. 


o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


214 90 






End 


22167 






GI 


none 






Score 


62 






Exons 


21490. 


.21588, 21491. 


.21583, 


21562. .21615, 21563 


. .21616, 






21681. 


.21716, 21685. 


.21732, 


21852. .21929, 21853 


. .21927, 






22011. 


.22145, 22015. 


.22161, 


22030. .22167 






Seq. No. 


46588 






Seq. ID 


OJ000216 


_07.0323. 


.C6 


Gene No. 


98930 






Strand 








Start 


26721 






End 


28142 






Name 


OJ000216 07. 0323. C6. 


o8 . gs 


Method 


GENSCAN 






Start 


26721 






End 


28127 






GI 


none 






Score 


.45 






Exons 


26721. 


.28127 













Seq. No. 46588 

Gene No. 98930 

Start 26721 

Name OJ0002 16_07 . 0323 . C6 . o3 . np 

Start 26848 

GI . 7489066. 

Exons 26848. .27691, 28118.. 28142 

GI Descrip. resistance complex protein 
gi 12258317 I gb I AAB63275.il 



Seq. ID 

Strand 

End 

Method 

End 

Score, 



OJ000216_07.0323.C6 

28142 

AAT/NAP 

28142 

225 ... 



I2C-2 [Lycopersicon esculentum] 



I2C-2- - tomato 

AF004879) resistance complex protein 



Seq. No. 46588 Seq. ID 

Gene No. 98930 Strand 

Start 26721 End 

Name OJ0002 16_07 . 0323 . C6 . o4 . np Method 

Start 27153 End 

GI 2852684 Score 

Exons 27153. .28142 



OJ000216_07.0323.C6 

28142 
AAT/NAP 
28142 
192 



48195 



GI Descrip. (AF017751) resistance protein candidate [Lactuca sativa] 



Q o rr KI r^ 
O c . LN O . 






Seq. ID 


OJ000216_07.0323. 


P7 


osne iNo . 


y O J J. 




Strand 


+ 




o U a r L 






End 


6217 




Name 


0700091 07 0'^9^ CI o9 


gs 


Method 


GENSOAN 




ot ar u 


9(^04 ~ 

Z DU f± 




End 


6217 




P T 


none 




Score 


.58 




TT" V ^ r*! e 


Of^CiA '^Odd R09^ S9^7 


5710. .5840, 6111. .6217 






*i O J O -7 




Seq. ID 


OJ000216_07.0323. 


07 


Gene No. 


98932 




Strand 






Start 


1 




End 


853 




Name 


rtT00091 ^^ 07 0'^9'^ P7 n1 


np 


Method 


AAT/NAP 




o L. ar L 






End 


675 




PT 






Score 


231 




Exons 


T ^^7 R 










PT e-t /-t V A 
\j± UeoCITip. 


INDO ±jr\r\ type rcbioi-aricc 


\ protein - rice 


(fragment) 






rri 1 97 Q9 9 90 1 rrH 1 aZlRQ^^ QR ^ 


1| (AF032688) NBS-LRR type resistance 




protein [Oryza sativa] 










OeCj . INO . 


/I r C p Q 




Seq. ID 


OJ000216_07.0323. 


C / 


Gene No . 


y o y 




Strand 






b tar r 


1 




. End 


853 




Name 


r\Tnno9i^; 07 ri'59'5 P7 ^i 


gs 


Method 


GENS,OAN 










End' 


853 




PT 


none 




Score 


.43 




Exons 


11 Q R 










Seq. No. 


46589 




Seq. ID 


OJ000216_07.0323. 


c / 




98933 




Strand 






b car L 


. 7851 




End 


9276 




Name 


OJ000216 07. 0323. 07. o2. 


np 


Method 


AAT/NAP 




b Lariz 


7851 




End 


9276 




PT 


5852084 




Score 


85 




HiXons 


7851. .8024, 9186. .9276 










GI Descrip. 


(AL117264) 2wh0007.1 [Oryza 


sativa] 






O c 4 . LN (J . 


46589 




Seq. ID 


OJ000216_07.0323. 


07 


t^ene cmo . 


98933 




Strand 






b tar T_ 


7851 




End 


9276 




Name 


OJ000216 07. 0323. 07. ol. 


tw 


Method 


TBLASTX: Wheat 




b c ar T- 


8195 




End 


8587 




P T 


none 




Score 


64 




Exons 


8195. .8470, 8447. .8542, 


. 84.48 


!..8540, 8543. .8587 . 




beq . iNO . 


46590 




Seq. ID 


OJ000207_27.0406. 


01 


Gene No . 


98934 




Strand 


+ 




b tart 


190 




" End 


1375 




Name 


OJ000207 27. 0406. 01. ol. 


tm 


Method 


TBLASTX: Maize 




Start 


17 




End 


702 




GI 


none 




Score 


171 




Exons 


17. .184, 19. .183, 199.. 


702,- 


222. .365, 


233. .412, 235. .495 




Seq. No. 


46590 




Seq. ID 


OJ000207_27.0406. 


01 


Gene No. 


98934 




Strand 






Start 


190 




End 


1375 





48196 




Nams 


OJ000207 


27 0406 CI o2 


. tw 


Mpt hori 


TBLASTX • Wheat 


Start 


40 - 






End 


450 


GI 


none 






Score 


130 


Exons 


40 . . 162, 


41 178. 223 


. 378, 


370. .450 




Seq, No. 


46590 






Seq. ID 


OJ000207 27.040 


Gene No. 


98934 






Strand 


+ 


Start 


190 






End 


1375 


Name 


^OJ*000207 


27. 0406. CI. ol 


.gs 


Method 


GENSCAN 


Start 


190 






End 


1159 


GI 


none 






Score 


.52 


Exons 


190. .390, 


972. .1159 









Seq. No. 46590 Seq. ID 

Gene No. ' 98934 Strand 

Start 190 End 

Name OJ000207_27 . 0406 . CI . ol . ts Method 

Start 307 End 

GI none Score 

Exons 307.. 660, 649.. 834 



OJ000207_27.0406.C1 
+ 

1375 

TBLASTX : Soybean 

834 

228 



O C • LN . 


46590 






Seq. ID 


OJ000207_27,0406. 


CI 




98934 






Strand 


+ 






190 






End 


1375 




Name 


■OJ000207 27 


.0406 


.Cl.ol.tw . 


Method 


TBLASTX: Wheat 




Start 


457 






End 


1007 




\j ± 


none 






Score 


264 






457. .831, 540. .8 


12, 826. .8? 


35, 909.. 1007 




Seq. No. 


46590 






Seq. ID 


OJ000207_27.0406. 


CI 


Gene No. 


98934 






Strand 


+ 




Start 


190 






End 


1375 




Name 


OJ000207 27 


.0406 


.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


905 






End 


1375 




GI 


none 






Score 


235 




Exons 


905. . 1186, 


906. . 


1193, 1187. 


..1276, L294 


..1374, 1343. .1375 


Seq. No. 


46590 






Seq. ID 


OJ000207_27.0406. 


CI 


Gene No. 


98935 






Strand 






Start 


1309 






End 


1844 




Name 


OJ000207 27 


.0406 


.Cl.o3.tw 


Method 


TBLASTX: Wheat 




Start 


1309 






End 


1669 




GI . 


none 






Score 


231 




Exons 


1309. .1656, 


1349 


. .1669 








Seq. No. 


46590 






Seq. ID 


OJ000207_27.0406. 


CI 


Gene No. 


98935 






Strand 






Start • 


1309 






End 


1844 




Name 


OJ000207 27 


.0406 


.Cl.o3.tm 


Method 


TBLASTX: Maize 




Start 


1546 






End 


1844 




GI 


none 






Score 


161 




Exons 


1546. . 1653, 


1547 


. .1714, .1716. .1844 






Seq. No. 


46591 






Seq. ID 


OJ000207_27'.0406'. 


C2 


Gene No. 


98936 






Strand 


+ 




Start 


3105 






End 


4138 




Name . 


OJ000207 27 


.0406 


.C2 .ol .gs 


Method 


GENSCAN 





48197 



start 
GI 

Exons 

Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3105 , End 4138 

none Score . 64 

3105.. 3228, 3508.. 3616, 3658.. 3795, 3948.. 4138 



4 6591 
98937 
9572 

OJ000207_27.04 06.C2.o3.gs 

9572 

none 

9572.. 9771, 9999.. 10050 



Seq. ID OJ000207_27,0406.C2 
Strand 

End 10050 

Method GENSCAN 

End 10050 

Score .98 



o c; . vi\j * 


46592 


Seq. ID 


OJ000207 27. 0406. C3 


ocllc LnU . 


98938 


Strand 


+ 


O La i L 


695 


End 


5236 


Name 


OJ000207 27.0406.C3.ol.gs 


Method 


GENSCAN 


O L d i. u 


695 


End 


3547 


\j 1. 


none 


Score 


.67 


Exons 


695. .1079, 1343. .1519, 1551. 


.2102, 2945.. 3068, 3161.. 3252, 




3297. .3547 ' 






Seq. No. 


46592 


Seq. ID 


OJ000207_27.0406.C3 




98938 


Strand 


+ 




695 


End 


5236 


Name 


OJ000207 27.0406.C3.ol.np 


Method - 


AAT/NAP 


dirt. 


695 


End 


1429 




7248393 • 


Score 


376 


Exons 


695. .973, 1016. ..1063, 1095.. 


1429 




GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 


<^ari Mo 

O C ^ . Vi\J » 


46592 


Seq. ID 


OJ000207_27.0406.C3 




98938 


Strand 


+ 




695 


End 


5236 


Name 


OJ000207 27.0406.C3.o2.np 


Method 


AAT/NAP 




2710 


End 


5236 




7340881 


Score 


640 


Exons 


2710. .2796, 2945. .3068, 3161 


..3246,, 3312. .3612, '4983. .5103. 




5209. .5236 






GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 


Seq. No. 


46592 


Seq. ID 


OJ000207_27.0406.C3 


Gene No. 


98939 


Strand 


+ 


Start 


5802 


End 


7262 


Name 


OJ000207 27.0406.C3.o2.gs 


Method 


GENSCAN 


Start 


5802 


End 


7203 


GI 


none 


Score 


.72 


Exons 


5802,. 6602, 6913.. 7203 






Seq. No. 


46592 


Seq. ID 


OJ000207_27.0406.C3 


Gene No. 


98939 


Strand 


+ 


Start 


5802 


End 


7262 


Name 


OJ000207 27.0406.C3.o3.np 


Method 


AAT/NAP 


Start 


5802 


End 


6658 


GI 


5042448 


Score 


1496 


Exons 


5802. .6658 






GI Descrip. 


(AC007789) putative ORFO protein of RIRE8B gypsy-type 



retrotransposon [Oryza sativa] 



48198 




Seq. No. 


46592 Seq. ID 


OJ000207 27 


.0406 


.C3 


Gene No. 


98939 Strand 


+ 






Start ■ 


5802 End 


7262 






Name 


OJ000207 27.0406 C3.o4.nD Method 


AAT/NAP 






Start 


6913 ~ End 


7262 






GI 


5042447 Score 


614 






Exons 


6913. .7262 








GI Descrip. 


(AC007789) putative polyprotein [Oryza 


sativa 1 

fciJ V* ^ V J 






Seq. No. 


46593 Seq. ID 


OJ000207_27 


.0406 


.C6 




98940 Strand 


+ 






Start 


78 End 


175 






Name 


OJ000207 27 0406 C6 ol as Method' 








Start 


78 ~ End 


175 






GI 




. 98 






F.xon 


78 . . 175 








Seq. No. 


- 46593 ' Seq. ID 


OJ000207_27 


.0406 


.C6 


Gene No. 


98941 Strand 


+ 






Start 


1499 End 


1819 






Name 


OJ000207 27.0406.C6.ol.gp Method 


AAT/GAP 






Start 


1499 End 


1819 






GI 


2569 2.R1084 Score 


414 






Rxon s 

1^ \h/ 1 A L_J 


1499. .1819 








-I- J-^v^ O ^ J- -J- h-' * 


'5042437/gb|AC007789.1|AC007789 l.Oe-79 Oryza sativa BAG T49B20 




genomic sequence, complete sequence* 








Seq. No. 


46593 Seq. ID 


OJ000207_27 


.0406, 


.C6 


Gene No. 


98942 Strand 


+ 






Start 


2772 End 


4046 






Name 


OJ000207 27.0406.C6.ol.np Method 


AAT/NAP 






Start 


2772 End 


4046 






GI 


5042443 Score 


2162 






Exons 


2772. .4046 








Gil npspr"! D 


{AC007789) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46593 Seq. ID 


OJ000207_27 


.0406, 


.C6 


Gene No. 


98943 Strand 


+ 






Start 


6048 End 


6771 






Name 


OJ000207 27.0406.C6.o2.gp Method 


AAT/GAP 






Start 


6048 End 


6621 






GI 


2798600 Score 


586 






Exons 


6048. .6216, 6310. .6478, 6570. .6621 








GI Dp*^ PT *i n 

W J. Ljf^ O ^ -t, L-/ . 


2407268/gb|AF017357 IAF017357 l.Oe-142 Oryza sativa 


low molecular 




early light-inducible protein mRNA, complete cds 






Seq. No. 


46593 Seq. ID 


OJ0002'07_27 


.0406, 


X6 


Gene No. 


98943 Strand 


+ 






Start 


6048 End 


6771 






Name 


OJ000207 27.0406.C6.o2.np Method 


AAT/NAP 






Start 


6073 End 


6771 






GI 


5042444 Score 


966 






Exons 


'6073. .6216, 6310-.".6771 








GI Descrip. 


(AC007789) putative low molecular early light-inducible 


protein 




[Oryza sativa] 










48199 









Seq. No. 46593 

Gene No. 98944 

Start 6471 

Name . OJ000207_27 . 0406 . C6 . o3 . gp 

Start 6'471 

GI uC-osflcypl7 6h04bl 

Exons 6471.. 6916 

GI Descrip. ' 50424 4 4/gb | AAD38281 . 1 1 AC0.0778-9_7 5.0e-32 (AC007789) putative 
low molecular early light-inducible protein [Oryza sativa] ' 



Seq. ID OJ0Q0207_27.0406.C6 
Strand 

End 6916 

Method AAT/GAP 

End 6916 

Score 851 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46593 
98945 
9098 

OJ000207_27.04 06.C6.o3.tm 

1922 

none 



Seq. ID OJ000207_27.0406.C6 
Strand 

End 15872 

Method TBLASTX: Maize 

End 2216 

Score 148 



1922. .2005, 1996. .2157, 2013. .2153, 2079. .2186, 2147. .2206, 
2160.. 2216 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46593 
98945 
9098 

OJ000207_27 .0406.C6.ol.ts 

1936 

none 



Seq. ID OJ000207_27.0406.C6 
Strand 

End 15872 

Method TBLASTX : Soybean 

End 2250 

Score 218 



1936.. 2001, 2010.. 2210, 2020.. 2214, 2206.. 2250 



Seq. No. 46593 

Gene No. 98945 

Start 9098 

Name ■ OJ000207_27 . 0406 . C6 , ol . tc 

Start 1996 

GI none 

Exons 1996.. 2214, 2013.. 2213 



Seq. ID OJ000207_27.0406.C6 
Strand 

End 15872 

Method TBLASTX: Cress 

End 2214 

Score 188 



Seq. No. 46593 

Gene. No. 98945 

Start 9098 

Name OJ000207_27 . 0406 . C6 . o2 . tc 

Start 6438 

GI none 
Exons 



Seq. ID OJ000207_27.0406.C6 
Strand 

End 15872 

Method TBLASTX : Cress 

End 6765 

Score 152 



6438. .6536, 6439. .6555, 6621. .6764, 6634. .6765 



Seq. No. 46593 

Gene No. 98945 

Start 9098 

Name OJ000207_27 . 04 06 . C6 . o2 . ts 

Start 6438 

GI none 
Exons 



Seq. ID OJ000207_27.0406.C6- 

Strand . - .... 

End 15872 

Method TBLASTX : Soybean 

End 67 65 ' 

Score 160 



6438. .6551, 6439. .6555, 6624. .6752, 6634. .6765 



Seq. No. 46593 

Gene No. 98945 

Start 9098 

Name OJ000207_27 . 0406 . C6 . o2 . tm 

Start 6460 

GI none 



Seq. ID OJ000207_27.0406.C6 
Strand 

End 15872 

Method TBLASTX : Mai ze 

End 6774 

Score 332 



48200 



Exons 



64 60. .6555, 64 65. .6767, 64 66. .6774 



Seq. No. 46593 Seq. ID 

Gene No. 98945 Strand 

Start 9098 End 

Name OJ000207_27 . 0406 . C6 . o4 . gs Method 

Start 9098 End 

GI none Score, 
Exons 



OJ000207_27.0406.C6 

15872 
GENSCAN 
15872 
.47 



9098.. 9959, 10991 .. 1 1 112 , 11314 .. 11342 , 11671 .. 1175-4 , 
12218. .12244, 12550 .. 12617 , 12637 .. 12700, 12744 13039, 
13116. .13280, 15229. .15872 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46593 Seq. ID 

98945 Strand 

9098 End 

OJ000207_27 .04 06.C6.o3.np Method 

9101 End 

5042445 Score 



OJ000207__27.0406.C6 

15872 
AAT/NAP 
15872 • 
3707: > 



9101. .9737, 10991. .11112, 11314 .. 1 1342 , 11671 .. 1 1754 , 
12218. .12244, 12550 12700, 12814 13280 , 14568 14737 , 
15229. .15872 

(AC007789) hypothetical protein [Oryza sativa] 



46593 Seq. ID 

98945 Strand 

9098 End 

OJ000207_27.0406.C6.ol.tm Method 

9135 End 

none Score 



OJ000207_27.0406.C6 
15872 

TBLASTX: Maize 

12829 

180 



9135. .9284, 9137. .9286, 9140. .9313, 9145. .9318, 9271. .9339, 
9287.. 9346, 9365.. 9523, 9374.. 9526, 9375.. 9527, 9535.. 9642, 
9579. .9662, 9585. .9644, 1097 6 .. 11113, 10983 .. 11123 , 
10990. .11115, 10991. .11131, 12488 .. 12619, 12531 .. 1264 1, 
12547. .12618, 12742 .. 12828 , 12743. .12829 



Seq. No. 46593 

Gene No. 98945 

Start 9098 

Name OJ000207_27 . 04 06 . C6 . o4 . gp 

Start 9578 

GI 99198_1.R1084 

Exons 9578.. 9644, 10991 .. 11112, 
GI Descrip, 



Seq. ID OJ000207_27.0406.C6 
Strand 
End 

Method 
End 
Score 
12550. . 12617, 



15872 
AAT/GAP 
-12883 
671 

12744. .12883 



'50424 4 5/gbl AAD38282. 1 |AC00778 9_8 5.0e-09 
hypothetical protein [Oryza sativa] * 



(AC007789) 



Seq. No. 46594 
Gene No. 98946 
Start 1 

Name OJ000207_27 . 04 06 . C20 . ol . np 

Start 1 
GI 7487707 

Exons 1..41, 173.. 237, 326.. 389, 

GI Descrip. hypothetical protein T5J17 
gil 44 90738 |emb|CAB38900.1 I 
[Arabidopsis thaliana] gi 



Seq. ID OJ000207_27.0406.C20 
Strand + 
End ^ 880 
Method . AAT/NAP 
End 880 
Score 174 
670. .880 

40 - Arabidopsis thaliana 
(AL035708) putative protein 
7271042 |emb|CAB80650. 1 | (AL161596) 



putative protein [Arabidopsis thaliana] 



48201 





O C . In O , 






q<arT Tn 


n.Tnnn9n7 97 dAdf^ coc\ 




Gene No. 


98946 




strand 


+ ~ 




Start 


1 




End 


880 




Na.rrie 




. tm 


L*J C Cl 1 LI 


1 £>Xjr\o 1 A • L*Jd X 




O L, d i. L 


1 ~ 

X J J 






7 RR 

f •JO 






none 




Score 


1 A 






isi^ ^'^s isf; isfi 


236, 


1 S7 9 '^7 

XJf * .^J^/ 


161 9^fi '^1 Q ^R7 

XUX. t^JO/ JX^* *JO/, 






Oi^O. .^-7X/ 0^*1* » ^ f O C 'J > 




S 9 7 


^^Ci 7RR ^f,Q 1^9. 

\j\)\J t • / JO, DD_7. • / JO 




O c q . LN O . 


H \J ^ y H 




0 C LJ^ • X U 


n,Tnnn9n7 97 040*=; P9n 






98 94 6 




Strand 


+ ~ 




Start 


1 




End 


880 




Name 


OJ000207_27.04 06.C20.o2, 


• gp 


Method 


AAT/GAP 




O L di. L, 


1 S7 




End 


587 




PT 


np — r^c: r-nM'!? 09 0 9 fi ^ HftHI 
U.\». (JoXtJl.*J^U^Uji.OdUOiJJ- 




Score 


222 




Exons 


1 9^7 ^9f^ dOn ^fil 


■ .JO/ 












1 1 . Oe 


-17 (AL035708) putative protein 






L rtx diJX LHJ^o X o L-iidxxdiidj 










o e q . In O . 






Seq. ID 


OJ000207_27,0406.C20 




p(2» Ti Kl 


QR Q4 fi 




Strand 


+ 




Start 


1 




End 


880 




Name 


OJ000207 27.0406.C20.ol. 


.gp 


Method 


AAT/GAP 


r-==: 




X J o 




End 


394 




PT 


U.^^ OSx OLYIZ U^UZOdUOJJX 




•Score 


229 


[.n 


Exons 


1RR '9^7 ^9fi '^Q4 










LjX Ucov^XXp. 




1 X • 


-17 (AL035708) putative protein 


I y 

f ==H 




L rtX dXJXUU^o X o LlldXXdlidJ 








Q 


Seq. No. 


46595 




Seq. ID 


OJ000207_27.0406.C21 




Gene No. 


98947 




Strand 




ru 


O L d I- U 


U O 4 1 




End 


7480 




Name 


nTnnn9n7 97 n4n(^ r9i n9 




Method 


GENSCAN 




O LdX L 


^^'^4 4 ~ 
D J 4 4 




End 


6981 




PT 


none 




Score 


.63 




£j Awl io 


OJ44. m \J H \j\J f ODXU. .D/OD^ 


fiR R7 

D 0 J / . 


.6981 






O C . LN (J . 


*i 0 J _? J 




Seq. ID 


OJ000207_27.0406.C21 




Gene No. 


98947 




Strand 






Start 


6344 




End 


7480 




IN diiic; 


n,Tnnn907 97 OAOfi p9t ni 


,np 


Method 


AAT/NAP 




o t dX t. 


D D X 0 




End 


7480 




PT 
oX 


^04 9 4 ?ft 

O U 4 Z 4 0 0 




Score 


324 




Exons 


fi7'^fi f^RR7 (^QQI 


7458. 


.7480 






PT PlOO/^T""!!^ 

\jx UtpoCXXp. 


[ri^'JU f / 0 y ) iiypo/ciie/cxcdx 


protein . [Oryza . 


sativa] . . 




Seq. No. 


46596 




Seq. ID 


OJ000207_27.0406.C22 




Gene No. 


98948 




Strand 


+ 




O L d -L L 


7m R 




End 


8317 




Name 


nionnoni 97 n4n(^ p99 n'^ 


,gs 


Method 


GENSCAN 




o uar u 


/ U X D 




End 


8280 




GI 


none 




Score 


.61 




Exons 


7015. . 7236, 7664 . .7769, 


7784 . 


.7844, 7935.. 8280 




Seq. No. 


46596 




Seq. ID 


OJ000207_27.0406.C22 




Gene No. 


98948 




Strand 


+ 




Start 


7015 




End 


8317 



48202 



Name . 


OJ000207 27.0406.C22.o4 


.np 


Method 


AAT/NAP 








Start 


7015 




End 


8317 








GI 


5042439 




Score 


1088 








Exons 


7015.. 7236, 7784.. 7844, 


7935. 


.8317 










GI Descrip. 


(AC007789) putative DNA-binding protein . [Oryza 


sativa] 




Seq. No. 


46596 




Seq, ID 


OJ000207 


_27 


.040.6 


.C22 


Gene No. 


98 94 9 ■■: ' 




Strand 


+ 








Start 


8999 




End 


10667 








Name 


OJ000207 27.0406.C22.o4 


.gs 


Method 


GENSCAN 








Start 


8999 




End 


10667 








GI 


none 




Score 


.54 








Exons 


8999. .9147, 9807. .9853, 


10211 


. .10462, 


10654 . . 10667 






Seq. No. 


46596 




Seq. ID 


OJ000207 


_27 


.0406 


.C22 


Gene No. 


98949 




Strand 


+ 








Start 


8999 




End 


10667 








Name 


OJ000207 27.0406.C22.o5 


. np 


Method 


AAT/NAP 








Start 


8999 




End 


10580 








GI 


5042440 




Score 


905 








Exons 


8999. .9147, 9807. .9853, 


10211 


. .10580 










GI Descrip. 


(AC007789) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


46596 




Seq. ID 


OJ000207 


_27 


.0406 


.C22 


Gene No. 


98950 




Strand 


+ 








Start 


12913 




End 


13287 








Name 


OJ000207 27.0406.C22.o5 


. gs 


Method 


GENSCAN 








Start 


12913 




End 


13128 








GI 


none 




Score 


.46 








Exons 


12913. .13128 














Seq. No. 


46596 




Seq. ID 


OJ000207 


_27 


.0406 


. C22 


Gene No. 


98950 




Strand 


+ 








Start 


12913 




End 


13287 








Name 


OJ000207 27.0406.C22.o6 


.np 


Method 


AAT/NAP 








Start 


12913 


End 


13287 








GI 


5042441 




Score 


447 








Exons 


12913. .13128, 13231.. 13287 












GI Descrip. 


(AC007 78 9) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


46596 




Seq. ID 


OJ000207 


_27 


.0406 


.C22 


Gene No. 


98951 




Strand 










Start 


1 




End 


1831 








Name 


OJ000207 27.0406.C22.ol 


. np 


Method 


AAT/NAP 








Start 


.1 . 




End 


1590 








GI 


5042438 




Score 


2113 








Exons 


1..1250, 1472. .1590 














GI Descrip. 


(AC007789) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


46596 




Seq. ID 


OJ000207_ 


_27 


.0406 


. C22 


Gene No. 


98951 




Strand 










Start 


1 




End 


1831 








Name 


OJ000207 27.0406.C22.ol, 


. gs 


Method 


GENSCAN 








Start 


35 




End 


.1831 








GI 


none 




Score 


.53 








Exons 


35. .1235, 1761. .1831 















48203 



spa No 


*i \J <J Z/ \J 








Seq. ID 


OJ000207 




Gene No. 


98952 








Strand 






Start 


3095 








End 


' 6675 




Name 


OJ000207 27 


. 0406. 


022 .o2 


. CfS 


Method 


GENSCAN 




Start 


3095 ~ 








End 


6675 




GI 


none 








Score 


.7 




F. von 


3095 3120 


3576. 


. 3691, 


3812 . 


.3936, 4199. .4220, 


iT^yVJ. m U O ^ \J f 




6440 6519 


6631 . 


. 6675 










spa No 


46596 








Seq. ID 


OJ000207_ 




Gene No . 


98952 








Strand 






Start 


3095 








End 


6675 




Name 


OJ000207 27, 


.0406. 


C22.03 


.np 


Method 


AAT/NAP 




Start 


3098 








End 


6675 




GI 


5042438 








Score 


3049 




Exons 


3098. .3120, 


3576. 


.3691, 


3812, 


.3936, 4180. .4220, 


4496, .5896, 




6440. .6519, 


6631. 


.6675 











GI Descrip. (AC007789) hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46597 
98953 
1 

OJ000207_27.04 06.C23.ol.np 
1 

5042442 



Seq. ID OJ000207_27.0406.C23 
Strand 

End 1753 

Method AAT/NAP 

End ■ 1753 

Score 1175 



1. .70,. 150-. .292, 395. .595, 713. .841, 1550. .1753 
{AC007789) putative OREB-binding protein [Oryza sativa] 



46597 
98953 
1 

OJ000207_27.04 06.C23.ol.ts 

134 

none 



Seq. ID OJ000207_27. 0406. 023 
Strand 

End 1753 

Method TBLASTX : Soybean 

End 1687 

Score 122 



134. .292, 138. .293, 156. .293, 392. .502, 396. .494, 500. .547, 
548. .598, 704. .835, 711 . . 836, . 154 7 . . 1687 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46597 
98953 
1 

OJ000207_27. 0406. 023. ol.tm 

197 

none 



Seq. ID OJ000207_27. 0406. 023 
Strand 

End 1753 

Method TBLASTX : Maize 

End 1750 

Score 132 



197. .292, 198. .293, 198. .293, 199. .294, 392 . . 598 , • 396 . . 596, 
397. .636, 7,04, .8.41, 708 . . 842, . 711 . . 842, 154 6 ... 1740,. 1547. .1744, 
1625. .1750 



Seq. No. 46597 

Gene No. 98 953 

Start 1 

Name OJ000207_27 . 0406 . 023 . ol . gs 

Start 257 

GI none 

Exons 257,. 292, 395.. 595, 1550., 1708 



Seq. ID OJ000207_27. 0406. 023 

Strand - 

End . 1753 

Method GENSCAN 

End 1708 

Score . 94 



Seq. No. 
Gene No. 



46597 
98953 



Seq. ID OJ000207_27. 0406, 023 
Strand. 



48204 



start 


1 




End 


1753 


NaiHG 


OJ000207 27 0406 C23 ol 




Mcif- h oH 


X oxjrio 1 £\ * \^x. Co o 


O L a 1. L. 


*i ^ 




FnH 


17 4 4 


\3 Jl 


n on o 




Score 


1 ni 

X U X 




452 598 453 596 4S4 


621 




707 R4 1 7nft P49 




711 842 1547 1744 








Seq. No. 


46598 




Seq. ID 


OJ000207_27.0406.C33 


Gene No, 


98954 




Strand 




Start 


9288 




Fnd 


1 04 S9 
X vj M J 


Name 


OJ000207 27.0406.C33.o3. 


,gs 




Ij IN O 


O U Q J. L 


9288 




FnH 


' 1 04 59 

X U *i O -7 


GI 


none 






/ 9fi 


F" von Q 


9288.. 9401, 10265.. 10459 






Seq. No. 


46598 




Seq. ID 


OJ000207_27.0406.C33 


Gene No. 


98955 




Strand 




Start 


1276 




End 


^ ^ ^ i 


Name 


6J000207 27.0406.C33.ol. 


gs 




Ej LN o V^rllN 


o u d i. u 


1276 




FnH 


^ O ^ t 


(^T 


none 




Score 




R von ^ 


1276. .1282, 1839. .1965, 


2030. 


. ^ ^ ^ / 




Oorr TOo 


46598 




Seq. ID 


OJ000207_27.0406.C33 


Gene No. ^ 


. 98956 




Strand 




Start 


3650 




End ■ 


6824 


Name 


OJ000207 27.0406.C33.o2. 


gs 


Method 


GENSCAN 


Q-t- a ri- 

o u a i. L. 


3650 • 




End 


6824 




none 




Score 


.84 


F" von Q 


3650.. 4390, 4540.. 4653, 


4742. 


.5071, 5183. .5362, 5574. .5678, 




5772. .5967, 6583. .6824 








q^rr No 


46598 




Seq. ID 


OJ000207_27.0406.C33 


Gene No. 


98956 




Strand 




Start 


3650 




End 


6824 


Name 


OJ000207 27.0406.C33.ol. 


np 


Method 


AAT/NAP 




3653 




End 


5410 




5042446 




Score 


2327 


von 


3653. .4390, 4540. .4653, 


4742. 


.5071, 5183. .5410 




(AC007789) putative WRK^ 


' DNA binding protein [Oryza sativa] 




46598 




Seq.. ID 


OJ000207_27.0406.C33 


Gene No . 


98956 ■ 




Strand 




Start 


3650 




End 


6824 


Name 


OJ000207 27.0406.C33.o2. 


gp 


Method 


AAT/GAP 


Start 


4968 




End 


5693 


GI 


11954 1.R1084 




Score 


707 


P von Q 


4968. .5071, 5183.. 5362, 


5574 . 


.5693 






'3810592 5.0e-36 {AC005398) unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


46598 




Seq. ID 


OJ000207_27 .04 06.C33 


Gene No. 


98957 




Strand 




Start 


10925 




End 


13744 


Name 


OJ000207 27.0406.C33.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


4115 




End 


5365 


GI 


none 




Score 


99 



48205 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4115. .4237, 4116. .4238, 4239. .4394, 4328. .4402, 4519. .4653, 
■4538. .4654, 4737. .4784, 4739. .4813, 5238. .5363, 5246. .5365 



46598 
98957 
10925 

OJ000207_27.04Q6.C33.ol.tc 

4233 

none 

4233. .4394, 4328 
4737, .4784, 4739 



Seq. ID 

Strand 

End 

Method 

End 

Score 



4402, 4519.. 4653, 4538 
4807 



OJ000207 27.0406.C33 



13744 

TBLASTX: Cress 

4807 

112 

4654, 4557. .4658, 



Seq. No. 46598 Seq. ID 

Gene No. 98957 Strand 

Start 10925 End 

Name OJ000207_27 . 0406 . C33 . o2 . tw Method 

Start 4317 End 

GI none Score 
'^Exons 



OJ000207_27.0406.C33 
13744 

TBLASTX: Wheat 

11300 

104 



4317. .4397, 4320. .4391, 4328. .4402, 4519. .4671, 4520. .4672, 
11187. .11300 



Seq. No. 46598 Seq. ID 

Gene No. 98957 Strand 

Start 10925 End 

Name OJ000207_27 . 0406 . C33 . ol . tm Method 

Start 4486 • , ' End 

GI none Score 

Exons 4486.. 4662, 4496.. 4648 



OJ000207_27 . 04 06.C33 
13744 

TBLASTX: Maize 

4662 

72 



Seq. No. 46598 

Gene No. 98957 

Start 10925 

Name OJ000207_27 . 0406 . C33 . ol . tw 

Start 5580 

GI none 

Exons 5580.. 5675, 5632.. 5676, 5769. 

5964.. 6032, 5968.. 6039, 6036. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 27.0406.C33 



13744 

TBLASTX: Wheat 
6098 
54 

5798, 5773. .5799, 5850. .59i2, 
6098, 6044.. 6097 



yf Seq. No. 


46598 




Seq. ID 


OJ000207 


_27 


.0406 


I J Gene No. 


98957 




Strand 








Lj Start 


10925 




End 


13744 






Name 


OJ000207 27.0406.C33 


. o4 . gs 


Method 


GENSCAN 






Start 


10925 




End 


13744 






GI 


none 




Score 


.78 






Exons 


.10925. . 11056, 120.02. 


.12085,' 


13544. .137^ 








Seq. No.- 


46599 




Seq.- ID 


OJ000207_ 


_27. 


.0406 


Gene No. 


98958 




Strand 








Start 


186 




End 


298 






Name 


OJ000207 27.0406.C35 


. ol . gs 


Method 


GENSCAN 






Start 


186 




End 


298 






GI 


none 




Score 


. 91 






Exons 


186. .298 












Seq. No. 


46600 




Seq. ID 


OJ000207_ 


_27. 


.0406 


Gene No. 


98959 




Strand 


+ 






Start 


436 




End 


705 







48206 




Na,ms 


OJ000207 27 0406 C^G ol 


. np 


Method 


AAT/NAP 




Start 


4 36 ~ • 




End 


705 




GI 


^ -.J O X J. -J 1? 




Score 


155 






436 522 606 705 










W J. O \^ J. J. • 


fAr006919) nut;?t--ivp ARr 


transporter [Arabidopsis thaliana] 


Seq. No. 


46601 




Seq. ID 


OJ000207_27.0406 


.C37 


Gene No. 


98960 




Strand 


+ 




Start 


97 




End 


288 




Name 


OJ000207 27 0406 037 ol 


. gs 








Start 


97 ~ 




.End 


288 




GI 


none 




Score 


.65 




R von 


97 . . 288 










Seq. No. 


46602 




Seq. ID 


OJ000,207_27 .0406 


.C40 


Gene No. 


98961 




Strand 


+ 




Start 


206 




End 


2132 




Name 


OJ000207 27.0406.C40.ol 


. gs 








Start 


206' ^ ■ 




End 


2132 




GI 


none 




Score 


. 69 




Rxon ^ 

l-J ^\ \mJ 1 1 O 


206. .286, 1309. .1386, 1642.. 


1659, 2034 


..2132 • 




Seq. No. 


46602 




Seq. ID 


OJ000207_27.0406 


.C40 


Gene No. 


98962 




Strand 


- 




Start 


2 94 0" - 




End 


4383 




Name 


OJ000207 27.0406.C40.o2 


.gs 


Method 


GENSCAN 






2940 




End 


4336 




GI 


none 




Score 


. 99 




R von C3 


2940.. 3131, 3621.. 3754, 


3853 


..4107, 41( 


36. .4336 




spa No 


46602 




Seq. ID 


OJ000207_27.0406 


.C40 


Gene No . 


98962 




Strand 






Start 


2940 




End 


4383 




Name 


OJ000207 27. 0406.C40.ol 


. np 


Method 


AAT/NAP 




Start 


2943 




End 


4383 




GI 


5042449 




Score 


1235 




F! von ^ 


2943.. 3131, 3621.. 3754, 


3853 


. .4107, 4186. .4383 






(AC007789) putative protein 


kinase [Oryza sativa] 




Seq. No. 


46602 




Seq. ID 


OJ000207__27.0406 


.C40 


Gene No. 


98962 




Strand 






Start 


2940 




End 


4383 




Name 


OJ000207' 27.0406.C40.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


3618 




End 


4372 




GI 


none 




Score 


66 , 




Rxon 


3618. .3758, 3628. .3759, 


3854 


..4099, 3855. .4076, 4187. .4372 


Seq. No. 


46602 




Seq. ID 


OJ000207_27.0406 


.C40 


Gene No . 


98962 




Strand 






Start 


2940 




End 


4383 




Name 


OJ000207 27.0406.C40.ol, 


. tc 


Method 


TBLASTX: Cress 




Start 


3657 




End 


4375 




GI 


none 




Score 


103 




Exons 


3657. .3758, 3854. .4093, 


3924 


..4076, Ali 


34 . .4375 




Seq. No. 


46602 




Seq. ID 


OJ000207_27.0406, 


.C40 


Gene No. 


98962 




Strand 







48207 



start 


2940 


End 


4383 


Na.in6 


OJ000207 27 0406 C40 ol ts 


Method 


TBLASTX : Soybean 




J o o u 


End 


4375 


GI 


n on o 


Score 


130 


Exon s 


3660 3758, 3854 4093- 3855 


..4085, 4184. .4375, 4185. .4316 


Seq. No. 


46602 


Seq. ID 


OJ000207_27.0406.C40 


Gene No. 


98962 


Strand 


- 


Start 


2940 


End 


4383 


Name 


OJ000207 27 0406 C40 ol tw 


Method 


TBLASTX: Wheat 


Start 


3666 ~ 


End 


4084 


GI 


none 


Score 


118 


F! V n Ti ^ 


3666 37S8 3854 4084 3855 


. .4064 




Sea No 


4 6603 


Seq. ID 


OJ000307_14.0405.C1 


Gene No 


98963 


Strand 




Start 


1 


End 


530 


Name 


OJ000307 14 .0405.Cl.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


'530 


GI 


4582447 


Score 


261 














retroelement reverse transcriptase 




|_ rai. (j.<^^o -L o L.iidxxdiidj 






Seq. No. 


46603 


oeq. xu 


O TO 00*^07 Id OAO^ n 


Gene No. 


98964 


ol- r ana 




Start 


1090 


Hjna 


X X u 






iYie unoa 


TRT TS. QTV • Ta7K a 

i dX(/io iA . wneau 




106 ~" 


End 


396 


GI 


none 


Score 


105 


IT von *^ 


106 396 107 394 






Seq. No. 


46603 


Seq. ID 


OJ000307_14 .0405.C1 


Gene No. 


98964 


Strand 




Start 


1090 


End 


1410 


Name 


OJ000307' 1 4 0405 C^ ol 


Method 


GENSCAN 




1 OQO ~ 
X u u 


End 


1410 


GI 


none 


Score 


.77 


P von Q 


1 0 Q 0 1 4 1 






Sea Nn 


46604 


Seq. ID 


OJ000307_14.0405.C2 


npnp No 


98965 


Strand 


+ 


Start 


1145 


End 


4537 


Name 


OJ000307 14.0405.C2.ol.np 


Method 


AAT/NAP 


Start 


114 5 


End 


4537 , 


GI 


6225822 

\J ^ ^ \J ^ 


Score 


390 


Rvon Q 


11*45- 1 277 31 77 3430 4500 


.,.4537 






PDT.YAMTNF OyTDA^P PRFPriR^OR < 

IT W Xl X rAi' J X LN £j X iyrt-O Hi m\H^Ul\Owr\ ' 


gi|3043529 


|emb|CAA0524 9 1 (AJ002204) 




ool\/;^TTn"inp ovir^aQ^ f^csa ma\7C3l 
^v_^ X _y diiix 1 ic Vw/AXi^doC \^LjKza iiid^oj 






Seq. No. 


4 6604 


Seq. ID 


OJ000307_14.0405.C2 


Gene No. 


98965 


Strand 


+ 


Start 


1145 


End 


4537 


Name 


OJ000307 1-4 .0405. C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


1228 


End 


3455 


GI 


none 


Score 


395 


Exons 


1228.. 1281, 3173.. 3427, 3175 


..3426, 3185. .3430, 3186. .3455, 



48208 



3187. .3432 



Seq. No. 

Gene No. ■• 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46604 
98965 
1145 

OJ000307_14 . 04 05 . 02 . ol . ts 

3173 

none 



Seq. ID OJ000307_14.0405.C2 

Strand + 

End ■ ■ 4 537 

Method TBLASTX : Soybean 

End 3356 

Score 187 



14. 0405. C3 



3173. .3355, 3175. .3348, 3176. .3349, 3177. .3356 

46605 Seq. ID OJ000307_ 

98966 Strand + 

1 End 1704 

OJ000307_14 .0405.C3.ol.np Method AAT/NAP 

1 End 1704 

6730082 Score 121 

1. .293, 1680. .1704 

Chain A, A 30. Angstrom U-Shaped Catalytic Tunnel In The Crystal 
Structure Of ' Polyamine Oxidase gi I 6730083 I pdb 1 1B37 | B Chain B, A. 
30 Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure 
Of Polyamine Oxidase gi | 6730084 | pdb | 1B37 | C Chain C, A 30 
Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure Of 
Polyamine Oxidase 





o c q . IN vj . ■ 


46605 


Seq. ID 


OJ000307_14 .0405.C3 






98966 


Strand ' 


+ 




o rar u 


1 


End 


1704 




Name 


OJ000307 14.0405.C3.ol.gs 


Method 


GENSCAN 


r ^ 


Start 


146 


End 


318 




GI 


none 


Score 


.74 




Exons 


146. .318 






ry 


Seq. No. 


46606 


Seq. ID 


OJ000307_14.0405.C4 




Gene No. 


98967 


Strand 






Start 


606 


End 


711 




Name 


OJ000307 14.0405.C4.ol.gs 


Method 


GENSCAN 




Start 


606 


■ End 


711 




GI 


none 


Score 


.55 • 


kJ 


Exons 


606. .711 






s"'~z 


Seq. No. 


46607 


Seq. ID 


OJ000307_14.0405.C5 




Gene No. 


98968 


Strand 


+ 




Start 


1 


End 


694 




Name 


OJ000307 14 .0405.C5.ol.np ■ 


Method 


AAT/NAP 




Start 


1 


End 


694 . , 




GI 


6730082 


Score 


448 




Exons 


l.,214, 368. .449, 614. .694 








GI Descrip, 


Chain A, A 30 Angstrom U-Shaped Catalytic Tunnel In The Crystal 






Structure Of Polyamine Oxidase gi | 6730083 | pdb | 1B37 | B Chain B, A 






30 Angstrom U-Shaped Catalyt 


ic Tunnel 


In The Crystal Structure 






Of Polyamine Oxidase gi ! 6730084 | pdb | 1B37 | C Chain C, A 30 






Angstrom U-Shaped Catalytic 


Tunnel In 


The Crystal Structure Of 






Polyamine Oxidase 








Seq. No. 


46607 


Seq. ID 


OJ000307_14.0405.C5 




Gene No. 


98968 


Strand 






Start 


1 


End 


694 



48209 



Name 

Start 

GI 

Exons 



OJ000307_14 .04 05.C5.ol. tm Method TBLASTX : Maize 

2 End 693 

none Score 214 

2. .142, 3. .143, 142. ..213, 143. .214, 143. .214, 144. .224, 

364. .453, 365. .454, 366. .461, 371. .469, 372. .461, 606. .644, 

610. .645, 647. .685, 655. .693 



Seq. No. 46608 

Gene No. 98969 

Start 717 

Name OJ000307_14 . 04 05 . C6 . ol . gs 

Start 717 

GI none 

Exons 717.. 842, 2542.. 2684 



Seq. ID OJ000307_14 .0405.C6 
Strand 

End 2684 

Method GENSCAN 

End 2684 

Score .4 



Seq. No. 46609 

Gene No. 98970 

Start 810 

Name OJ000307_14 . 0405 . C7 . ol . gs 

Start 810 

GI none 

Exons 810.. 819, 1228.. 1301 



Seq. ID OJ000307_14 .0405.C7 

Strand + 

End 1301- 

Method GENSCAN 

End 1301 

Score .92 



fj Seq. No. 

.1 Gene No. 
Start 
Name 
Start 

U GI 

LJ Exons 



46609 
98971 
5743 

OJ000307_14 .0405.C7 .o3.gs 

5743 

none 



Seq. ID' OJ000307_14.0405.C7 

Strand + 

End 10805 

Method GENSCAN 

End 10782 

Score .52 



5743. .5951, 6051. .6251, 6277. .6331, 7541. .7718, 10533. .10782 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start • 
.Name 
Start 
GI 

Exons 

GI Desc'rip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46609 
98971 
5743 

OJ000307_14 .0405.C7.o2.np 
7583 
.6225822 
7583.. 7718, 10533 . .'10805 

POLYAMINE OXIDASE PRECURSOR gi | 304 352 9 | emb | CAA052 4 9 | (AJ002204) 
polyamine oxidase [Zea mays] 



Seq. ID OJ000307_14.0405.C7 

Strand + 

End 10805 

Method AAT/NAP 

End 10805 

Score 375 



46609 
98972 • 
I 

OJ000307_14 .04.05. C7 .ol.np 
1 

6907088 
1..53, 195. .432, 609. .746 

(AP001129) hypothetical protein [Oryza sativa] 



Seq. ID OJ000307_14 .0405.C7 

Strand - 

End 746 

Method AAT/NAP 

End 746 

Score 568 



46609 
98973 
2126 

OJ000307_14 . 04 05.C7.o2.gs 

2126 

none 



Seq. ID OJ000307_14.0405.C7 
Strand 

End 4 38 9 

Method GENSCAN 

End 4 389 

Score .46 



2126. .2671, 2766. .2821, 3031. .3086, 4310. .4389 



48210 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46609 



98974 
7669 

OJ000307_14 .0405.C7.ol.tm 
7669 
none 

7669. .7722, 10529 10783, 10531.M0782, 10535 1078 6, 
10537.. 10788 



Seq. ID OJ000307_14.0405.C7 
Strand 
End 

Method 
End 
Score 



10788 

TBLASTX: Maize 

10788 

369 



Seq. No. 46609 

Gene No. 98974 

Start 7669 

Name OJ000307_14 . 04 05 . C7 . ol . ts 

Start 10524 

GI none 

Exons 10524. .10706, 10529 .. 107 11 , 
10582.. 10716 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_14.0405.C7 
10788 

TBLASTX: Soybean 

10716 

105 



10531. .10704, 10532. .10705, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46610 
98975 
2504 

OJ000307_14 . 
2490 
none ■ 
2490. .^648, 
3416. .3472, 
3829. .3975, 
4050. .4229, 
4417. .4518, 



0405.C8.ol.tm 



2495. 
3558. 
3830. 
4052. 



,2647, 2525. 

,3707, 3562. 

,3976, 3831, 

,4309, 4144. 



Seq. ID OJ000307_14 .0405.C8 

Strand + 

End 4738 

Method TBLASTX: Maize 

End 4 7 38 

Score .179 

.2''650, 321'5..3424, 3216.. 3425,- 
.3708, 3562.. 3708, 3826.. 3975, 
.3989, 3843.-3989, 4044, 
.4314, 4241. .4321, 4416. 



4423. .4509, 4634. .4738, 4636. .4734, 4637. 



,4310, 
,4505, 
,4735 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3565. .3708, 



OJ000307_ 
+ 

4738 
AAT/NAP 
4720 
1449 
3826. .3975, 



14. 0405. C8 



46610 
98975 
2504 

OJ000307_14 . 04 05 . C8 . ol . np 
2504 
6730082 

2504. .2650, 3212. .3467, 
4420. .4501, 4644. .4720 

Chain A, A 30 Angstrom U-Shaped Catalytic Tunnel In The Crystal 
Structure Of Polyamine Oxidase gi | 673008 3 | pdb | 1B37 | B Chain B, A 
30 Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure 
Of Polyamine Oxidase gi | 6730084 | pdb | 1B37 | C Chain C, A 30 
Angstrom U-Shaped Catalytic Tunnel In The Crystal Structure Of 
Polyamine Oxidase . . . ' 



4053. .4310, 



Seq. No. . 


46610 






Seq. ID 


OJ000307_ 


_14 . 


0405. C8 


Gene No. 


. 98975 






Strand 


+ 






Start 


2504 






End 


4738 






Name 


OJ000307 14 


.0405 


C8.ol.gs 


Method 


GENSCAN 






Start 


2541 






End 


4723 






GI 


none 






Score 


.57 






Exons 


2541. .2650, 


3212 


.3567, 3826. 


.4310, 4420. .4501, 


464 


4. .4 723 


Seq. No. 


46610 






Seq. ID 


OJ000307_ 


_14'. 


0405. C8 


Gene No. 


98975 






Strand 


+ 






Start 


2504 






End 


4738 







48211 



Name 

Start 

GI 

Exons 



OJ000307_14 . 04 05 . C8 . ol . ts Method TBLASTX : Soybean 

3646 End 4503 

none Score 69 

3646. .3708, 3651. .3707, 3829. .3975, 3831. .3974, 4050. .4184, 
4058. .4183, 4194. .4277, 4322. .4357, 4417. .4503, 4419. .4502 





Seq. No. 


46610 


Seq. ID 


OJ000307 


_14.0405 


.C8 




Gpnp No 


98975 


Strand 


+ 








Start 


2504 


End 


4738 








Name 


OJ000307 14.0405.C8.ol.tc 


Method 


TBLASTX: 


Cress 






Start 


3904 


End" 


4455 








GI 


none 


Score 


89 








l-J *\ \^ I i o 


3904. .3975, 4050. .4184, 4197. .4277, 4199. .4258, 


4417. .4455 




Seq. No. 


46611 


Seq. ID 


OJ000307 


_14.0405 


.C9 




Gene No . 


98976 


Strand 


+ 








Start 


780 


End 


1696 








Name 


OJ000307 14.0405.C9.ol.gs 


Method 


GENSCAN 








Start 


780 


End 


1696 








GI 


none 


Score 


.83 








ill /xKJ I i O 


780. .892, 956. .1235, 1487.. 


1696 










Sea No 


46611 


- Seq. ID 


OJ000307 


_14.0405 


.C9 


fj 


riprifi No 


98977 


Strand 








s J 


Start 


2330 


End 


3585 








Name 


OJ000307 14.0405.C9.o2.gs 


Method 


GENSCAN 








Start 


2330 


End 


3585 






I y 


GI 


none 


Score 


.77 






f ^ 


Exons 


2330. .2404, 2795. .2864, 351 


8. .3585 










Seq. No. 


46611 


Seq. ID 


OJ000307 


_14 .0405 


.C9 




Gene No. 


98978 


Strand 










Start 


4012 


End 


5437 








Name 


OJ000307 14.0405.C9.ol.np 


Method 


AAT/NAP 








Start 


4012 


End 


5437 








GI 


5852084 


Score 


75 








Exons 


4012. .4095, 5419. .5437 












GI Descrip. 


{AL117264) zwh0007.1 [Oryza 


sativa] 








r "z 


Seq. No. 


46611 


Seq. ID 


OJ000307 


_14 .0405 


.C9 




Gene No. 


98979 


Strand 










Start 


6614 


End 


7036 







Name OJ000307_14 . 0405 . C9 . ol . gp Method ■ AAT/GAP 

Start 6614 End 7036 

GI LIB3477-003-P1-K1-E9 . Score 139 

Exons 6614.. 6701, 7006.. 7036 

GI Descrip. ' 24 9858 6/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
SI PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



Seq. No. 46611 

Gene No. 98980 

Start' 7244 

Name • OJ000307_14 . 0405 . C9 . ol . tm 

Start 7244 

GI none 
Exons 



Seq. ID OJ000307_14 .0405.C9 
Strand 

End 9034 

Method TBLASTX : Maize 

End 7903 

Score 47 



7244. .7465, 7401. ,7466, 7496. .7903, 7554. .7703, 7761. .7901 



48212 



Seq. No. 46611 Seq. ID OJ000307_14 . 04 05 . C9 

Gene No." 98980 Strand 

Start 7244 End 9034 

Name OJ000307_14 . 04 05 .C9.o2 .np Method AAT/NAP 

Start 7244 End 9034 

GI 7444451 Score 2325 

Exons 7244.. 9034 

GI Descrip. probable gag/pol polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 





4 O O X J. 








Seq. ID 


OJ000307_14.0405 


PQ 


^ o o \T r\ 


O _70 VJ 








Strand 






o u d 1. u 


/ ^ 1 T 








End 


9034 




Name 




04 n R 

• U 4 U J 


. • D o • 




Method 


TBLASTX: Cress 




Start 


7268 








End 


7720 




GI 


none 








Score 


64 




F V ^ n c 


f ^\jO t • / *± \j f 


74 QD 


7 (^1 P 

• • / D X O / 


7 4 Q1 

/ 4 !7 X • 


.7619, 7628.. 7720 




O C . IN U . 


4 D D X X 








Seq. ID 


OJ000307_14.0405, 


P Q 












Strand 






a r-t- 
O L d i. L 


7 94 4 








End 


9034 




Name 


(^UUUUjU / X4 


04 n R 


. ^ . O X . 


L. 


Method 


TBLASTX : Soybean 




Start 


7295 ^ 








End 


7891 




GI 


none 








Score 


202 






1 4. •J » • f O Z? X f 




770^ 


77f^4 
/ / O 4 . 


.7889 








4 ^^ f^ 1 1 
• 4 D D X X 








Seq. ID 


OJ000307_14 .0405, 


PQ 




J/O -3 O VJ 








Strand 






o u a. i, L, 


7 94 4 

/ ^ 4 4 








End 


9034 








04 n R 

• U 4 U J 1 


PQ n1 




Method 


TBLASTX: Wheat 




Start 


7655 








End 


8092 




GI 


none 








Score 


54 




17 von c; 


7fiSR ftnQ9 


/ \J\J J , 


( • 1 \J TP ^ f 


7770 


.8051, 7820. .8092 




O c q . LN O . 


4 D D X X 








Seq. ID 


OJ000307_14 .0405. 


n Q 












Strand 






O L a.r C 


/ Z f± 4 








End 


9034 




Name 


OJ000307 14, 


.0405, 


X9.02. 


tc 


Method 


TBLASTX: Cress 




Start 


7958 








End 


8209 




GI 


none 








Score 


70 




Exons 


7958. .8209, 


7967. 


. .8146 










Seq. No. 


46611 








Seq. ID 


OJ000307_14.0405, 


.C9 


Gene No. 


98980 








Strand 






Start 


7244 








End 


9034 




Name 


OJ000307 14. 


.0405. 


,C9.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8027 








End 


8473 




GI 


none 








Score 


-104 




Exons 


8027. .8473, 


8304 . 


, .8453 










Seq. No. 


46611 








Seq. ID 


OJ000307_14.0405. 


.C9 


Gene No. 


98980 








Strand 






Start 


7244 








End 


9034 




Name 


OJ000307 14. 


,0405. 


09. o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


8093 








End 


8606 





48213 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 
;GI 

Exons 

Seq. No. 

Gene No. 

-Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons. 

Seq. No. 
Gene No. 



none 

8093. .8269, 8261. .8605, 8301. 



Score ' 92 
.8453, 8508. .8606 



■46611 , Seq. ID 

98980 Strand 

7244 End 

OJ000307_14 .0405.C9.o2. ts Method 

8270 End 

5509260 ■ Score 

8270. .8788, 8283. .8447, 8493. .8648 



OJ000307_14 .0405.C9 
9034 

TBLASTX: Soybean 

8788 

130 



46611 Seq. ID 

98980 Strand 

7244 End 

OJ000307_14 .04 05.C9.ol.tc Method 

8387 End 

none Score 
8387. .8647, • 8406. .8648 



OJ000307_14 .0405.C9 
9034 

TBLASTX: Cress 

8648 

145 



46611 Seq. ID 

98980 Strand 

7244 End 

OJ000307_14 . 04 05 . C9 . o3 . tm Method 

84 74 End 

none Score 

8474. .8725, 8475. .8726 



OJ000307__14 .0405.C9 
9034 

TBLASTX: Maize 

8726 

138 



46612 Seq. ID OJ000307_14 . 04 05 . CIO 

98981 Strand 

1 End 1767 

OJ000307_14 . 0405. CIO. ol.np Method AAT/NAP 

1 End 1767 

7444451 Score 2010 

1..1767 

probable gag/pol polyprotein - long-staminate rice 
retrotransposon retrofit gi| 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit ' [Oryza longistaminata] 



46612 Seq. ID 

98981 Strand 
1 End 
OJ000307_14 . 04 05.C10.o2. tw Method 
3 End 
none Score 

3. .170, 195. .383, 202. .354 



OJ000307_14. 0405. CIO 
1767 

TBLASTX: Wheat 

383 

103 



46612 ■ Seq. ID 

98981 Strand 
1 End 
OJ000307_14 . 04 05 . CIO . o3 . tm Method 
3 End 
none Score 

3. .170, 192. .380 



OJ000307_14 .0405. CIO 
1767 

TBLASTX: Maize 

380 

120 



46612 
98981 



Seq. ID 
Strand 



OJ000307 14. 0405. CIO 



48214 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ000307_14 .0405. CIO. o2.ts 
6 

none 

6. .185, 7. .147 

46612 
98981 
1 

OJ000307_14.04 05.C10.ol. ts 

192 

none 

192. .362, 385. .603 

46612 
98981 
1 

OJ000307_14 .0405. CIO. ol.gs 

209 

none 

209. .382, 882. .1644 

46612 
98981 
1 

OJ000307_14 .0405. CIO. ol.tw 

669 

none 



End 1767 

Method TBLASTX : Soybean 

End 185- 

Score 112 



Seq. ID OJ000307_14. 0405. CIO 
Strand 

End 1767 

Method TBLASTX : Soybean 

End 603 

Score 163 



Seq. ID OJ000307_14. 0405. CIO 
Strand 

End 17 67 

Method GENSCAN 

End 164 4 / 

Score .49 



Seq. ID OJ000307_14. 0405. CIO 
Strand 

End 1767 

Method TBLASTX : Wheat 

End 1062 

Score 41 



669. .815, 670. .834, 671. .835, 829. .1062, 841. .1020, 908. .1027 



46612 
98981 
1 

OJ000307_14 .04 05.C10.o2.tm 

880 

none 



Seq. ID OJ000307_14 . 0405. CIO 
Strand 

End 1767 

Method TBLASTX : Mai ze 

End 1125 

Score 68 



880.. 1002, 880.. 1125, 899.. 1033 



46612 
98981 
1 

OJ000307_14 .04 05. CIO. o3.tw 

1276 

none . ■ 



Seq. ID OJ000307_14 .0405. CIO 
Strand 

End 1767 

Method TBLASTX: Wheat . 

End 1626 

Score 85 



1276. .1461, 1434. .1547, 1456. .1626, 1458. .1547 



46612 
98981 
1 

OJ000307_14 .04 05.C10.ol.tm 

1426 

none 



Seq. ID OJ000307_14 .0405. CIO 
Strand 

End- 1767 

Method TBLASTX: Maize 

End 1735 

Score 210 



1426. .1461, 1433. .1726, 1435. .1734, 1438. .1728, 1466. .1735' 



46613 
98982 
6432 



Seq. ID OJ000307_14 .0405.C12 
Strand + 
End ■ 7906 



48215 




Name • 


OJ000307 14 .0405.C12.o2. 


as 


Method 


GENSCAN 


Start 


64 32 ~ 


End 


7906 


GI 


none 




Score 


. 68 


Exons 


6432. .6623, 7570. .7737, 


7895 


. .7906 




Seq. No. 


46613 




Seq. ID 


OJ000307 14.0405.C12 


Gene No. 


98983 




Strand 




Start 


8943 




End 


11842 


Name 


OJ000307 14 .0405.C12.o3. 


gp 


Method 


AAT/GAP 


Start 


• 8846 




End 


9405 


GI 


23588 1.R1084 




Score 


1073 


Exons 


8846. .9405 








GI Descrip. 


M468796/emb|CAB38120 1 2 


.Oe- 


51 (AJ010439) GST6 protein [Zea 




mays] ' 









Seq. No. 


46613 




Seq. ID 


OJ000307 


Gene No. 


98983 




Strand 


+ 


Start 


8943 




End 


11842 


Name 


OJ000307 14 


.0405.C12.o3.np 


Method 


AAT/NAP 


Start 


8888 ■ 




End 


10196 


GI 


5777617 




Score 


84 


Exons 


8888. .8971, 


10077. .10196 






GI Descrip. 


{AJ245900) 


CAA30375.1 protein 


[Oryza 


sativa] 


Seq. No. 


46613 




Seq. ID 


OJ000307 


Gene No. 


98983 




Strand 


+ 


Start 


8943 




End 


11842 


Name 


OJ000307 14 


.0405.C12.o2.np 


Method 


AAT/NAP 


Start 


8937 


End 


9626 


GI 


4468796 




Score 


775 


Exons 


8937. .9626 








GI Descrip. 


(AJ010439) 


GST6 protein [Zea mays] 





Seq. No. 46613 

Gene No. 98983 

Start 8943 

Name OJ000307_14 . 0405 . C12 . o3 . gs 

Start 8943 

GI none 
Exons 



Seq. ID OJ000307_14.0405.C12 

Strand + 

End 11842 

Method GENSCAN - 

End 11842 

Score .47 



8943. .9625, 10342. .10923, 11162. .11363, 11813. .11842 



Seq. No. . . 46613 Seq. ID 

Gene No. 98984 Strand 

Start 2573 End 

Name OJ000307_14 .04 05. C12 . ol . gp Method 

Start 2229 End 

GI none .Score 

Exons 2229.. .2718 



OJ000307_14 .0405.C12 

3765 
AAT/GAP 
2718 
938 



Seq. No. 46613 Seq. ID 

Gene No. 98984 Strand 

Start 2573 End 

Name . OJ000307_14 . 0405 . C12 . ol . gs Method 

Start 2573 End 

GI none Score 

Exons 2573.. 2744, 2758.. 3562, 3756.. 3765 



OJ000307_14 .04 05.C12 

3765 
GENSCAN 
3765 
.53 



48216 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46613 Seq. ID 

98984 Strand 

2573 End 

OJ000307_14 ,0405.C12.ol.np Method 

2588 End 

6573767 Score 



OJ000307_14.0405.C12 

3765 
-AAT/NAP 
3230 
123 



2588. .2744, 2827. .3061, 3116. .3230 
(AC009243) F28K19.24 [Arabidopsis thaliana] 



Seq. No. 46613 Seq. ID 

Gene No. 98984 Strand 

Start 2573 End 

Name OJ000307_14 . 0405 . C12 . o2 . gp Method 

Start 2809 End 

GI none Score 

Exons 2809.. 2979 



OJ000307_14.0405.C12 

3765 
AAT/GAP 
2979 
248 



Seq. No. 46613 

Gene No. 98985 

Start 10238 

Name OJ000307_14 . 04 05 . C12 . ol . tc 

Start 8940 

GI none 

Exons 8940.. 9005, 8942.. 9163, 8943. 

9333.. 9617, 9446.. 9640 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_14.0405.C12 
18915 

TBLASTX: Cress 

9640 

272 



,9176, 9213.. 9305, 9225.. 9305, 



Seq. No. 46613 

Gene No. 98985 

Start 10238 

Name OJ000307_14 . 0405 . C12 . ol . ts 

Start 8942 

GI none 

Exons 8942.. 9022, 8943.. 9176, 9086, 
9333. . 9629, 9437. . 9628 



Seq. ID OJ000307_14 .0405.C12 
Strand 

End 18915 

Method TBLASTX : Soybean 

End 9629 

Score 294 

.9163, 9213. .9305, 9248. .9274, 



Seq. No. 46613 

M ' Gene No. 98985 

Q Start 10238 

fj Name OJ000307_14 . 0405 . C12 . ol 

Start 8 94 6 

~" GI none 

Exons 8946.. 9176, 8948.. 9025, 

Seq. No. 46613 

Gene No. 98985. 

Start 10238 

Name OJ000307_14 . 0405 . C12 . ol 

Start 8960 

GI none 

Exons 8960.. 9022, 8961.. 9176, 
9213. . 9311 

Seq. No. 46613 

Gene No. 98985 

Start 10238 

Name OJ000307_14 . 04 05 . C12 . o2 

Start 9399 



Seq. ID OJ000307_14 .0405.C12 
Strand 

End 18915 

•tw Method TBLASTX : Wheat 

End 9281 

Score 247 
.9086. .9163, 9111. .9170, 9213. .9281 

■ Seq. ID OJ000307_14.0405.C12 

Strand . - , . . 

End 18915 

.tm Method TBLASTX : Maize 

End 934 4 

Score 300 
9086. .9160, 9102. .9170, 9204. .9344, 

Seq. ID OJ000307_14.0405.C12 
Strand 

End 18915 

.tm Method TBLASTX : Maize 

End 9641 



48217 



GI 


none 




Score 


270 








Exon ^ 


9399. .9641,. 9431. .9628 












Sea No 


46613 




Seq. ID 


OJ000307 


14 


. 0405 


. 012 


Gene No. 


98985 




Strand 










Start 


10238 




End 


18915 








Name 


OJ000307 14. 0405. 012 


. o4 .np 


Method 


AAT/NAP 








Start 


10238 




End 


18915 








GI 


7523489 




Score 


144 








Exons 


10238. .10469, 18894. 


.18915 












GT DescriD. 


(AP001633) hypothetical protein [Oryza 


sat i va 1 








Seq, No. 


46613 




Seq. ID 


OJ000307_ 


14 


.0405 


.012 


Gene No. 


98985 




Strand 










Start 


10238 




End 


18915 








Name 


OJ000307 14.0405.C12 


. o4 . gs 


Method 


GENSCAN 








Start 


12751 




End 


14009 








GI 


none 




Score 


. 88 








Exons 


■ 12751. .12838, 13867., 


;14009 












Seq. No. 


46613 




Seq. ID 


OJ000307_ 


14 


.0405, 


.012 


Gene No. 


98985 




Strand 










Start 


10238 




End 


18915 








Name 


OJ000307 14. 0405. 012, 


. o5 . gs 


Method 


\J L>< O Vjiil LN 








Start 


14553 




End 


16056 








GI 


none 




Score 


. 93 








E X D n ^ 


14553. .14705, 15871., 


.16056 












Seq. No. 


46614 




.Seq. ID 


OJ000307_ 


_14, 


.0405- 


.013 


Gene No. 


98986 




Strand 


+ 








Start 


180 




End 


398 








Name 


OJ000307 14. 0405. 013, 


. ol . gs 


Method 


W i-J IN O V^rtiN 








Start 


180 




End 


398 








GI 


none 




Score 


. 86 








Exons 


180 398 














Seq. No. 


46615 ' 




,Seq. ID 


OJ000307_ 


14. 


.0405. 


.014 


Gene No. 


98987 




Strand 










Start 


273 




End 


351 








Name 


OJ000307 14 . 0405 .014 . 


, ol . gs 


Method 


(GENSCAN 








Start 


273 




End 


351 








GI 


none 




Score 


. 53 








Exon*^ 


273. .351 














Seq. No. 


46615 




Seq. ID. 


OJ000307 


14 , 


. 0405 . 


, 014 


Gene No. 


98988 




Strand 










Start 


4963 




End 


6934 








Name 


OJ000307 14.0405.014. 


. ol .np 


Method 


AAT /NAP 








Start 


4349 




• End 


4432 








GI 


5852084 




Score 


79 








Exons 


4349. .4432 














GI Descrip. 


(AL117264) 2wh0007.1 


[Oryza 


sativa] 










Seq. No. 


46615 




Seq. ID 


OJ000307_ 


14. 


,0405. 


,014 


Gene No. 


98988 




Strand 










Start 


4963 




End 


6934 








Name 


OJ000307 14.0405.014. 


o2 . gs 


Method 


GENSOAN 









48218 




O L. Cl I. L. 


4963 


End 


6934 




GI 


none 


Score 


.71 






4963. .5076, 5085. .5263, 5342. .5368, 5482. .5652, 


\JO^O. * \J ^ ■J ^ 


Qprr Kin 


46615 


Seq. ID 


OJ000307_ 


14 n4ns n 4 


Gsns No . 


98 98 9 


Strand 






Start 


6839 


End 


6934 




Name 


OJ000307 ,14.0405.C14.o2.np 


Method 


AAT/NAP- 




Start 


6839 


End 


6934 ■ 




GI 


5922634 


Score 


125 






6839. . 6934 








T Pi O Q T* "i 

oJ. LJ t:? o i. JL ^ • 


(AP000492) hypothetical protein [Oryza 


sativa] 






gi| 60168 67 Idbj IBAA85210. 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 








Seq, No. 


46616 


Seq. ID 


yju u u u o u / 




Gene No. 


98990 


Strand 


-l- 




Start 


62 


End 


^ J z 






OJ000307 14.0405.C16.ol.gs 


Method 


GENSCAN 


_ 




62 


End 


932 






none 


Score 


.64 




F* von Q 


62. .149, 751. .932 








Seq. No. 


46616 


Seq. ID 


OJ000307_ 


14 . U'lUD .L.1D 


Gene No. 


98991 


Strand 


+ 




c-t- o 

O L. d. 1. c 


3264 


End 


7432 




Name 


OJ000307 14.0405.C16.o2.gs 


Method 


GENSCAN 






3264 


End 


7432 






none 


Score 


.58 




F' Vi^Tl Q 

Hj A. w 1 i o 


3264.-3546, 5391. .5506, 6352. .6476, 64 


96. .6574, 




Seq. No. 


46616 


Seq. ID 


OJ000307_ 


Ifi . UfiUD .UID 


Gene No. 


98992 


Strand 


+ 




Start 


15309 


End 


19441 




Name 


OJ000307 14.0405.C16.o5.gs 


Method 


GENSCAN 




O d 1- L. 


15309 


End 


19441 






none 


Score 


.4 




F" von ^ 


15309. .15629, 16200. .16676, 


19268. .19441 




O v3 VJ . LN W ■ 


46616 


Seq. ID 


OJ000307_ 


14 .0405.C16 


Gene No. 


98993 


Strand 


+ 




Start 


21448 


End 


23567 




Name 


6J000307 14.0405.C16.o6.gs 


Method 


GENSCAN 




Start 


21448 


End 


23567 




O J. _ 


none ... 


Score 


.55 




P von 


21448. .21520, 21633 217 94 , 


21920. .22038, 22040. 


.22725, 




22830. .23003, 23525.. 23567 








Sea No 


46616 


Seq. ID 


OJ000307_ 


_14.0405.C16 


Gene No. 


98994 


Strand 






Start 


1 


End 


23732 




Name 


OJ000307 14.0405.C16.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


23732 




GI * 


4680204 


Score 


60 




Exons 


1..33, 11749. .11877, 11967. 


.12063, 14214. .14345, 


23652. .237: 



GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 



48219 






Seq. No. 


46616 


Seq. ID 


OJ000307_14 .0405.C16 




Gene No. 


98994 ' 


Strand 






Start 


1 


End 


23732 




Name 


OJ000307 14 .0405.C16.o3.gs 


Method 


GEN SCAN 




Start 


9877 


End 


10593 




GI 


none 


Score 


. 69 




Exons 


9877 . . 10082, 10500 .. 10593 








Seq. No. 


46617 


Seq. ID 


OJ000307_14.0405.C17 




Gene No. 


98995 


Strand 


+ 




Start 


883 


End 


3531 




Name 


OJ000307 14 . 0405.C17 .ol .gs 


Method 


GENSCAN 




Start 


883 ~ 


End 


3531 




GI 


none 


Score 


.53 




Exons 


883. .1070, 2459. .2628, 3077.. 


3181, 3474. .3531 




Seq. No. 


46617 


Seq. ID 


OJ000307__14 .0405.C17 




Gene No . 


98996 


Strand 






Start 


1 • ... 


End 


423 




Name 


OJ000307 14.0405.C17.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


423 




GI 


LIB34 77-003-P1-K1-E9 


Score 


160 




Exons 


1..110, 400. .423 








GI Descrip. 


'2498586/sp|Q40638JMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S.I) >gi .1173557 (U31771) Ory si [Oryza 


ACS. 




sativa] ' 








Seq. No. 


46617 


Seq. ID 


OJ000307_14.0405.C17 


H 


Gene No. 


98997 


Strand 






Start 


4804 


End 


5570 




Name 


OJ000307 14.0405.C17.o2.gs 


Method 


GENSCAN 




Start 


4804 


End 


5517 


fy 


GI 


none 


Score 


.76 


=• 
f 


Exons 


4804. .5517 






\j 


Seq. No. 


46617 


Seq. ID 


OJ000307_14.0405.C17 




Gene No. 


98997 


Strand . 






Start 


4804 


End 


'5570 


^. J 


Name 


OJ000307 14.0405.C17.ol.np 


Method 


AAT/NAP 


L .J 


Start 


5074 


End 


5570 




GI 


4678202 


Score 


152 




Exons 


5074 . .5570 








GI Descrip. 


{AC007134) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


46618 


Seq. ID 


OJ000307_12.0403..C1 




Gene No. 


98998 


Strand 






Start 


358 


End 


804 




Name 


OJ000307 12.0403.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


358 


End 


804 




GI 


none 


Score 


49 




Exons 


358. .387, 403. .486, 435. .497, 


553. . 609 


, 559. .609, 676. .804, 






687.. 803 








Seq. No. 


46618 


Seq. ID 


OJ000307_12.0403.C1 




Gene No. 


98998 


Strand 






Start 


358 


End 


804 




Name 


OJ000307 12.0403.Cl.o2.ts 


Method 


TBLASTX : Soybean 



48220 



start 
GI 

Exons 

.Seq. No. 

Gene No. 

Start 

Name, 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
p Start 
, =^ Name 
It Start 
Jl! GI 

Exons 

id Seq. No. 

Gene No. 
If, Start 
' ^ Name 

Start 
U GI 
^J Exons 

Seq. No. 
:f Gene No. 
E3 Start 
Q Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



550 
none 

550. .774, 561. .608, 687. .773 

46618 
98999 
775 

OJ000307_12.04 03.Cl.ol.ts 

775 

none 

775. .939, 778. .867, 789. .923, 
1099. .1269, 1146. .1259, 1285. 

46618 
98999 
775 

OJ000307_12.04 03.Cl.ol.tm 

1099 

none 

1099. .1269, 1099. .1191, 1149. 

46618 
98999 
775 

OJ000307_12.04 03.Cl.ol. tc 

1138 ■; 

none 

1138. .1266, 1152. .1265, 1290. 

46619' 
99000 
431 

OJ000307_12.0403.C3.ol.tw 

431 

none 

431. .817, 442. .816 

46619 
99000 
431 

OJ000307_12. 04 03.C3.o2. tm 

566 

none 

566. .877, 574. .879 

46619 
99001 
1378 

OJ000307_12 . 04 03 . C3 . ol . tm 

1378 

none 

1378.. 1632, 1385.. 1699, 1405, 

46619 
99002 
1727 

OJ000307 12.0403.C3.ol.ts 



End 
Score 



774 
177 



Seq. ID OJ000307_12.0403.C1 
Strand 

End 1370 

Method TBLASTX : Soybean 

End 1370 

Score 182 
1014. .1055, 1015.. 1062, 
.1368, 1293. .1370, 1294. .1368 

Seq. ID OJ000307_12.0403.C1 
Strand 

End 1370 

Method TBLASTX : Mai ze 

End 1368 ■ 

Score 273 
.1319, 1294. .1368, 1294. .1368 

Seq. ID OJ000307_12.0403.C1 
Strand 

End 1370 

Method TBLASTX: Cress 

End 1370 

Score 143 
.1370, 1294.. 1368 

Seq. ID OJ000307_12.0403.C3 

Strand 

End 879 

Method TBLASTX : Wheat 

End 817 . 

Score 354 



Seq. ID OJ000307_12.0403.C3 

Strand 

End 879 

Method TBLASTX : Mai ze 

End 879 

Score 366 



Seq. ID OJ000307_12.0403.C3 
Strand 

End 1700 
Method TBLASTX : Mai ze 
End , 1700 

Score 268 
.1698, 1533.. 1700 

Se'q. -ID OJ000307_12.0403.C3 
Strand 

End 2124 

Method TBLASTX : Soybean 



48221 



start 


1727 


End 


2083 




GI 


none 


Score 


88 




Exons 


17 27.. 1882, 18 65.. 2083 








Seq. No. 


46619 


Seq. ID 


OJ000307_12.0403, 


,C3 


Gene No. 


99002 


Strand 






Start 


1727 


End 


2124 




Name 


0 JO 00307 12 . 04 03.C3 .o2 . tw 


Method 


TBLASTX: Wheat 




Start 


1832 


End 


2124 




GI 


none 


Score 


191 




Exons 


1832. .2104, 1903. .2079, 2083 


..2124, 2085. .2123 




Seq. No. 


46620 


Seq. ID 


, OJ000307_12.0403. 


C6 


Gene No. 


99003 


Strand 






Start 


351 


End 


666 




Name 


OJ000307 12.0403.C6.ol.tw 


Method 


TBLASTX: Wheat 




Start 


1 ~ 


End 


216 




GI 


none 


Score 


147 




Exons 


1..57, 2. .103, 3.M07, 105.. 


200, 107.. 


193, 123.. 215, 133. .216 


Seq. No. 


46620 


Seq. ID 


OJ000307_12.0403. 


C6 


Gene No. 


99003 


Strand 


- 




Start 


351 


End 


666 




Name 


OJ000307' 12.0403.C6.ol. tc 


Method 


TBLASTX: Cress 




Start 


2 ~ 


End 


200 ' 




GI 


none 


Score- 


136 




Exons 


2. .94, 3. .113, 105. .200, 107 


. .199 






Seq. No. 


46620 


Seq. ID 


OJ000307_12.0403. 


C6 


Gene No. 


99003 


Strand 






Start 


351 


End 


666 




Name 


OJ000307 12.0403.C6.ol.ts 


Method 


TBLASTX : Soybean 




Start 


2 


End 


200 




GI 


none 


Score 


142 




Exons 


2. .112, 3. .113, 107. .199, 108. .200 






Seq. -No. 


46620 


Seq. ID 


OJ000307_12.0403. 


C6 


Gene No. 


99003 , 


Strand 






Start 


351 


End 


666 




Name 


OJ000307 12.0403.C6.ol.tm 


Method 


TBLASTX: Maize 




Start 


2 


End 


235 




GI 


none 


Score 


153 




Exons 


2. .103, 3. .104, 6. .107, 113. 


.235, 114. 


.209 




Seq. No. 


46620 


Seq. ID 


OJ000307_12.0403. 


C6 


Gene No . 


99003 


Strand 






Start 


351 


End 


666 




Name 


OJ000307 12.0403.C6.ol.gp 


Method 


AAT/GAP 




Start 


351 


End . 


666 




GI 


LIB3431-024-P1-N1-D8 


Score 


616 




E von 


351. .666 








GI Descrip. 


M176420/dbj IBAA37167 1 2 . Oe- 


11 (AB008097) cytochrome P450 




[Arabidopsis thaliana] * 








Seq. No. 


46621 


Seq. ID 


OJ000307_12.0403. 


CIO 


Gene No, 


99004 


Strand 


+ 




Start 


5413 


End 


7778 





48222 



• • 

Name OJ000307_12 . 0403 , CIO . ol . gp Method AAT/GAP 

Start 5413 . End 7778 

GI 30106_1.R1084 Score 1118 

Exons 5413.. 5523, 5641.. 5776, 

GI Descrip. ' 60184 58/emb | CAB578 66 . 1 | 2.0e-35 {AJ243972) 
6-phosphogluconolactonase [Homo sapiens] ' 



Sprj No 


46621 








Seq. ID 


OJ000307 


12 0403 no 


Gpnp No 


99005 








Strand 


+ 




Start 


7796 








End 


8176 




Name 


OJ000307 12 


.0403 


.C10.O2 


. tm 


Method 


TBLASTX: 


Maize 


Start 


5216 








End 


8132 




GI 


none 








Score 


46 




TT y o n S 


5216 5272 


5378 


5524 , 


5413 . 


.5511, 5471. .5524, 


5609 S779 




Sfi'^Q S779 


S640 

\J 1 V 


S7fl 6 


S7 61 


.5787, 7435, .7920, 


74^6 7991 




7437 7934 


8052 


8117 , 


8112 . 


.8132 






Qprr, Mo 


4 6621 








Seq. ID- 


OJ000307 


12 0403 no 




99005 








Strand 


+ 




Start 


7796 








End 


8176 




Name 


OJ000307 12 


.0403 


.C10.O3, 


.to 


Method 


TBLASTX: 


Cress 


Start 


5378 








End 


5779 




GI 


none 








Score 


119 




LJ A 1 1 O 


537R SSI 9 


5428 


. 5511 , 


5633 . 


.5779, 5653.. 5778 




Qprr Mo 

<J ^ . . IN . 


46621 








Seq. ID 


OJ000307 


1? 040^ no 


W d 1 ^ IN W . 


99005 








Strand 


+ 




Start 


77 96 








End 


8176 




Name 


OJ000307 12 


.0403 


.C10.O2. 


. ts 


Method 


TBLASTX: 


Soybean 


Start 


5405 








End 


7829 




GI 


none 








Score 


137 




p,y on "=! 


5405 5524 


5413 


. 5514 , 


5606 . 


.5779, 5639.. 5779, 


7 4^4 7 S4 4 




7436 7792 


7436 


7789, 


74 37 . 


.7829, 7578. .7793 




Sea No 


4 6621 








Seq. ID 


OJ000307 


12 0403 no 


flpTip KJo 


99005 








Strand 


+ 




Start 


7796 








End 


8176 ■ 




Name 


OJ000307"l2 


.0403 


.ClO.ol, 


, tw 


Method 


TBLASTX: 


Wheat 


Start 


5414 








End 


7721 




GI 


none 








Score 


134 




F" von Q 

J_j 1^ Wi i o 


S4 1 4 SS?4 


5416 


SSI 1 


5471 . 


.5524, 5639. .5779, 


S6^9 S77Q 




S640 S7fi9 


7434 




7435 . 


.7695, 7436. .7720, 


74^7 7791 
f *± f 9 . / / ^x 


Qpo No 


*i U V) ^ J. 








Seq. ID 


OJ000307 


19 04 0^ no 


Gene No. 


99005 








Strand 


+ 




Start 


7796 








End 


8176 




Name 


OJ000307 12 


.0403 


.C10.O2. 


,tc . 


Method 


TBLASTX: 


Cress 


Start 


7 437 








End 


7820 




GI 


none 








Score 


69 




Exons 


7437. .7538, 


7482 


. .7820, 


7517. 


.7756, 7521. .7757 




Seq. No. 


46621 








Seq. ID 


OJ000307 


_12. 0403. CIO 


Gene No. 


99005 








Strand 


+ 




Start ' 


7796 








End 


8176 




Name 


OJ000307 12 


.0403 


.C10.O2. 


tw 


Method 


TBLASTX:' 


Wheat 


Start 


7748 








End 


7950 




GI 


none 








Score 


257 





48223 



Exons 



7748. .7915, 7749. .7916, 7753. .7950, 7755. .7919 



Seq. No. 46621 Seq. ID 

Gene No. 99005 Strand 

Start 7796 End 

Name OJ000307_12 . 0403 , CIO . o2 . gp Method 

Start 7796 v.' End 

GI none Score 

Exons 7796.. 8176 



OJ000307_12. 0403. CIO 
+ 

8176 
AAT/GAP 
8176 
'750 



Seq. No. 46621 Seq. ID 

Gene No. 99006 Strand 

Start 13936 End 

Name OJ000307_12 . 0403 . CIO . ol . tm Method 

Start 13936 End 

GI none Score 
Exons 



OJ000307_12.04 03.C10 
16003 

TBLASTX: Maize 

16003 

222 



13936. .14025, 13937 14080 , 13937 .. 14 077 , 1394 4 14078 , 

14255. .14314, 14 823 .. 14888 1514 5 .. 15309, 1514 6 .. 15241 , 

15218. .15343, 15230 .. 15343, 15231 .. 15344 , 15231 .. 15344 , 

15341. .16003, 15376. .16002, 15479.. 16003 



Seq. No. 46621 

Gene No. 99006 

Start ■ 13936 

Name OJ000307_12 . 04 03 . CIO . ol . ts 

Start • 15146 

GI none 

Exons 15146. .15208, 15580 .. 15807 , 
15802. .16002 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_12. 0403. CIO 
16003 

TBLASTX : Soybean 

16003 

73 



15581. .15808, 15800. .16003, 



Seq. No. 46621 

Gene No. 99006 

Start 13936 

Name . OJ000307_12 . 0403 . CIO . ol . tc 

Start 15668 

GI none 

Exons 15668. .16003, 15670 .. 15996, 15680.. 16003 



Seq. ID OJ000307_12. 0403. CIO 



Strand 
End 

Method 

End 

Score 



16003 

TBLASTX: Cress 
16003 
4'4 0 ' 



Seq. No. 46622 

Gene No. 99007 

Start 980 

Name OJ000307_12 . 0403 . C16 . ol . tm 

Start 30 

GI none 
Exons 



Seq. ID OJ000307_12.0403.C16 

Strand + 

End 1543 

Method TBLASTX : Maize 

End 1543 

Score ■ 152 ■ ■ 



30. .176, 61, .165, 62. .169, 170. .439, 171. .413, 611. .682, 
623. .682, 849. .977, 856. .987, 857. .973, 964. .1002, 1001. .1189, 
1005. .1184, 1013. .1186, 1191. .1223, 1192. .1230, 1192. .1230, 
1207. .1341, 1229. .1342, 1229. .1363, 1231. .1359, 1355 . . 14 14 , ' 
1356. .1415, 1356. .1415, 1357. . 14 16, * 1434 . . 154 1 , 14 35. .1500, 
1439. .1543, i496..1543 



Seq. No. 46622 Seq. ID 

Gene No. 99007 Strand 

Start 980 End. 

Name OJ000307_12 . 04 03 . C16 . ol . gp Method 

Start 980 End 

GI none Score 



OJ000307_12.0403.C16 
+ 

1543 
AAT/GAP 
1434 
834 



48224 



^. Exons 



980. .1434 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46623 Seq. ID 

99008 Strand 

637 End 

OJ000307_12 . 0403 . 017 . ol . tm Method 

637 End 

none Score 



OJ000307_12.0403.C17 
1052 

TBLASTX: Maize 

1052 

183 



637. .756, 642. .755/ 653, .757, 943. .1044, 952. .1044, 987. .1052 



Seq. No. 


46624 






Seq. ID 


OJ000307 12 0403 


a C18 


Gene No . 


99009 






Strand 






Start 


168 






End 


790 




Name 


OJ000307 


12.0403.C18 ol. 


tw 


Method 


TBLASTX * Wheat 




Start 


168 






End 


452 




GI 


none 






Score 


195 




Exons 


168. .452, 


182. .451 










Seq. No. ' 


46624 






Seq. ID 


OJ000307 12 0403 


a CI 8 


Gene No . 


99009 






Strand 






Start 


168 






End 


790 




Name 


OJ000307 


12.0403.C18.ol. 


ts 


Mpt hod 


TBLASTX ' Sovbpan 




Start 


185 






End 


790 




GI 


none 






Score 


320 




Exons 


185. .535, 


186. .770, 599. 


.790 








Seq. No. 


46624 






Seq. ID 


OJ000307 12 0403 


a C18 


Gene mq . 


99009 






Strand 






Start 


168 






End 


790 




Name 


OJ000307 


12.0403.C18.ol. 


tc 


Method 


TBLASTX • Cress 




Start 


191 






End 


790 




GI 


none 






Score 


200 




Exons 


191. . 535, 


345. .773, 599. 


.790 








Seq. No. 


46624 






Seq. ID 


OJ000307_12.0403 


aC18 


Gene No. 


99009 






Strand 






Start 


168 






End, 


790 




Name-- 


OJ000307 


12.0403.C18.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


198 






End 


788 




GI 


none 






Score 


289 




Exons 


198. .788, 


203. .541, 340. 


.606, 


599. .787 






Seq. No. 


46624 






Seq. ID 


OJ000307_12.0403' 


.C18 


Gene No. 


99009 






Strand 






Start 


168 






End 


790 




Name 


OJ000307 


12.0403.C18.o2. 


tw 


Method 


TBLASTX: Wheat 




Start 


476. 






End 


784 




GI 


none 






Score 


142 




Exons 


476. .535, 


All,, lie, 599. 


.784 









Seq. No. 46625 

Gene No. 99010 

Start 14084 

.Name OJ000307_12 . 04 03 . C19 .ol . tw 

Start 508 

GI none 
Exons 



Seq. ID OJ000307_12.0403aC19 



Strand 
End 

Method 

End 

Score 



15258 

TBLASTX: Wheat 

936 

38 



508aa573, 509. .568, 557.. 802, 583. .603, 618.. 809, 662aa808, 



48225 




803. .898, 805. .936 



Seq. No. 


46625 








Seq. ID 


OJ000307_12. 0403. 019 




99010 








Strand 




start 


14084 








End 


15258 


Nfiitie 


OJ000307 12 


. 0403 


.C19.01. 


tm 


Method 


TBLASTX: Maize 


Start 


805 ~ 








End 


1541 


GI 


none 








Score 


122 


F" von Q 




806 . 


898, 811. .900, 972. .1136, 989. .1138, 1464.. 




1466. . 1540 












C ^ . IN ^ . 


4 6625 








Seq. ID 


OJ000307_12.0403.C19 




99010 








Strand 




start 


14 084 








End 


15258 


Name 


\J \J \J ^ \J / -L 


. 0403 


.C19.02. 


ts 


Method 


TBLASTX: Soybean 


Start 


811 ~ 








End 


1065 




n on P 








Score 


99 


F" von Q 


fill 1 OfiS 


O X .J • . 


PQQ QQC 


. .1063 




o c; ^ . IN (J , 


"i O V ^ -J 








Seq. ID 


OJ000307_12.0403.C19 


Gene No. 


■ 99010 








Strand 




Start 


14084 








End 


15258 


mo 
IN diuc:^ 




. \J M VJ o 


.C19.01. 


to 


Method 


TBLASTX: Cress 


_o c d I. u 


o ^ o 








End 


4 300 


KJ ± 


none 








Score 


65 


TP von Q 


O^O. . J. J. J / f 


P97 


O O U , _7 _7Z 


..1138, 1464.. 


1598, 1466. .1642, 




1 f!4 17 4 7 


177 6 


• . X _/ u / , 


1845. 


.2033, 1852.. 2022, 3565.. "3600, 




jouf . m .J y y f 




.3872, 


3721. 


.3867, 3959. .4048, 3969. .4046, 




4055. .4222, 


4056 


4133, 


4232. 


.4300 




'^(^n Mo 


4 6625 








Seq. ID 


OJ000307_12.0403.C19 


ri o n o Mo 


3? -? u ± u 








Strand 






1 4 DP 4 

J. U O 1 








End 


15258 


LN dllLt^ 


o.Tnnn ^07 i 9 


. U *i U O 


n Q o"^ 


ts 


Method 


TBLASTX : Soybean 


start 


14 93 ~ 








End 


1923 


GI 


none 








Score 


131 


V von Q 


^ A^'^ 1747 


1 4 Q4 
X '4 :? 1 


1 7 4 R 


1858. 


.1923, I860.. 1922 


Seq. No. 


46625 








Seq. ID 


OJ000307__12.0403.C19 


(^onp Mo 


^901 0 

y Z/ \J J.\J 








Strand 




o udi. (_ 


1 4 Oft 4 








End 


15258 


Mj3 mo 
LN diu^ 


n.Tonn ^07 i 9 


. U fl u o 


.C19.02. 


tm 


Method 


TBLASTX: Maize 


Start 


1 Sft 1 ~ 

X ^ O X 








End 


2004 




n on o 








Score 


86 


F* V on e3 


1 Sft 1 1 fi9 S 


1 ^P9 

X J 0 ^ 


. .1629, 


1583. 


.1663, 1638. .1664, 1655. .1747, 




IfiS*^ 174S 


1 ft S R 

± O O J 


. .2004, 


1858. 


.2001, 1860. .2003 


Seq. No. 


46625 








Seq. ID 


OJ000307_12.0403.C19 


Gene No. 


99010 








Strand 




Start 


14084 








End 


15258 


Name 


OJ000307 12 


.0403 


.C19.01. 


ts 


Method 


TBLASTX: Soybean 


Start 


3618 








End 


4297 


GI 


none 








Score 


108 


Exons. 


3618. .3866, 


3721 


. .3867, 


3992. 


.4033, '3993, .4 034, 4 04 9. . 4222, 




4220. "14297 












Seq. No. 


46625 








Seq. ID 


OJ000307_12.0403.C19 



48226 



Gene No. 99010 Strand 

Start 14084 End 

Name OJ000307_12 . 0403 . C19 . o3 . tm Method 

Start^ 3814 • End 

GI none. Score 

Exons 3814,, 3867, 3814.. 3855, 3816.. 3872, 3929.. 4048, 3969 

4044, ,4133, 4055. .4222, .4226. .4300, 4233. .4277 



15258 

TBLASTX: Maize 

4300 

79 



.4046, 





O C ^ • ViKJ * 


46625 




Seq. ID- 


OJ000307__12.0403 








99010 




Strand 








O L. Cl i. L, 


14084 




End 


15258 






Name 


OJ000307 12.0403.C19.ol, 


gp 


Method 


AAT/GAP 






Start 


14084 




End 


15254 






GI 


1214 1.R1084 




Score 


1063 








14084. .14533, 15152. .15254 












M469021/emb|CAB38282 1 3 


i.Oe- 


68 (AL035602) hypothetical 








[Arabidopsis thaliana] * 














46625 




Seq. ID 


OJ000307_12.0403 








99010 




Strand 










14084 




End 


15258 






Name 


OJ000307 12.0403,C19,o4. 


tm 


Method 


TBLASTX: Maize 






Start 


14411 




End 


15258 








none 




Score 


173 








14411, ,14533, 14416. .14535, 


15149. .15253,- 15151 .. 15258 , 




f 

L,: 5 














E : = 
: XT 


Ocirf -No 


46626 




Seq^ • ID 


OJ000307_12.0403 


,C20 


i ;J 


r^ono Mr^ 


99011 




Strand 


+ 






Start 


7022 




End 


8238 






Name 


OJ000307 12.0403.C20.o4. 


gp 


Method 


AAT/GAP 




\j 

= : ; 


Start 


7022 




End 


8238 




: : S 


\J -L 


26378 1.R1084 




Score 


838 




a; 




7022. .7106, 7271, ,7378, 


7669 


,..7758, 8048.. 8238 






dT Q r* r* "i o 

ox O L'X X|^ . 


M4 55227/emb|CAB36550. 1 | 


2.0e-42* (AL035440) SNF8 like protein 


"'"4 




[Arabidopsis thaliana] * 










Li: 


Corr Mn 


46626 




Seq. ID 


OJ000307_12.0403 


.C20 






99012 




Strand 


+ 






Start 


14205 




End 


14406 






Name 


OJ000307 12.0403.C20.o5. 


gp 


Method 


AAT/GAP 






o u d X u 


14205 




End 


14406 








4878384 ■ 




Score 


385 






Exons 


14205. .14406 












Seq. No. 


46626 




Seq. ID 


OJ000307_12.0403 


.C20 




Gene No. 


99014 




Strand 








Start 


1823 




End 


2859 






Name 


OJ000307 12.0403.C20.o3. 


tm 


Method 


TBLASTX: Maize 






Start 


114 




End 


1390 






GI 


none 




Score 


144 






Exons 


114. .272, 127. .273, 129. 


.278 


, 131.. 277 


, 220. .279, 659.. 


748, 






659. ,754, 679. .756, 1028 


..1081, 1031.. 


1081, 1181.. 1390, 








1182. .1388 ■ 












Seq. No. 


46626 




Seq. ID 


OJ000307_12.0403 


,C20 




Gene No. 


99014 




Strand 







48227 



start 
Name 
Start 
GI 

Exons 



1823 End 

OJ000307_12.04 03,C20.o3. ts Method 

127 End 

none Score 

127. .273, 137. .277, 659.-748, 659. .754 
1181. .1201 



2859 

TBLASTX : Soybean 

1201 

192 

688, .762, 1031. .1081, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46626 . 

99014 

1823 

OJ000307_12.04 03.C20.o6.tm 

1980 

none 



Seq. ID OJ000307_12.0403.C20 
Strand 
End 

Method 
End 
Score 



2859 

TBLASTX: Maize 

2208 

38 



1980. .2021, 2003. .2197, 2071. .2202, 2071. .2208 



Seq. No. 46626 

Gene No. 99015 

Start '5731 

Name OJ000307_12 .0403 . C20 . o2 

Start 5731 

GI none 

Exons 5731.. 5775, 5904.. 5948, 
6656.. 6844, 6709. .6849, 

Seq. No. 46626 

Gene No. 99015 

Start 5731 

Name OJ000307_12 . 0403 . C20 . o5 

Start 5898 

GI none 

Exons 5898.. 5957, 5899.. 5955, 
6709. .6849, 6709. .6846, 



Seq. ID OJ000307_12.0403.C20 
Strand 

End , 7102 
.ts Method TBLASTX : Soybean 

End 7102 

Score 39 
5905. .5955, 6042. .6155, 604 3. .6156, 
6711. .6848, 6962. .7102, 6963. .7100 

Seq. ID OJ000307_12. 0403X20 
Strand 

End 7102 
.tm Method TBLASTX : Maize 

End 6974 

Score 94 
6043. .6156, 604 5. .6155, 6656.-684 4, 
6714.. 6848, 6944.. 6973, 6948.. 6974 



Seq. No. 46626 Seq. ID 

Gene No. 99015 Strand 

Start 5731 End 

Name OJ000307_12 . 0403 . C20 . o3 . tc Method 

Start 5905 'End 

GI none Score 
Exons 



OJ000307_12.0403.C20 
7102 

TBLASTX: Cress 

6777 

69 



5905. .5955, 5913. 
6711. . 6776 



.5948, 6042. .6155, 6043. .6156, 6709. .6777, 



Seq. No. 46626 

Gene No. 99016 

Start . 10457 

Name OJ000307_12 . 0403 . C20 . o4 . tm 

Start 10457 

GI none 

Exons 10457. . 10498, 10561 .. 10623 , 
10699. -10860 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_12-0403.C20 
10882 

TBLASTX: Maize 

10882 

34 



10567. .10629, 10604. .10882, 



Seq. No. 46626 

Gene No. 99017 

Start . •■ 11015 

Name OJ000307_12 .04 03. C20 . o2 . 

Start 11015 

GI none 



tm 



Seq. ID 
•Strand 
End 

Method 

End 

Score 



OJ000307_12.0403.C20 
11427 

TBLASTX: Maize 

11427 

135 



48228 





Exons 


11015. .11116, 11015. .11113, 


11017. .11127, 11116. . 11427, 






11117. .11425 










Seq. No. 


46626 






Seq. ID 


OJ000307_12. 0403. 020 




Gene No. 


99018 






Strand 






Start 


15484 






End 


16098 




Name 


OJ000307 12 


0403 


.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


15484 






End 


16098 




GI 


none 






Score 


318 




Exons 


15484. .15768, 154 93 1572 6, 


15593. . 15760, 15854 .. 16054 , 






15854. .16066, 15855 .. 16085, 


15883. .16098 




Seq. No. 


46626 






Seq. ID 


OJ000307_12. 0403. 020 




Gene No. 


99018 






Strand 






Start 


15484 






End 


16098 




Name 


OJ000307 12. 


0403 


.020.02. tc 


Method 


TBLASTX :Oress 




Start 


15541 






End 


16087 




GI 


none 






Score 


173 




Exons 


15541. .15768, 15630 15767 , 


15845. .16087, 15855.. 16025 




Sea. No. 


46627 






Seq. ID 


OJ000307_12. 0403.021 




Gene No . 


99019 






Strand 


+ 




Start 


4698 






End . 


6938 


n 


Name 


OJ000307 12. 


0403 


O21.ol.gp 


Method 


AAT/GAP 


Hi 


Start 


4698 






End 


5256 




GI 


uC-osrocyp009f01bl 


Score 


670 




Exons 


4698. .4945, 


5047 


.5127, 5227 


. .5256 




J a? 


GI Descrio 


'3914470/sp|Q40070|PSBR HORVU 3.0e-16 


PHOTOS YSTEM II 10' KD 






POLYPEPTIDE- 


PRECURSOR >gi 1321868 emb 


_OAA66373_ (X97771) 10 






PSII protein [Hordeum vulgare] * 






Sea No 


46627 






Seq. ID 


OJ000307_12. 0403. 021 


: y 


Gene No. 


99019 






Strand 


+ 




Start 


4698 






End- : 


6938 




Name 


OJ000307 12. 


0403 


C21.ol.tm 


Method 


TBLASTX: Maize 




Start 


4806 






End 


5322 




GI 


none 






Score 


185 




Exons 


4806. .4946, 


4829 


.4945, 5026 


..5127, 5033. .5119, 5033. .5134, 


f~i 




5047. .5127, 


5220 


.5318, 5224 


..5322, 5225. .5320 


f =i 


Seq. No. 


46627 






Seq. ID 


OJ000307 12.0403.021 


- sr 


Gene No. 


99019 






Strand 


+ 




Start 


4 698 






End 


6938 




Name 


OJ000307 12. 


0403, 


C21.ol.tc 


Method 


TBLASTX :Oress 




Start 


4818 






End 


6905 




GI 


none 






Score 


130 




Exons 


4818. .4946, 


4832. 


.4945, 5026 


..5127, 5033.. 5119, 5033.. 5134, 






5109. .5138, 


5224. 


.5331, 5225 


..5329, 6517.. 6621, 6831.. 6905 




Sea. No 


46627 






Seq. ID 


OJ000307_12. 0403. 021 




Gene No . 


99019 






Strand 


+ 




Start 


4698 






End 


6938 




Name 


OJ000307 12. 


0403. 


021.O1. ts 


Method 


TBLASTX: Soybean 




Start 


4818 






■■ End 


6902 




GI 


none 






Score 


118 




Exons 


4818. .4946, 


4829. 


.4942, 5032 


..5127, 5033. .5119, 5224. .5325, 






5225. .5329, 


6517. 


.6621, 6831 


. .6902 





48229 





Seq. No. 


■ 46627 








Seq. ID 


OJ000307 


12 . 0403 .021 




Gene No. 


99019 








Strand 


+ 






Starf • ' 


4698 








End 


6938 






Name 


OJ000307 12. 


0403 


.C21.01, 


tw 


Method 


TBLASTX: 


Wheat 




Start 


5096 ~ 








End 


6938 






GI 


none 








Score 


55 






Exons 


5096. . 5134, 


5098 


. . 5127, 


5103. 


.5138, 5220. .5327, 


5224 . . 5328, 






5225. . 5329, 


5228 


. . 5329, 


6517. 


.6627, 6526. .6603, 


6530 . . 6622, 






6814 . . 6906, 


6830 


. . 6904, 


6831 . 


.6938, 6843. .6908 






Seq. No. 


46628 








Seq. ID 


OJ000307 


_12. 0403.023 




Gene No. 


99020 








Strand 


+ 






Start 


3381 








End 


4215 






Name 


OJ000307 12. 


0403 


.023.01. 


tc 


Method 


TBLASTX: 


Ores s 




Start 


2648 ~ 








End 


4188 






GI 


none 








Score 


45 






Exons 


2648 . ; 2704 , 


2825 


. . 3004, 


3580 . 


.3714, 3639. .3707, 


3711 . . 3947, 






3712. .3951, 


3967 


. . 4101, 


3978 . 


.4130, 4123. .4188 






Seq. No. 


46628 








Seq. ID 


OJ000307 


_12. 0403.023 




Gene No. 


99020 








Strand 


+ 






Start 


3381 








End 


4215 






Name 


OJ000307 12. 


0403 


. C23.o3. 


tm 


Method 


TBLASTX: 


Mai ze 




Start 


3187 ~ 








End 


-3815 




\ =1 


GI 


none 








Score 


40 




Li £ 


Exons 


3187 . . 3363, 


3188 


. . 3217, 


3221 . 


.3394, 3407. .3457, 


3583 . . 3699, 


? : S 




3586. . 3708, 


3588 


. .3701, 


3720. 


,3815, 3721. .3813 




vJ 


Seq. No. 


46628 








Seq. ID 


OJ000307 


12 . 0403.023 




Gene No. 


99020 








Strand 


+ 






Start 


3381 








End 


4215 




: : ? 


Name 


OJ000307 12. 


0403 


.023. ol. 


gp 


Method 


AAT/GAP 




„. 


Start 


3381 








End 


3931 




f =: 

t,.J 


GI 


LIB3432-037- 


P1-K1-A12 




Score 


855 




'■•■J 


Exons 


3381. .3490, 


3589 


. .3931 












GI Descrip. 


'166949 3.0e 


-36 


{M32885) 


cytochrome P- 


4 50LXXIA1 


(•CVD71A1 ) 


v3 




[Persea americana] ' 












Seq. No. 


46628 








Seq. ID 


OJ000307 


_12. 0403. 023 




Gene No . 


99020 








Strand 


+ 






Start 


3381 








End 


4215 






Name 


OJ000307 12. 


0403 


.023.01. 


ts ■ 


Method 


TBLASTX: 


Soybean 




Start 


3580 








End 


4203 






GI 


none 








Score 


335 






Exons 


3580. .3951, 


3619 


. .3699, 


3750. 


.3950, 3964. .4203, 


3969. . 4148 




Seq. No. 


46628 








Seq. ID 


■OJ000307 


_i2. 0403.023 




Gene No . 


99020 








Strand 


+ 






Start 


3381 








End 


4215 






Name 


OJ000307 12. 


0403 


.C23.01. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3580 








End 


3897 






GI 


none 








Score 


286 






Exons 


3580. .3720, 


3589 


. .3897, 


3645. 


.3896 








Seq. No. 


46628 








Seq. ID 


OJ000307 


_12. 0403. 023 




Gene No. 


99020 








Strand 







48230 




q-i- a rl- 


J ~jo ± 






FnW 


4 9 1 ^ 

*i Z X O 




LN dlllc 


wuuuuou/ xz . 


UfiUO .V-^Zj . UX 


i-m 


fjc tnoci 


1 Dijrlo i A . rid X Z e 






J 0 X D 








4 9 1 R 
fl Z XO 






none 






Score 


t^99 
ozz 




F von Q 


'^ft 1 4 T 4 ft 


^ft 1 7 4 1 QI 

JOX / . .*aX^X, 


3955-. 


4 9T S 

. *a Z. X 






Seq. No. 


. 46628 






Seq. ID 


OJ000307_12.0403 


.023 


Gene No. 


99020 






Strand 


+ 




O U d i. L. 


3381 






End 


4215 




N3.rne 


vuuuuou/ xz. 


040^^ r9^ r>9 




Method 


TBLASTX: Wheat 




c-i- o T--i- 


^Q91 ~ 

^ -7 ^ X 






End 


4188 






none 






Score 


48 








^ Z> ^ » * ^ ^ \J f 


•J Zf \J \J * 


.4148, 3967. .4188, 4057. .4155 


Seq. No. 


46628 






Seq. ID 


OJ000307_12.0403 


.023 


Gene No. 


99021 






Strand 






qi- A rt 


8146 






End 


8839 




IM diUC 


n.Tonmn? 1 9 


040'^ r9^ 




' Method 


TBLASTX: Soybean 




q-i- a r+- 

O UdJL L 


R1 4 ' ~ 

0 J. *i U 






End 


8839 






none 






Score 


96 






ft 1 4 R9ns 


ftl S7 ft9n7 


ft 9Qft 


.8381, 8300. .8380, 8795. .8839 


Seq. No. 


46628 






Seq. ID 


OJ000307_12.0403 


.023 


Gene No. 


99022 






Strand 






O l_ d -L L 


Qft T Q 

-7 0 X -7 






End 


10482 




N3me 


vjuuuuou/ xz. 


U^iUj . . O'l 


. Lul 


Method 


TBLASTX: Maize 




O U d i. L 


QRl Q ~ 
-7 0 X 






End 


10054 






none 






Score 


119 




T^' Y Fl C 


Qft 1 Q QQ4 1 

;70X;7. •_7_71X^ 


Qfti Q QQ*^9 


Qft 90 
-7 0 Z U . 


.9942, 9992. .10054 




O C ^ . IN u . 


4 ^^fi9ft 

1 D D Z 0 






Seq. ID 


OJ000307_12.0403 


023 


Gene No. 


99022 






Strand 






Start 


9819 






End 


10482 




Nsins 


0.7000^07 1 9 


0403.C23.o2 


. tc 


Method 


TBLASTX :Oress 




o u d X u 


Qft99 ~~ 
^ 0 z z 






End 


10482 




ox 


■ none 






Score . 


116 




EjXon s 


Qft99 QQ1 1 


9823. ,9930, 


10269 


. .10481, 


10269. .10367, 






1 n97Q 1 04 ft9 


, 10294.. 10482 








Seq. No. 


46628 






Seq. ID 


OJ000307_12.0403 


023 


Gene No. 


99022 






Strand 






q+- o -rt 

O L. di. L, 


Qft 1 Q 
-7 0 X 






End 


10482 




LN dlLLC 


wuuuuou^ xz. 


0403. 023. o4 


. ts 


Method 


TBLASTX : Soybean 




q+- =i r-h 

O U d X L 


109^1 ~ ■ 

X U Z J X 






End • 


10434 






none 






Score 


70 






T (19 s 1 1 f^7 

XUZOX. .XUOD/ 


, 10275. .10379, 10279 .. 10431, 10294. .10434 




q o rr KI o 


46628 






Seq. ID 


OJ000307_12.0403, 


023 


(^pnp No 


99023 






Strand 






Start 


10467 






End 


11065 




Name 


OJ000307 12. 


0403. 023. o2 


tm 


Method 


TBLASTX: Maize 




Start 


10467 






End 


11065 




GI 


none .... 






Score 


285 




Exons 


10467. .10649, 104 68 10650, 10470. .106 


64, 10472. . 10663, 






10609. .10857, 10671. .10^ 


J65, 10673. . 10867, 10739 .. 10882 , 





10929. .11063, 10930. .11058, 10931. .11065 



48231 



Seq. No. 46628 
Gene No. . 99023 

' Start 10467 

Name OJ000307_12 . 04 03 . C23 . o2 . ts 

Start 10641 

GI none 
Exons 



Seq. ID OJ000307_12.0403.C23 
Strand 

End 11065 

Method TBLASTX : Soybean 

End 11063 

Score 276 



10641. . 10715, 10648. .10857, 10648 .. 10857 , 10776 10895, 
•10929. .11063, 10930.. 11058 



Seq. No. 46629 Seq. ID 

Gene No. 99024 Strand 

Start 254 End 

Name OJ000217_17 . 04 03 . C4 . ol . gs Method 

Start 254 End 

GI none Score 

Exons 254.. 531, 636.. 972 



OJ000217_17.0403.C4 
+ 

1046 
GENSCAN 
972 
.43 



r i 5 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 
.Start 
" Name 

Start 

GI 

Exons 

GI Descrip. 



46629 Seq. ID 

99024 Strand 

254 End 

OJ000217_17 . 04 03 . C4 . ol . np Method 

262 End 

4234848 Score 
262.. 438, 472.. .1046 . 

{AF082131) . gag-pol polyprotein [Zea mays] 



OJ000217_17.0403.C4 
+ 

1046 
AAT/NAP 
1046 
353 



46629 Seq. ID 

99024 Strand 

254 End 

OJ0002 17_17 . 04 03 . 04 . ol . tm Method 

355 End 

none Score 

355. .606, 557. .931, 561. .962 



OJ000217_17.0403.C4 
r04 6 

TBLASTX: Maize 

962 

187 



46630 
99025 
1 

OJ000217_17.0403.C15.ol.gp 
1 

6547_2.R1084 
1. .96 

* 5257255/dbj I AP000364 . 1 1 APP00364 6.0e-30 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



Seq. ID OJ000217__17.0403.C15 

Strand 

End . 96 

Method AAT/GAP 

End 96 

Score 135 



Seq. No. 46630 

Gene No. 99026 

Start 44 

Name OJ000217_17 . 0403 . C15 . ol . gs 

Start 44 

GI none 

Exons 44.. 258, 421.. 689 



Seq. ID OJ000217_17.0403.C15 
Strand 

End 689 

Method GENSCAN 

End -68 9 

Score . 62 



Seq. No. 46631 Seq. ID 

Gene No. 99027 Strand 

Start 325 End 

Name OJ000217_17 . 0403 . C16 . ol . gs Method 

Start 325 End 



OJ000217_17.0403.C16 

1070 

GENSCAN 

1070 



48232 



GI none 

Exons 325.. 470, 491.. 1070 

Seq. No. 46632 

Gene No. 99028 

Start 297 

Name OJ000217_17 . 04 03 . C20 . ol . gs 

Start 297 

GI none 

Exons 297.. 443 



Score . 64 



Seq. ID OJ000217_17.0403.C20 

Strand + 

End 883 

Method GENSCAN 

End ' 443 

Score .47 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip'. 

Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



46632 Seq. ID 

99028 Strand 

297 End 

OJ000217_17 .04 03.020. ol.np Method 

297 End 

5042454 Score 
297. .443, 786. .883 

(AC007789) putative polyprotein [Oryza sativa] 



OJ000217_17.0403.C20 
+ 

883 

AAT/NAP 
883 
368 



46633 Seq. ID 

99029 Strand 

4 53 End 
OJ000217_17 . 04 03 . C24, . ol . gs Method 

4 53 End 

none - Score 
453. .574 



OJ000217_17.0403.C24 
574 

GENSCAN 
574 
.61 - 



p Seq. No. 46634 Seq. ID 

:"j Gene No. • 99030 Strand 

^'i Start 214 End 

Name OJ000217_17 . 0403 . C26 . ol . gs Method 

start 214 End 

= GI none Score 

n Exons 214.. 331, 408.. 504 



OJ000217_17.0403.C26 
504 

GENSCAN 

504 

.86 



Seq. No. 46634 Seq. ID 

Gene No. 99031 Strand 

start 769 End 

Name OJ0002 17_17 . 0403 . C26 . ol . gp Method 

Start 769 End 

GI none Score 

Exons 769. . 881 



OJ000217_17.0403.C26 
881 

AAT/GAP 

881 

140 



Seq. No. . . . 46635 . . Seq. ID 

Gene No. 99032 Strand 

Start ' 10 End 

Name OJ000217_17 . 0403 . C31 . ol . gs Method 

Start 10 End 

GI none Score 

Exons 10. .343 



OJQ00217_17. 04.03. C31 
343 

GENSCAN 

343 

.65 



Seq. No. 46636 Seq. ID 

Gene No. 99033 Strand 

Start 806 End 

Name OJ000217_17 .04 03. C32 . ol . gs Method 

Start 806 End 



OJ000217_17.0403.C32 
+ 

1217 

GENSCAN 

1217 



48233 



GI 

Exons 



none 

806. .1217 



Score 



.76 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46637 
99034 
78 

OJ000217_17.0403.C33.ol.gp 
78 

3761181 
78. .325 

4521193/dbj IAB013450. 1 IAB013450 l.Oe-99 Oryza sativa DNA, 
simi'tar sequence to Pib gene 



.Seq. ID OJ000217_17.0403.C33 

Strand + 

End 325 

Method AAT/GAP 

End 325 

Score 455 



46637 
99035 
1 

OJ000217_17.0403.C33.ol.np 
1 

7106512 
1..48, 121. .181 

(AP001278) EST C98429 {E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. ID OJ000217_17.0403.C33 
Strand 

End 1247 

Method AAT/NAP 

End 181 

Score 130 



46637 
99035 
1 

OJ000217_17.. 0403.C33.o2.np 
1 

6911873 

1..43, 590. .1113, 1196. .1247 

(AL138655) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000217_17.0403.C33 

Strand - . ^ - 

End 1247 

Method AAT/NAP 

End 1247 

Score 434 



46637 
99035 
1 

OJ000217_17.0403.C33.ol.gs 

402 

none 

402. .1151 ■ 



Seq. ID OJ000217_17.0403.C33 
Strand 

End 1247 

Method GENSCAN 

End 1151 

Score . 4 



Seq. No. 46637 

Gene No. 99035 

Start 1 

Name OJ000217_17 . 0403 . C33 . o2 . ts 

Start 588 

GI none 

Exons 588.. 809 



Seq. ID OJ000217_17.0403.C33 
Strand 

End 1247 

Method TBLASTX: Soybean 

End 809 

Score 202 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



46637 
99035 
1 

OJ000217_17.04 03.C33.ol.tm 

597 

none 



Seq. ID OJ000217_17.0403.C33 
Strand 

End 1247 

Method TBLASTX : Mai ze 

End 1122 

Score 84 



597. .860, 600. .932, 939. .1040, 942. .1121, 949. .1122 

46637 Seq. ID OJ000217_17 . 0403 . C33 



48234 





Gene No. 


99035 


Strand 






Start 


1 
J. 


End 


1247 




Name 


n.Tnnn?i 7 17 0403 C33 


ol.tc Method 


TBLASTX: Cress 






O J. o 


End ' 


1112 




GI 


none 


Score 


64 




F. vr>n *=; 


filfi 1112, 642 713. 


796. .1107, 801. .866 




Seq. No. 


4 6637 ' 


Seq. ID 


OJ000217_17.0403.C33 




Gene No. 


99035 


Strand 


- 




o I- d I- u 


1 

X 


End 


1247 




LN dlUC 




ol.ts Method 


TBLASTX: Soybean 




O L. Ct JL L 


ft 99 ~ 

o ^ ^ 


End 


1131 




GI 


none 


Score 


71 






O^^. >XXxU/ U ^ * * J / f 


1024. .1131 






O C • LN W • 


1 U U J o 


Seq. ID 


OJ000217_17.0403.C35 






99036 


Strand 


+ 




Start 


611 


End 


939 . . 




Name 


OJ000217 17.0403.C35. 


ol.gp Method 


AAT/GAP 




Start 


611 


End 


939 




\j ± 


1206 8.R1084 


Score 


554 






611. .939 










'5714761/gb|AF173881. 


1IAF173881 3.0e-21 Oryza sativa subsp. 




i.'J 




indica serine/threonine protein., phosphatase PP2A-4 catalytic 






subunit {PP2A) gene, 


complete cds * 




£t: = 


Seq. No. 


46638 


Seq. ID 


^OJ000217_17 .0403.C35 




Gene No. 


99037 


Strand 




■s.-sr 


O L.Cti- U 


745 


End. 


843 




Name 


OJ000217 17.0403.C35. 


ol.gs Method 


GENSCAN 






745 


End 


843 


\.J 




none 


Score 


.87 


fi \ 




745. .843 






'~ cr 


O C . LN W . 


46638 


Seq. ID 


OJ000217_17.0403.C35 




Gene No. 


99038 


Strand 






Start 


748 


End 


939 




Name 


OJ000217 17.0403.C35. 


ol.np Method 


AAT/NAP 


v3 


Start 


748 


End 


939 


13 . 


GI 


7489799 


Score 


92 


i „E 


Exons 


748. .939 








GI Descrip. 


photosystem II oxygen 


L-evolving complex 


protein 3 precursor - 



maize gi | 517500 | gb | AAA20823 . 1 | {M87435) precursor of the oxygen 
evolving complex 17 kDa protein [Zea mays] 

gi I 444338 Iprf I I 1906386A photosystem II .0E17 protein [Pisum 
sativum] 



Seq. No. .. 46639 Seq. ID OJ000217 

Gene No. 99039. Strand + 

Start 1190 ' End 1278 

Name OJ000217_17 . 04 03 . C4 4 . ol . gs Method GENSCAN 

Start 1190 End 1278 

GI none Score . 95 

Exons 1190.. 1278 



17.0403.C44 



Seq. No. 
Gene No. 



46640 
99040 



Seq. ID OJ000217_17.0403.C47 
Strand + 



48235 



start' 


749 




End 


1128 


Name 


OJ000217 17.0403.C47.ol 


. as 


Method 


GENSCAN 


Start 


749 ~ 




End 


1128 


GI 


none 




Score 


. 58 


Exons 


749. . 1128 








Seq. No. 


46640 




Seq. ID 


OJ000217_ 


Gene No. 


99041 




Strand 




Start 


423 




End 


1413 


Name 


OJ000217 17.0403.C47.ol , 


.np 


Method 


AAT/NAP 


Start 


423 ~ 




End 


1413 


GI 


6907086 




Score 


538 


Exons 


423. .570, 628. .802, 926, 


. .973, 


1187. .1413 


GI Descrip, 


{AP001129) hypothetical 


protein [Oryza 


sat iva] 


Seq. No. 


46641 




Seq. ID 


OJ000217 ■ 


Gene No. 


99042 




Strand 


+ 


Start. 


54; 




End 


1847 


Name 


OJ000217 17 . 0403 .C48 . ol , 


.gs 


Method 


GENSCAN'' ' 


Start 


54 ~ 




End 


X O 1 / 


GI 


none 




Score 


.61 


Exons 


54 . .126, 1774 . .1847 








Seq. No. 


46641 




Seq. ID 


OJ000217_: 


Gene No. 


99043 




Strand 




Start 


1 




End 


1293"'^ 


Name 


OJ000217 17.0403.C48.ol. 


.np 


Method 


AAT/NAP 


Start 


1 ~ 




End 


1293 


GI 


6907088 




Score 


733 


Exons 


1..246, 743. .980, 1156., 


. 1293 






GI DescriD. 


(AP001129) hvDothetical 


protein [Oryza 


sativa] 


O C . IN ^ . 


"4 U U *± X 




Seq. ID 


OJ000217_: 


Gene No. 


99043 




Strand 




Start 


1 




End 


1293 


Name 


OJ000217 17:0403. C48.01. 


,gp 


Method 


AAT/GAP 


Start 


292 




End 


482 


GI 


5667165 




Score 


351 


Exons 


292. .482 









GI Descrip. 5670155/gb | AF161269 . 1 | AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence 



Seq. No. 46642 Seq. ID 

Gene No. 99044 Strand 

Start . 1 . End 

Name OJ000217_17 . 0403 . C4 9 . ol . np Method 

Start 1 / End 

GI 5042462 . Score 

Exons 1. .24, 246.' '.402 

GI Descrip, (AC007789) putative negatively light-regulated protein [Oryza 
sativa] 



OJ000217_17.0403.C49 
+ 

402 

AAT/NAP 

402 

84 



Seq. No. . 46643 
Gene No. 99045 
Start 1 

Name OJ000217_17 . 04 03 . C51 . ol . np 

Start 1 



Seq. ID OJ000217_17.0403.C51 
Strand 

End 3112 

Method AAT/NAP 

End 2366 



48236 



GI .4680203 

Exons 1..1302, 2089.. 2366 

GI Descrip. (AF114171) TNP2-like protein 

Seq. No. 46643 

Gene No. 99045 

Start 1 

Name ■• ;,OJ000217_17 . 0403 . C51 . ol . tw 

Start 39 ' 

GI none 

Exons 39.. 380, 39.. 380, 82.. 381 

Seq. No. 46643 

Gene No. 99045 

Start 1 

Name OJ000217_17 . 04 03 . C51 . ol . gs 

Start 71 

GI none ■ 

'Exons 71.. 353, 489.. 661, 843.. 1302, 

Seq. No. 46643 

Gene No. 99045 

Start 1 

Name OJ000217_17 . 04 03 . C51 . o3 . tm 

Start ■ 121 

GI none 

Exons 121.. 381, 123.. 380, 420.. 509 

Seq. No. 46643 

Gene No. 99045 

Start 1 

Name OJ000217_17 . 04 03 . C51 . o2 . to 

Start 168 

GI none 

Exons 168.. 509, 172.. 315, 364.. 516 

Seq. No, 4 6643 >^ '-'r 

Gene No. 99045 

Start 1 

Name OJ000217_17 . 0403 . C51 . o2 . ts 

Start 249 

GI none 

Exons 249.. 545, 267 . .479, 268 .. 513, 

Seq. No. 46643 

Gene No. 99045 
Start .1 

Name OJ000217_17 . 04 03 . C51 . o2 . tw 

Start 594 

GI none 

Exons 594.. 830, 606.. 830, 619.. 831, 

Seq. No. 46643 

Gene No. 99045 

Start 1 

Name OJ000217_17 .04 03. C51 . o2 . np 

Start 980 



Score 14 92 

[Sorghum bicolor] 

Seq. . ID OJ000217_17.04 03.C51 
Strand 

End 3112 

Method TBLASTX : Wheat 

End 381 

Score 287 



Seq. ID OJ000217_17.0403.C51 
Strand 

End 3112 

Method GENSCAN 

End 2870 

Score .49 
2124. .2870 

Seq. ID OJ000217_17.0403.C51 
Strand 

End 3112 

Method TBLASTX : Mai ze 

End 509 

Score 141 



Seq. ID OJ000217_17.0403.C51 
Strand 

End 3112 

Method TBLASTX : Cress 

End 516 

Score 87 



Seq. ID OJ000217_17.0403.C51 
Strand 

End 3112 

Method TBLASTX : Soybean 

End 67 8 

Score 92 

540. .602, 603. .677, 619. .678 

Seq. ID OJ000217_17 . 0403.C51 
Strand 

End 3112 

Method TBLASTX : Wheat 

End 853 

Score 150 

815. .853 

Seq. ID OJ000217_17 . 0403.C51 
Strand 

End 3112 

Method AAT/NAP 

End 3112 



48237 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4097938 Score 1024 

'980. .1017, 2076. .2899, 3037. .3112 
(U72250) beta-1, 3-glucanase precursor [Oryza sativa] 



46643 
99045 
1 

OJ000217_17.0403.C51.o3.tw 

2077 

none 



Seq. ID OJ000217_17.0403.C51 
Strand 

End 3112 

Method TBLASTX : Wheat 

End 2258 

Score 126 



2077. .2208, 2077. .2142, 2079. .2258, 2079. .2258 



46643 
99045 
1 

OJ000217_17 .0403.C51.o2.tm 

207 9 

none 



Seq. ID OJ000217_17. 0403.C51 
Strand 

End 3112 

Method TBLASTX: Maize 

End 2359 

Score 81 



2079.. 2357, 2084.. 2161, 2085.. 2357, 2270.. 2359 



46643 
99045 
1 

OJ000217_17 .04 03.C51.ol. ts 

2082 

none 



Seq. ID OJ000217_17.0403.C51 
Strand 

End 3112 

Method TBLASTX : Soybean 

End 2895 

Score 61 



2082. .2306, 2155. .2208, 2334. .2459, 2374. .2448, 2460. .2528, 
2464. .2529, 2586. .2894, 2728. .2895 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46643 
99045 
1 

OJ000217_17.0403.C51.ol.tc 

2097 

none 



Seq. ID OJ000217_17.0403.C51 
Strand 

End 3112 

Method TBLASTX : Cress 

End 2889 

Score 59 



2097. .2312, ■ 2098. .2208, 2373. .2453, 2448. .2528, 2535. .2678, 
2727.. 2888, 2728.. '2889 



Seq. No. 46643 

Gene No. 99045 

Start 1 

Name OJ000217_17 . 0403 . C51 . ol . tm 

Start 2475 

GI none 
Exons 



Seq. ID OJ000217_17. 0403.C51 
Strand 

End 3112 

Method TBLASTX: Maize 

End 2905 

Score 134 

2475. .2678, 2475. .2678, 2721 .. 2897, , 2725 2898 , 2779. .2901, 
2780. .2905, 2783. .2902 



Seq. No. 46643 

Gene No. 99045 

Start 1 

Name OJ000217_17 . 04 03 . C51 . o4 . tw 

Start 2508 

GI none 
Exons 



End 

Method 
End 
Score 

2508.. 2603, 2508.. 2603, 2509. .2604, 2607.. 2651, 2608.. 2631, 
2718. .2861, 2728. .2856 



Seq. ID OJ000217_17.0403.C51 
Strand 

3112 

TBLASTX: Wheat 
2861 
98 



Seq. No. 



46644 



Seq. ID OJ000217_17.0403.C52 



48238 



Gene No. 9904 6 Strand 

Start 30 End 3568 

Name OJ000217_17 . 0403 . C52 . ol . gp Method AAT/GAP 

Start 30 End 483 

GI LIB3431-045-P1-N1-A10 Score 872 

Exons 30 , .483 

GI Descrip. ' 544 1876/dbj | AP000367 . 1 | AP000367 O.Oe+00 Oryza sativa genomio. 
DNA, chromosome 2, clone:P0437H03 (contig b) ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



46644 Seq. ID OJ000217_17 . 04 03 . C52 • 

99046 Strand 

30 End 3568 

OJ000217_17 .04 03.C52.ol.np Method AAT/NAP 

284 End 3568 

7228442 Score 237 

284. .469, 3514. .3568 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. {AC003981) [Oryza sativa] 



Seq. No. 46644 

Gene No. 99046 

Start 30 

Name ' OJ000217_17 . 0403 .C52 .ol .gs 

Start 308" " 

GI none 
Exons 



Seq. ID OJ000217_17.0403.C52 
Strand 

End 3568 

Method GENSCAN 

End 334 9 

Score .75 



308. .468, 619. .821, 826. .873, 937. .1068, 1159. .1196, 1262. .1444, 
1537. .1795, 1872. .2170, 2264. .2674, 2759. .3095, 3201. .3349 



t=£ = 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



46644 Seq. ID 

99046 Strand 

30 End 

OJ000217_17 .0403.C52.o2.np Method 

587 End 

5441880 Score 



OJ00021-7 17.0403.C52 



3568 
AAT/NAP 
3357 
2365 

.1292, 1537. 



,1795, 



587. .821, 937. .1068, 1159. .1182, 1219, 
1872.. 2170, 2759.. 3095, 3201... 3357 

(AP000367) EST C28952 {C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
{AC003981) [Oryza sativa] 



Seq. No. 46644 Seq. ID 

Gene No. 99046 Strand 

Start 30 End 

Name OJ000217_17 , 04 03 . C52 . o2 . gp Method 

Start 1545 End 

GI LIB3475-007-P1-K1-G8 Score 

Exons 1545.. 1795, 1872.. 2044 

GI Descrip. ' 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28952 (C62945 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. {AC003981) [Oryza sativa] * 



OJ000217_17.0403.C52 

3568 
AAT/GAP 
2044 
789 



Seq. No. ' 46645 Seq. ID 

Gene No. 99047 Strand 

Start 364 End 

Name OJ000217_17 . 04 03 . C53 . ol . gs Method 

Start 364 End 



OJ000217_17.0403.C53 

1133 

GENSCAN 

1090 



48239 



GI 

Exons 



none 

364. .1090 



Score 



57 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46645 ' 
99047 
364 

OJ000217_17 . 04 03 . C53 . ol . np 
385 

4678922 
385. .1133 

(AL049711) putative protein [Arabidopsis thaliana] 



Seq. ID OJ000217_17 .0403.C53 
Strand 

1133 
AAT/NAP 
1133 
641 



End 

Method 

End 

Score 



46645 
99047 
364 

OJ000217_17 . 0403 . C53 . ol . tm 

813 

none 



Seq. ID OJ000217_17.0403.C53 
Strand 

End 1133 

Method TBLASTX : Mai ze 

End 1131 

Score 98 



813.. 836, 950.. 1066, 952.. 1065, 1066.. 1131 



46646 
99048 
1 

OJ000217_17 . 0403 . C55 , ol . gp 
1 

42828_1.R1084 '> 
1..90, 942. .1073, 1176. .1265 

M006877/emb|CAB16795.1| 6.0e-19 (Z99707) RNA-binding like 
protein [Arabidopsis thaliana] * 



Seq. ID OJ000217_17. 0403. 055 

Strand + 

End 1265 

Method AAT/GAP 

End 1265 

Score 587 



46646 
99048 
1 

OJ000217_17. 0403. 055. ol.np 
1158 
4006877 
1158. .1265 

(Z99707) RNA-binding like protein [Arabidopsis thaliana] 



Seq. ID OJ000217_17 .0403.055 

Strand -t- 

End 1265 

Method AAT/NAP 

End 1265 

Score 110 



Seq. ID OJ000217_17. 0403. 057 

Strand + 

End 751 

Method AAT/GAP 

End 751 

Score 626 



46647 
99049 
307 

OJ000217_17. 0403. 057. ol.gp 
307 

3219166 
307. .751 

6041757/gbl AO011806. 1 I AO011806 l.Oe-94 Genomic Sequence For 
Oryza satiya Olone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



46647 
99050 
1 

OJ000217_17.04 03.057.ol.np 
1 

4680204 
1. .801 



Seq. ID OJ000217_17. 0403.057 
Strand 

End . 1565 

Method AAT/NAP- 

End 801 

Score 343 



48240 




GI Descrip. (AF114171) hypothetical protein [Sorghum bicolor] 





Seq. No, 


46647 


Seq. ID 


'OJ000217 17.0403.C57 




Gene No . 


99050 


Strand 






Start 


1 


End 


1565 




Name 


OJ000217 17.0403.C57.ol.gs 


Method 


GENSCAN 




Start 


311 


End 


1565 




GI 


none 


Score 


. 53 




Exons 


311. .494, 505. .786, 1499. .1565 






Seq. No. 


46648 


Seq. ID 


OJ000217_17.0403.C58 




Gene No . 


99051 


Strand 


+ 




Start 


1 


End 


11841 




Name 


OJ000217 17.0403.C58.ol.np 


Method 


AAT /NAP 




Start 


1 


End 


1291 




GI 


1418331 


Score 


599 




Exons 


1..528, 698. .1291 








GI Descrip. 


(X95909) ■ receptor like protein kinase 


r Arabi doD<=? i*? th;^li;5n3l 




Seq. No. 


46648 


Seq. ID 


OJ000217 17.0403.C58 




Gene No. 


99051 


Strand 


-f 




Start 


1 


End 


11841 




Name 


OJ000217 17.0403.C58.ol.gs 


Method 


GENSCAN 

\J LX kJ \^-£x.L.^ 




Start 


272 


End 


11841 




GI 


none 


Score 


. 63 




Exons 


272". .542, -715.. 947, 1002.. 1308, 1314.. 


1385, 3065 3260. 


f n 




5584.. 5778, 7066.. 7387, 7409. 


.7511, 78 


68 7914 8208 8746 


t£ : • 




11044. .11841 








Seq^ No. 


46648 


Seq. ID 


OJ000217 17. 0403. C5 8 


ly 


Gene No . 


99052 


Strand 


+ 


\ J 


Start 


11783 


End 


16526 




Name 


OJ000217 .17.0403.C58.o5.ts 


Method 


TBLASTX " Sovbean 




Start 


268 


End 


507 


- 3^ 


GI 


none 


Score 


81 




Exons 


268. .357, 352. .507 






i.. J. 


Seq. No. 


46648 


Seq. ID 


OJ000217_17.0403.C58 - 




Gene No . 


99052 


Strand 


+ 


i..«c 


Start 


11783 


End 


16526 




Name 


OJ000217 17.0403.C58.ol.tc 


Method 


TBLASTX * Cress 




Start 


271 


End 


1264 




GI 


none 


Score 


67 




Exons 


271.. 351, 352.. 510, 698.. 892, 


710. .874 


892 1023 896 1024 






1040. .1264 








Seq. No.. 


46648 


Seq. ID 


OJ000217_17.0403.C58 




Gene No . 


99052 


Strand 


+ 




Start 


11783 


End 


16526 




Name 


OJ000217 17.0403.C58.o4.tm 


Method 


TBLASTX: Maize 




Start 


448 


End 


1294 




GI 


none 


Score 


90 




Exons 


448. .543, 698. .877, 754. .876, 


8 96. .1024, .907. .1035, 1061. .129 






1061. .1246 








Seq. No. 


46648 


Seq. ID 


OJ000217_17.0403.C58 




Gene No. 


99052 


Strand 





48241 




start 


11783 




End 


16526 






n.inCi()9M 17 040^ PRP 


.o9. tw 


Method 






Start 


71 ^ ~~ 




End 


1027 




GI 


n on <s 




Score 


14? 

X *1 J 




Rvon Q 


713 865 907 1023 


908. . 1027 






Seq. No. 


46648 




Seq. ID 


OJ000217 17.0403 


.C58 


Gene No. 


99052 




Strand 


+ 




Start 


11783 




End 


16526 






0.7000917 1 7 040^ TSft 


.o2. ts 


Method 


TBLASTX: Soybean 




O U d i. L 


71ft ~ 




End 


1138 




GI 


none 




Score 


187 






71ft ft7Q 199 ftftQ 


907. .1017, 908. .1018, 1034. .1135, 1061. 


O • Vi\J t 


4 664 8 




Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 




Strand 






Start 


11783 




End 


16526 




Name 


OJ000217 17 0403 058 


. o2 . np 


Method 


AAT/NAP 




O L. d I. u 


1 1 7R ? ~ 

X X / O J 




End 


16523 






4 fiftOI 7 Q 

T U O VJ X / _7 




Score 


5632 




EjXons 


117ft? lift 9ft 1910S 


.13094, 


13122. .16523 






fAF11170Q^ nnl vnrntp 


in [Oryza sativa ; 


subsp. indica] 




Seq. No. 


. 46648 




Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 




Strand 


+ 




o L d I. u 


117ft? 

X X / O J 




End 


16526 




Name 


n,Tonn9i7 1 7 040? rsft 


. o2 , gs 


Method 


GENSCAN 




O L d i> L 


1 91 OR ~ 
X z. X y J 




End 


16526 




\J J. 


none 




Score 


.55 




V von Q 


1910S 1 ?0?4 1 31 01 

X^XV^. .XwJUJ*3f X^XV/X. 


.13200, 


13249. .16526 




Seq. No. 


46648 




Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 




Strand 


+ 




Start 


11783 




End 


16526 




Name 


n.T000917 1 7 040? PSft 


.olO. tw 


Method 


TBLASTX: Wheat 




C-l- a rt 
O L. d I. L 


1 9 9 ~ 




End 


12464 






none 




Score 


189 




P von Q 


199fifi 194fi? 19976 


.12464, 


12282. .12464 




Seq. No. 


46648 




Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 




Strand 


+ 




Start 


11783 




End 


16526 




Name 


n.T000917 17 040?rSft 


. o7 . tm 


Method 


TBLASTX: Maize 




O U d i. L 


1 9 SI 

X ^ ^ X u 




End 


12821 






none 




Score 


237 




P von 


1 9 SI 1 9891 










Seq. No. 


46648 " 




^ Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 . 




Strand 


+ 




C-|- -1 y-l- 

O L d i. L 


117ft? 

X X / O »J 




End 


16526' 




Name 


07000917 17 040? PSft 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


12516 




End 


12866 




GI 


none 




Score 


312 




Exons 


12516. .12866 ' 










Seq. No. 


46648 




Seq. ID 


OJ000217_17. 0403 


.C58 


Gene No. 


99052 




Strand 







48242 




start 


11783 






End 


16526 




Name 


OJ000217 17.0403.C58 


. o8 . tw 


Method 


TBLASTX : Wheat 




Start 


13200 






End 


13553 




GI 


none 






Score 


253 




Exons 


13200. 


.13553, 13290. 


. 13484 








Seq. No. 


46648 






Seq. ID 


OJ000217 17.0403 


.C58 


Gene No. 


99052 






Strand- 


+. 




Start 


11783 






End 


' 16526 




Name 


OJ000217 17. 0403. 058 


. o8 . tm 


Method 


TBLASTX: Maize 




Start 


-13557 






End 


13750 




GI 


none 






Score 


188 




Exons 


13557. 


.13748, 13595. 


. 13750 








Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


,OJ000217 17.0403.C58 


. o4 . tw 


Method 


TBLASTX : Wheat 




Start 


13685 






End 


14169 




GI 


none 






Score 


535 




Exons 


13685. 


.14125, 13686. 


. 14168, 


13722 . . 14 


165, 13795. . 14169 




Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJ000217 17.0403.C58 


■ o6 . t s 


Method 


TBLASTX: Soybean 




Start 


13722 






End 


14036 




GI 


none 






Score 


198 




Exons 


13722. 


.14036 










Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJ000217 17,0403.C58 


. o5 . tm 


Method 


TBLASTX : Maize 




Start 


13751 






End 


14198 




GI 


none 






Score 


373 




Exons 


13751. 


.13993, 13755. 


.14198 








Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJ000217 17.0403.C58 


ol . ts 


Method 


TBLASTX: Soybean 




Start 


14109 






End 


14504 




GI 


none 






Score 


57 




Exons 


14109. 


.14141, 14109. 


14141, 


14145. . 14198, 14147. .14188, 






14253. 


.14504, 14261. 


14494 








Seq. No. 


' 46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJ000217 17.0403.C58. 


o 6 . tm 


Method 


TBLASTX: Maize 




Start 


14253 






End 


14585 




GI 


none 






Score 


303 




Exons 


14253. 


.14585, 14306,, 


14584 








Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 







48243 




start 


11783 






End 


16526 




NamG 


OJ000217 17.0403.C58 










Start 


14256 






PnH 


± *i J ± _/ 




GI 


none 






S core 








14256. 


.14519, 14258. 


.14518 








Seq. No. 


46648 






Seq. ID 


OJ000217__17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJ000217 17.0403.C58 


• o3 • tw 


Method 


TBLASTX: Wheat 




Start 


14520 






End 


14945 




GI 


none 






Score 


598 




F! vnn s 

llj Vh/ 1 1 O 


14520. 


.14945, 14522. 


. 14 938 , 


14595. . 14945 




Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJ000217 17.0403.C58 


• w *1 . u O 


Method 


TBLASTX: Soybean 




Start 


14526 






End 


14774 




GI 


none 






Score 


207 




P von ^ 


14526. 


.14774 










Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJ000217 17.0403.C58 




Method 


TBLASTX; Maize 




Start 


14592 






End 


14945 




GI 


none 






Score 


463 




F.xon <=; 


14592. 


.14945, 14597. 


. 14938 








Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJ000217 17.0403.C58 




Method 


TBLASTX: Wheat • 




Start 


14973 






End 


15513 




GI 


' none 






Score 


617 




"P. vnn Q 

i-J -*\ X I o 


14973. 


.15512, 15155. 


• A. ^ rt \J f 


15259.. 15513 




Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJ000217 17.0403.C58 




Method 


TBLASTX: Cress 




Start 


15210 






End 


15536 




GI 


none 






Score 


90 




p. yon ^ 


15210. 


.15392, 15393. 


J. -J ^ \J f 


15395. .15535 




Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No . 


99052 






Strand 


+ 




Start 


11783 






End 


16526 




Name 


OJOO'0217 17.0403.C58 


(JO . L, o 


Method 


TBLASTX: Soybean 




Start 


15300 






End 


15560 




GI 


none 






Score 


292 




Exons 


15300. 


.15560, 15311. 


15559 








Seq. No. 


46648 






Seq. ID 


OJ000217_17.0403 


.C58 


Gene No. 


99052 






Strand 






Start 


11783 






End 


16526 





48244 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ0002 17_17 .04 03. C58 . o3 . tm Method 

15359 End 

none Score 
15359. . 15646, 15360.. 15650 



TBLASTX: Maize 

15650 

402 



46648 

99052 Strand 

11783 ^ End 
OJ000217_17.0403.C58.ol.tw Method 

15519 End 

none Score 

15519. . 16145, 15575. .16024, 16085. .16144 



Seq. ID OJ000217_17.0403.C58 
+ 

16526 

TBLASTX: Wheat 
16145 
709 



Seq. No. 46648 
Gene No. 99052 
Start 11783 

Name OJ000217_17 . 0403 . C58 . ol . tm 

Start 15698 
GI none 

Exons • 15698 
15978 



Seq. ID OJ000217_17.0403.C58 
Strand + 

16526 

TBLASTX: Maize 
16283 
225 



End 

_ Method 

End 
Score 

15853, 15699. .15860, 15857 .. 16021, 15858 .. 1 6283, 
16262, .16085. .16282 



Seq. No. 46648 Seq. ID 

Gene No. 99052 Strand 

Start V 13r7 83 " End ■ 

Name OJ000217_17 . 0403 . C58 . o6 . tw ' Method 

Start 16145 End 

GI none Score 

Exons 16145. .16426, 16146.. 16478 



OJ000217_17.0403.C58 
+ 

16526 

TBLASTX: Wheat 

16478 

313 



Seq. No. 


46649 






Seq. ID 


OJ000217_ 


17.0403 


.C59 


Gene No. 


99053 






Strand 


+ 






Start 


102 






End 


2096 






Name 


OJ000217 17.0403.C59. 


ol . gs 


Method 


GENSCAN 






Start 


102 






End 


2096 






GI 


none 






Score 


.5 






Exons 


102. . 


136, .848. . 1004, 


1412. . 


1530, 2015 


. .2096 






Seq. No. 


46649 






Seq. ID 


OJ000217_ 


17.0403 


.C59 


Gene No. 


99054 






Strand 


+ 






Start 


2446 






End 


23337 






Name 


OJ000217 17.0403.C59. 


o2 . gs 


Method 


GENSCAN 






Start 


2446 






End 


23337 






GI 


none 






Score 


.47 






Exons 


2446. 


.2631, 3363. .358 


8, 6433.. 6466, 8, 


354. .9862, 


10295. . 


11842, 




11951 


..12415, 12574.. 


12614, 


14410. .14521, 14527 . 


.14712, 






15129 


..15327, 15565.. 


15805, 


15974, .17367, 17593. 


.17758, 






17858 


..17998, 19058.. 


19296, 


19489. .19591, 19643. 


.'•19925, 






19957 


..19979, 20161.. 


20420, 


20625. .21616, 21709. 


.22331, 






23255 


. .23337 












Seq. No. 


46649 






Seq. ID 


OJ000217_ 


17.0403 


.C59 


Gene No. 


99054 






Strand 


+ 






Start 


2446 






End 


23337 






Name • 


OJ000217 17.0403.C59. 


ol.gp 


Method 


AAT/GAP 






Start 


10269 






End 


10737 






GI 


2428447 




Score 


839 







48245 






Exons 


10269 10737 












Sea. No 


4 664 9 




Seq. ID 


OlT000217 17 0403 






Gene No . 


99054 




Strand 


+ ~ 






Start 


2446 




End 


23337 






Name 


OJ000217 17.0403.C59 


.ol .np 


Method 


AAT/NAP 






Start 


15454 




End 


19846 






GI 


■ 6466937 




Score 


2315 






Exons 


15454 16145, 16182 


.19846 










GI Descrio 


(AC011621) Dutative 


retroelement pol polyprotein [Arabidops 






thai iana 1 












Sea No. 


46649 




Seq. ID 


OJ000217_17.0403, 


C59 




Gene No. 


99055 




Strand 


+ 






Start 


30473 




End 


32651 






Name 


OJ000217 17.0403 C59 


.o4 .gs 


Method 


GENSCAN 






Start 


30473 ~ 




End 


32651 






GI 


none 




Score 


.6 






Exons 


30473 30607, 30635 


.30937, 


31084 . .31288, 31449 31468, 








31507 31633, 32065 


.32651 










Sea No 


4 664 9 




Seq. ID 


OJ000217_17.0403. 


C59 




Gene No. 


99056 




Strand 








Start 


25021 




End 


27144 






Name 


OJ000217 17. 0403. 059 


. o2 .np ^ 


Method 


AAT/NAP 






•Start 


25021 




•'End 


271-44 




fn. 


GI 


6069653 




Score 


1442 






E vnn s 


25021. .26049, 26077. 


.26902, 


26937. .271 


44 






GT Dp spi" 1 D 


{AP000616) hypothetical protein [Oryza 


sativa] 




i.y 


Sea No 


46649 




Seq. ID 


OJ000217_17.0403. 




\ !^ 


Gene No. 


99057 




Strand 








Start 


28181 




End 


30447 






Name 


OJ000217 17.0403.C59 


. o3 . np 


Method 


AAT/NAP 






Start 


28181 




End 


30447 






GI 


4680186 




Score 


183 






Exons 


28181. .28248, 28830. 


.29061, 


30407. .30447 




h £: 


GI Descrip. 


{AF111709y unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


46649 




Seq. ID 


OJ000217_17.0403. 








99058 




Strand 








start 


32948 




End 


35509 






Name 


OJ000217 17.0403.C59 


.ol. tc 


Method 


TBLASTX: Cress 






Start 


9486 




End 


22258 






GI 


none 




Score 


114 






Exons 


9486. .9671, 9672. .9830, 111 


30. .11225, 


11478. .11651, 








11640. .11810, 11946. 


.12125, 


11949. . 121 


40, 12128. .12259, 








12132. .12260, 12291. 


. 12500, 


12307. .123 


36, 20904. .20999, 








21252. .21425, 21414. 


.21584, 


21706. .218 


64, 21707. .21886, 








21707. .21871, 21886. 


.22017, 


21890. .220 


18, 22049. .22258 






Seq. No. 


46649 




Seq. ID 


OJ000217__17.0403. 


C59 




Gene No. 


99058 




Strand 








Start 


32948 




End 


35509 






Name 


OJ000217 17.0403.C59 


.08 .tm 


Method 


TBLASTX: Maize 






Start 


9522 




End 


21521 






GI 


none 




Score 


112 





48246 






TT* V 




9635, 9539.. 9634, 9669.. 9767, 9677.. 9772, 9677.. 9766, 






1 1 c:n9 
i X DUZ . 


.11615, 11519. .11614, 


11640. . 11747, 11660. . 11752, 








11660. 


.11746, 21276. .21389, 


21293. .21388, 214 14 .. 21521 , 








21421. 


,21516, 21434. .21520 










oeq . LNO . 


46649 




Seq. ID 


OJ000217_17.0403, 








99058 




Strand 










32948 




End 


35509 






Name 


OJ000217 17.0403.C59.ol.ts 


Method 


TBLASTX: Soybean 






Start 


9600 




End 


21979 








none 




Score 


58 






Exons 


9600. . 


9656, 9672. .9875, 11580 .. 11636, 


11652. .11855, 








11946. 


.12110, 12029. .12106, 


12132. .12221, 12144. .12215, 








21354 . 


.21410, 21426. .21617, 


21706. .21864, 21707 218 68 , 








21890'. 


.21979 










oeq > LNO . 


46649 




Seq. ID 


OJ000217_17.0403. 


.C59 




Gene No. 


99058 




Strand 








Start 


32948 




End 


35509 






Name 


OJ000217 17.0403.C59.o6.tw 


Method 


TBLASTX: Wheat 






o uar L 


'9699 




End 


21934 








none 




Score 


85 






Exons 


9699. . 


9848, 11679. .11828, 11949. .12176 


, 21453. .21602, 




jr vs. 




21707. 


.21934 








\J 


oeq • iNo . 


46649' 




Seq. ID 


OJ000217_17.0403. 


. y 


1,1 = 


Gene No . 


99058 




Strand 






f\l 




32948 




End 


35509 




f3 


Name 


OJ000217 17.0403.C59.o5.tm 


Method 


TBLASTX: Maize 




i.y 


Start 


9774 




End 


22288 






fZT 


none 




Score 


90 




sJ 


Exons 


9774 . . 


9893, 11754. .11873, 1194 9 12110, 11988 .. 12110, 








12132. 


.12287, 12297. .12527, 


12297. .12524, 21522 .. 21617 , 








21706. 


.21867, 21707. .21868, 


21740. .218 


68, 21890. .22018, 








21901. 


.22080, 22055. .22288, 


22061. .222 


34 






Seq. No. 


46649 




Seq. ID 


OJ000217_17.0403. 


,059 




Gene No. 


99058 




Strand 








o Lar t. 


32948 




End 


35509 




f 1 


Name 


OJ000217 17.0403.C59.o6.tm 


Method 


TBLASTX: Maize 






o car r. 


16141 




End 


16992 








none 




Score 


122 






TT V c 


16141. 


.16275, 16354. .16596, 


16687. .167 


67, 16888.. 16992 






Seq. No. 


46649 




Seq. .ID 


OJ000217_17.0403, 


,C59 




Gene No. 


99058 




Strand 








o L.ar L 


32948 




End 


35509 






Name 


OJ0002 


17__17.0403.C59.ol.tw 


Method 


TBLASTX: Wheat 






o Lar L 


16981 




End 


17463 






C T 


none 




Score 


366 






Exons 


16981. 


.17463, 17085. .17459 










Seq. No. 


46649 




Seq. ID 


OJ000217_17.0403. 


C59 




Gene No. 


99058 




Strand 








Start 


32948 




End 


35509 






Name 


OJ0002 


17_17.0403.C59.o5.ts 


Method 


TBLASTX: Soybean 






Start 


17017 




End 


17331 





48247 



GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

17017. .17331 

46649 
99058 
32948 

OJ000217_17 . 0403 . C59 . o3 . tm 

17044 

none 

17044. .17517, 17085.. 17507 

46649 
99058 
32948 

OJ000217_17 .0403.C59.o3. ts 

17440 

none 

17440. .17799, 17608.. 17781 



Score 



208 



Seq. ID OJ000217_17.0403.C59 
Strand 

End 35509 

Method TBLASTX : Mai ze 

End 17517 

Score 582 



Seq. ID OJ000217_17.0403.C59 
Strand 

End 35509 

Method TBLASTX : Soybean 

End 17799 

Score 282 



46649 
99058 
32948 

OJ0002l7_17.0403.C59.o7.tm 
17520 
none 

17520. .17687, 17550 17726, 17566. .17742 



Seq. ID OJ000217_17.0403.C59 
Strand 

35509 

TBLASTX: Maize 
17742 
80 



End 

Method 

End 

Score 



46649 
99058 
32948 

OJ000217_17.0403.C59.o4 .tw 

17566 

none 

17566. .17913 



Seq. ID OJ000217_17 .0403.C59 
Strand 

End 35509 

Method TBLASTX : Wheat 

End 17913 

Score 302 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



46649 
99058 
32948 

OJ000217_17.0403.C59, 

17745 

none 

17745. .18233, 17746.. 



Seq. ID OJ000217_17.0403.C59 
Strand 

35509' 

TBLASTX:Maize 
18366 
564 



End 

Method 
End 
Score 



o2 . tm 
18237, 18244.. 18366 



46649 
99058 
32948 

OJ000217_17.0403.C59.o4 .ts 

17823 
none 

17823. .17972, 17824. .18066, 

46649 
99058 
32948 

OJ000217_17 . 0403 . C59 . o2 . tw 

18220 

none 



Seq. ID OJ000217_17.0403.C59 
Strand 

End 35509 

Method TBLASTX : Soybean 

End ■ 18066 

Score 222 
17827.. 18021 

Seq. ID OJ000217_17.0403.C59 
Strand 

End 35509 

Method TBLASTX : Wheat 

End 18654 

Score 331 



48248 






1fl99n 1^94*^ 1^9^^ 


1 R "^if^Q 


18256. .18654, 18292 


1 R ^"=^4 

• . X O DO 4 




Seq. No. 


46649 




Seq. ID 


OJ000.217 


_17.0403. 


,C59 


Gene. No. 


99058 




Strand - 










^ 9 Q d P 




End 


35509 






N3ine 


OTnnn9i7 i7 n/KT^ prq 


1 4- 

o 1 . tm 


Method 


TBLASTX: 


LYiax ze 






X o fi r?u 




End 


19125 








none 




Score 


734 






Exon s 


1fi4Qn 1Q19'=i 1R4Q9 


1 Q1 94 

X J X Z *a , 


18667. . 19125 






Seq. No. 


46649 




Seq. ID 


OJ000217 


_17.0403. 


C59 


Gene No. 


99058 




Strand 










o ^ 4 o 




End 


35509 






Nsme 


nTnnn9i7 17 odO'^ prq 

UUUUU^Xf X/.Uf4UO.L/0-7. 


/^9 -he; 
OZ . L o 


Method 


TBLASTX: 






O Ua J- U 


X o O X 4 




End 


18897 






P T 


none 




Score 


309 






Exon s 


1flftQ7 1fifi97 


1 RRQ^ 
X o o ^ o 










Seq. No. 


46649 




Seq. ID 


OJ000217 


_17.0403. 


C59 


Gene No. 


99058 




■ Strand 








o Car u 






End 


35509 






Nsme 


piTnnn9i7 i7 nj^in'^ pro 


oo . tw 


Method 


TBLASTX: 


wnea L- 






1 P 7 /t 
X o / 4 o 




End 


19125 






C T 


none 




Score 


300 






Exons 


1P74R 1Q19R IftftZin 


1 Q1 9 d 
X X 4 










Seq. No. 


46649 




Seq. ID 


OJ000217 


_17.0403. 


C59 


Gene No. 


99058 ■ 




Strand 














End 


35509 






N9.me 


07000917 17 040^ PRQ 


o 4 . tm 


Method 


TBLASTX: 


ridX ZC 




o Cciir L 


1 Q1 7 1 ~ 
X y X / X 




End 


19737 






PT 


none 




Score 


505 






Exons 


1Q171 1Q7^7 1Q174 
X!7X/X. * JLjP / u / / ±^ ± / H m . 


1 Q9 "=17 


19254. .19478 






Seq. No. 


46649 




Seq. ID 


OJ000217 


_17.0403. 


C59 


Gene No. 


99058 




Strand 








oX-aX L 


'^9 Q4 R 




. End 


35509 






Nsme 


nT00091 7 17 0^0*5 pc;Q 


Oo . tw 


Method 


TBLASTX: 


wneau 




Q-l- a y-t- 
OT_aX L. 


1 Q1 Q9 ~ 
X X z 




End 


19494 






oX 


none 




Score 


310 






F V Tl G 
Ej AC! i O 


1 Q1 Q9 1Q4Q4 1Q99^ 


1 Qd 7 ^ 


19296. . 19478 






Seq. No. 


46649 




• Seq. ID 


OJ000217 


_17.0403. 


059 


Gene No. 


99058 




Strand 








O L dX C 


^9 P 

OZ -74 0 . 




End 


35509 






N3irie 


0700091 7 1 7 040"^ PRQ 


Ob . qs 


Method 


GENSCAN 






Q-H a y-i- 
OCaXL 


'5 9 Qyl P 




End 


35509 






PT 


none. 




Score 


.44 






Exons 


'59Q/1P" '^'^n7C; '5'3/IP^; 
oZy40. .OjU/D, j040D. . 


J o DU 4 , 


35241. .35372, 35409 


o c c n Q 




O . In • 


46650 




Seq. ID 


OJ000217 


_17.0403. 


C60 


Gene No. 


99059 




Strand 


+ 






Start 


1952 




End 


6582 






Name 


OJ000217 17.0403.C60. 


o2 . np 


Method 


AAT/NAP 






Start 


1952 




End 


6582 






GI 


5668816 




Score 


301 






Exons 


1952.. 2044, 2169. .2322, 2935 


..3029, 3375. .3434, 


3521. .3612, 



48249 




3692.. 3827, 3924. .4049, 6557. .6582 
GI Descrip. (AC007519) F16N3.15 [Arabidopsis thaliana] 



OCL^ * LS\J t 


tDDJU . xu 


n.T00091 7 1 7 040^ 






-7_7UOU OLXCtliU 










J O V/ 




Name 


0.7000917 17 040"^ PfiO n1 Mathnd 


V3 ^ IN O Vp^rtlN 




O L, d J. U 


ft4 ~ FnH 










4 4 




EjXons 


ft4 744 fiR7 1017 10'=i4 1177 1fl9^ 

OT../*i*i/ 00/..XUX/, XU^T.^XX//, XO^O.. 


90?0 9100 94 09 






2508. .2567, 2689. .2736, 5499. .5580 






O C * LN(J . 


46650 Seq. ID 


OJ000217_17.0403. 


C60 


Gene No. 


99060 Strand 






Start 


84 End 


5580 




Name 


OJ000217 17.0403.C60.ol.np Method 


AAT/NAP 




o L a X l_ 


8 65 End 


1154 






7487343 Score 


121 




HjXons 


865.. 1154" 








hypothetical protein T22F8.200 - Arabidopsis thaliana 






gi 1 4 914 4 42 |emb|CAB43645. 1 | (AL050351) 


putative protein 






[Arabidopsis thaliana] gi | 7270914 | emb | CAB80593 . 1 | (AL161595) 




putaUxve protexn [i^xaDiaopsis t.naxxana 


J 




C <^ M 

. INO . 


^dddu oeq. xu 


UUUUUZi/ JL/.U4UO, 


u oU 




yyubu otrano 






O L. ax L. 


0 4 hjna 


t; R Q n 
DO b U 




Name 


OJ000217 17.0403.C60.ol.tm Method 


* TBLASTX: Maize 




otair L 


88-4- End 


1152 




GI 


none ' Score 


89 




Exons 


884. .1021, 892. .1032, 1048. .1134, 1099 


. .1152 




o c . IN Q , 


46651 Seq. ID 


OJ000217_17.0403. 


C61 


\aene vto . 


99061 Strand 


+ 




O L a J- U 


1 End 


522 




Name 


OJ000217 17.0403.C61.ol.gp Method 


AAT/GAP 






1 End 


522 




GI 


2428744 Score 


667 




Exons 


1..23, 195. .522 






O ■ LN vj . 


46651 Seq. ID 


OJ000217_17.0403. 


C61 


O Tl o Kl o 


99061 Strand 


+ 




O L d X L 


1 End 


522 




Name 


" OJ000217 17.0403.C61.ol.gs Method 


GENSCAN 




O Lax t 


. 195 . End 


361 




PT 


none Score 


.98 




Exon 

1 I 


195. .361 






Seq. No. 


46651 Seq. ID 


OJ000217_17 .0403. 


C61 


Gene No. 


99062 Strand 


+ 




Start 


3139 End 


3960 




Name 


OJ000217 17.0403.C61.o2.gp Method 


AAT/GAP 




Start 


3139 End 


3960 




GI 


24989 1.R1084 Score 


318 




Exons 


3139.. 3343, 3919.. 3960 






GI Descrip. 


' 5042437/gb|AC007789. 1 1 AC007789 2.0e-13 Oryza sativa BAG 


T49B20 



genomic sequence, complete sequence' 



48250 



Seq, No, 46651 

Gene No. 99063 

Start 1897 

Name OJ000217_17 . 04 03 . C61 . o2 . gs 

Start 1897 

GI hone 
Exons 



Seq. ID OJ000217_17.0403.C61 
Strand 

End 4985 

Method GENSCAN ' * 

End 4 985 

Score .52 



1897. .1990, 2688.-2724, 3806. .3925, 4023 .. 4090,. 4 957 ,. 4 985 



Seq. No. ^46652 

Gene No. 99064 

Start 8883 

Name OJ000217_17 .04 03. C62 . o2 . gp 

Start 8883 

GI 3761181 

Exons 8883.. 9129 

GI Descrip. 4521193/db j | AB013450 . 1 | AB013450 
similar sequence to Pib gene 



Seq. 'ID 
Strand 
End 

Method 
End 
Score 



OJ000217_ 
+ 

12849 
AAT/GAP 
9129 
439 



17.0403.C62 



l.Oe-99 Oryza sativa DNA, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46652 
99064 
8883 

OJ000217_17.04 03.C62.ol .np 
9027 
7106512 
■9027. .9086, 



Seq. ID OJ000217_17.0403.C62 

Strand + 

End 12849 

Method AAT/NAP 

End 12849 

Score 4 5 96 



9160. .10840, 11497. .12421, 12476. .12849 ' 
{AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 

46652 Seq. ID OJ000217_17 . 0403 . C62 

99065 Strand + 

14978 End 15312 

OJ000217_17 . 04 03 . C62 . o3 . gp Method AAT/GAP 

14978 End 15224 

3761181 Score '437 

14978. .15224 

4521193/dbj IAB013450.1 IAB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



46652 
99065 
14978 

OJ000217_17 . 04 03. 062 . o3 . np 

15122 

7106512 

15122. .15181, 15255. .15312 
(AP001278). EST. C98 429 (E0138 ) 



Seq. ID 

Strand 

End 

Method 
End 
.Score 



OJ000217 
+ 

15312 
AAT/NAP 
15312 
134 



17.0403.C62 



corresponds to a region of the 



predicted gene.; hypothetical protein {Oryza , sativa] 



46652 Seq. ID 

99066 Strand 

16029 End 
OJ000217_17 . 04 03.C62.o3.gs Method 

16029 End 

none Score 

16029. .16110, 16194. .16435 



OJ000217_17.0403.C62 
+ 

^16435 
GENSCAN 
16435 
.95 



48251 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46652 Seq. ID 

99067 Strand 

21105 End 

OJ000217_17 . 04 03 . C62 , o5 . gp Method 

21105 End 

31877 1.R1084 Score 



OJ000217_17 . 04 03 .C62 
+ 

22016 
AAT/GAP ■ 
22016 
221- 



21105. .21122, 21735. .21804, 21939. .22016 

M521193/dbj IAB013450.1IAB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene* 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46652 
99068 
25898 

OJ000217_17 .0403.062. o6.gs 

25898 

none 

25898. .25965, 2 6473 .. 26510, 
30293.. 30423 



Seq. ID OJ000217_17.0403.C62 

Strand + 

End 30423 

Method GENSOAN 

End 30423 

Score .61 
26806. .26898, 29452 .. 29592, 



Seq. No. 46652 Seq. ID 

Gene No. 99069 Strand 

Start 3037 End 

Name OJ000217_17 . 0403 .062 . ol . gp Method 

Start . 3037 End 

GI LIB3431-027-P1-K1-D5 Score . 

Exons 3037.. .3174 . 

GI Descrip. '2190552 l.Oe-21 (AC001229) Similar to Holcus major pollen 
allergen (gb_Z27084). [Arabidopsis thaliana] ' 



OJ000217_17. 0403. 062 

3174 
AAT/GAP 
3174 
245 



Seq. No. 46652 

Gene No. 99070 

Start 11551 

Name OJ000217_17 . 04 03 . 062 . o2 . gs 

Start 11551 

GI none 

Exons 11551. .11781, 11836 .. 12064 , 
15194. .15395 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_17. 0403.062 

16509 
GENSOAN 
15395 
.57 



12194. .12384, 13244 .. 13371 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46652 Seq. ID OJ000217_17 . 04 03 . 062 

99070 Strand 

11551 End 16509 

OJ000217_17. 0403. 062. o4 .np Method AAT/NAP 

13015 • End 16509 

5295951 • Score 142 

13015. .13053,, 16291. .16509 

(AB026295) Similar to Herpesvirus papio BRRF2 homolog gene, 
partial cds . (U23857) [Oryza sativa] 



Seq. No, 46652 Seq. ID 

Gene No. 99070 Strand 

Start 11551 End 

Name OJ000217_17 .04 03. 062 . o2 . np Method 

Start 13238 End 

GI 7106513 Score 

Exons 13238. .13390 

GI Descrip. (AP001278) hypothetical protein [Oryza sativa] 



OJ000217_17. 0403.062 

16509 
AAT/NAP 
13390 
231 



48252 




Seq. No. 


46652 






Seq. ID 


OJ000217 


_17 


.0403, 


.C62 


Gene No. 


99071 . 






Strand 










Start 


17 639 






End 


18844 
















Method 


GENSCAN 










1 7 fi'^Q ~ 

J. / U J ^ 






End 


18844 








\J -L 








Score 


.81 












f -L / O ^ . 1 


18173 

> ± o X f ^ r 


18619. .18844 








Seq. No. 


46652 






Seq. ID 


OJ000217 


17 


. 0403 . 


.062 


Gene No. 


99072 






Strand 










Start 


19690 






End 


24483 








Name 


OJ000217 17. 


0403. C62. 


• o4 . gp 


Method 


AAT/GAP 








Start 


19529 






End 


20102 








GI 


2428744 






Score 


767 








Exons 


19529. .19856 


, 20028.. 


.20102 













Seq. No.- 46652 

Gene No. 99072 

Start'- 19690. 

Name OJ000217__17 . 0403 . C62 . o5 . gs 

Start 19690 

GI none 

Exons 19690. .19856, 20028 2034 0 , 
23036. .23055, 23122 .. 23164 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

21875 

24433 



OJ000217 17.0403.C62 



24483 
GENSCAN 
24483 
.43 

22009, 22753, 
24483 



,22815, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46652 Seq. ID 

99072 Strand 
19690 End 
OJ000217_17 . 04 03 . C62 . o6 . gp Method 
22622 End 
24989_1.R1084 Score 
22622. .22818, 23421. .23445 

'5042437/gb|AC007789.1 IAC007789 2.0e-13 Oryza sativa BAC T49B20 
genomic sequence, complete sequence' 



OJ000217_17.0403.C62 

24483 
AAT/GAP 
23445 
307 



Seq. Nd. 46652 \ Seq. ID 

Gene No. 99073 Strand 

Start 27990 Enci'' " 

Name OJ000217_17 . 0403 , C62 . o7 . gp Method ^ 

Start 27990 End 

GI 62565_1.R1084 Score 

Exons 27990. .28296 

GI Descrip. • 214 9018/gb | U70541 1 OSU70541 l.Oe-23 Oryza 
ADP-glucose pyrophosphorylase subunit SH2 



OJ000217_17.0403.C62 

28296 
AAT/GAP 
28296 
487 



sativa putative 
and putative 



NADPH-dependent . reductase Al genes, complete cds * 



Seq. No. ,46652 Seq. ID OJ000217_17 , 0403 . C62 , 

Gene No. 9907 4 - Strand 

Start 29066 End . 29382 

Name OJ000217_17 . 04 03 . C62 . o8 . gp Method AAT/GAP 

Start 29066 End 29382 

GI LIB3433-016-Q6-K6-G7 Score 554 

Exons 29066.. 29382 

GI Descrip. * 5734 616/dbj 1 AP000391 . 1 I APO00391 2.0e-39 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 * 



Seq. No. 



46652 



Seq. ID OJ000217_17.0403.C62 



48253 



Gene No. 


99075 




Strand 








Start 


30176 




End 


33212 






Name 


OJ000217 17.0403.C62 


. o5 . np 


Method 


AAT/NAP 






Start 


30176 ~ 




End 


33212 






GI 


6665549 




Score 


56 






Exons 


30176. . 30194, 33076. 


. 33212 










GI Descrip . 


(AC013289) Dutative 


cul lin 


[Arabidopsis thaliana] 




Seq. No. 


46652 




Seq. ID 


OJ000217 


_17.0403 


C62 


Gene No. 


99075 




Strand 








Start 


30176 




End 


33212 






Name 


OJ000217 17.0403.C62 


. o 9 . gp 


Method 


AAT/GAP 






Start 


30556 




End 


32525 






GI 


2800878 




' Score 


253 






Exons 


30556.. 30615, 31909. 


.31949, 


32434. .32525 






GI Descrip . 


2280517/dbj IAB005878 


IAB005878 3.0e-24 


Nicotiana 


tabacum 


mRNA for 




BYJ15, partial cds 












Seq. No. 


46653 




Seq. ID 


OJ000217^ 


^7.0403 


C63 


Gene No.' 


99076 




Strand 


+ 






Start 


270 




End 


3047 






Name 


OJ000217 17 0403 C63 


. ol . gs 


Method 


GENSCAN 






Start 


270 ~ 




End 


3047 






GI 


none * 




Score 


.43 






Rxon *=! 

■LJ \^ X 1 w 


270 407 424 '^^'^ 1 3 


539. .784, 1131. .14 


86, 2282. 


.2460, 2599. .3047 


Seq. No. 


46653 




Seq. ID 


OJ000217_ 


^17.0403. 


C63 


Gene No. 


99076 




Strand 


-f 






Start 


270 




End 


3047 






Name 


OJ000217 17.0403.C63 


. o2 . np 


Method 


AAT/NAP 






Start 


532 




End 


3044 






GI 


7248394 




Score 


569 






Exons 


532.. 645, 2056.. 2562, 2830. 


.3044 









GI Descrip. (AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 {R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 


46653 


Seq. ID 


OJ000217_17 


0403. C63 


Gene No. 


99077 


Strand 


+ 




Start 


5952 


End 


6070 




Name * 


OJ000217 17. 0403. €63.03. 


np Method 


AAT/NAP 




Start 


5952 


End 


6070 




GI 


.7340868 


Score 


38 




Exons 


5952. .6070 








GI Descrip. 


(AP001551). hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46653 


Seq. ID 


OJ000217_17 


0403. C63 


Gene No. 


99078 


Strand 


+ 




Start 


6271 


End 


6566 




Name 


OJ000217 17.0403.C63.ol. 


gp Method 


AAT/GAP 




Start 


6271 


End 


6566 




GI 


61605 3.R1084 


Score 


455 




Exons 


6271. .6566 








GI Descrip. 


»1402920/emb|CAA66965| 2 


.Oe-20 {X98321) 


peroxidase 


[Arabidopsis 



thaliana] * 



48254 



Seq. No.. 


46653 






Seq. ID 


OJ000217_17.0403.C63 


Gene No. " 


99079 






Strand 




Start 


405 






End 


1677 


Name 


OJ000217 17 


.0403.C63.ol 


.np 


Method 


AAT/NAP 


Start 


405 






End 


1677 


GI 


• 6523547 






Score 


340 


J-J \^ 1 1 


405.. 930, 1152.. 1677 








GI DescriD. 


(AJ24 254 0) 


hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 




carteri f . 


llCLK^al. -Lc;iloJ_o J 








Seq. No. 


46653 






Seq. ID 


OJ000217_17.0403.C63 


fipnp No 


99080 






Strand 




Start 


3300 






End 


7628 


Name 


OJ000217 17 


. U*iUO.L.DO.OX 


. ls 


Method 


TBLASTX: Soybean 


Start 


2543 ~ 






End 


2897 


GI 


none 






Score 


124 


R V n n *^ 


2543. .2665, 


OR/1/1 01 


Z / D J . 


.2897 




Seq. No. 


46653 






Seq. ID 


OJ000217_17.0403.C63 




99080 






Strand 




Start 


3300 






End 


7628 


Name 


\^Kj \J \J \J ^ J. 1 JL 1 


OACi'^ rf^^ oT 

. U4Uj.L>Dj.O± 




Method 


TBLASTX: Wheat 


Start 


2703 ~ 






End 


3051 


GI 


none 






Score 


68 


F" von ^ 


2703 2750 




9 7 ^ 


.3031, 2754. .3047, 2881. .3051 


Seq. No. 


46653 






Seq. ID 


OJ000217_17.0403.C63 


f^on^ Mo 


99080 






Strand 




Start 


3300 






End 


7628 


Name 


OJ000217 17 


. UflUO.L^DJ.Ol 


nm 


Method 


TBLASTX: Maize 


Start 


2748 ~ 






End 


3013 


GI 


none 






Score 


348 


p. yon 


2748 3011 




9 7 R 


.3013 




Seq. No. 


4 6653 






Seq. ID 


OJ000217_17.0403.C63 


(^p-np No 


99080 






Strand 




start 


3300 






End 


7628 


Name 


OJ0002i7 17 


.0403.C63.o2, 


gs 


Method 


GENSCAN 


Start 


3300 






End 


7086 


GI 


none 






Score 


.75 


P von Q 


3300. .4160, 


4257. .4290, 


4684 . 


.4812, 5914. .6028, 7074. .7086 


Seq. No. 


46653 






Seq. ID 


OJ000217_17.0403.C63 


Gene No. 


99080 






Strand 




Start 


3300 






End 


7628 


Name 


OJ000217 17 


.0403.C63.o4. 


np 


Method 


AAT/NAP 


Start 


6934 






End 


7628 


GI 


6063554 






Score 


228 


Exons 


6934. .7106, 


7482. .7628 








GI Descrip. 


(AP000615) 


ESTs AU07560C 


)(C63344) ,C71850(E04 64) , C9861 1 ( E04 64 



correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 



46654 
99081 
982 



Seq. ID OJ000217_17.0403.C64 
Strand 

End 1462 



48255 




Name 


OJ000217 17 0403 C64 ol 


gg 




GENSCAN 






Start 


982 " 




End 


14 62 






GI 


none 




Score 


. 62 






l-j \h/ 1 1 O 


982. 1035. 1424 1462 












Seq. No. 


46655 




Seq. ID 


OJ000217 17. 


0403. 


,C65 


Gene No. 


99082 




Strand 


+ 






Start 


64 




End 


301 






Name 


OJ000217 17 0403 C65 ol 


. y CD 


Mpt hofi 


GENSCAN 






Start 


64 ~ 




End 


301 






GI 


none 




Score 


. 64 






P. von 


64 173, 250 301 












Qprr No 


4 6655 




Seq. ID 


OJ000217 17 


0403 . 




Gene No . 


99083 




Strand 


+ ~ 






Start 


2085 




End 


2171 






Name 


OJ000217 17.0403.C65.ol 


.gp 


Method 


AAT/GAP 






Start 


2085 




End 


2171 






GI 


2312838 




Score - 


66 






p, von <^ 


2085. .2171 












\J J- J_/ ^ O J- -1- . 


1420932/gb|U61383|ORU61383 7. 


Oe-21 Oryza rufipogon 










gene, 


intron 1, 


partial sequence 




Seq. No. 


*± O DO J 




Seq. ID 


OJ000217_17. 


0403. 


C65 


Gene No. 


U O 4 




Strand 


- 






Start 






End 


1832 






Name 


VJUUUUZJ./ 1 / . U4 . (^DD . OZ 


.gs 


Method 








Start 


1679 




End 


1832 






GI 


none 




Score 


. 98 






P. von s 


1679. . 1832 












Sea No 


46656 




Seq. ID 


OJ000217_17. 


0403. 


C66 


Gene No. 


99085 




Strand 








Start 


1 




End 


1367 






Name 


OJ000217 17.0403.C66.ol 


. np 


Method 


AAT/NAP 






Start 


1 




End 


1367 






GI 


6983857 




Score 


1059 






Exons 


1..445, 616. .1177, 1240 


. .1367 










GI Descrip. 


{AP001168) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


46656 




Seq. ID 


OJ000217_17. 


0403. 


C66 


Gene No. 


99085 




Strand 








Start 


1 




End 


1367 






Name 


OJ000217 17.0403.C66.ol 


.gs 


Method 


GENSCAN 






Start 


107 




End 


280 






GI 


none 




Score 


1 






Exons 


107. .280 












Seq. No. 


46656 




Seq. ID 


OJ000217_17. 


0403. 


C66 


Gene No. 


99085' 




Strand 








Start 


1 




End 


1367 






Name 


OJ000217 17.0403.C66.o2 


. gs 


Method 


GENSCAN 






Start 


596 




End 


1169 






GI 


none 




Score 


.47 






Exons 


596. .1036, 1131. .1169 












Seq. No. 


46657 




Seq. ID 


OJ000217_17. 


0403. 


C70 



48256 



Gene No. 99086 Strand + 

Start 1 End 715 

Name OJ000217_17 . 04 03 . C70 . ol . np Method AAT/NAP 

Start 1 End ^IS- 

GI • 7228442 ' ' Score 1273 

Exons 1 . ,715 

GI Descrip. (AP001366) EST C28952 {C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46657 
99086 
1 

OJ000217_17 . 04 03 . C70 . ol . tm 
47 

none 



Seq. ID OJ000217_17.0403,C70 

Strand + 

End 715 

Method TBLASTX : Mai ze 

End 643 

Score 93 



47. .175, 55. .153, 209. .508, 226. .447, 572. .643 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46657 
99086 
1 

OJ000217_17.0403.C70.ol.gp 
90 

5701669 
90. .521 . 

544l880/dbj1BAA82378.l I 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. ID OJ000217_17 .0403.C70 

•Strand + 

End 715 

Method AAT/GAP 

End 521 

Score 841 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46657 
99086 
1 

OJ000217_17.04 03.C70.ol.tw 

341 

none 

341.. 535, 350.. 547, 541.. 666, 



Seq. ID OJ000217_17.0403.C70 

Strand + 

End 715 

Method TBLASTX : Wheat 

End 712 

Score -208 

545. .712, 545r.709 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46658 
99087 
1 

OJ000217_17 .0403.C71.oi.np 
1 

4680203 
1. .118 

.(AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. ID OJ000217__17.0403.C71 
Strand + 
End 118 
Method AAT/NAP 
End . 118 

Score 97 



Seq. ID- OJ000217_17.0403.C71 

Strand - • ' 

End 192 

Method AAT/GAP 

End 192 

Score 227 



46658 
99088 
1 

OJ000217_17.04 03.C71.ol.gp 
1 

LIB34 31-028-P1-N1-A10 
1..192 

'4680203/gb|AAD27566.1 |AF114171__7- 3.0e-33 (AF114171) TNP2-like 
protein [Sorghum bicolor] * 



Seq. No. 



46659 



Seq. ID OJ000217 17.0403.C72 



48257 




Gene No. 


99089 








Strand 


+ 




Start 


281 








End 


1413 




Name 


OJ000217 


17 0403 C72 


.ol 


.gs 


Method - 


GEMSCAN 




Start 


281 








End 


1413 




GI 


none 








Score 


. 79 




Exons 


281 . . 618, 


753 . . 965, 


1054. .1227, 1317. . 


1413 




Seq. No. 


46660 








Seq. ID 


OJ000217 17 0403 


. C74 


Gene No. 


99090 








Strand 


+ ~ 




Start 


277 








End 


710 




NaiT\e 


OJ000217 


17. 0403. 074 


.ol, 


.np 


Method 


AAT/NAP 




Start 


277 








End 


710 




GI 


4262224 








Score 


274 




Exons 


277. .377, 


498. .710 












GI Descrip. 


{AC006200) putative 


amino acid permease [Arabidopsis thalia: 


Seq. No. 


46660 








Seq. ID 


OJ000217_17.0403 


.C74 


Gene No. 


99090 










-i- 




Start 


277 








End 


710 




Name 


OJ000217 


17.0403.C74 


.ol. 


.gs 


Method 


GENSCAN 




Start 


289 








End 


685 




GI 


none 








Score 


.89 




Exons 


289. .377, 


498. .685 












Seq. No.^ 


46660 








Seq.- ID 


OJ000217_17.0403 


.C74 


Gene No*. 


99090 








q-h r^nH 
o u J. di ivj. 


-1- 




Start 


277 








End 


710 




Name 


OJ000217 


17.0403.C74 


.ol, 


.tc 


Method 


TBLASTX: Cress 




Start 


316 








End 


710 




GI 


none. 








Score 


69 




Exons 


316. .390, 


501. .710, 


504. 


. .704, 


505. .708 






Seq. No. 


46660 








Seq. ID 


OJ000217_17.0403 


.C74 


Gene No. 


990^0 








O L X dl 






Start 


277 








End 


710 




Name 


OJ000217 


17.0403.C74 


.ol. 


,ts 


Method 


TBLASTX : Soybean 




Start • 


331 








End 


710 




GI 


none 








Score. 


53 




Exons 


331. .378, 


493. .672, 


510. 


, .668, 


675, .710 


, 676. .708 




Seq. No. 


46660 








Seq. ID 


OJ000217_17.0403 


.C74 


Gene No. 


99090 








Strand 


+ 




Start 


27 7 








End 


710 




Name 


OJ000217 


17.0403.C74 


.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


492 








End 


708. . . 




GI 


none 








Score 


185 




Exons 


492. .692, 


514 . .708 












Seq. No. 


46661 








Seq. ID 


'OJ000217_17.0403, 


.C75 


Gene No. 


99091 








Strand 






Start 


395 








End 


701 




Name 


OJ000217 


17.0403.C75 


.ol. 


gs 


Method 


GENSCAN 




Start 


395 








End . 


701 




GI 


none 








Score 


.41 




Exons 


395. .701 














Seq. No. 


46662 








Seq. ID 


OJ000217_17.0403. 


.C76 



48258 




Gene No. 


99092 




Strand 




Start 


233 




End 


656 


Name 


OJ000217 


17 0403 C76 ol as 


Lie UilV^VU 


O ill LN O V^raLN 


Start 


233 




End 


\J J \J 


GI 


none 




Score 


. 52 


P. von ^ 


233 402 


404 554 636 656 






Sea No 


46663 




Seq. ID 


OJ000217 17 0403 C78 


Gene No. 


99093 




Strand 




Start 


46 




End 


1067 


Name 


OJ000217 


_17.0403.C78.ol.np 


Method 


AAT/NAP 


Start 


4 6 




End 


1053 


CJ 


ri \J Z/ f y JO 




Score 


lifts 

J. X O sj 




46 10S3 










\w ' ^ J \j f 


beta-1, 3-glucanase precursor 


L\./x_y^a ocii_xvcij 


O C . LSW m 


4 6663 




Seq. ID 


OJ000217 ]7 0403 078 


Gene No. 


99093 




Strand 




Start 


46 




End 


1067 


Name 


OJ000217 


17.0403.C78.o2.tm 


Method 


TRT.ASTX • Mpi 1 

i. i—J J— IxiO J. £\. • Vi Q _i_ v3 


Start 


69 ~ 




End 


552 


GI 


none 




Score 


X ^ X 


P von Q 

O -Ti W i i o 




113. .238, 121. .345, 


124 . .297, 


?Qft '^7Q 




345 . .542 








Seq. No. 


4 6663 - 




Seq. ID 


OJ000217_17.0403.C78 


Gene No. 


99093 




Strand 


+ 


Start 


4 6 




End 


1067 


Name 




17.0403.C78.ol.tc 


Method 


1 OijnO ■ \^Xc:oo 


Start 


82 ~ 




End 


1 n s 

X W J u 


GI 


none 




Score 


165 


P von Q 




349. .492, 499. .579, 


577. .723, 


71 ft 1 nSfi ft99 


Qpo Mo 


4 6663 




Seq. ID 




cpnp No 


99093 




Strand 




Start 


46 




End 


1067 


Name 


OJ000217' 


17.0403.C78.ol.gp 


Method 


AAT/GAP 


Start 


105 




.End 


290 - 


GI 


428180 




Score 


322 


Exons 


105. .290 








GI Descrip. 


3037080 2 


.Oe-18 (AF055328) glucan endo 


-1, 3-beta-glucosidase 




isoenzyme 


I [Hordeum vulgare] 







Seq. No. 46663 Seq. ID 

Gene No. 99093 Strand 

Start 4 6 End 

Name OJ000217_17 . 0403 . C78 . ol . gs Method 

Start 122 End 

GI none Score 

Exons 122.. 1062 



OJ000217_17.0403.C7^ 
+ 

1067 
GENSCAN 
1062 
.61 



Seq. No. 46663 Seq. ID 

Gene No. 99093 Strand 

Start 4 6 End • 

Name OJ000217_17 . 0403 . C78 . ol . ts Method 

Start 126 End 

GI none Score 



OJ000217_17.0403.C78 
+ 

1067 

TBLASTX: Soybean 

1056 

144 



48259 



Exons 



126. .188, 127. .288, 349. .429, 384. .416, 477. .563, 493. .570, 
568. .696, 600. .695, 727. .933, 822. .863, 933. .1034, 934. .1056, 
940. .1044 



Seq. No. 46663 

Gene No. 99093 

Start 46 

Name OJ000217_17 : 0403 . C78 . o2 . tw 

Start 165 

GI none 

Exons 165.. 290, 166 
387. .419, 423 



Seq. ID OJ000217_17.0403.C78 

Strand + 

End 1067 

Method TBLASTX: Wheat ^^'^ 

End 519 

Score 135 
315, 178. .336, 316. .339, 320. .340, 376. .420, 
518, 424. .519 



Seq. No. 46663 Seq. ID 

Gene No. 99093 Strand 

Start 46 End 

Name OJ000217_17 . 04 03 . C78 . ol . tm Method 

Start 660 End 

GI none Score 

Exons 660.. 1037, 661.. 1056 



OJ000217_17.0403.C78 
+ 

1067 

TBLASTX: Maize 

1056 

535 



Seq. No. 46663 Seq. ID 

Gene No. 99093 Strand 

Start 4 6 End 

Name OJ000217_17 . 04 03 . C78 . ol . tw . Method 

Start 772 End ' 

GI none Score 

Exons 772.. 1053, 822.. 1067 



OJ000217_17.0403.C78 
+ 

1067 

TBLASTX: Wheat 

1067 

349 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

.GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 



Seq. ID OJ000217_17 . 0403.C79 
Strand + 
End 5404 
Method AAT/NAP 
End 5404 
Score 149 
1742, .1810, 3240. ,3295, 3337. .3553, 5368. .5404 
{AF061282y serine' carboxypeptidase-like protein [Sorghum 
bicolor] 



46664 
99094 
1742 

OJ000217_17 .04 03.C7 9.o3.np 

1742 

4539658 



46664 Seq. ID 

99094 Strand 
1742 End 
OJ000217_17.0403.C79.o5.np Method 
4307 End 
1706329 Score 
4307. .4382, 5330. .5404 

PYRUVATE DECARBOXYLASE ISOZYME 2 (PDC) gi | 214 6788 | pir | | S654 7 1 
-..pyruvate decarboxylase {EC 4.1.1.1) (clone PDC2) - garden pea 
(fragment) gi | 1 177 605 | emb | CAA914 4 5 . 1 | (Z66544j pyruvate 
decarboxylase [Pisum sativum] 



OJ000217_17.0403.C79 
+ 

5404 
AAT/NAP 
5404 
40 



46664 Seq. ID 

99095 Strand 

1 ■ End 
OJ000217_17 .0403.C7 9.ol.np Method 
1 End 
6983857 Score 



OJ000217_17.0403.C79 

1765 
AAT/NAP 
1172 
1155 



48260 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



1..259, 430. .991, 1055. .1172 
(AP001168) hypothetical protein [Oryza 



46664 Seq. ID 

99095 Strand 
1 End 
OJ000217_17 . 0403 . C7 9 . ol . gs Method 
410 End 
none Score 
410. .856, 1683. .1765 

46664 Seq. ID 

99096 Strand 
1856 End 
OJ000217_17 . 0403 . C79 . o2 . np Method 
1856 End 
4680186 Score 
1856. .2274, 2803. .2862, 5283. .5314. 
(AF111709) unknown [Oryza sativa subsp. indica] . 

OJ000217 17.0403.C79 



sativa] 

OJ000217_17.0403.C79 

1765 
GENSCAN 
1765 
.86 

OJ000217_17.0403.C79 

5314 
AAT/NAP 
5314 
164 



46664 Seq. ID 

99096 Strand 
1856 End 
OJ000217_17.0403.C79.o4.np Method 
3142 End " 
7339719 Score 
3142".. 3223, 3637.. 3786, 4987.. 5031 
{AP001539) hypothetical protein [Oryza 

46665 Seq. ID 

99097 Strand 
1432 End 
OJ000217_17.04 03.C80.ol.gs Method 
1432 End 
none Score 
1432. .1546, 1840. .1914, 2006. .2211 

46665 Seq. ID 

99098 Strand 
2456 End 
OJ000217_17 . 0403 . C80 . ol . gp Method 
2456 End 
3767348 Score 
2456. .2833 

322838/pir I I JC1438 5.0e-27 glucan endo- 
(EC 3.2.1.39) V - barley 



4 66"65 
99098 
2456 

OJ000217_17.04 03.C80.o2.gs 

2618 

none 

2618. .3589 

46665 
99098 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 



5314 
AAT/NAP 
5031 
107 

sativa] 

OJ000217_17.0403.C80 

2211 
GENSCAN 
2211 
.74 ' 

OJ000217_17.0403.C80 

4791 
AAT/GAP 
2833 
641 

-1, 3-beta-D-glucosidase 

OJ000217_17.0403.C80 

4791 
GENSCAN 
3589 
.71 

OJ000217 17.0403.C80 



48261 



start 


2456 




End 


4791 


Name 


OJ000217 17.0403.C80.ol 


.np 


Method 


AAT/NAP 


Start 


2624- 




End 


3574 


GI 


1352328 




Score 


1156 


Exons 


2624. .3574 








GI DescriD- 


GLUCAN ENDO-1, 3-BETA-GLUCOSIDASE GV ( 


(l->3) -BETA-GLUCAN 




ENDOHYDROLASE GV) ( ( l->3 ) -BETA-GLUCANASE ISOENZYME GV) 




(BETA-1, 3-ENDOGLUCANASE 


GV) 


gil 1085814 Ipirl IS46237 glucan 




endo-1, 3-beta-glucosidase - 


barley gi | 540580 I gb IAAA21564 . 1 1 




(M96939) glucan endo-l , 3-beta-glucosidase [Hordeum vulgare] 


Seq. No. 


46665 




Seq. ID 


OJ000217_17,0403.C80 


Gene No. 


99098 




Strand 




Start 


2456 




End 


4791 


Name 


OJ000217 17.0403.C80.ol, 


. tw 


Method 


TBLASTX: Wheat 


Start 


2625 




End 


2911 


CT 
\j J. 


none 




Score 


265 


p. vnn 


2625. .2723, 2630. .2911, 


2634 


. .2906 




Qprj Mo 


46665 




Seq. ID 


OJ000217_17.0403.C80 


Gene No. 


99098 




Strand 




Start 


2456 




End 


4791 


Name 


OJ000217 17.0403.C80.ol, 


. tc 


Method 


TBLASTX: Cress 


Start 


2630 




End 


3572 


GI 


none ■ 




Score 


108 




2630. .2965, 2748. .2927, 


2969 


..3211, 2989. .3075, 3036. .3230, 




3168. .3440, 3176. .3394, 


3392 


..3571, 3402.. 3572 


Seq. No. 


46665 




Seq. ID 


OJ000217_17.0403.C80 


Gene No. 


99098 




Strand 




Start 


2456 




End 


4791 


Name 


OJ000217 17.0403.C80.ol, 


. tm 


Method 


TBLASTX: Maize 


Start 


2630 




End 


3022 


GI 


none 




Score 


296 


Exon ^ 


2630.. 3022, 2631.. 2927, 


2983 


. .3021 




spa No 


46665 




Seq. ID 


OJ000217_17.0403.C80 


Gene No. 


99098 • 




Strand 




Start 


2456 




End 


4791 


Name 


OJ000217 17.0403.C80.ol. 


, ts 


Method 


TBLASTX: Soybean 


Start 


2630 




End 


3559 


GI 


none 




Score 


100 


F, von <=! 


2630. .2749, 2649. .2750, 


2750 


..2944, 2i 


308. .2927, 2987. .3259, 




3033.. 3104, 3263.. 3367, 


3264 


..3428, 3401.. 3559 


Sea No 


46665 




Seq. ID 


OJ000217_17.0403.C80 


Gene No. 


99098 




Strand 




Start 


2456 




End 


4791 


Name 


OJ000217 17.0403.C80.o3. 


np 


Method 


AAT/NAP 


Start 


2654 




End 


4512 




6006359 




Score 


62 


Exons 


2654. .2683, 4390. .4512 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza sativa] 


Seq. No. 


46665 




Seq. ID 


OJ000217_17.0403.C80 


Gene No. 


99098 




Strand 




Start 


2456 




■ End 


4791 



48262 



Name 


OJ000217 17 


.0403. 


C80.o2 


. tm 


Method 


TBLASTX: 


Start 


3023 








End . 


3569 


GI 


none 








Score 


65 


Exons 


3023. . 3253, 


3275 . 


. 3346, 


3380. 


.3568, 3402.. 3569 


Seq. No. 


46665 








Seq. ID 


OJ000217 


Gene No. 


99098 








Strand 




Start 


2456 








End 


4791 


Name 


OJ000217 17 


. 0403. 


C80.O2, 


. tw 


Method 


TBLASTX: 


Start 


3125 








End 


3475 


GI 


none 








Score 


81 


Exons 


3125. .3208, 


3126. 


. 3224, 


3150. 


.3212, 3194. .3475, 




3204 . .3449 












Seq. No. 


46665 








Seq. ID 


OJ000217 


Gene No. 


99098 








Strand 




Start 


2456 








End 


4791 


Name 


OJ000217 17 


.0403. 


C80.O2. 


.np 


Method 


AAT/NAP 


Start 


3730 








End 


4791 


GI 


7340920 








Score 


136 


Exons 


3730. .3845, 


4767. 


,4791 








GI Descrip, 


(AP001550) ] 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


46666 








Seq. ID 


OJ000217 


Gene" No . 


99099 








Strand 




Start 


1 








End 


941 


Name 


OJ000217 17 


.0403. 


C81.01, 


-gp 


Method 


AAT/GAP 


Start 


1 








End 


84 


GI 


LIB3433-030- 


-Pl-Kl 


-BIO 




Score 


145 



Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



1. .84 

* 322838/pir I IJC1438 5.0e-27 glucan endo-1 , 3-beta-D-glucosidase 
{EC 3.2.1.39) V - barley' 



46666 
99099 
1 

OJ000217_17.0403.C81.ol.tw 
1 

none 

1..273, 1..162, 3. .278 



Seq. ID OJ000217_17.0403.C81 
Strand 

'End 941 

Method TBLASTX: Wheat 

End - 278 

Score 275 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



Seq, ID OJ000217_17.0403.C81 
Strand - 

941- 

AAT/NAP 
941 
1114 



End 

Method 

End 

Score 



46666 
99099 

1 • 

OJ000217_17.0403.C81.ol.np 
1 

1352328 
1..941 

GLUCAN ENDO-1, 3-BETA-GLUCOS I DASE GV ( ( l->3 ) -BETA-GLUCAN 
ENDOHYDROLASE GV) ( { l->3 ) -BETA-GLUCANASE ISOENZYME GV) 
(BETA-1, 3-ENDOGLUCANASE GV) gi | 108 58 14 | pir | | S4 6237 glucan 
endo-1, 3-beta-glucosidase - barley gi | 540580 | gb | AAA21564 , 1 | 
(M96939) glucan endo-1 , 3-beta-glucosidase [Hordeum vulgare] 



46666 
99099 
1 



Seq. ID OJ000217_17.0403.C81 

Strand 

End 941 



48263 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ0002 1 7_17 . 04 03 . C8 1 . ol . tc Method TBLASTX : Cress 

3 End 926 

none Score 88 

3. .113, 16. .114, 114. .134, 168. .470, 480. .566, 484. .564, 

618. .743, 801. .926 



46666, ■ 

99099 

1 

OJ000217_17.0403.C81.ol.tm 
3 

none 

3. .131, 3. .389, 4. .294, 342, 



Seq. ID OJ000217_17.0403.C81 
Strand 

941 

TBLASTX: Maize 
389 
60 



End 

Method 
End 
Score 
,389 



46666 
99099 
1 

OJ000217_17.0403.C81.ol.ts 
3 

none 

3. .116, 16. .117, 117. .311, 175. .294, 354 . .428, 354 
630. .734, 631. .738, 792. .926 



Seq. ID OJ000217_17.0403.C81 
Strand 

941 

TBLASTX: Soybean 
92 6 
117 

626, 



End 

Method 

End 

Score 



Seq. No. 46666 

Gene No. 99099 

Start 1 

Name OJ000217_17 . 04 03 . C81 . ol . gs 

Start 15 

GI none 

Exons 15.. 934 



Seq. ID OJ00O217_17.0403.C81 
Strand 

End 941 

Method GENSCAN 

End 934 

Score .59 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000217_17.0403.C81 
Strand 

End 941 

Method AAT/GAP 

End ' 704 

Score 600 



46666 
99099 
1 

OJ000217_17 .04 03.C81.o2.gp 
379 

3767347 ■ 
379. .704 

1352328/sp|Q02438 |E13E_H0RVU l.Oe-31 GLUCAN 

ENDO-1, 3-BETA-GLUCOSIDASE GV ( ( l->3 ) -BETA-GLUCAN ENDOHYDROLASE 
GV) ( (l->3)-BETA-GLUCANASE ISOENZYME GV) (BETA-1 , 3-ENDOGLUCANASE 

GV) >gi_1085814_pir S46237 glucan endo-1, 3-beta-glucosidase. - 

barley >gi_540580 (M96939) glucan endo-1 , 3-beta-glucosidase 
[Hordeum vulgare] 



46666 
99099 
1 

OJ000217_17.04 03.C81.o2.tm 

510 

none 



Seq. ID OJ000217_17.0403.C81 
Strand 

End 941 

Method TBLASTX: Maize 

End 928 

Score 62 



510. .563, 571. .741, 573. .743, 792. .926, 799. .927, 827. .928, 
857. .913 



Seq. No. 
Gene No. 
Start 



46666 
99099 
1 



Seq. ID OJ000217_17.0403.C81 
Strand 

End 941 



48264 






OJ000217 17 


.0403 


.C81.02 


. LW 


iYie L no Q. 


i DXii-io i A . wneaL. 


O L dX L 


540 








iijnQ 




yjl. 


none 








Score 


O 0 




540.. 563, 570.. 635, 574 


. , D J D , 


D J -7 . . D / X 


f^Af) f^l^ f^P7 lAf^ 
, D4U,,D/0, DO/../flD, 




792.. 902, 793.. 903 








Seq. No. 


46667 








Seq.. ID 


OJ000217_17. 0403. 083 


Gene No. 


99100 








Strand 






1750 








HiIlvJl 


o D f± D 


Nsme 


OJ000217 17 


.0403 


.083. ol 


. gs 


A "K /^/^ 
LYie Liioa. 


PTTMQPaKI 




1750 








tjna 






none 








Score 


. D D 


H V 1^ O 


1750. .2127, 


2225 


. .2892, 


.3 U Z X . 






O ^ . LN (J . 


46667 








Seq, ID 


OJ000217_17. 0403,083 


Gene No. 


99100 








Strand 




Start 


1750 








End 


3646 


Naine 


OJ000217 17 


.0403 


.083. ol 


.np 


• Method 


AAT/NAP 




1784 








End 


3646 




ft ^ DZ ^ f± 








Score 


1155 


Exons 


1784. .2127, 


2225 


. .2644, 


2741. 


,2922, 3021. .3246, 3623. ,3646 




{AC006200) : 


putative amino acid permease [Arabidopsis thaliana] 


o e q . IN o . 


46667 








Seq, ID 


OJ000217_17. 0403. 083 


Gene No. 


99100 








Strand 




Start 


1750 








End 


3646 


Name 


OJ000217 17 


.0403, 


.083.01 


. tm 


Method 


TBLASTX: Maize.-: 


o Lar L 


1787 








End 


2453 




none 








Score 


45 


Exons 


X/O / ■ •XO'iD, 


1787, 


. .1846, 


1849. 


,2127, 1862.. 1933, 1984., 2046, 




1991. .2128, 


2025, 


. .2156, 


2123. 


,2443, 2208. .2444, 2331. .2453 


oeq . iNo . 


46667 








Seq, ID 


OJ000217_17. 0403. 083 


(aene ino . 


99100 








Strand 




Start 


1750 








End 


3646 


Name 


OJ000217 17 


.0403, 


.083.01 


.tc 


Method 


TBLASTX:Oress 


Q-l- a r-l- 
O L ax U 


1790 








End 


.3'255 . 


oX 


none 








Score 


209 


Exons 


1 7 QO 1 ft R R 


1805, 


. ,2128, 


1825. 


.1932, 1984. .2151, 2208. ,2645, 




2225. ,2641, 


2741, 


. .2923, 


2742, 


.2924, 3013.. 3252, 3020.. 3148, 




3028. .3255 












o e q . IN o . 


46667 








Seq. ID 


OJ000217_1.7.04 03.O83 


Gene No. 


99100 








Strand 




Start 


1750- 








End 


3.646 


Name 


OJ000217 17 


,0403. 


.083.01 


. ts 


Method 


TBLASTX: Soybean 


o L.ar L 


2330 








End 


2792 


oX 


' none 








Score 


68 


XT' v 


2330. .2497, 


2331, 


. .2498, 


2489. 


.2641, 2490. .2645, 2741. .2788, 




2745. .2792 












Seq. No. 


46667 








Seq. ID 


OJ000217_17. 0403. 083 


Gene No. 


99100 








Strand 




Start 


1750 








End 


3646 


Name 


OJ000217 17 


.0403. 


.083.02, 


. tm 


Method 


TBLASTX: Maize 


Start 


3019 








End 


3253 


GI 


none 








Score 


237 



48265 



Exons 



3019.. 3243, 3020.. 3241, 3025.. 3243, 3029.. 3253 



Seq. No. 46668 

Gene No. 99101 

Start 1 

Name OJ000217_17 .04 03.C8 4 .ol.np 

Start 1 

GI 2444271 

Exons 1..322, 440.. 540 

GI Descrip, (AF019637) putative amino acid or GABA permease [Arabidopsis 
thaliana] 



Seq. ID OJ000217_17.0403.C84 
Strand 

End 1093 
Method AAT/NAP 
End 540 
Score ■ 358 



Seq. No. 46668 

Gene No. 99101 

Start 1 

Name OJ000217_17 . 0403.C8 4 . ol . gs 

Start 62 

GI none 

Exons 62. .322/ 440. .576, 992. .1093 



Seq. ID OJ000217_17.0403.C84 
Strand 

End 1093 

Method GENSCAN 

End 1093 

Score • . 67 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46668 
99102 
1211 

OJ000217_17.04 03.C84.ol.tc 
59 

none 



Seq. ID OJ000217_17.0403.C84 
Strand 

End 2163 

Method TBLASTX : Cress 

End 501 

Score 135 



59. .214, 59. .184, 61. .327, 278. .316, 439. .501 



Seq. No. 46668 

Gene No. 99102 

Start 1211 

Name OJ000217_17 . 04 03 . C84 . ol . ts 

Start 59 

GI none 

Exons 59. .181, 59. .172, 61. .180 



Seq. ID OJ000217_17.0403.C84 
Strand 

End 2163 

Method TBLASTX : Soybean 

End 181 

Score • 139 



Seq. No. 46668 

Gene No. 99102' 

Start 1211 

Name OJ000217_17 . 0403 . C84 . o2 . tm 

Start 61 

GI none 

Exons 61. .213, 61 . . 324 , 74 . . 232 



Seq. ID OJ000217_17.0403.C84 
Strand 

End 2163 

Method TBLASTX : Mai ze 

End 324 

Score 57 



Seq. No. 
Gene No. 
Start 
■ Name 
Start 
GI 

Exons 

GI Descrip. 



46668 
99102 
1211 

OJ000217_17.0403.C84 .ol.gp 
1211 

45840 1.R1084 



Seq. ID OJ000217_17.0403.C84 
Strand 

End 2163 

Method AAT/GAP 

End 2124 

Score 1152 



1211. .1587, 1767. .1895, 2018. .2124 

M176420/dbj IBAA37167I 2.0e-ll (AB008097) cytochrome P450 
[Arabidopsis thaliana] ' 



Seq. No, 
Gene No, 
Start 



46668 
99102 
1211 



Seq. ID OJ000217_17.0403.C84 
Strand 

End 2163 



48266 



Name 

Start 

GI 

Exons 



OJ000217 17.0403.C84.ol.tm 



Method TBLASTX: Maize - 



1424 End 2137 

none Score 54 

1424, .1474, 1426. .1476, 1500. .1556, 1521. .1556, 1767. .1856, 

1767. .1859, 1781. .1858, 1848. .1922, 1848. .1919, 2009. .2125, 

2015. .2137, 2016. .2126, 2036. .2134 



Seq. No. 46668 Seq. ID 

Gene No^.. 99102 Strand 

Start ' 1211 End 

Name OJ000217_17 . 0403 . C84 . o2 . np Method 

Start 1755 End 

GI 4006877 Score 

Exons 1755.. 1895, 2000.. 2163 

GI Descrip. {Z99707) RNA-binding like protein [Arabidopsis thaliana] 



OJ000217_17-.0403.C84 

2163 
AAT/NAP 
2163 
156 



Seq. No. 


46669 


Seq. ID 


OJ000217_ 


_17.0403.C86 


Gene No. 


99103 . 


Strand 


+ 




Start 


426 


End 


678 




Name 


OJ000217 17.0403.C86.ol.gs 


Method 


GENSCAN 




Start 


426 


End 


678 




GI 


none 


Score 


.84 




Exons 


426. .678 








Seq. No. 


46670 


Seq. ID 


6j000217_ 


_17.0403.C87 


Gene No. 


^9104 


Strand 


+ 




Start 


419 


End 


2776 




Name 


OJ000217 17.0403.C87.ol.np 


Method 


AAT/NAP 




Start 


419 


End 


2776 




GI 


2444271 


Score 


347 




Exons 


419. .461, 1261. .1319, 1421 


..1743, 2697, 


. .2776 




GI Descrip. 


{AF019637) putative amino ■ 


acid or GABA 


permease 


[Arabidopsis 




thaliana] 









Seq. No. 


46670 


Seq. ID 


OJ000217 17, 


.0403. C87 


Gene No. 


99104 


Strand 


-f 




■.Start 


. 419 


' End - 


2776-- 




Name 


OJ000217 17.0403.C87.ol.gs 


Method 


GENSCAN 




Start 


613 


End 


2180 




GI 


none 


Score 


.75 




Exons 


613. .714, 1114. .1319, 1421. 


.1681, 1961 


..1983, 2095. 


. .2180 


Seq. No. 


46670 ■ 


Seq. ID 


OJ000217_17, 


.0403. C87 


Gene No. 


99104 


Strand 


+ 




Start 


419 . . 


' . End, 


2776 




Name 


OJ000217 17.0403.C87.ol.gp. 


Method 


AAT/GAP 




Start 


1519 


End 


1681 




GI 


LIB3431-008-P1-K1-G12 ■ 


Score 


282 - 




Exons 


1519. .1681 








GI Descrip. 


'2444271 3.0e-51 {AF019637) 


putative amino acid or 


GABA permease 



[Arabidopsis thaliana] ' 



Seq. No. 46670 Seq. ID OJ000217_17 ..0403 . C87 

Gene No. 99104 Strand + 

Start 419 End 2776 

Name OJ000217_17 . 04 03 . C87 . o2 . gp Method AAT/GAP 

Start 2429 End 2776 



48267 



GI 

Exons 

GI Descrip. 



9531_1.R1084 
2429. .2776 

'5295954/cibj IBAA81855. 
[Oryza sativa] ' 



Score 



648 



11 7.0e-37 (AB026295) hypothetical protein 



Seq. No. 46670 Seq. ID 

Gene No. 99105 Strand 

Start 2089 End 

Name OJ000217_17 . 04 03 .C87 . bl . to Method 

Start 1258 End 

GI none Score 
Exons 



OJ000217_17.0403.C87 
2770 

TBLASTX: Cress 

1733 

74 



1258. .1320, 1272, 
1625. .1684 



.1319, 1419. .1682, 1421. .1693, 1533. .1733, 



Seq. No. 46670 

Gene No. 99105 

Start 2089 

Name OJ000217_17 . 0403 . C87 . ol . ts 

Start 1273 

GI none 

Exons 1273,. 1341, 1433.. 1591, 1434. 
1599. .1661 



OJ000217_17.0403.C87 
2770 

TBLASTX : Soybean 

1661 

57 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1484, 1476. .1595, 1598. .1660, 



Seq. No. 46670 Seq. ID 

Gene No:. -99105 Strand 

Start 2089 - End 

Name OJ000217_17 . 0403 . C87 . ol . tm Method 

Start 1419 End 

GI none Score 

Exons 1419.. 1682, 1430.. 1669, 1533.. 1682 



OJ000217_17.0403.C87 
2770 ^ 

TBLASTX: Maize 

1682 

235 



Seq. No. 


46670 




Seq. ID 


OJ000217_17.0403. 


C87 


Gene No. 


99105 




Strand 






Start 


2089 




End 


2770 




Name 


OJ000217 17.0403.C87.o2, 


.np 


Method 


AAT/NAP 




Start 


2089 




End 


2770 




GI 


5295954 




Score 


590 




Exons 


2089. .2185, 2355. .2770 










GI Descrip. 


{AB026295) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46670 




Seq. ID 


OJ000217_17 .0403. 


C87 


Gene No. 


99105 




Strand 






Start 


2089 




End 


2770 




Name 


OJ000217 17.0403.C87.o2. 


.gs 


Method 


GENSCAN 




Start 


2310 




End 


2770 




GI 


none 




Score 


.63 




Exons 


2310. .2513, 2567. .2770 










Seq. No. 


46671 




Seq. ID 


OJ000217_17.0403. 


C88 


Gene No. 


99106 




Strand 


+ 




Start 


1 




End 


2352 




Name 


OJ000217 17.0403.C88.ol. 


-gp 


Method 


AAT/GAP 




Start 


1 




End 


52 




GI 


9531 1.R1084 




Score 


104 




Exons 


1. .52 










GI Descrip. 


' 5295954 /dbj | BAA81855.il 


7. 


. Oe-37 (AB026295) hypothetical 


protein 




[Oryza sativa] * 











48268 



Seq. No. 46671 . Seq. ID OJ000217_17 . 04 03 , C88 

Gene No. 99106 " Strand + 

Start 1 End 2352 

Name OJ000217_17 . 0403 . C88 ; o2 . np ' Method AAT/NAP 

Start 1 End 2340 

GI 2444271 Score 1226 

Exons . 1..205, 632. .692, 800 .. 1019, . 1115 .. 1296, 1388 . .1677, 1779. .1908, 

1996. .2340 

GI Descrip. (AF019637) putative amino acid or GABA permease [Arabidopsis 
thaliana] 



Seq. No. 46671 

Gene No. 99106 

Start 1 

Name OJ000217_17 . 04 03 . C88 . ol . np 

Start 43 

GI 5295953 

Exons 43.. 3.43, 1605.. 1702 

GI Descrip. {AB026295) hypothetical protein [Oryza sativa] 



Seq. ID OJ000217_17. 0403. 088 

Strand + 

End 2352 

Method AAT/NAP 

End 1702 

Score 383 



Seq. No. 

Gene No. 
p Start 

Name 
:f Start 

::!; GI 
i y Exons 



46671 
99106 
1 

OJ0002 17_17 . 04 03 . C8 8 . ol . gs 

152 
none 



Seq. ID OJ000217_17.0403.C88 

Strand + 

End 2352 

Method GENSCAN 

End. 2352 

Score . 9 



152. .341, 800. .1019, 1115. .1296, 1388. .1677, 1800. .1908, 
1996. .2352 



Seq. No. 46671 

Gene No. . 99106 

Start 1 

Name OJ000217_17 . 04 03 . 088 . o3 . gp 

Start 774 

GI LIB3431-008-P1-K1-G12 

Exons 774.. 1019, 1115.. 1191 

GI Descrip. '2444271 3.0e-51 (AF019637) putative amino acid or GABA permease 
[Arabidopsis thaliana] * 



Seq. ID OJ000217_17. 0403. 088 

Strand + 

End 2352 

Method AAT/GAP 

End 1191 

Score 553 



Seq. No. 46671 

Gene No. 99107 

Start 78 

Name OJ000217_17 . 04 03 . 088 . o2 . gp 

Start 78 

GI LIB3431-022-P1-N1-F9 

Exons 78. . 488 . 

GI Descrip. ' 5295936/dbj | AB026295 . 2 | AB026295 1.0e^l74 Oryza sativa genomic 
DNA, chromosome 6, clone : P0681F10, complete sequence' 



Seq. ID OJ000217_17. 0403. 088 

Strand 

End 488 

Method AAT/GAP 

End 488 

Score 814 



Seq. No. 46671 

Gene No. 99108 

Start 2254 

Name OJ000217_17 . 04 03 . 088 . ol . tc 

Start 797 

GI none 
Exons 



Seq. ID OJ000217_17 . 0403.088 
Strand 

End 2589 

Method TBLASTX: Cress 

End 2333 

Score 200 



797. .883, 800. .1021, 935. .1012, 1107. .1289, 1108. .1296, 



48269 




1376.. 1666, 1387.. 1521, 1582.. 1677, 1765.. 1905, 1766.. 1852, 
1776.. 1901, 1776.. 1907, 1777.. 1908, 1995.. 2033, 1995.. 2333, 
1996.. 2331 



Seq. No. 


46671 


Seq. ID 


OJ000217 17. 0403. 08 8 


Gene No. 


99108 


Strand 




Start 


2254 


End 


2589 


Name 


OJ000217 17 


.0403.C88 .o2. tm Method 


TBLASTX: Maize 


Start 


797 


End 


1143 


GI 


none 


Score 


253 


Exons 


797. . 1012, 


799. .1020, 800. .1021, 1114. 


.1143 


Seq. No. 


46671 


Seq. ID 


OJ000217_17.0403.C88 


Gene No. 


99108 


Strand 




Start 


2254 


End 


2589 


Name 


OJ000217 17 


. 0403 . C88 . ol . tm Method 


TBLASTX: Maize 


Start 


, 1588 


End 


2337 


GI 


none 


Score 


86 


Exons 


1588. .1677, 


1589. .1666, 1761. .1901, 1765 .. 1905 , 17 66 .. 1873, 



1773. .1904, 1777. ,1905, 1994. .2035, 1995. .2141, 1995. .2330, 
1996. .2331, 2251. .2337 



Seq. No. 46671 Seq. ID 

Gene No. 99108 ' Strand 

Start 2254 End 

Name OJ000217_17 . 04 03 . C88 .04 . gp Method 

Start 2254 End 

GI * none Score 

Exons 2254 . .2589 



OJ000217_17. 0403. 088 

2589 
AAT/GAP 
2589 
660 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46672 
99109 
1 

OJ000217_17.0403.C8 9.ol.np 
1 

2444271 



OJ000217_17, 0403. 089 
+ 



Seq. ID 
Strand 

End 2116 
Method AAT/NAP 
End 2107 
Spore 1346 

1. .133,. 505. .739, 860. .1041, 1149. .1438, 1540. .1669, 1760. .2107 
{AF019637) putative amino acid or GABA permease [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46672 
99109 

1 ■ 

OJ000217 17.0403,089.ol.tc 



Seq. ID 
Strand. 
End 

_ Method 
8 End 
none Score 
8. ',133, 10. .129, 23. .130, 373. .402, 502. .732, 523. .741, 
853. .1053, 858. .1049, 1131 . .1439, ' 1151 .. 1438 , 1534. .1668, 
1538. .1669, 1759. .1980, 1760. .1984, 1993. .2091, 1994. .2101 



OJ000217_17. 0403. 089 
+ 

2116 . 

TBLASTX: Cress 
2101 
200 



Seq. No. 46672 

Gene No. 99109 

Start 1 

Name OJ000217_17 . 04 03". 08 9 . ol . ts 

Start 10 

GI none 
Exons 



Seq. ID OJ000217_17. 0403. 089 

Strand + 

End 2116 

Method TBLASTX : Soybean- ■ 

End 638 

Score 199 



10. .129, 11. .133, 17. .130, 19. .135, 212. .253, 519. .638, 523. .627 



48270 



Seq. No. 

Gene No; 

Start 

Name 

Start 

GI 

Exons 



46672 
99109 
1 

OJ000217_17.04 03.C8 9.ol.gs 
23 

none 



Seq. ID OJ000217_17.0403.C89 

Strand + 

End 2116 

Method GENSCAN 

End 2116 

Score .86 

23. .129, 384. .402, 520. .739, 860. .1041, 11'49..1438, 1540. .1669, 
1760.. 2116 



Seq. No. 46672 

Gene No. 99109 

Start 1 

Name OJ000217_17 . 0403 . C89 . o2 . tm 

Start 517 

GI none 

Exons 517.. 732, 523.. 747, 859.. 888 



Seq. ID OJ000217_17. 0403. 089 

Strand + 

End 2116 

Method TBLASTX : Mai ze 

End 888 

Score 242 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46672 
99109 
1 

OJ000217_17 . 0403 . C8 9 . ol . tm 

1346 

none 



Seq. ID OJ000217_17.0403.C89 

Strand + 

End 2116 

Method TBLASTX: Maize 

End 2104 

Scor^v • 103 ■ 



1346. .1438, 1350. .1439, 1534. .1662, 1538. .1666, 1538. .1678, 
1732. .1989, 1760. .1984, 1987. .2103, 1991. ,2104, 1991. .2104 



Seq. No. 46673 

Gene No. 99110 ' 

Start 532 

Name OJ000217_17 , 0403 . C90 . ol . gs 

Start 532 

GI none 
Exons 



532.-638, 758. .101^ 
1807.. 2094 



Seq. ID OJ000217_17.0403.C90 

Strand + 

End 2104 

Method GENSCAN 

End 2094 

Score . 9 



1105. .1123, 1233. .1452, 1533. .1714, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46673 
99110 
532 

OJ000217_17.04 03.C90.ol.np 
543 

2444271 



Seq. ID OJ000217_17 . 0403.C90 
Strand + 
End 2104 
Method AAT/NAP 
End 2104 
Score 970 

543. .638, 758. .1022, 1218. .1452, 1533 .. 17 14 , 1807 .. 2104 
{AF019637) putative amino acid or GABA permease [Arabidopsis 
thaliana] 



Seq. No. 46673 

Gene No. 99110 

Start 532 

Name OJ000217_17 . 0403 . C90 . ol . tc 

Start 574 

GI none 
Exons 



Seq. ID OJ000217_17.0403.C90 

Strand + 

End 2104 

Method TBLASTX : Cress 

End 2052 

Score 69 



574. .639, 603. .638, 758. ,847, 764. .1018, 765, .1022, 867. .1019, 
868. .1023, 896. .1024, 1200. .1454, 1200. ,1445, 1531. .1713, 
1532. .1714, 1809. .2051, 1810. ,205-2 



Seq, No. 



46673 



Seq. ID OJ000217_17.0403.C90 



48271 




Gene No. 


99110 


Strand 


+ 






Start 


532 


End 


2104 






Name 


OJ000217 17.0403.C90.o2.tm 


Method 


TRLASTX • 


Mai ze 




o u a X L. 


767 


End - 


1030 






GI 


none 


Score 


242 








767. .1030, 774. .1019, 889. .1020 








Seq. No. 


46673 


Seq. ID 


OJ000217 


_17.0403 


.C90 


Gene No. 


99110 


Strand 


+ 






Start 


532 


End 


2104 






Name 


OJ000217 17.0403.C90.ol.ts 


Method 


TBLASTX • 


<j V-/ y oil 




Start 


770 


End 


997 








none 


Score 


143 








770. .928, 813. .932, 935. .997, 


936. . 992 








Sea No. 


46673 


Seq. ID 


OJ000217 


17 . 0403 


.C90 


Gene No. 


99110 


Strand 


+ 






Start 


532 


End 


2104 






Name 


OJ000217 17.0403.C90.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


1229 


End 


1561 






GI 


none 


Score 


254 






Exons 


1229. .1453, 1230. .1454, 1532. 


.1561 









OcLj^ . LNvJ • 


46674 


Seq. • ID 


\JU U U U ^ J- / 




OfeJllc LMvJ, 


99111 


Strand 








1 


End 






Name 


OJ000217 17.0403.C94.ol.np- 


Method 


AAT/NAP 




Start 


1 


End 


342 




GI 


6815099 


Score 


95 




Exons 


1..21, 168. .342 








GI Descrip. 


{AP001081) hypothetical protein [Oryza 


sativa] 




Seq. No. 


46674 


Seq. ID 


OJ000217_ 


_17.0403.C94 


Gene No. 


99111 


Strand 


+ 




Start 


1 


End 


342 




Name 


OJ000217 17.0403.C94.ol.gs 


Method 


GENSCAN 




Start 


114 . 


End 


301 




GI 


none 


Score 


.78 




Exons 


114. .162, 231. .301 








Seq. No. 


46674 


Seq. ID 


OJ000217__ 


17.0403.C94 


Gene No. 


99112 


Strand 






Start 


393 


End ^ 


464' 




Name 


OJ000217 17.0403.C94.o2.gs 


Method 


GENSCAN 




Start 


. 393 


End 


464 




GI 


none 


Score 


.61 




Exons 


393. .464 








Seq. No. 


46675 


Seq. ID 


OJ000217_ 


16. 0403. C2 


Gene No. 


99113 


Strand 


+ 




Start 


1 


End 


588 




Name 


OJ000217 16.0403.C2.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


588 




GI 


6630696 


Score 


960 




Exons 


1. .588 








GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 {E20423) 


correspond 



region of the predicted gene.; Similar to retrovirus-related pol 



48272 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



46675 
99114 
2257 

OJ000217_16.04 03.C2.o2.np 
2257 
7485231 
2257. .2291, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
4960, 6840.. 6893 
hypothetical protein A_IG002N01 . 30 - 
(fragment) gi | 2191151 1 gb I AAB61038 . 1 1 
similarity to membrane associated salt-inducible protein 
[Arabidopsis thaliana] 



OJ000217_ 
' + 

9127 
AAT/NAP 
6893 
1395 . 



16. 0403. C2 



3615. 



Arabidopsis thaliana 
(AF007269) contains • 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46675 Seq. ID 

99114 Strand 

2257 End 

OJ000217_16 . 04 03 . C2 . o2 . gs Method 

3467 End 

none Score .4 

3467.. 4992, 6099.. 6221, 6368.. 6607, 7059.. 7255, 9012.. 9127 



OJ000217_16.0403.C2 
+ 

9127 • 

GENSCAN 

9127 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



46675 
99115 
9783 

OJ000217_16.0403.C2.o3.np 

9783 

7486745 

9783. .9818, 1 14 62 .. 11595, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
11724. .11893, 



OJ000217_16.0403.C2 
+ 

13326 
AAT/NAP 
13326 
176 

13301. .13326 



hypothetical protein F9D16.280 - Arabidopsis thaliana 
gi| 4454050 I emb I CAA23047.il (AL035394) putative protein 
[Arabidopsis thaliana] gi | 7269230 | emb | CAB81299 . 1 | {AL161560) 
putative protein [Arabidopsis thaliana] 



[j Seq. No. 


46675 




Seq. ID 


OJ000217 


_16.0403 


.C2 


KA Gene No. 


99115 




Strand 


+ 






Start- 


9783 




-End 


. 13326 - 






Name 


OJ000217 16. 0403. C2, 


. o3 . gs 


Method 


GENSCAN 






Start 


10885 




End 


12180 






□ GI 


none 




Score 


.81 






[J Exons 


10885. . 10932, 10984, 


. .11423, 


11470. . 11595, 11724 


. .12180 




Seq. No. 


46675' 




Seq. ID 


OJ000217 


_16.0403 


.C2 


Gene No. 


99116 




Strand 


+ 






- Start 


26607 . 




End 


27113 






Name 


OJ000217 16. 0403. C2, 


. o7 . gs 


Method 


GENSCAN 






Start 


26607 




End 


27113 






GI 


none 




Score 


.1 






Exons 


26607. .27113 












Seq. No. 


46675 




Seq. ID 


OJ000217_ 


_16.0403 


.C2 


Gene No. 


99117 




Strand 








Start 


4561 




End 


5186 






Name 


OJ000217 16. 0403. 02. 


, ol.gp 


Method 


AAT/GAP 






Start 


4561 




End 


5186 






GI 


4362 2.R1084 




Score 


1117 






Exons 


4561. .5186 













48273 



GI Descrip. * 6015437/dbj | AB008112 . 14AB008112 2,0e-10 Homo sapiens PEXl itiRNA, 
complete cds * 



Seq. No. 


46675 




Seq. ID 


OJ000217_ 


16.0403 


.02 




99118 




Strand 










13034 




End 


19682 






Name 


OJ000217 16 0403 C2 




Method 


GENSCAN 








13034 *" 




End 


19682 






O J. 


n on o 




Score 


.79 








1 '^0'^4 1 ^^?Q 1^491 

J. ^ \J ■J *i t tX^-J^^/ X^*3^±. 


. ± J v O O / 


14025. .15460, 15545. 


* J. ^ \J O ^ f 






16041. . 16263, 16326. 


. 16365, 


16909. .16984, 17005. 


. 17202, 






17788. . 18055, 18165. 


.19682 










0(2»/-T Mo 

O C . LN (J . 


*i \J\J f ^ 




Seq. ID 


OJ000217 




r9 




QQ1 1 ft 

-? -7 ± X O 




91" nH 








O (- di. L 


X J U J *i 




End 


19682 






Name 


n. 1000917 Ifi 040^ r9 


O 9 *TO 

oz . gp 




AAT /GAP 








1 SfiRO ~ 

X J D J \J 




End 


X U X -7 ^ 






GI 


427088 




Score 


O -J ^ 






Exons 


15650. . 16113, 16165. 


.16195 










Oorr Mo 


H \} \j f O 




Seq. ID 


OJ000217_ 


1 04 0? 


CO 


^ n £i XT 


-7 -7 X X 




Strand 








O 1- di. L 


901 RR 
^ U X o o 




End 


22014 






Name 


O.T000917 Ifi 040? P9 


oo . gp 


Method 


AAT /GAP 






Q -h 3 -r +- 


901 RR 
Z U X o o 




End 


20549 








O / u O O J *i 




Score 


659 






Exons 


20188 . . 20549 












Seq. No. 


46675 




Seq. ID 


OJ000217_ 


16.0403. 


,C2 


Gene No. 


99119 




Strand 








Start 


20188 




End 


22014 






Name 


OJ000217 16. 0403. C2. 


o4 . np 


Method 


AAT /NAP 






Start 


20395 




End 


22014 






GI 


7.469613 




Score 


1'81 






Exons 


2'0395. .20540, 21815. 


.22014 










GI Descrip. 


hypothetical protein 


- Synechocystis sp. (strain 


PCC 6803) 



gi|1001629|dbj IBAA10360.il (D64002) hypothetical protein 
[Synechocystis sp.] 



Seq. No. 


46675 








Seq. ID 


OJ000217_16.0403 


.02 


Gene No. 


99120 








Strand 






Start 


25367 








. End 


25678 




Name 


OJ000217 16.0403. 


02. o6, 


.gs 


Method 


GENSCAN 




Start 


25367 








End 


25678 




GI 


none 








Score 


.9 




Exons 


25367. 


.25678 












Seq. No. 


46675 ' 








Seq. ID 


OJ000217_16.0403 


.02 


Gene No. 


99121 








Strand 






Start 


29242 








End 


29870 




Name 


OJ000217 16.0403. 


02. ol. 


. tw 


Method 


TBLASTX: Wheat 




Start 


1 








...,End 


452 




GI 


none 








Score ' 


77 




Exons 


1. .54, 


3. .53, 54. 


. 167, 


69. 


.173, 70. .168, 154. .198, 167. 


.199 



176. .376, 201. .452, 202. .450 



48274 



Seq, No.- 46675 

Gene No. . ' 99121 

Start 29242 

Name OJ0002 17_1 6 . 04 03 . C2 . o6 . tm 

Start 4 62 

GI none 

Exons 462.. 551, 462.. 551, 463.. 552, 
597. .701, 601. .702, 601. .717, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000217 16. 0403. C2 



29870 

TBLASTX: Maize 
769 
80 

463. .552, 464. .553, 591..701> 
740. .769 



Seq. No. 46675 

Gene No. 99121 

Start 29242 

Name OJ000217_16 , 0403 .C2 . o2 . tw 

Start 728 

GI none 
Exons 



Seq. ID OJ000217_16.0403.C2 
Strand 
End 

Method 
End 
Score 

728. .769, 728. .760, 767. .868, 774. .881, 799. .897, 880. .942, 
881. .943, 954. .1082, 957. .1010, 1054. .1083 



29870 

TBLASTX: Wheat 

1083 

41 



Seq. No. 46675 

Gene No. 99121 

Start 29242 

Name OJ000217_16 . 0403 . C2 . o2 . tm 

Start 3800 

P GI none 

,3 Exons- 3800. .4069, 3818. .3898, 3948. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.-4037, 3955.. 4068 



OJ000217_16.0403.C2 
29870 

TBLASTX: Maize 
4069 
353 



Seq. No. 46675 Seq. ID 

Gene No. 99121 Strand 

Start 29242 End 

Name OJ000217_16 . 0403 . C2 . ol . ts Method 

Start 4301 End 

GI none Score 

Exons 4301. .4663, 4301. .4651, 4306.. 4704 



OJ000217_16.0403.C2 
29870 

TBLASTX: Soybean ' 

4704 

473 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46675 
99121 
29242 
OJ000217 
4354 
none 
4354 
4759 
4906 



16.0403. C2.ol.tm 



4533, 
4845, 
5034 



4355. 
4772. 



.4759, 
.4852, 



4358. 
4901. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000217 16. 0403. C2 



29870 

TBLASTX: Maize 
5034 
105 

4717, 4573. .4722, 4730. 
5008, 4901. .4996, 4903. 



.4882, 
.5028, 



Seq. No. 46675 

Gene No. 99121 

Start 29242 

Name OJ000217_16 . 0403 . 02 . ol . tc 

Start 4373 

GI none 

Exons 4373. .4690, 4373. .4657, 4459. .4689 



Seq. ID OJ000217_16.0403.C2 
Strand 

End 29870 

Method TBLASTX: Cress 

End' 4 690 

Score 416 



Seq. No. 
Gene No, 
Start 
Name 
Start 



46675 

99121 

29242 

OJ000217 

11489 



16.0403.C2.o4.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000217_16.0403.C2 

29870 ■ 
TBLASTX: Maize 
11817 



48275 



GI 

Exons 



m 



none Score 120 

11489. .11611, 11530. .11601, 11534 .. 11602 , 11719. . 11817, 

11722. . 11817 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start 
Name 
•Start 
GI 

Exons 



46675 
99121 
29242 

OJ000217_16.04 03.C2.o2.tc 

20395 

none 



Seq. ID OJ000217_16.0403.C2 
Strand 

End 29870 

Method TBLASTX : Cress 

End 21996 

Score 82 



20395. .20535, 204 13 .. 2054 1, 204 14 20542 , 20634 .. 20666, 
21814. .21996, 21816. .21995 



46675 
99121 
29242 

OJ000217_16.0403.C2.o3.tm 

20463 

none 



Seq. ID OJ000217_16.0403.C2 
Strand 

End 29870 

Method TBLASTX : Mai ze 

End 22008 

Score 113 



20463. .20540, 204 64 .. 2054 1, 204 65 .. 20542 , 20611 2064 9, 
20634 . .20666, 21814. .22008, 21816. .21998 



Seq. No. 46675 Seq. ID 

Gene Np . 99121 Strand 

Start' 29242 End 

"Name ' OJ0002 17._16 . 0403 . 02 . o8 . gs Method 

Start 29242 . End 

GI none Score 

Exons 29242. .29619, 29698.. 29838 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000217_16.0403.C2 

29870 
GENSCAN 
29838 
.45 



OJ000217 16. 0403. C2 



46675 Seq. ID 

99121 Strand 
29242 End 29870 

OJ000217_16 . 0403 . 02 . o5 . np Method AAT/NAP 

29245 End 29870 

5803254 Score ■ 348 

29245. .29619, 29698. .29870 

(AP000399) ESTs 097429(060159), D22427(O11106), 
AU078031 (E31854) , D15683 (01084 ) correspond to a region of the 
predicted gene; hypothetical protein [Oryza sativa] 



46675 
99121 
29242 

OJ000217_16.04 03.02.o5.tm 

29253 

none 



Seq. ID OJ000217_16.0403.O2 

Strand - 

End ■ 29870 

Method TBLASTX : Maize 

End 29568 

Score 90 



29253. .29357, 29255 .. 29359, 29256 .. 29324 , 2 9257 .. 29367 , 
29258.. 29368, 29419. .29568, 29420 .. 29566, 29431. .29568 



46676 Seq. ID 

99122 Strand 

707 End 

OJ000217_16.0403.O3.ol.gp Method 

707 End 

uC-osf lcypl74ellbl Score 
707. .817 



OJ000217_16. 0403.03 
817 

AAT/GAP 

817 

182 



48276 



GI Descrip. ' 5803242/dbj | AP000399 . 1 | AP000399 2.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P0535G04 * 





Seq. No. 


46677 


Seq. ID 


OJ000217_16.0403 


C5 






99123 


Strand 


+ 










End 


13124 






LNdlLlC 




Method 


GENSCAN 








u u ^ o 


End 


13124 






O J. 


n on o 


Score 


.59 








fifiQR 6QSn 7147 7^Q? 7fi4ft 


..7976, 7978. .8320, 8429. .8511, 






8674 9099 9154 9644 9762 


. .10804, 


11027. .11160, 11196. . 1214 4, 






12283. .12399, 12518 .. 12603, 


12687. . 13124 






Seq. No. 


46677 


Seq. ID 


OJ000217_16.0403 


C5 






99123 


Strand 


+ 








6698 


End 


13124 






Name 


OJ000217 16.04Q3.C5.ol.np 


Method 


AAT/NAP 








8843 


End 


. 13121 








7489805 


Score 


2714 








8843. .8886, 9357. .13121 










GI Descrip, 


polyprotein - maize retrotransposon Cinful-1 








gi|4206306|gb|AAD11615.1 1 (AF049110) prpol [Zea mays] 






Clorr Mo 
O c q . IN CJ . , 


46677 


Seq. ID 


OJ000'217_16.0403 






Q n £i M 


* 99124 


Strand 








O L d i. L 


c; o Q 


bna 








Name 


OJ000217 16.0403.C5.ol.gs 


Method 


GENSCAN 




f y 


q-|- a >--|- 


529 


End 


1342 




r " 


GI 


none 


Score 


.69 






Exons 


529. .690, 1013. .1073, 1141.. 


1342 








OCLj^ ■ IMU • 


46677 


Seq. ID 


OJ000217_16.0403. 






o Ti o Mo 


99125 


Strand 








O L d-L t_ 


3033 


End 


3854 




f ^ 


M^ mo 


OJ000217 16.0403.C5.o2.gs 


Method 


GENSCAN 






q-t- a r-h 

O L. O ^ L. 


3033 


End 


3854 






GI 


none 


Score 


. .83 




■ 3 


Exons 


3033. .3854 










q*3rr Mo 


46677 


Seq. ID 


OJ000217_16.0403. 


r* ^ 




o n o Mo 


99126 


Strand 








q-f- a -ri- 
O U di- i_ 


13378 


End 


16700 






Name 


OJ000217 16.0403.C5.o3.tm 


Method 


TBLASTX: Maize 






qi- r-l- 
O C d I. L. 


3378 


End 


■ 3578 






GI 


none 


Score 


195 






Exons 


3378.. 3578, 3379.. 3570 










o e q . LN o . 


46677 


Seq. ID 


OJ000217_16.0403. 


C5 




Gene No. 


99126 


Strand 








Start 


13378 


End 


16700 






Name 


OJ000217 16.0403.C5.ol.tc 


Method 


TBLASTX: Cress 






Start 


3387 


End 


3575 






GI 


none 


Score 


158 






Exons 


3387. .3575, 3394 . .3570 










Seq. No. 


46677 


Seq. ID 


OJ000217_16.0403. 


C5 




Gene No. 


99126 


Strand 







48277 




start 


X J J / o 




Fnd 


16700 

X\J f \J\J 




NairiG 


WUVjVJVJ^X/ xo. 


0403 rS o2 


Mo1" hoH 


TRT.ZV9TY • c:rk\7hek;5n 




O L. Cl J. L. 


J J -7 J 




PnH 


357 5 










9 o o 


1 90 




Exnn 


3393 3575 


3394 3570 








Seq. No. 


46677 




Seq. ID 


OJ000217_16.0403 


.05 


Gene No. 


.99126 




Strand 






Start 


13378 




End 


16700 




Name 


OJ000217 16 


0403 r5 n6 


Mp1- Vi dc\ 






O U d I. L. 


3393 ~ 
J J J' J 




End 


3563 
^ -.J \j J 






none 




Score 


114 

XXI 




TT von 


3393 3563 


3394 3561 








Seq. No. 


46677 




Seq. ID 


OJ000217_16.0403, 


.C5 


Gene No. 


99126 




Strand 






O L. d X L. 


X J J / o 




End 


16700 




Name 


OJ0n0217 T 6 

\JiJ \J \J \J £. J. f ,XU. 


0403 r5 n5 1-w 


Mp»1- h od 


TRT,A9Ty • Who;:^1- 

X OXjrAO 1 ^ . VVilc?d u 




O U Cl X L. 


O *i ^ ^ 




. Fnd 


87 66 




\J X 


n on 




9 OO 


183 

X o o 




P von Q 


8422 8766 










Seq. No. 


46677 




Seq. ID 


OJ000217_16.0403, 


.C5 


Gene No. 


99126 




Strand 






O L-dX l_ 


* . 1 3 37 8 

r X J J / O 




PnH 


1 6700 

X\j f \J\J 






WUWUVy^X f XD. 


0403 PR n4 1-w 




i D i-ic\.0 XA. • WIlCdL 




o udx u 


9SRQ ~ 

-7 -7 




PnH 


QQl 8 

^ 17 X O 




\3 X 






Qo O T"0 


92 




■p V o n 


9559 9690 


9696 9917 9697 

\j y \j * . ^ z/ X 1 / z? \j z? t * 


991 8 






Seq. No. 


46677 




Seq. ID 


OJ000217_16.0403. 


X5 


Gene No. 


99126 




Strand 






O U d X L. 


1 3378 




PnH 


1 6700 




Name 


njnnn2 T 7 i 6 

WUVj'VJVJ^X/ xu. 


0403 r5 nl 1-w 


Mo1- h oH 


TRT.A^TY • Who^^ 1- 




9t 3 ri- 

U dX L. 


10147 ~ 




PnH 


1 0578 

X\J ^ 1 o 




GI 


none 






4 4 9 
1 *i 




P. von 


10147 10578 


10149 10577 








Seq. No. 


46677 




Seq. ID 


OJ000217_16.0403. 


,C5 


Gene No. 


99126 




Strand 






Start 


13378 




End 


1 6700 

X\J f \J\J 




Name 


OJ000217 16 


0403 r5 ol l-m 




1 O Xj AO 1 . L J d X ^ c 




q-i- 3 ri- 

O U d X L 


102 51 ~ 

X U ^ J X 




PnH 


1 0608 

X\J \J\J O 




GI 


none 




o^^jx t; 


4 04 

*1 T 




P von c; 


10251 10607 


10252 10608 

/ X\J ^ ^ * m X\J \J\J KJ_ 








Seq. No. 


46677 




Seq. ID 


OJ000217_16.0403. 


,C5 


Gene No. 


99126 




Strand 






Q+- a r1- 

O L. d X L. 


13378 




PnH 


1 6700 

X\J I \J\J 




Ma TTI O 

IN diiLcr 


OJ000217 16. 


0403.C5.o2.tm 




TRT A9TY - Ma -1 -t-o 




O L dx L 


10615 




PnH 


1 U 0 ^ y 




GI 


none 




Score 


282 




Exons 


10615. . 10899, 10626.. 10886 ■ 








Seq. No. 


46677 




Seq. ID 


OJ000217_16.0403. 


C5 


Gene No. 


99126 




Strand 






Start 


13378 




End 


16700 





48278 




Nsirie 


OJ0n0217 16 0403 C5 


.ol.ts 






tJKJykJKZCXlL 




Start 


10618 ~" 




End 


11082 






GI 


none 




Score 


283 






Exons 


10618. .11082, 10668 


10826 










Seq. No. 


46677 




Seq. ID 


OJ000217 


_16.0403 


.C5 


Gene No. 


99126 




Strand 








Start 


13378 




End 


16700 






Name 


OJ000217 16. 0403. C5 


, o2 . tw 


Method 


TBLASTX: 


Wheat 




Start 


10626 ~ 




End 


10992 






GI 


none 




Score 


97 






l-j \^ 1 1 


10626 10973, 10626 


. . 10991, 


10627. . 10992 






Seq. No. 


46677 




Seq. ID 


OJ000217 


_16.0403 


.05 


Gene No. 


99126 




Strand 








Start 


13378 




End 


16700 






Name 


OJ000217 16 0403 C5 


o3 . ts 


Method 


TBLASTX: 






Start 


11265 ~ 




End 


11624 






GI 


none 




Score • 


70 






Rxon s 
1^ \^ 1 1 1^ 


11265 11363 11276 


. 116i23, 


11403. . 11624 






Seq. No. 


46677 




Seq. ID- 


OJ000217 


_16.0403 


C5 


Gene No. 


99126 




Strand 








Start 


13378 




End 


16700 






Name 


OlT000217 16 0403 


o3 > tw 


Method 


TBLASTX: 






Start 


11268 ~ 




End 


11699 






GI 


none 




Score 


324 






R X o n "=? 


11268 11699. 11333 


. 11692 










Seq. No. 


46611 




Seq. ID 


OJ000217 


_16.0403 


05 


Gene No. 


99126 




Strand 








Start 


13378 




End 


16700 






Name 


OJ000217 16 0403 C5 


o4 • tm 


Method 


TBLASTX: 


Ma X ze 




Start 


11901 




End 


12312 






GI 


none 




Score 


104 






Exons 


11 901.. 12044, 12028. 


. 12312, 


12039. . 12170 






Seq. No. . 


46677 




Seq. ID 


OJ000217 


_16.0403. 


05 


Gene No. 


99126 




Strand 








Start 


13378 




End 


16700 






Name 


OJ000217 16 0403 CS 


o 5 • tm 


Method 


TBLASTX: 


^ai ze 




Start 


12314 ~ 




End 


12529 






GI 


none 




Score 


65 






Exons 


12314 12478, 12314 


. 12529, 


12315. . 12521 






Spa Nn 


4 6677 




Seq. ID 


OJ000217 


16 0403 


OS 




99126 




Strand 








Start 


13378 




End 


167 00 






Name 


OJ000217 16. 0403. 05. 


o5 . gs 


Method 


GENSCAN 






Start 


13378 




End 


16700 












Score 


.59 






Exons 


13378. . 13490, 14080. 


. 14437, 


14531. . 14865, 15013 


. .15302, 






15342. . 15516/ 15605. 


.15735, 


15758. . 158 


47, 15946 


. .16121, 






16323. . 16507, 16641. 


.16700 










Seq. No. 


46678 




Seq. ID 


OJ000217 


_16.0403. 


06 


Gene No. 


99127 




Strand 


+ 







48279 



start 
Name 
Start 
GI 

Exons 



20 End 202 

OJ000217_16. 0403.C6.ol.gs Method GENSCAN 

20 End 202 

none . Score . 62 
20. .202 



Seq. No. 46678 Seq. ID OJ000217_16 . 04 03 . C6 

Gene No. 99128 Strand. + 

Start 6402 End 8171 

Name OJ000217_16 . 0403 . C6 . ol . gp Method AAT/GAP 

Start 5939 End 6089 

GI 3683_1.R1084 Score 170 

Exons 5939.. 6089 

GI Descrip. ' 5734 616/dbj I AP000391 . 1 | AP000391 2.0e-45 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 





4 O D / O 








Seq. ID 


OJ000217 


J- u < 


04 0^ 

t \J ^ \J o 




Gene No. 


99128 








Strand 


+ ,* 








Start 


6402 - 








End 


8171 








Name 


OJ000217 16, 


.0403. 


06. o4. 


gs 


Method 


GENSCAN 








Start 


6402 








End 


8171 








GI 


none 








Score 


.75 








Exons 


6402. . 6472, 


6635. 


.6723, 


7765. 


.7802, 8076.. 8171 








Seq. No. 


- 46678 








Seq. I'D 


OJ0b0217_ 


_16. 


,0403 


,06 


Gene No. 


99129 








Strand 










Start 


2200 








End 


2538 








Name 


OJ000217 16. 


.0403. 


06. o2. 


gs 


Method 


GENSCAN 








Start 


2200 








End 


2538 








GI 


none 








Score 


. 96 








Exons 


2200. .2538 


















Seq. No. 


46678 








Seq. ID 


OJ000217_ 


_16, 


.0403 


.06 


Gene No. 


99130 








Strand 










Start 


3674 








End 


4265 








Name 


OJ000217 16, 


.0403. 


06. o3. 


gs 


Method 


GENSCAN 








Start 


3674 








End 


4265 








GI 


none 








Score 


.91 








Exons 


3674. .3939, 


3960. 


.4018, 


4258. 


.4265 











Seq. No. 


46678 




Seq. ID 


OJ000217_16.0403, 


.06 


Gene No. 


99131 




Strand 






Start 


10278 




End 


13308 




Name 


OJ000217 16.0403.06. 


, o5 . gs 


Method 


GENSCAN 




Start 


10278 




End . 


12290 




GI 


none 




Score 


. 97 




■Exons ^ . 


. 10278. .10636, 10680. 


. .10785, 


11562. .12290 




Seq. No. 


46678 




Seq. ID 


OJ000217_16.0403, 


.06 


Gene No. 


99131 




Strand 






Start 


10278 




End 


13308 




Name 


OJ000217 16.0403.06, 


, ol . np 


Method 


AAT/NAP 




Start 


10290 




End 


13288 




GI 


. 4336434 




Score 


684 




Exons 


10290. .10588, 10680. 


. .10785, 


11562. .11699, 11739. . 11933, 






11979. .12157, 12188. 


. . 12285, 


13190.. 13288 




GI Descrip. 


(AF0924 31) nodule-enhanced 


protein phosphatase type 20 1 


[Lotus 



48280 



japonicus] 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



46678 
99131 
10278 

OJ000217_16.*0403.C6.ol.tc 
10305 
none 
•10305, 
10660. 
11838. 



,10346, 10408. .10590, 
10830, 11562. .11630, 
11930, 11988. .12056 



Seq. ID 
Strand 
End 

Method 

End 

Score 
10422. .10601, 10652 
11569. .11685, 11748 



OJ000217_16.0403.C6 
13308 

TBLASTX: Cress 
12056 
93 ■ 

10786, 
11795, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46678 
99131 
10278 

OJ000217_16.0403.C6.ol.ts 

10305 

none 

10305. .10601, 10432. . 10590, 
10681. .10812 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_16.0403.C6 
13308 

TBLASTX : Soybean 

10812 

70 



10660. .10788, 10661. .1078 6, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI • 

Exons 



46678 
99131 
10278 

OJ000217_16 . 04 03 . C6 .ol . tw 
10431 
none 

10431. .10586, 10440. . 10601, 10447 .. 10602, 10651 
1067 9. .1078 6, 11562. .11630, 11563. .11631 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217 16. 0403. C6 



13308 

TBLASTX: Wheat 
11631 
135 

10809, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46678 
99131 
10278 

OJ000217_16.04 03.C6.o2.tm 
10431 
none 

10431. .10511, 10440 
10661. .10786, 10672 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

10601, 10459. .10602, 10660 
10788 



OJ000217 16. 0403. C6 



13308 

TBLASTX: Maize 
10809 
98 

10809, 



Seq. No. 
Gene No, 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46678 Seq. ID 

99131 Strand 

10278 End 

OJ000217_16.'0403.C6.ol. tm Method 

11562 End 

none Score 

11562. .11630, 11563. .11685, 11721 

11866. .11910, 11988. . 12059, 11989 

46678 

99131 Strand 

10278 End 

OJ000217_16 . 04 03 . C6 . o2 . ts Method 

11562 End 

none Score 



OJ000217 16. 0403. C6 



13308 

TBLASTX: Maize 
12059 
96 

11825, 11841. . 11930, 
12057 



Seq. ID OJ000217_16.0403.C6 



13308 

TBLASTX : Soybean 

12056 

81 



11562. .11630, 11569. .11685, 1174 8 . . 1 1804 , 11832 .. 11 930 , 
11991. .12056 



48281 



Seq. No. 


46678 




Seq. ID 


OJ000217 


Gene No. 


99131 




Strand 




Start 


10278 




End 


13308 • 


IN ClillC 


OJOno;>17 16 0403 r6 


.06 . qs 




0 £J LN 0 ^rtiN 




X U O -7 






1 3'^nft 

X ~j 0 \J 0 




none 




Score 


88 




12669 12719 12871 


13308 








*i O O / -7 






0.70 00 21 7 

\JU \J \J \J ^ X 1 


Gene No, 


99132 




strand 


+ 


Start 


9737 




End 


10047 


Name 


OJ000217 16. 0403. C8 


. o2 . gp 


Method 


AAT/GAP 


Start 


9737 




End 


10047 


GI 


3762674 




Score 


542 . 


Exons 


9737. .10047 









Seq. No. 


46679 




Seq. ID 


OJ000217_16. 


0403, 


.08 


Gene No. 


• 99133 




Strand 


+ 






Start 


12146 




End 


13743 






Name 


OJ000217 16. 0403. C8. 


o3 . gs 


Method 


GENSCAN 






Start 


12146 




End 


13743 






GI 


none ■ 




Score 


.62 






Exons 


12146. .12395, 12635. 


.13069, 


13661. .13743 






Seq. No. 


46679 




Seq. ID 


OJ000217_16. 


0403, 


.C8 


Gene No. 


99134 




Strand 


+ 






Start 


14530 




End 


14661 






Name 


OJ000217 16. 0403. C8. 


o3 . gp 


Method 


AAT/(5AP 






Start 


14530 




End 


14661 






GI 


5007085 




Score 


284 






Exons 


14530. .14661 












GI Descrip. 


5007086/gb|AAD37810. 


1|AF155334_1 O.Oe+00 (AF155334) 







NADP-specif ic isocitrate dehydrogenase [Oryza sativa] 



Seq. No. 


46679 


Seq. ID 


OJ000^217_16.0403 


.C8 


Gene No. • 


99135 


Strand 






Start 


1509 


End 


- -55.8 6 




Name 


OJ000217 16.0403.C8.oX:gs 


Method 


GENSCAN 




Start 


1509 


End 


3572 




GI 


none 


Score 


.98 




Exons 


1509. .3572 








Seq. No. 


46679 


Seq. ID 


OJ000217_16.0403 


.08 


Gene No. 


99135 


Strand 






Start 


1509 


End 


5586 




Name 


OJ000217 16.0403.C8.ol.np 


Method 


AAT/NAP 




Start- 


1512 


End 


5586 




GI 


7485695 


Score 


1092 




Exons 


1512. .3500, 5564. .5586 








GI Descrip. 


hypothetical protein F18A5, 


,40 - Arabidopsis thaliana 






gi 1 4455294 i emb | CAB3682 9 . 1 1 


(AL035528) 


putative protein 





[Arabidopsis thaliana] gi | 7268069 | emb | CAB784 07 . 1 | (AL161537) 
putative protein [Arabidopsis thaliana] 



Seq. No. 46679 ' Seq. ID OJ000217_16 . 0403 . 08 

Gene No. 99135 Strand 

Start 1509 End 5586 



48282 





Name 


OJ000217 16.0403.C8.o2.np 


Method 


AAT/NAP 




Start 


1512 


End 


3416 




O J. 


7340873 


Score 


997 






1512. .3416 








\J X ^ X -L • 


(AP001551) Similar to Arabidopsis thaliana chromosome 4 BAG 






clone F28A21 ; putative protein. {AL035526) [Oryza sativa] 




>_/ ^ VJ ■ 1^ V_/ • 


46679 


Seq. ID 


OJ000217_16.0403.C8 






99136 


•Strand 






Start 


7068 


End 


9739 




Name 


OJ000217 16.0403.C8.ol.gp 


Method 


AAT/GAP 




Start 


6524 


End 


6608 




GI 


LIB3477-003-P1-K1-E9 


Score 


102 




P von Q 


6524. .6608 










'2498586/sp|Q40638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 






sat 1 Va J 








Seq. No. 


4 6679 


Seq. ID 


OJ000217_16.0403.C8 




Gene No. 


99136 


Strand 






O L. CLX. L> 


/ U oo 


End 


9739 




Mam ^ 


OTPinnoiT 1 n/n'^ nQ r\0 rxa 
ujuuuzi/ 1 D . u J . uo . oz , gs 


Method 


GENSCAN 




O L Ct i. 


/ U DO 


End 


9739 


J. ~B 




none 


Score 


.83 


\1 
ft pi 


P von c: 


in^R 1AQ(^ flflfi'^ R9Tn flR9fi 


.9173, 9671. .9739 


ill 


Seq. No. 


46679 


Seq. ID 


OJ000217_16.0403,C8 




Gene No. 


99137 


Strand 






Start 




End 


14601 


i : : 


Name 


UJUUU^il / 1 D . U4 Uo . Uo . oz . tm 


Method 


TBLASTX: Maize 






1 /I Q C 

1 41 y 0 


End 


1790 


\ y 


O -L 


none 


Score 


90 


=■ 


R V o n C3 


1/1QC^ ITIQ IcinQ TTQn 






r " 


Seq. No. 


H KjKj / y 


Seq. ID 


OJ000217_16.0403.C8 




Gene No. 


99137 


Strand 






Start 


14488 


End 


14601 




Name 


OJ000217 16.0403.C8.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1497 


End 


1727 




GI 


none 


Score 


86 




E von q 

J— r \^ ilk? 


1497. .1727, 1510. .1716 








Seq. No. 


46679 


Seq. ID 


OJ000217_16.0403.C8 




Gene No. ■ 


99137 


Strand 






Start 


14488 


End 


14601 






OJ000217 16.0403.C8.ol.tc 


Method 


TBLASTX: Cress 






1509 


End 


2036 




'GI 


none 


Score 


240 




F" von Q 


1509. .2036, 1510. .2031 








Sea No 


46679 


Seq. ID 


OJ000217_16.0403.C8 




Gene No. 


99137 


Strand 






Start 


14488 


End 


14601 




Name 


OJ000217 16.0403.C8.ol. ts 


Method 


TBLASTX: Soybean 




Start 


1731 


End 


2270 




GI 


none 


Score 


64 




Exons 


1731.. 2270, 2158.. 2253 







48283 



Seq. No. 46679 
Gene No. 99137 
Start 14488 

Name ' OJ000217_16. 0403.C8 .ol . tm- 

Start 1792 
GI none 

Exons 1792.. 2019, 1800.. 2642, 1890, 

2342.. 2497, 2352.. 2525, 2361, 
2619. .2936, 2643. .3050, 2847, 
3285. .3416, 3297. .3416 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000217 16.0403.-C8 



14601 

TBLASTX: Maize 
3416 
88 

2093, 2152. .2310, 2334. .2744, 
2657, 2398.. 2643, 2562.. 2942, 
3266, 2907.. 3209, 3264.. 3413, 



Seq. No. 46679 
Gene No. 99137 
Start 14488 

Name OJ000217_16 . 04 03 . C8 . o2 . tc 

Start 2142 
GI none 

Exons 2142.. 2225, 2229.. 2333, 2352. 

2623.. 2763, 2640.. 2960, 2646. 
3264. .3407, 3285. .3413, 3325. 



Seq. ID OJ000217_16.0403.C8 
Strand 

End 14601 
Method TBLASTX : Cress 
End 3429 
Score 65 

.2507, 2352.. 2510, 2538.. 2771, 
.3089, 2958.. 3263, 2958.. 3239, 
.3429 



Seq. No. 46679 
Gene No. 99137 
Start 14488 

"Name OJ000217_16 . 04 03. C8 . ol . tw 

Start 2178 
GI none 

Exons 2178.. 2243, 2203.. 2490, 2208. 

2571. .2930, 2571. .2678, 2634, 
3264 . .3407 



Seq. ID OJ000217_16.0403.C8 
Strand 

End 14601 
Method TBLASTX: Wheat 
End 3407 
Score 94 

.2510, 2268. .2381, 2376. .2507, 
.2735, 2713.. 2931, 2958.. 3239, 



Seq. No. 46679 

Gene No. 99137 

Start 14488 

Name OJ000217_16 . 04 03 . C8 . o3 . ts 

Start 2274 

GI none 

Exons 2274.. 2651, 2580.. 2927, 2610. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_16.0403.C8 
14601 

TBLASTX : Soybean 
3239 
119 

.2831, 2713. .2838, 2910. .3239 



Seq. No. 46679 
Gene No. 99137 
Start 14488 

Name OJ000217_1 6 . 04 03 . C8 . o3 . tm 

Start 6962 
GI none 
Exons 6962. 

7068, 

7390, 

8083. 

8829. 

9074 . 



,7042, 7023.. 7043, 

,7160, 7073.. 7174, 

,7470, 7392. 

,8211, 8084. 

,9017, 8830. 
, 9184 



.7478, 
.8212, 
. 9018, 



7063. 
7158, 
7392. 
8085. 
9009. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7149, 7066 
.7229, 7206 
.7478, 7479 
.8231, 8096 
.9050, 9066 



OJ000217 16. 0403. C8 



14601 

TBLASTX: Maize 
9184 
43 

7158, 7068.. 7190, 

7385, 7216.. 7383, 

7499, 8082.. 8207, 

8239, 8829.. 8966, 

9152, 9067.. 9153, 



Seq. No. 46679 Seq. ID 

Gene No. 99137 Strand 

Start 14488 End 

Name OJ000217_1 6 . 04 03 . C8 . o4 . gs Method 



OJ000217_16.0403.C8 

14601 
GENSCAN 



48284 



O UdX L. 


X 4 4 O O 






1 4 fiOl 




none 




Ot-Ux t? 


<^4 


Elxon 5 


XrlSOO* .XtUUX 










*3 0 U 0 Vj? 




0 . XL/ 


0.1000917 Ifi 040^ PQ 


Gene No. 


99138 




Strand 


+ ~ 


Start 


1 




End 


1354 


Name 


0.7000917 1 040'^ 


pQ n1 nn 


Method 


AAT/NAP 


O UaX L 


X 




End 


1354 




^007 Oft 

J U U / U 0 D 




Score 


779 


Exons 


1 Q1 174 77S 


fi^i^ 74ft 


, 838. .941, 


1053. .1121, 1200. .1354 




^AF1SS^^41 NADP- 
Vrtr X -J *J J J *i / L\r\LJ^ 


o^c^xxxo 


isocitrate dehydrogenase [Oryza sativa] 




4 fifift 0 




Seq. ID 


OJ000217_16.0403.C9 


o n Q M ^ 


99138 




Strand 


+ 


O J. t 


1 




End 


1354 


Name 


OJ000217 16.0403 


.C9.ol.tc 


Method 


TBLASTX: Cress 


Start 


34 




End 


1320 


w X 


none 




Score 


100 


Exons 


34. .93, 36. .101, 


144 . .251 


, 151. .264, 


171. .251, 173. .274, 




654. .710, 662. .748, 691.. 


759, 828. .941, 838. .945, 1049. .1123, 




1050.. 1124, 1050 


..1124, 1051. .1125, 1195. .1317, 1199. .1315, 




1200.. 1319, 1201 


. .1320 








46680 




Seq. ID 


OJ000217_16.0403.C9 


Gene No. 


99138 




Strand 




Start 


1 . 




End 


1354 


Name 


OJ000217 16.0403 


.C9.01. ts 


Method 


TBLASTX : Soybean 


Start 


34 




End 


1324 


GI 


none 




Score 


102 


Exons 


34. .93, 36. .101, 


172. .270 


, 173. .274, 


660. .743, 662. .748, 



672. .743, 691. .747, 806. .937, 828. .941, 837. .944, 838. .945, 
1050. .1124, 1050. .1124, 1051. .1125, 1198. .1317, 1199. .1324, 
1201. .1320 



Seq. No. 46680 

Gene No. 99138 

Start 1 

Name OJ0002 17_16 . 04 03 . C9 . ol . tm 

Start 34 

GI none 

Exons 34. .93, 36. .92, 151 . . 270 , . 173 



Seq. ID OJ000217_16.0403.C9 
Strand + 
End 1354 
Method TBLASTX : Mai ze 
End 1320 
Score 103 

.274, 662. .748, 662. .775, 
663. .764, 836. .943, 837. .944, 838. .945, 1040. .1123, 1049. .1123, 
1050. .1124, 1051. .1125, 1199. .1318, 1201. .1320 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46680 Seq. ID' 

99138 Strand 

1 End 

OJ000217_16.04 03.C9.ol.gp Method 

37 End 

5007085 Score 



OJ000217_16.0403.C9 
+ 

1354 
AAT/GAP 
1354 
934 



37. .91, 174. .275, 663. .748, 838. .941, 1053. ,1121, 1200. .1354 
500708.6/gb|AAD37810.1|AF155334_l O.Oe+00 {AF155334) 
NADP-specif ic isocitrate dehydrogenase [Oryza sativa] 



Seq. No. 
Gene No. 



46680 
99138 



Seq. ID OJ000217_16.0403.C9 
Strand + 



48285 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000217_16. 0403.C9.ol.gs 
174 



none 



End 

Method 

End 

Score 



1354 
GENSCAN 
1315 
.93 



174. .275, 663. .748/ 838. . 941, 1053. .1121, 1200. .1315 



46680 
99138 
1 

OJ000217_16.04 03.C9.ol.tw 

852 

none 



Seq. ID OJ000217_16. 0403.C9 

Strand + 

End 1354 

Method TBLASTX : Wheat 

End 1320 

Score 103 



852. .944, 852. .941, 853. .945, 1040. .1123, 1049. .1123, 
1050. .1124, 1051. .1125, 1199. .1276, 1201. .1278, 1240. 
1272. .1316, 1280. .1318 



1320, 



Seq. No. 
Gene No. 
Start •-■ 
Name 
Start 
GI 

Exons 

GI Descrip. 



U Seq. No. 
[■J Gene No. 

Start 

Name 

Start 

'-^ GI 

[3 Exons 

U Seq. No. 

Gene No. - 

Start 
y Name 
□ Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



46681 Seq. ID 

99139 Strand 
1 End 
OJ000217_16.0403.Cll.ol.np ' Method 
1 End 
7486298 Score 
1..21, 535. .672, 820. .957 

hypothetical protein F28J12.220 - Arabidopsis thaliana 
gi|2832661|emb|CAA16736.1| (AL021710) pherophorin - like protein 
[Arabidopsis thaliana] gi | 7268 650 | emb | CAB78858 . 1 | (AL161549) , 
pherophorin-like protein [Arabidopsis thaliana] 



OJ000217_16.0403.C11 
+ 

957 

AAT/NAP 

957 

189 



OJ000217_16. 0403. Oil 
+ 

957 

GENSCAN 

951 

.77 



16.0403.C11 



46681 Seq. ID 

99139 Strand 
1 End 
OJ000217_16 . 0403 . Cll . ol . gs Method 
565 End 
none Score , 
565. .672,' 820. . 951 

46681 "Seq. ID 

99140 Strand 
4258 End* 
OJ000217_16. 04 03.Cll.o3.np Method 
4258 End ' 
2129478 Score 
4258. .4535 

chitinase (EC 3.2.1.14) precursor - beet gi | 488731 | emb | CAA55883 | 
(X79301) chitinase [Beta vulgaris] gi | 829258 | emb | CAA56946 | 
(X81056) Chitinase [Beta vulgaris] 



OJ000217_ 
+ 

4535 
AAT/NAP 
4535 
60 



46681 
99141 
1287 

OJ000217_16.04 03.Cll.o2.gs 
1287 
none 



6886 
GENSCAN 
6886 
.95 

1287.. 2154, 4238.. 4554, 5164.. 5291, 6823.. 6886 



Seq. ID OJ000217_16. 0403. Cll 
Strand 
End 

Method 
End 
Score 



46681 
99141 



Seq. ID 
Strand 



OJ000217 16. 0403. Cll 



48286 



start 
Name 
Start 
GI 

Exons 



1287 End 

OJ000217_I6-, 0403.Cll.oi:tni Method 

1292 End 

none Score 



6886 

TBLASTX: Maize 

1613 

147 



1292. .1435, 1299. .1436, 1299. .1496, 1300. .1497, 1519. .1590, 
1525. .1563, 1533. .1598, 1533. .1598, 1563. .1613 



Seq. No. • 4 6681 Seq. ID 

Gene No. 99141 Strand 

Start 1287 End 

Name OJ000217_16 . 0403 . Cll . o2 . np Method 

Start 1305 End 

GI 4314385 Score 

Exons 1305.. 2141 

GI Descrip. {AC006232) hypothetical protein [Arabidopsis thaliana] 



OJ000217_16. 0403. Cll 

6886 
AAT/NAP 
2141 
520 



Seq. No. 


46681 




Seq. ID 


OJ000217_16. 0403. Cll 


Gene No. 


99141 




Strand 




Start 


1287 




End 


6886 


Name 


OJ000217 16. 0403. Cll. ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1372 




End 


1967 


GI 


none 




Score 


39 


Exons 


1372.. 1452, 1506.. 1967, 


1537. 


.1719, 1638. .1742 


Seq. No. 


46681 




Seq. ID 


OJ000217_16. 0403. Cll 


IZ, Gene No. 


99141 




Strand 




J:] Start 


1287 




End 


6886 


I U Name 


OJ000217 16. 0403. Cll. ol 


.gp 


Method 


AAT/GAP 


□ Start 


1520 




End 


2019 


111 GI 


LIB34 33-027-P1-K1-F12 




Score 


878 


Exons 


1520. .2019 








ITz GI Descrip. 


M314385/gb|AAD15595| 7 


.Oe-26 


(AC006232) hypothetical protein 



[Arabidopsis thaliana] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
. GI Descrip. 



46682 
99142 

1 ■ , ' ■ 

OJ000217_16.0403.C12.ol.gp 
1 

29299_1.R1084 

1..248, 351. .443, 715. .780, 
'480450/pirl IS36884 2.0e-42 



Seq. ID OJ000217_16.0403.C12 
Strand + 
End 1239 
Method AAT/GAP 
End 1177 
Score 878 
1114 . .1177 

ketol-acid reductoisomerase (EC 
1.1.1.86) - Arabidopsis thaliana >gi_4 02552_emb_CAA4 9506__ 
(X69880) ketol-acid reductoisomerase [Arabidopsis thaliana] * 



46682 
99142 
1 

OJ000217_16.04 03'.C12.ol.np 
1 

480450 

1..248, 351. .443, 715. .780, 
ketol-acid reductoisomerase 



Seq. ID OJ000217_16.0403.C12 
Strand + 
End 1239 
Method AAT/NAP 
End 1239 
Score 433 
1114. .1239 

(EC 1.1.1.86) - Arabidopsis thaliana 
gi|402552|emb|CAA49506.1| (X69880) ketol-acid reductoisomerase 
[Arabidopsis thaliana] gi | 6735378 | emb | CAB68 199 . 1 | (AL137082) 
ketol-acid reductoisomerase [Arabidopsis thaliana] 



48287 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



4 6682 
99142 
1 

OJ000217_16.0403.C12.ol.gs 
60 

none 



Seq._ ID OJ000217_16.0403.C12 

Strand + 

End 1239 

Method GENSCAN 

End 1224 

Score .8 



60. .248, 351. .443, 715. .780, 1114 .. 1224 



46682 
99142 
1 

OJ000217_16.0403.C12.ol.tc 

185 

none 



Seq. ID OJ000217_16.0403.C12 
Strand + 
End 1239 
Method TBLASTX : Cress 
End 1239 
Score 90 

185. .247, -186. .248, 348. .443, 348. .446, 350. .463, 702. .776, 
711. .779, 712. .783, 1096. .1239, 1102. .1236, 1113. .1238 



Seq. No. 46682 

Gene. No. 99142 

Start 1 

Name OJ0002 17_16 . 04 03. C12 . ol . tm 

Start 185 

GI none 
Exons 



Seq. ID OJ000217_16,0403.C12 

Strand + 

End 1239 

Method TBLASTX : Maize 

End 1239 

Score 103 



185. .247, 186. .248, .348. .443, 348. .443, 350. .448, 350. .463, 
702.. 776, 712.. 783, 714.. 776, 1096.. 1239, 1113.. 1238 



Seq. No. 46682 

Gene No. 99142 

Start 1 

Name OJ000217_16 . 04 03. C12 . ol . t s 

Start 185 

GI none 
Exons 



Seq. ID OJ000217_16.0403.C12 

Strand + 

End 1239 

Method TBLASTX : Soybean 

End 1239 

Score 89 



185. .247, 186. .248, 348. .443, 350. .439, 712. .783, 714. .782, 
1096. .1239, 1102. .1236, 1116. .1238 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46683 
99143 
1 

OJ000217_16.0403.C13.ol.np 
1 

6225542 



Seq. ID OJ000217_16.0403.C13' 

Strand + 

End 3298 

Method AAT/NAP 

End 194 5 

Score 1794 



1..78, 319. .546, 632. .749, 8 16 . . 955 , . 1026 . . 1193, 1308. .1463, 
1580.. 1945 

KETOL-ACID REDUCTOISOMERASE PRECURSOR (ACETOHYDROXY-ACID 
REDUCTOISOMERASE) ( ALPHA- KETO-BETA-HYDROXYLACIL 
REDUCTOISOMERASE) gi | 74 3134 6 | pir | | T06825 ketol-acid 
reductoisomerase (EC 1,1.1.86) - garden pea 

gi|3452497|emb|CAA76854.1| (Y17796) ketol-acid reductoisomerase 
[Pisum sativum] 



Seq. No. 46683 

Gene No. 99143 

Start 1 

Name OJ000217_16 . 04 03 . C13 . ol . gs 

Start 319 

GI none 
Exons 



Seq. ID OJ000217_16.0403.C13 

Strand + 

End 3298 

Method GENSCAN 

End 3298 

Score .64 



319. .546, 632. .749, 831. .955, 1026. .1193, 1308. .1463, 



48288 



1580.. 1941, 2821,, 3298 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46683 Seq. ID 

99143 Strand 

1 End 
OJ000217_16 . 0403 . C13 . ol . gp Method 

426 End 

10400_1;R1084 Score 

426. .546, 632. .749, 816. .955, 1026 



OJ000217_16.0403.C13 
+ 

3298 
AAT/GAP 
1429 
1244 

1193, 1308. .1429 



*3452497/emb|CAA76854 I 5.0e-80 (Y17796) ketol-acid 
reductoisomerase [Pisum sativum] * 



46683 
99144 
10261 

OJ000217_16.0403.C13.o4 .gp 
10261 

21474_1.R1084 
10261. .10402 

'3894159 2.0e-lG (AC005312) 
thaliana] * 



Seq. ID OJ000217_16.0403.C13 

Strand + 

End 10402 

Method AAT/GAP 

End 10402 

Score 227 

hypothetical protein [Arabidopsis 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46683 
99145 
1580 

OJ000217_16.04 03.C13.o2.gp 
1580 

34494_1.R1084 
1580. .2148 

'3452497/emb|CAA76854 I 2.0e-48 (Y17796) ketol-acid 
reductoisomerase [Pisum sativum] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217 16.0403.C13 



2148 
AAT/GAP 
2148 
1064 



46683 
99146 
4048 

OJ000217_16.0403.C13.ol. tc 

1 ■ 

none 



Seq. ID OJ000217_16.0403.C13 
Strand 

End 10036 

Method TBLASTX: Cress 

End 1938 

Score 123 



1..78, 3. .74, 304. .546, 316. .546, 318. .548, 327. .548, 629. .751, 
631. .750, 814. .948, 815. .916, 856. .957, 1022. .1183, 1023. .1193, 
1023. .1196, 1085. .1198, 1305. .1466, 1308. .1466, 1309. .1467, 
1578. .1901, 1579. .1938, 1580. .1936 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46683 Seq. ID 

9914 6 Strand 

4048 End 

OJ000217_16.0403.C13.ol.tm Method 

1 ' • End 

none Score 



OJ000217_16.0403.C13 
10036 

TBLASTX: Maize 

1953 

118 



1..78, 3. .80, 3. .74, 304. .546, 316. .546, 318. .548, 333. .548, 
629. .751, 631. .750, 814. .954, 815. .916, 862. .957, 999. .1193, 
1002. .1193, 1019. .1195, 1305. .1466, 1308. .1466, 1309. .1467, 
1579. .1953, 1580. .1936 



Seq. No. 
Gene No. 
Start 



46683 
99146 
4048 



Seq. ID OJ000217_16.0403.C13 
Strand 

End 10036 



4 8289 




Name 


OJ000217 16.0403. 


.013. ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


1 






End 


1933 


yj ± 


none 






Score 


119 


Exons 


1..78, 3. .77, 304. ,546, 


.J X u . . 


546, 318.. 


.548, 629. .751, 631.. 




813. .896, 814. .948, 815 




999.. 1193, 1025.. 1183, -1307.. 




1308.. 1466, 1309. 


, .1467, 


. X ^ ^ 4 . 


.1458, 1576.. 1932, 1578.. 1898, 




1580. .1933 










O e CJ , In o . 


46683 








n.T00091 7 1 040"^ PI 


Gene No. 


99146 






S1- nH 




Start 


4048 








X u u 0 0 


Naiue 


OJ000217 16.0403. 


,C13.o2 




Method 


TBLASTX: Wheat 


O CclX L 


673 






End 


1130 


PT 


none 






^00 T"0 


X 0 0 


Exons 


673. .750, 674. .751, 814 


. • ^ J 4 , 


QIC: Q1 


OOX. .!70D, OOD. , yD f f 




QQQ 11^0 1 n 1 Q 


1 1 OR 

X X U 0 , 


1094 


119 9 
X X z z 




Seq. No. 










n. 100091 7 Ifi 040^ PI? 

V^UUVJU^X / XD.W4UJ.V^XJ 


Gene No. 


99146 






Q1~ r^a nH 






4048 






End 


10036 


Naine 


n.Tnnn9i 7 1 OdO'^ 

VJUUUU^X/ XD.UriUJ. 


PI ^ n1 
X 0 . U X 


■i- w 
. uW 


Method 


TBLASTX: Wheat 


o uar L. 


X D 4 ^ 






PnH 
Hjiiu. 


1 Q4 1 

X ^ 4 X 


PT 


none 






Score 


4 R R 
4 0 0 


Exons 


XD*i^. .Xi7JD, XD*;)X. 


1 Q4 1 
. X ^ 4 X 








Seq. No. 


4 D D 0 J 






Qorr Tn 

oeq . X u 


nT000917 1f^ 040? PI? 
UUUUUZX/ XD.U4Uj.L-XJ 


Gene No. 


99146 






C4- -ranH 






4048 






End 


10036 


Name 


0.7000917 ^ 040^ 


PI ? n9 


+- 0 


Method 


TBLASTX: Cress 


O L a L U 


0 U X 4 








?9 fl ? 
OZ 0 0 


PT 


none 






Score 


9 ?1 
z 0 X 


Exons 












Seq. No. 


4 D DO J 






Ocirr TD 


O.T000917 ^ 040? PI? 


Gene No. 


i7 X 4 D 






^i- r-a nH 




O LdX L 


4 048 






End 


10036 


Name . 


OJ000217 16.0403. 


C13.02 


+-Tn 
. UIU 


Method 


TBLASTX: Maize 


O La J- u 


3014 






FnH 


?9fi? 
J 0 J 


nT 


none 






Score 


1 Q9 
X ;3Z 




3014. .3202, 3022. 


.3225, 


^900 

oz u u . 






Seq. No. 


46683 






Coo T n 


n.T00091 7 Ifi 040? PI? 

WUUUUZX/ XD.U4UO.OXsJ 


Gene No. 


99146 






CH- r-a nH 

0 urana 




O L di. L 


4048 






TTnH 


1 00?(^ 
X U U 0 D 


Name 


OJ000217 16.0403. 


C13.03 


. L S 


Method 


TBLASTX : Soybean 


oT_ar L 


3014 






End 


3283 


PT 


none 






Score 


176 


-IT* von G 


3014. .3220, 3022. 


.3219, 


JZZ X . 


.3283 




0 e q . IN 0 . 


46683 






Seq. ID 


OJ000217_16.0403.C13 


p£ST~i^ Mo 


99146 






Strand 




start 


4048 






End 


10036 


Name 


OJ000217 16.0403. 


C13.02 


.gs 


Method 


GENSCAN 


Start 


4048 




End 


10036 


GI • 


none 






Score 


.59 


Exons 


4048. .4194, 4735. 


.4928, 


5373. 


.5475, 718 


6.. 7263, 8229.. 8358, 




8395.. 8767, 9138. 


.9230, 


9284 . 


. 9369, 9969. . 10036 



48290 



Seq. No; 46683 
Gene No. 99146 
Start 4048 

Name OJ000217_1 6 , 04 03 . CI 3 . o2 . np 

Start 8229 
GI 115840 
Exons - -8229. .8358, 8515.. 8735 

GI Descrip. CCAAT-BINDING TRANSCRIPTION FACTOR SUBUNIT A (CBF-A) (NF-Y 

PROTEIN CHAIN B) (NF-YB) (CAAT-BOX DNA BINDING PROTEIN SUBUNIT 
B) 



Seq. ID OJ000217_16.0403.C13 
Strand 

End 10036 

Method AAT/NAP 

End 8735 

Score 378 



Seq. No. 46683 

Gene No. 99146 

Start 4048 

Name OJ0002 17_1 6.0403. C13 . o3 . tw 

Start 8229 

GI none 
Exons 



Seq. ID OJ000217_16.0403.C13 
Strand 

End 10036 

Method TBLASTX : Wheat 

End 8657 

Score 114 



8229. .8357,, 8245. .8361, 8268. .8381, 8278. .8406, 8511. .8657, 
8515. .8646, 8582. .8653 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46683 
99146 
4048 

OJ0002 17_1 6.0403. C13 . o3 . tm' 

8229 

none 



Seq. ID OJ000217_16.0403.C13 
Strand 

End 10036 

Method TBLASTX: Maize 

End 8657 

Score 81 



8229. .8357, 8264. .8350, 8265. .8399, 8278. .8400, 8511. .8657, 
8515. .8643, 8582. .8653, 8595. .8654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46683 
99146 
4048 

OJ000217_16.0403.C13.o2.ts 

8229 

none 



Seq. ID OJ000217_16.0403.C13 
Strand 

End 10036 

Method TBLASTX : Soybean 

End 8657 

Score 65 



8229. .8357, . 8281. .8358, 8511. .8657, 8515. .8640 



Seq. No. 46683 

Gene No. 99146 

Start 4048 

Name OJ0002 17_16 . 04 03 . C13 . o4 . tc 

Start 8229 

GI none 

Exons 8229.. 8357, 8278.. 8358 



Seq. ID OJ000217_16.0403.C13 
Strand 

End 10036 

Method TBLASTX: Cress 

End 8358 

Score 64 



Seq. No. 46683 

Gene No. 99146 

Start 4048 

Name OJ000217_16 . 0403 . C13 . o3 . tc 

Start 8511 

GI none 

Exons 8511.. 8657, 8515.. 8643 



Seq. ID OJ000217_16.0403.C13 
Strand 

End 10036 

Method TBLASTX : Cress 

End 8657 

Score 129 



Seq. No, 
Gene No, 
Start 



46683 
99146 
4048 



Seq. ID OJ000217_16.0403.C13 
Strand 

End 10036 



48291 



Name 

Start 

GI 

Exons 



OJ0002 17_16 . 0403 . C13 . o3 . gp Method AAT/GAP 

8548 End 8955 

3107463 Score 541 
8548. .8719, 8797. .8955 



P 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46684 Seq. ID 

99147 , Strand 
331 End 
OJ000217_16.0403.C14 .ol.gs Method 
331 End . 
none Score 
331. .391, 1485. .1685, 2424. .2732 

46684 Seq. ID 

99148 Strand 
12776 End 
OJ000217_16.0403.C14 .ol.gp Method 
1277.6 End 
uC-osroM202008a06bl Score 
12776. .13062, 14026.. 14093 
M926827/gb|AAD32937.1 |AC004135_12 3 
[Arabidopsis thaliana] ' 



OJ000217_16.0403.C14 
+ 

2732 
GENSCAN 
2732 
.69 



16.0403.C14 



OJ000217_ 
+ 

14526 
AAT/GAP 
14093 
638 



Oe-17 (AC004135) T17H7.12 



46684 Seq. ID 

99148 Strand 

12776 End 

OJ000217_16.04 03.C14 .o3.np Method 

12945 End 

4926827 Score 



OJ000217_16.0403.C14 

+ . 

14526 

AAT/NAP 

14526 

388 . 



12945. .13062, 14026. .14105, 14 424. .14526 
(AC004135) T17H7.12 [Arabidopsis thaliana] 



Seq. No. 


46684 




Seq. ID 


OJ000217 


Gene No. 


99149 




Strand 




Start 


2300 




End 


3336 


Name 


OJ000217 16.0403.C14.ol, 


.np 


Method 


AAT/NAP 


Start 


2300 




End 


3336 


GI 


6539570 




Score 


144 


Exons 


2300. .2370, 2538. .2698, 


3296. .3336 




GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


46684 




Seq. ID 


OJ000217 


Gene No. 


99149 




Strand 




Start 


2300 




End 


3336 


Name 


OJ000217 16.0403.C14 .o2. 


.np 


Method 


AAT/NAP 


Start 


2868 




End 


2959 


GI 


6630699 




Score • 


82 


Exons 


2868. .2959 








GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 




gil 6721536 Idbj IBAA8 9566. 


.11 


(AP001073) : 


hypotheti' 




[Oryza sativa] 








Seq. No. 


46684 




Seq. ID 


OJ000217 


Gene No. 


99150 




Strand 




Start 


7744 




End 


14126 


Name 


OJ000217 16.0403.C14 .o4 . 


.gs 


Method 


GENSCAN 


Start 


7744 




End 


14126 



48292 



GI 

Exons 



none Score .44 

7744.. 8137, 10329 . .10451, 10890 .. 11063, 127 66 .. 12873, 

13452. . 13689, 13988.. 14126 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 



46685 
99151 
1 

OJ000217_16.04 03.C16.ol.np 
1 

5360230 

1..76, 184. .261, 360. .426 
(AB015287) Ran [Oryza sativa] 



Seq. ID OJ000217_16.0403.C16 

Strand + 

End 54 92 

Method AAT/NAP 

End • 426 

Score 189 



Seq. ID OJ000217_16.0403.C16 

Strand + 

End 54 92 

Method AAT/GAP 

End 690 • 

Score '739 



46685 
99151 
1 

OJ000217_16.0403.C16.ol.gp 
184 

58_1.R1084 
184. .261, • 360. .690 

•5360230/dbj IBAA81911.il l.Oe-115 (AB015287) Ran [Oryza sativa]' 



46685 
99151 
1 

OJ000217_16.*0403.C16.ol.gs 

184 

none 



Seq. ID OJ000217_16.0403.C16 

.Strand + 

End 54 92 ' 

Method GENSCAN 

End 5268 

Score . 66 



184. .261, 908. .1020, 1304. .1499, 1748. .2009, 2098. .2271, 
2830. .2998, 3121. .3182, 3526. .3650, 4523. .4640, 5128. .5268 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46685 Seq. ID 

99151 Strand 

1 End 

OJ000217_16.04 03.C16.o2.gp Method 

1732 End 

4878126 'Score 



OJ000217_16.0403.C16 
+ 

5492 
AAT/GAP 
2229 
561 



1732. .1806, 1906. .2009, 2098. .2229 ' • 

1170898/spl P46487 |MDHM_EUCGU 3.0e-28 MALATE DEHYDROGENASE, 

MITOCHONDRIAL PRECURSOR >gi_62 965 9_pir S44167 malate 

dehydrogenase, mitochondrial - cider tree 

>gi_4 73206_emb_CAA55383_ (X78800) mitochondrial malate 

dehydrogenase [Eucalyptus gunnii] 



OJ000217_16.0403.C16 
+ 

5492 
AAT/NAP 
5265 
1215 



46685 .... Seq. ID 

99151 Strand 
1 End 
OJ000217_16.0403.C16.o2.np ' Method 
1751 End 
126896 Score 
1751. .2009, 2098. .2271, 2830. 
4523. .4640, 5128. .5265 

MALATE DEHYDROGENASE, MITOCHONDRIAL PRECURSOR 
gi|319831|pir| IDEPUMW malate dehydrogenase (EC 1.1.1.37) 
precursor, mitochondrial - watermelon gi | 18297 | emb | CAA35239 . 1 | 
(X17362) precursor protein (AA -27 to 320) [Citrullus lanatus] 



.2998, 3121. .3182, 3526. .3650, 



48293 



Seq. No. 46685 Seq. ID 

Gene No. 99151 Strand 

Start 1 End 

Name OJ000217_16 . 04 03 . CI 6 . o3 . gp Method 

Start 2786 End 

GI 4009__1.R1084 Score 

Exons 2786. .2998, 3121. .3182, 3526. .3650, 4523. .4640, 5128. .5492 

GI Descrip. / 5929964/gb | AAD56659 . 1 1 l.Oe-78 {AF180335) malate dehydrogenase 
[Glycine max] ' 



OJ000217__16.0403.C16 
+ 

5492 
AAT/GAP 
5492 
1594 



Seq. No. 46685 
Gene No. 99152 
Start 5916 

Name OJ000217_16 . 04 03 . C16 . ol . 

Start 1776 
GI none 
Exons 1776, 

2157. 

2836. 

3524. 

4524. 



.1895, 1851. .2015, 
.2273, 2380.. 2397, 
.2997, 3115. .3183, 
3525, 



.3649, 
.4643, 5125. 



,3653, 
5292, 



tm 



1880, 
2829. 
3119. 
3526, 
5126. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2011, 2083. 
.2996, 2831. 
.3205, 3120.. 
.3651, 4522. 
.5296, 5318. 



OJ000217 16.0403.C16 



6220 

TBLASTX: Maize 
5440 
261 

2271, 
3031, 
3188, 
4599, 
5398, 



2098. .2271, 
2832. .2996, 
3475. .3648, 
4523. .4642, 
5348. .5440 



Seq. No. 


46685 






Gene No . 


Q Q 1 9 






o uar L 


o y 1 o ^ 






Name 


UJ UUUZ 1 / Id. 


U 4 U o . 


Ul 0 . Ol 




1 Q c; 1 
Xo 01 








none 






Exons 


iool . . ZUUU, 


T o o ri 
lo bU . 


. ^lU 1 1 , 




2836. .2994, 


3117. 


.3188, 




4524. .4643, 


4526. 


.4642, 


Seq. No. 


46685 






Gene No. 


99152 






Start 


5916 






Name 


OJ000217 16. 


0403. 


C16.01 


Start 


1851 






GI 


none 






Exons 


1851. .2000, 


1880* 


.2011, 




2834. .3001, 


2835. 


.2999, 




3527. .3649, 


3547. 


.3651, 




4524. ,4604, 


4526. 


.4639 


Seq. No. 


46685 






Gene No. 


., 99152 






Start 


5916 






Name 


OJ000217 16. 


0403. 


C16.01 


Start 


1857 






GI 


none 






Exons 


1857. .2015, 


1880. 


.2014, 


Seq. No. 


46685 






Gene No. 


99152 






Start 


_ 5916 






Name 


OJ000217 16. 


0403. 


C16.02 


Start 


3615 






GI 


none 







Seq. ID OJ000217_16.0403.C16 
Strand 

End 6220 
.tc Method ' TBLASTX : Cress 

End 5259 

Score 230 
2095. .2271, 2154. .2285, 2829. .2993, 
3117. .3182, 3547. .3651, 3549. .3650, 
5125. .5259 

Seq. ID OJ000217_16. 0403.C16 
Strand 

End 6220 
.ts Method TBLASTX: Soybean 

End * 4639 

Score 235 
2095. .2271, 2151. .2267, 2829. .2999, 
2836. .3009, 3116. .3178, 3117. .3188, 
3555. .3650,' 3561. .3653, 4 524. .4 634, 



Seq. ID OJ000217_16.0403.C16 

Strand - , . 

End 6220 

.tw Method TBLASTX : Wheat 

End 2241 

Score 192 
2098. .2241, 2154. .2231 

Seq. ID OJ000217_16.0403,C16 
Strand 

End . 6220 

.tw Method' TBLASTX : Wheat 

End 5268 

Score 66 



48294 



Exons 



Seq. No. 
Gene No. 
Start 
Name ; - 
Start' ' 
GI 

Exons 



3615. .3653, 3615. .3653, 4523. .4642, 4523. .4642, 4524. .4643, 
4524. .4643, 5069. .5242, 5125. .5268, 5226. .5267 



46685 . Seq. ID 

99152 ' Strand 

5916 End 
OJ000217_16 . 0403 . C16 . o2 . gs Method 

5916 End 

none Score 

5916. .6064, 6196. .6220 



OJ000217_16.0403.C16 
6220 

GENSCAN. 

6220 

.5V 



Seq. No. 46686 Seq. ID OJ0002 17_1 6 . 04 03 . C17 

Gene No. 99153 Strand- + 

Start 3941 End 4624 

Name OJ000217_16 . 0403 . C17 , ol . gp Method AAT/GAP 

Start 3941 End 4624 

GI 705_5.R1084 Score 1336 

Exons 3941. .4 624 

GI Descrip. ' 1362184/pir | | S56685 7.0e-38 histone H2B-8 - wheat 

>gi_531058_dbj_BAA07157_ {D37943) protein H2B-8 [Triticum 
aestivum] * 



Seq. No. 46686 Seq. ID OJ000217 

Gene No. 99154 Strand + 

Start- 13431 * End .17462 

Name OJ000217_1 6 . 0403 . C17 . o4 . gs Method GENSCAN 

Start 13431 End 14072 

GI none Score .66 

Exons 13431. .14072 



16.0403.C17 



Seq. No. 46686 Seq. ID OJ000217_16 . 0403 . C17 

Gene No. 99154 Strand + 

Start 13431 End 17462 

Name OJ000217_16 . 04 03 . C17 . o2 . gp Method AAT/GAP 

Start 13774 End 17228 

GI 21929_1.R1084 ' Score 1238 

Exons 13774 . .14045, 16854.. 17228 

GI Descrip. ' 2832660/emb | CAA16735 | 6.0e-55 (AL021710) lipase-like protein 
[Arab.idopsis thaliana] ' 



Seq. No. 46686 Seq. ID 

Gene No. 99154 Strand 

Start 13431 End 

Name OJ000217_1 6 . 04 03 . C17 . o5 . gs Method 

Start . . 16755, End 

GI none Score 

Exons 1,6,755. . 174 62 



OJ000217_16.0403.C17 
+ 

17462 
GENSCAN 
17462 
.78 



Seq. No. 46686 Seg. ID 

Gene No. 99155 Strand 

Start 22836 End 

Name OJ000217_1 6.0403. C17 . o7 . gs Method 

Start . 22836 End 

GI none Score 

Exons 22836. .23485, 23503.. 23707 



OJ000217_16.0403.C17 
+ 

23707 
GENSCAN 
23707 
. 66 



Seq. No. 



46686 



Seq. ID OJ000217_16.0403.C17 



48295 



Gene No. 


99156 








Strand 








1 c O T 








hina 


O Q T n 

zo /U 




Name 


OJUUUzl / lb 


. U4Uo . 


Ul / . Oz . 


gs 


Method 


GENSCAN 




btart 


ICO'? 








End 


o o T n 
ZO /U 






none 








Score 


o 
. O 




Exons 


lOZ / . . ZD JD/ 


0 Q n /I 
Z o U ft . 


0 Q T n 
. z o / U 










Seq. No. 


- 46686 








Seq. ID 


OJ000217_16.0403, 


.C17 


Gene No. 


99157 








Strand 






o care 


1 T T O Q 

1 / / Zo 








bna 


O 1 O 1 

z 1 bz 1 




Name 


UJ UUUZ 1 / lb, 


. U4 Uo . 


LI / . Oo . 




Method 


i BLAb i A ; Wneat 




Start 


O Q 

bz y 








bna 


1 n c n 
lU bU 






none 








Score 


o c; Q 

zoy 




Exons 


o Q 1 n n 
bz y . . lUbU 














Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403, 


,C17 


Gene No. 


99157 








Strand 






b cart 


1 *? "7 O Q 








End 


21621 




Name 


UJ UUUZ I / lb. 


n / m 
. U4 Uo . 


Ul / . OD . 


4- T T 


Method 


TBLASTX: Wheat 




Start 










End 


1910 






none 








Score 


182 




Exons 


lODO. .140J, 


14 /O . 


. loy / , 


1 c; Q "7 
l3o / . 


.1667, 1662., 1910 




Seq. No. 


46686 








Seq. ID 


.OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 






otart 


T "7 "7 O O 

1 / / Zo 








End 


21621 




Name 


OJUUUZ 1 / lb. 


, U 4 U J . 


LI / . O / . 


ts 


Method 


TBLASTX : Soybean 




Start 


1 i:r o o 

1 oUz 








End 


2060 






none 








Score 


106 




Exons 


1 bUz . . 1 bz 3 / 


1 T 1 n 
1 / 1 U . 


. loo y , 


1 Q n o 
1 y Uz . 


.2060 






Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 






o uart 


1 "7 "7 O Q 

1 / /zo 








End 


21621 




Name 


UJUUUz 1 /. lb . 


U4 Uo . 


LI / . Ol . 


tm 


Method 


TBLASTX: Maize 




Start 


1 b4 1 








End 


2522 






none 








Score 


53 




Exons 


lb4l..lb/u, 


1 tf; c; 
1 b bo . 


. zozz , 


1 o Q n 
looU . 


.2039, 2020,.25'll 




Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 






C 4- 1^4- 

o car L 


1 T "7 O Q 
1 / /ZO 








End 


21621 




Name 


UJUUUz 1 / lb . 


U4 U J . 


LI / . Ob . 


tw 


Method 


TBLASTX: Wheat 




O 4- ^4- 

otart 


1 y o b 








End 


2328 






none 








Score 


64 




Exons 


lybb. .zl41. 


o n 0 "3 
zUzo . 


O 1 /I o 

. z 14 z , 


zl4z . 


.2327, ,2143. .2328 




Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 






C 4 1 -V- 4- 

buar t 


T T T O O 

1 / /zo 








End 


21621 




Name 


OJOOOzlT lb. 


04 Oi . 


C17 . olO 


. tw 


Method 


TBLASTX: Wheat 




Start 


2370 








End 


2522 




GI 


none 








Score 


73 




Exons 


2370. .2519, 


2370. 


.2522, 


2398. 


.2520 






Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 







48296 




b tar u 


1 T "7 O Q 








End 


21621 


Name 


OJUUUzl / lb 


. U4U J 


. CI / . Oz 


. tw 


Method 


TBLASTX: Wheat 


Start 










End 


4400 


GI 


none 








Score 


196 


Exons 


4Uo / . . 4^ jy, 


4 Izo 


A A AA 

. . 4 4 UU / 


4 z y J . 


.4400, 4306.. 4398, 4306. .4398 


Seq. No. 


46686 








Seq. ID 


OJ000217 16.0403.C17 


Gene No. 


99157 








Strand 


- 


.btart 


X / / Zo 








End 


21621 


Name 


UJUUUZl / lb 


. U4 Uo 


, LI / . O J 


. tm 


Method 


i oIjAd i A : Ma 1 z e 


Start 


4 1 1 y 








End 


4400 


GI 


none 








Score 


309 


Exons 


41iy. .44UU, 


A 1 OA 

4 IzU 


. . 4 jyy 








Seq. No. 


46686 








Seq. ID 


OJ000217 16.0403.C17 


Gene No. 


99157 








Strand 


- 


Start 


1 T -7 O Q 
1 / f Zo 








End 


21621 


Name 


. OJUUUzl / Id 


A /I A "3 
. U4U J 


. CI / . Ol 


. tc 


Metnoa 


i BiiAb i A : L r e s s 


Start 


4 1 ^ Z 








End 


4400 


GI 


none 








Score 


142 


Exons 


4 IZz . . 4 4 UU , 


4 1 Jz 


/I O Q o 

. . 4 z jy , 


yi o A A 

4 juy . 


.4398 




Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403.C17 


Gene No. 


99157 








Strand 


- 


Start 


1 T T O O 

1 / / zo 








End 


■ 21621 


Name 


OJUUUzl / Id 


A /I A "D 

. U4U3 


CI / . o J 


ts 


Method 


TBLASTX: Soybean 


Start 


4 Izz 








End • 


4400 


GI 


none 








Score 


i45 


Exons 


4 Izz . . 4 4 UU , 


4 1 Jz 


A O 'id 

. 4z jy , 


/I rj A Q 

4 Juy . 


.4398 




Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403.C17 


Gene No. 


99157 








Strand 




otar L 


1 T 7 O Q 
1 / / Z O 








End 


21621 


Name 


OJUUUzl / Id 


A /I A 

. U4 U J 


CI / . OD 


tc 


Method 


TBLASTX: Cress 


Start 


d4 Jo 








End 


6899 


Gi 


none 








Score 


51 


Exons 


d4 Jo . . dd4 4 , 


A C1 

d4o / 


.•dd4 


C CO A 

DDo4 . 


.6800, 6685. .6771, 6810. .6899 


Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403.C17 


Gene No. 


99157 








Strand 




Start 


T T "7 O O 
1 / / Z O 








End 


21621 


Name 


OJUUUzl / Id 


A /I A O 

U4U J 


CI / . ol . 


ts 


Method 


TBLASTX: Soybean 


Start 


d4 oy 








End 


7073 


GI 


none 








Score 


220 


Exons 


d4 oy . . /U / J, 


C /I O T 

d4 o / , 


O O C 

. DOO.O, 


Dy4 D . 


.7071 




Seq. No. 


46686 • 








Seq. ID 


OJ000217_16.0403.C17 


Gene No. 


99157 








Strand 




Start 


17728 








End 


21621 


Name 


OJUUUzl / Id 


A /I A O 

U4U J . 


C17 . o4 . 


tm 


Method 


TBLASTX: Maize 


Start 


6483 








End 


6907 


GI 


none 








Score 


110 


Exons 


6483. . 6770, 


6529. 


.6771, 


6771. 


.6899, 6772.. 6906, 6777.. 6905, 




6788.. 6907 












Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403.C17 


Gene No. 


99157 








Strand 





48297 




start 


1 "7 "7 O O 

17728 








End 


21621 




Name 


OJ000217_16 


. 0403 


. C 1 7 . o 1 


, tw 


Method 


TBLASTX: Wheat 




Start 


6837 








End 


7274 




GI 


none 








Score 


58 




Exons 


6837 . . 72 /4 , 


6838 


. . 6924 , 


6955 . 


. 7269 






Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 






Start 


1 T T O O 

1 / /28 








End 


21621 




Name 


OJ000217 16. 


. 0403 , 


. C17 . o8 


. tm 


Method 


TBLASTX: Maize 




Start 


6909 








End 


714 2 




GI 


none 








Score 


142 




Exons 


690y . . 7142 , 


6943 . 


, .7137 










Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 






Start 


1 T T O O 

17728 








End 


21621 




Name 


OJ000217 16. 


,04 03. 


. C17 . oo 


. tc 


Method 


TBLASTX : Cress 




Start . 


714 6 








End*^* 


7391* 




GI 


none 








Score 


191 




Exons 


714 6. . 7391 














Seq. No. 


46686 








Seq. ID 


OJ000217 16.0403. 


C17 


Gene No. 


99157 


'■ 






Strand 


- 




Start , 


17728 








End 


21621 




Name 


OJ000217 16. 


. 0403 . 


, C17 , o2 


. tm 


Method 


TBLASTX : Maize 




Start 


7209 








End 


7655 




GI 


none 








Score 


65 




Exons 


7209 . . 7655, 


7216 . 


. .74 4 9, 


74 80. 


. 7635 






Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 






Start 


1 T T O O 
1 / /2b 








End 


21621 




Name 


OJ000217 16. 


0403 . 


C17 . o3 


. tw 


Method 


TBLASTX: Wheat 




Start 


7275 








End 


7788 




GI 


none 








Score 


69 




Exons 


7275 . . 7457 , 


7443 . 


. 7787 , 


7564 . 


.7635, 7654.. .7788 




Seq. No. 


4 DDO 6 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 






Start 


17728 








End 


21621 




Name 


^TAAAAIT 1 

OJ000217 16. 


0403 . 


C17 . o2 


. ts 


Method 


TBLASTX: Soybean 




Start 


7458 








End 


7955 




GI 


C C A A O /" A 

5509260 








Score 


136 




Exons 


7458 . .7955, 


1411 . 


. 7 62,9, 


7675 . 


.7788 ■ 






GI Descrip. 
















Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 






Start 


17728 








End 


21621 




Name 


OJ000217 16. 


0403 . 


C17 . o4 


. tc 


Method 


TBLASTX: Cress 




Start 


7569 








End 


7838 




GI 


none 








Score 


108 




Exons 


7569. .7838, 


7588. 


.7797 










Seq. No. 


46686 








Seq. ID 


OJ000217_16.0403. 


C17 


Gene No. 


99157 








Strand 







48298 



start 
Name 
Start 
GI 

Exons 



17728 End 

OJ000217_16 . 04 03 . C17 . ol2 . tm Method 

7659 End 

none Score 
7659.. 7925 



21621 

TBLASTX: Maize 

7925 

216 



Seq. No. 46686 

Gene No. 99157 

Start 17728 

Name OJ000217_16 . 0403 . C17 . o7 . tw 

Start 8466 

GI none 

Exons 8466.. 8822 



Seq. ID OJ000217_16.0403.C17 
Strand 

End 21621 

Method TBLASTX : Wheat 

End 8822 

Score ■ 271 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

-Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46686 
99157 
17728 

OJ000217_16.04 03.C17.o2.tc 

8475 

none 

8475.-8939, 8779. .8940 

46686 
99157 
17728 

OJ000217_16.04 03.C17.o5.ts 

8493 

none 

8493. .8912 

46686 
99157 
17728 

OJ000217_16.04 03.C17.o7.tm 

8496 

none 

8496.. 8819, 8500.. 8691 

46686 
99157 
17728 

OJ000217_16.0403.C17.o6.ts 

8934 

none 

8934. .9113, 9123. .9236 



Seq. No. 46686 

Gene No. 99157 

Start 17728 

Name OJ000217_16 . 04 03 . 017 . oil . tm 

Start 9468 

GI none 

Exons 9468.. 9722 



Seq. No. 
Gene No. 
Start 



46686 
99157 
17728 



Seq. ID OJ000217_16. 0403.C17 
Strand 

End 21621 

Method TBLASTX : Cress 

End ' 8940 " 

Score 75 



Seq. ID OJ000217_16.0403.C17 
Strand 

End 21621 

Method TBLASTX : Soybean 

End 8912 

Score 258 



Seq. ID OJ000217_16.0403.C17 
Strand 

End 21621 

Method TBLASTX : Mai ze 

End 8819 

Score 78 



Seq. ID OJ000217_16.0403.C17 
Strand 

End 21621 

Method TBLASTX : Soybean 

End 9236 

Score 122 



Seq. ID OJ000217_16.0403..C17 
Strand 

End 21621 

Method TBLASTX: Maize 

End 9722 

Score 222 



Seq. ID OJ000217_16.0403.C17 
Strand 

End 21621 



48299 



f 3 



Name 


OJ000217 16.0403.C17 


.o4 . tw 


Method 


TBLASTX : Wheat 




Start 


9471 




End 


9813 




GI 


none 




Score 


135 




Exons 


9471. .9767, 9472. .9813, 9474. .9782 






Seq. No. 


46686 




Seq. ID 


OJ000217_16.0403, 


.017 


Gene No. 


99157 




Strand 






Start 


17728 




End 


ZlbZl 




Name 


OJ000217_16.0403.C17 


.o9. tw 


Method 


TBLASTX : Wheat 




Start 


1 n n T o 
1 U U J^: 




Tr T~ -J 


10373 




GI 


none 




Score 


75 




Exons 


10032. .10373, 10156. 


.10317 








Seq. No. 


46686 




Seq. ID 


OJ000217_16.0403, 


.017 


Gene No. 


99157 




Strand 






Start 


17728 




End 


O 1 C O 1 




Name 


OJ000217_16.0403.C17 


. o7 . tc 


Method 


TBLASTX : Cress 




Start 


1 n 1 O c; 
1 U X Z 0 




End 


lU D J4 




GI 


none 




Score 


Id 




Exons 


10125. .10475, 10506. 


.10634 








Seq. No. 


46686 




Seq.' ID 


OJ000217_16.0403, 


.017 


Gene No. 


99157 




Strand 






Start 


17728 




End . 


21621 




Name 


OJ000217 16.0403.C17 


. o5 . tm 


Method 


TBLASTX: Maize 




Start 


10179 




End 


10598 




GI 


none 




Score 


135 




Exons 


lUl / y . . lU4o4 , lUloD. 


. 1U4 0 Z , 


10491. .10598 




Seq. No. 


46686 




Seq, ID 


OJ000217_16.0403, 


, 017 


Gene No. 


99157 




Strand 






Start 


17728 




End 


21621 




Name 


OJ000217 16.0403.C17 


. o3. tc 


Method 


TBLASTX: Cress 




Start 


13437 




End 


19007 




GI 


none 




Score 


38 




Exons 


13437. . 13502, 13554. 


.13727, 


13767. . 13895, 1 68 17 . . 1 697 8 , 






16818. .16979, ■ 18235. 


.18378, 


18236. . 18364, 1857 9 .. 187 97 , 






18843. .19007 










Seq. No. 


46686 




Seq. ID 


OJ000217_16.0403. 


, C17 


Gene No . 


Q Q 1 t "7 




Strand 






Start 


17728 




End 


21621 




Name 


OJ000217 16.0403.017 


.o9.tm 


Method 


TBLASTX: Maize 




Start 


13437 




End 


• 19049 




GI 


none 




Score 


73 




Exons 


13437. . 13622, 13443.- 


.13505, 


13551. .1362 


:8, 13770. . 13898, 






13794 .. 13889, 13974. 


.14048., 


16851. . 16916,. 16890. . 16985, 






16896. .16946, 17024. 


.17152, 


17028. . 17153, 18229. . 18318, 






18242. .18319, 18295. 


.18363, 


18296. . 18364, 18429 .. 18521, 






18552. .18683, 18574. 


.18687, 


18820. .19011, 1884 9. . 19010, 






18993. . 19049 










Seq. No. 


46686 




Seq. ID 


OJ000217_16.0403. 


017 


Gene No. 


99157 




Strand 






Start 


17728 




End 


21621 




Name 


OJ000217 16. 0403. 017 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


13458 




End 


19004 





4 8300 



GI 


none 






Score 


63 






Exons 


io4 DO . 


, .iJDUO, IJOOl. , 


. 1 JOZZ , 


13769. .13903, 13770. 


. loo yy , 






1 jy / / . 


. 14U4 0 , loooU . . 


T £r 0 T 0 

. loy / 0 , 


16851. .16985, 17133. 


. 17447, 






T -7 1 Q C 

1 / ioo . 






17731. .17904, 17941. 


. loU4 D, 






18229. 


.18363, 18236.. 




18429. .18512, 18568. 


.18696, 






18570. 


.18689, 18817.. 


1 QQO A 


18849. .19004 






'Seq. No. 


46686 






Seq, ID 


OJ000217_ 


16.0403 


.C17 


Gene No. 


99157 






Strand 










17728 






. End 


21621 






Name 


OJ000217 16. 0403. 017. 


, OD . ZC 


Method 


TBLASTX: Cress 




bear L 


17091 






End 


18045 








none 






Score 


262 






Exons 


17091. 


.17441, 17246.. 


y n A A r\ 


17764. .17904, 17941. 


.18045 




oeq. ino. 


46686 






Seq. ID 


OJ000217_ 


16.0403, 


. LI / 


Gene No. 


99157 






Strand 








Start 


17728 






End 


21621 






Name 


OJ000217 16.0403.C17. 


06 . tm 


Method 


TBLASTX: Maize 




Start 


17183 






End 


18024 








none 






Score 


159 






Exons 


17183. 


.17317, 17184.. 


T T 0 A "3 

1 /oUo, 


17289. .17450, 17291. 


. 17449, 






17758. 


.18024, 17758.. 


T 0 n 0 ^ 










Seq. No, 


'4 6686 






Seq. ID 


OJ000217^ 


16.0403, 


.CI 7 


Gene No. 


99157 






Strand 








Start 


17728 






End 


21621 






Name 


OJ000217 16.0403.C17. 


06 , gs" 


Method 


GENSCAN 






Start 


17728 






End 


21621 








none 






Score 


.7 






Exons 


17728. 


.18360, 18435.. 


1 Qn c: 1 

lyuoi. 


19086. .19277, 20192. 


.20275, 






21573. 


.21621 












Seq. No. 


46686 






Seq. ID 


OJ000217_ 


16.0403. 


. C17 


Gene No. 


99157 






Strand 








Start 


17728 






End 


21621 






Name 


OJ000217 16.0403.C17. 


o3 . gp 


Method 


AAT/GAP 






btar L 


18258 






End 


19064 








40926 


1.R1084 




Score 


1401 






Exons 


18258. 


18360, ' 18435. . 


19064 










GI Descrip, 


*2832 660/emb|CAA16735 | 1 . Oe- 


-51 (AL021710) lipase 


-like protein 




[Arabidopsis thaliana 












O rt M rt 

beq. NO. 


46686 






Seq. ID 


OJ000217_ 


16.0403. 


.C17 


Gene No. 


99158 






Strand 








Start 


23027 






End 


23357 






Name 


•OJ000217 16.0403.C17. 


olO. tm 


Method 


TBLASTX: Maize 




Start 


23027 






End 


23357 






GI 


none 






Score 


88 






Exons 


23027. 


.23080, 23028.. 


23093, 


23106. .23207, 23141. 


.23191, 






23175. 


.23357, 23250.. 


23354 










Seq. No. 


46687 






Seq. ID 


OJ000217_ 


16.0403. 


C19 


Gene Nd». 


99159* 






Strand 


+ 






Start 


3696 






End 


8121 






Name 


OJ000217 16.0403.C19. 


o2 . np 


Method 


AAT/NAP 






Start 


3696 






End 


8121 







48301 



GI 4809171 Score 297 

Exons 3696. .3728, 5995. .6647, 6725. ,6990, 7659 .. 7820, . 8096 .. 8121 

GI Descrip. {AF135455) phytochrome A supressor spal [Arabidopsis thaliana] 



Seq. No. 4.6687 
Gene No. 99160 
Start 1 

Name OJ000217_16 . 0403 . Cl'9 . ol . np 

Start 1 
GI ■ 6630696 

Exons 1..190 

GI Descrip. (AP000969) ESTs D22114 {C10364 ) , AU076106 {E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. {P10978) [Oryza sativa] 



Seq. ID OJ000217_16.0403.C19 
Strand 

End 296 
Method AAT/NAP 
End ■ 190 

Score 300 



Seq. No. 


4 6687 








Seq. ID 


OJ000217_16. 0403. 019 


Gene No. 


99160 








Strand 




Start 


1 








End 


296 


Name 


OJ000217 16 


.04 03 


.019. ol, 


.tw 


Method 


TBLASTX: Wheat 


Start 


. 3 ■ 








End 


296 


GI 


none 








Score 


81 


Exons 


3 . . 110, 5 . . 


184 , 


161. .295, 198 


. .296 




Seq. No. 


4 6687 








Seq. ID 


OJ000217_16. 0403. 019 


Gene No. 


99161 








Strand 




Start 


■ 5557* 








End 


■'5789 


Name 


OJ000217__16 


.0403 


.C19.03. 


. tm 


Method 


TBLASTX: Maize 


Start 


5557 








End 


. 5789 


GI 


none 








Score 


87 


Exons 


5557 . . 5613, 


5559 


. .5606, 


5620. 


.5781, 5629.. 5778, 5637.. 5789 


Seq. No. 


4 6687 








Seq. ID 


OJ000217_16. 0403.019 


Gene No. 


99162 








Strand 




Start 


DlOU 








End 


6400 


Name 


OJ000217 16 


.0403 


.C19.02. 


. tm 


Method 


TBLASTX: Maize 


Start 


6150 








End 


6400 


GI 


none 








Score 


165 


Exons 


6150. . 6398, 


6150 


. . 639*8, 


6154. , 


.6399, 6158. .6400 


Seq. No. 


46687 








Seq. ID 


OJ000217_16. 0403.019 


Gene No. 


99163 








Strand 




Start 


6643 








End 


7722 


Name 


OJ0002i7 16 


.0403 


.019. ol. 


, tm' 


Method 


TBLASTX: Maize' 


Start 


6643 








End 


7722 


GI 


none 








Score 


158 


Exons 


6643. .6819, 


6643 


. .6813, 


6648. , 


.6815, 6820. .6993, 6821. .6988, 




. 6822.. 6992, 


7647 


. .7721, 


7648. . 


.7722, 7658. .7720 


Seq. No. 


46688 








Seq. ID 


OJ000217_16. 0403.023 


Gene No. 


99164 








Strand 


+ 


Start 


1 








End 


1470 


Name 


OJ000217 16 


.0403 


.023. ol. 


np 


Method 


AAT/NAP 


Start 


. 1 








End 


657 


GI 


.4559377 








Score 


266 


Exons 


1..47, 469.- 


. 657 











GI Descrip. (AO006526) putative photomorphogenesis repressor protein 
[Arabidopsis thaliana] 



48302 



Seq. No. 


46688 


Seq. ID 


OJ000217_16.0403 


.C23 


Gene No. 


99164 


Strand 


+ 




Start 


1 


End 


1470 




Name 


OJ000217 16 . 0403 . C23 . ol . tm 


Method 


TBLASTX : Mai ze 




Start 


1 


End 


^ ^ f~ 
666 




GI 


none 


Score 


85 




Exons 


1..63, 3. .62, 425. .664/ 462.. 


662 f 4 66.. 


. 666, 4 69.. 663 




Seq. No. 


46688 


Seq.. ID 


OJ000217__16.0403 


.C23 


Gene No. 


99164 


Strand 


+ 




Start 


1 


End 


1470 




Name 


OJ00021/ 1 6 . 04 03 . C23 . ol . tc 


Method 


TBLASTX : Cress 




Start 


3 


End 


657 




GI 


none 


Score 


/- f 

DO 




Exons 


3,, Iff ^bo,.oDl, 478. .609/ 48 


9 . .656 






Seq. No. 


46688 


Seq. ID 


OJ000217_16.0403 


.C23 


Gene No. 


99164 


Strand 


+ 




Start 


1 


End 


1470 




Name 


OJ000217 16.0403.C23.ol.ts 


Method 


TBLASTX : Soybean 




Start 


3 


End 


660 




GI 


none 


Score 


75 




Exons 


3. .83/ 466. .660, 467. .625, 477. .656 






Seq. No. 


46688 ■ 


Seq. ID 


OJ000217_16.0403 


C23 


Gene No. 


99164 


Strand 






Start 


1 . 


End 


1470 




Name 


OJ000217 16.0403.C23.ol.gs 


Method 


GENSCAN 




Start 


435 


End 


1470 




GI 


none 


Score 


. 43 




Exons 


435.-. 599, 773. .937, 1401. .1470 






Seq. No. 


46689 


Seq. ID 


OJ000217_16.0403 


C24 


Gene No. 


99165 


Strand 


+ 




Start 


1 


End 


5476 




Name 


OJ000217 16.0403.C24.o3.np 


Method 


i\AT/NAP 




Start 


1 


End 


5476 




GI 


5042454 


Score 


186 




Exons 


1..21, 781. .933/ 4429. .4727, 


4868. .5034, 5416. .5476 




GI Descrip. 


{AC007789) putative polyprote 


in [Oryza 


sativa] 




Seq. No. 


46689 


Seq. ID 


OJ000217_16.0403 


C24 


Gene No. 


99165 


Strand 


+ 




Start 


1 


End 


5476 




Name 


OJ000217 16.0403.C24.ol.gp 


Method 


AAT/GAP 




Start 


231 


End 


749 




GI 


2428551 


Score 


822 




Exons 


231. .554, 646. .749 








Seq. No. 


46689 


Seq. ID 


OJ000217_16.0403. 


C24 


Gene No. 


99166 


Strand 


+ 




Start 


6420 


End 


8649 




Name V^r": 


OJ000217 16.0403.C24.o4.np 


Method 


AAT/NAP 




Start 


6420 


End 


8649 




GI 


5852179 


Score 


272 




Exons 


6420. .6440, 7268. .7485, 7560. 


.7862, 8323. .8649 





48303 



GI Descrip. 


(AL117265) zhb0009.1 [Oryza 


sativa] 






Seq. No. 


4 6689 


Seq. ID 


OJ000217 16,0403 


. C24 


Gene No . 


99167 


Strand 






Start 


800 


End 


3638 




Name 


OJ000217 16.0403.C24.ol.np 


Method 


AAT/NAP 




Start 


800 


End 


3638 




GI 


7340884 


Score 


119 




Exons 


800. .871, 1867, .2019, 3456.. 


3638 






GI Descrip. 


{AP001551) Similar to Antirrhinujn majus transposon Tam3 


gene 




transposase. {AB013982) [Oryza sativa] 






Seq. No. 


46689 


Seq. ID 


OJ000217_16.0403 


. 024 


Gene No. 


99168 


Strand 






Start 


4432 


End 


5280 




Name 


OJ000217 16.0403.C24.o2.np 


Method 


AAT/NAP 




Start 


4432 


End 


5280 




GI 


7523512 


Scpre 


210 




Exons 


4432. .4574, 5148. .5280 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


46689 


Seq. ID 


OJ000217 16.0403 


.C24 


Gene No. 


99169 • 


Strand 






Start 


6895 


End 


7996 




Name 


OJ000217_16. 0403. 024 ,ol.tm 


Method 


TBLASTX: Maize 




Start . ' ' ' 


680 


End 


859 




GI 


none 


Score 


246 




Exons 


680. .859, 681. .845 








Seq. No. 


46689 


Seq. ID 


OJ000217_16. 04 03 


.024 


Gene No. 


99169 


Strand 






Start 


6895 


End 


7996 




Name 


OJ000217 16.0403.C24.o2.gs 


Method 


GENS CAN 




Start 


6895 


End 


7996 




GI 


none 


Score 


.74 




Exons 


6895.. 6992, 7358,. 7505, 7511 


..7996 






Seq. -No. 


46690 


Seq. ID 


OJ000307_19.0403 


.03 


Gene. No. 


99170 


Strand 






Start 


8561 


End 


9175 




Name 


OJ000307 19.0403.C3.o5.tm . 


Method 


TBLASTX: Maize 




Start 


8561 


End 


8704 




GI 


none 


Score 


125 




Exons 


8561. .8704, 8565.-8699 








Seq. No, 


46690 


Seq. ID 


OJ000307_19.0403 


.03 


Gene No, 


99170 


Strand 






Start 


8561 


End 


9175 




Name . 


OJ000307 19.0403.C3.o6.tw 


Method 


TBLASTX: Wheat 




Start 


8573 


End 


9175 




GI 


none 


Score 


72 




Exons 


8573.. 8698, 8580.. 8699, 8729 


..8803, 8879. .9175, 8892, .9170 


Seq. No. 


46690 


Seq. ID 


OJ000307_19.0403 


.03 


Gene No. 


99171 


Strand 






Start 


9176 


End 


9685 




Name 


OJ000307 19.0403.C3.o4 .tw 


Method 


TBLASTX: Wheat 





48304 




start 


9176 


End 


9557 




GI 


none 


Score - 


188 




Exons 


9176.. 9556, 9207.. 9455, 9280.. 9459, 9501.. 9557 




Seq. No. 


46690 


Seq. ID 


OJ000307_19.0403 


.03 


Gene No. 


99171 


Strand 






Start 


9176 


End 


9685 




Name 


OJ000307 19.0403.C3.o3.tm 


Method 


TBLASTX: Maize 




Start 


9371 


End 


9685 




GI 


none 


Score 


201 




Exons 


9371. .9685, 9384. .9677 








Seq. No. 


46690 


Seq. ID 


OJ000307_19.0403 


.C3 


Gene No. 


99172 


Strand 






Start 


9887 


End 


10660 




Name 


OJ000307 19.0403.C3.o8.tw 


Method 


TBLASTX: Wheat 




Start 


9887 


End ' 


10199 




GI 


none 


Score 


62 




Exons 


9887. .10147, yyyo . . lUloD, 


10023. .10199 






Seq. No. 


46690 


Seq. ID 


OJ000307_19.0403 


.C3 


Gene No. 


99172 


Strand 






Start 


9887 


End 


10660 




Name 


OJ000307 19.0403.C3.o2.ts 


Method 


TBLASTX : Soybean 




Start 


9947 


End 


10513r 




GI" 


5666795 


Score 


68 




Exons 


9947. .10147, 10202. .10339, 


10415. .10513 




GI Descrip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea mays] 




Seq. No. - 


!* 46690 


Seq. ID 


OJ000307_19.0403 


. C3 


Gene No. 


99172 


Strand 






Start 


9887 


End 


10660 




Name 


OJ000307 19.0403.C3.o5.tw 


Method 


TBLASTX: Wheat 




Start 


10202 


End 


10660 




GI 


none 


Score 


87 




Exons 


102 02.. 10351, 102 03.. 10340 


, 10385. .10636, 1038 6 . . 1057 1 , 






10406.. 10660 








Seq. No. 


46690 


Seq. ID 


OJ000307_19.0403 


.C3 


Gene No. 


99173 


Strand 






Start 


11067 


End 


11574 




Name 


OJ000307 19.0403.C3.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11067 


End 


11438 




GI 


none 


Score 


90 - 




Exons 


11067. .114 38, 11278. .11421 








Seq, No. 


46690 


Seq. ID 


OJ000307_19.0403, 


.C3 


Gene No. 


99173 . 


Strand 






Start 


11067 


End 


11574 




Name 


OJ000307 19.0403.C3.o2.tw 


Method 


TBLASTX: Wheat 




Start 


11097 


End 


11517 




GI 


none 


Score 


279 




Exons 


11097. .11516, 11122. .11517 








Seq. No. 


46690 


Seq. ID 


OJ000307_19.0403. 


.C3 


Gene No. 


99173 


Strand 






Start 


11067 


End 


11574 





48305 






Name 


OJ000307 19. 0403. C3. 


, o2 . tm 


Method 


TBLASTX: Maize 






Start 


11190 






End 


11574 






GI 


none 






Score 


230 






Exons 


11190. 


.11573, 11209. 


. 11574 










Seq. No. 


46690 






Seq. ID 


OJ000307_19.0403. 


,03 




Gene No. 


99174 






Strand 








Start 


11601 






End 


12088 






Name 


OJ000307 19. 0403. C3. 


ol.. tm 


Method 


TBLASTX: Maize 






Start 


11601 






End 


11957 






GI 


none 






Score 


68 






Exons 


11601. 


.11717, 11601. 


. 11957, 


11611. .11922 






Seq. No. 


46690 






Seq. ID 


OJ000307_19.0403. 


03 




Gene No. 


99174 






Strand 








Start 


11601 






End 


12088 






Name 


OJ000307 19. 0403. C3. 


ol . tw 


Method 


TBLASTX: Wheat 






Start 


11625 






End 


12088 






GI 


none 






■ Score 


210 






Exons 


11625. 


.12086, 11631. 


. 12086, 


11632. . 12087, 11645. .12088 






Seq. No. 


46690 






Seq. ID 


OJ000307_19.0403. 


03 


a 


Gene No. 


99174 






Strand 








Start 


11601 






End 


12088 




ifl 


Name 


OJ000307 19. 0403. 03. 


o3 . ts 


Method 


TBLASTX: Soybean 




f'i I 


Start 


11682 , 






End 


12047 






GI 


none 






Score 


111 






Exons 


11682. 


.11816, 11823. 


. 12047 










Seq. No. 


46690 






Seq. ID 


OJ000307_19.0403. 


03 


\ iJ 


Gene No. 


99175 






Strand 








Start 


12252 






End 


12738 




f1 


Name 


OJ000307 19. 0403, C3. 


o3 . tw 


Method 


TBLASTX: Wheat 




.*'"*', 


Start 


12252 






End 


12738 






GI 


none 






Score 


160 




^::i= 


Exons 


12252. 


.12737, 12283. 


. 12543, 


12565. . 12738 




%J 


Seq. No. 


46690 






Seq.-' ID 


OJ000307_19.0403. 


03 




Gene No . 


99176 






Strand 








Start 


13476 






End 


13865 






Name 


OJ000307 19. 0403. C3. 


o7 . tw 


Method 


TBLASTX: Wheat 






Start 


13476 






End 


13865 






GI 


none 






Score 


96 






Exons 


13476. 


.13733, 13513. 


. 13749, 


13716. .13814, 13717. .13797, 








13821. 


.13865 












Seq. No. 


46690 






Seq. ID 


OJ000307_19.0403. 


03 




Gene No. 


99176 






Strand 








Start 


13476 






End 


13865 






Name 


OJ000307 19. 0403. 03. 


o4 . tm 


Method 


TBLASTX: Maize 






Start 


13578 






End 


13826 






GI 


none 






Score 


90 






Exons 


13578. 


.13826, 13579. 


.13824 










Seq. No. 


46691 






Seq. ID 


OJ000307_19.0403. 


04 




Gene No. 


99177 






Strand 


+ 






Start 


2516 






End 


2751 





48306 



Name 

Start 

GI 

Exons 



OJ000307_19.04 03.C4 .ol.gp 

2516 

2797189 

2516. .2751 



Method AAT/GAP 
End 2751 
Score 415 



Seq. No. 46691 Seq. ID OJ000307_19 . 0403 . C4 

Gene No. 99178 Strand + 

Start 9708 End 10210 

Name OJ000307_19 . 0403 . C4 . o2 . gp Method AAT/GAP 

Start 9708 End 10210 

GI 96420_1.R1084 Score 991 

Exons 9708 . .10210 

GI Descrip. ' 5922603/dbj | AP0004 92 . 1 | AP000492 3.0e-15 Oryza sativa genomic 
DNA, chromosome 1, clone : P0705D01 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ' No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46691 Seq. ID 

99179 Strand 
10220 End 
OJ000307_19 . 0403 . 04 . o3 . gp Method 
10220 End 
uC-osflM2020114f03al Score 
10220. . 10607 

»5852170/emb|AL117265.1|OST17804 l.Oe-177 Oryza sativa 
indica(GLA4) genomic DNA, chromosome . 4 , BAG clone : t 17804 ' 



OJ000307_19.0403.C4 
+ 

10607 
AAT/GAP 
10607 
764 



46691 
99180 
16136 

OJ000307_19.04 03.C4 .o2.ts 

3866 

none 

3866. .3961, 4041. .4076, 4278. 
4486. .4545, 4602. .4673, 4819. 
5055.. 5075, 5360.. 5455, 5373. 
5747. .5815, 5994. .6065 



Seq. ID OJ000307_19.0403.C4 

Strand- + 

End 16306 

Method TBLASTX : Soybean 

End 6065 

Score 48 

.4394, 4330. .4398, 4483. .4545, 
.4926, 4822. .4878, 4859. .4909, 
.5456, 5593. ,5820, 5594. .5662, 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



46691 
99180 
16136 ' 

OJ000307_19 . 0403 . 04 . o2 . tm 

3902 

none 

3902. .3961,' 4041. '.4082, 4326, 
4819. .4926, 4822. .4881, 4859, 
5361. .5456, 5593. .5661, 5594, 

46691 
99180 
16136 

OJ000307_19. 0403.04 .ol.ts 
6212 



Seq. ID OJ000307_19. 0403.04 

Strand + 

End 16306 

Method TBLASTX: Maize 

End 6090 ' 

Score 72 

.4394, 4486. .4545, 4617. .4697, 
.4906, 5052.. 5075, 5360.. 5455, 
.5662, 5997.. 6089, 6001.. 6090 



none 
6212, 
6421. 
6873. 



,6355, 6213, 
,6522, 6422. 
,6989 



Seq. ID OJ000307_19.0403.C4 
Strand + 
End 16306 
Method TBLASTX : Soybean 
End 698 9 

Score 172 
,6356, 6246.. 6356, 6247.. 6357, 6409.. 6519, 
6523, 6422. '.6523, 6423.. 6527, 6869.. 6988, 



Seq. No. 



46691 



Seq. ID OJ000307_19. 0403.04 



48307 




Gene No. 


99180 


Strand 


+ 


Start 


16136 


End 


16306 


Name 


OJ000307_19. 0403.C4 .ol . tc 


Method 


TBLASTX: Cress 


Start 


8640 


End 


8816 


GI 


none 


Score 


207 


Exons 


8640 . .8816 






Seq. No. 


46691 


Seq. ID 


OJ000307__19.0403.C4 


Gene No. 


99180 


Strand 


+ 


Start 


16136 


End 


16306 


Name 


OJ000307_19. 04 03.C4 .ol . tm 


Method 


TBLASTX: Maize 


Start 


13858 


End 


14256 


GI 


none 


Score 


309 


Exons 


13858.. 14256, 138 66.. 14255 






Seq. No. 


46691 


Seq. ID 


OJ000307 19. 0403. C4 


Gene No. 


99180 


Strand 


-1- 


Start 


16136 


End 


16306 


Name 


OJ000307_19 . 0403 . C4 . o3 . tm 


Method 


TBLASTX: Maize * 


Start 


14256 


End 


14439 


GI 


none 


Score 


198 


Exons 


14256. .144 02, 14257.. 14439 






Seq. No. 


46691 


Seq. ID 


OJ000307_19.0403.C4 


Gene No. 


99180 


Strand 


+ 


Start 


1613.6 


End 


16306 


Name 


OJ000307 19.0403.C4 .o4 .gp 


'•'^ Method 


AAT/GAP 


Start 


16136 


End 


16306 


GI 


2428185 


Score 


298 


Exons 


16136. . 16306 






GI Descrip. 


5852170/emb|AL117265. 1 IOST17804 l.Oe-177 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4, 


BAC clone:tl7804 


Seq. No. 


46692 


Seq. ID 


OJ000307_19.0403.C5 


Gene No. 


99181 


Strand 




Start 


670 


End 


978 


Name 


OJ000307 19.0403.C5.ol.gp 


" Method 


AAT/GAP 


Start. ' 


■ 670 


End 


978 


GI 


61605 3.R1084 


Score 


450 


Exons 


670.. 978 






GI Descrip. 


'1402920/emb|CAA66965| 2 . Oe- 


20 (X98321) 


peroxidase [Arabid( 




thaliana] * 






Seq. No. 


46692 


Seq. ID 


OJ000307__19.0403.C5 


Gene No. 


99182 


Strand 




Start 


1015 


End 


1799 


Name 


OJ000307 19.0403.C5.ol.tm 


Method 


TBLASTX: Maize 


Start 


,1015 


End 


1799 


GI 


none 


Score 


61 


Exons 


1015.. 1074, 1023. .1073,' 1087 


..1437, 1158. .1220, 1165. .1428. 




1275.. 1436, 1444.. 1596, 1500 


..1598, 1606. .1737, 1650. .1799 


Seq. No. 


46693 


Seq. ID 


OJ000307_19.0403.C8 


Gene No. 


99183 


' Strand 


+ 


Start 


1834 


End 


3482 


Name 


OJ000307 19.0403.C8.ol.gp 


Method 


AAT/GAP 


Start 


1834 


End 


3482 



48308 



GI , 
Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



LIB34 31-02 1-P1-K1-G2 Score 74 4 

1834.. 1887, 2009.. 2117, 2226.. 2267, 2368.. 2532, 3381.. 3482 
'6015437/dbj I AB008112.il AB008112 6.0e-10 Homo sapiens PEXl mRNA, 
complete cds' 



46693 Seq. ID 

99184 Strand 

3489 End 

OJ000307_19.04 03.C8.o2.gp Method 

3489 End 

none Score 

3489. .3557, 4285. .4650 



OJ000307_19.0403.C8 
+ 

4650 
AAT/GAP 
4650 
838 



Seq. No. 46694 Seq. ID 

Gene No. 99185 Strand 

Start 3809 - End 

Name OJ000307_19 . 0403 . C9 . o3 . tm Method 

Start 3809 End 

GI none Score 

Exons 3809.. 4030, 3854;. 4019 



OJ000307_19.0403.C9 
4030 

TBLASTX: Maize 

4030 

81 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46694 
99186 
4032 

OJ000307 

4032 

none 



19.0403.C9.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_19.0403.C9 
4516 

TBLASTX: Maize 

4516 

48 



4032. .4121, 4164. .4505, 4235. .4516 



Seq. No. 


46694 


Seq. ID 


OJ000307_19.0403.C9 


Gene No. 


99187 


Strand 




Start 


4721 


End 


4948 


Name 


OJ000307 19.0403.C9.o2.tm 


Method 


TBLASTX: Maize 


Start 


4721 


End 


4948 


GI 


none 


Score 


100 


Exons 


.4721. .4948, 4722. .4940. 






Seq. No. 


46695 


Seq. ID 


OJ000307_19. 04 03.C13 


Gene No. 


99188 


Strand 


+ 


Start 


298 


End 


825 


Name 


OJ000307 19.0403.C13.o2.gp 


Method 


AAT/GAP 


Start 


298 


End 


825 


GI 


21466 1.R1084 


Score 


983 


Exons 


298. .825 






GI Descrip. 


'6006355/dbj IAP000559.1IAP000559 0 . Oe+00 .Oryza sativa genom: 




DNA, chromosome 6, clone : P04 93C11 ' 




Seq. . No. 


46695 - 


Seq. ID 


OJ000307_19'. 0403.C13 


Gene No. 


99189 


Strand 




Start 


36 


End 


126 


Name 


OJ000307 19.0403.C13.ol.gp 


Method 


AAT/GAP 


Start 


36 


End 


126 


GI 


LIB3477-003-Pl-Kl-E9^ 


Score 


139 


Exons 


36. .126 







GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



48309 



Seq. No. 46696' 

Gene' No. 99190 

Start 1 

Name OJ000307_19 . 04 03 . C16 . ol . gp 

Start 1 

GI none 

Exons 1..248, 357... 818 

Seq. No. 46697 

Gene No. 99191 

Start 2 

Name OJ000117_06 . 0403 . C2 . ol . gs 

Start 2 

GI none 

Exons 2.. 607, 673.. 831, 900.. 1616 



Seq. ID OJ000307_19.0403.C16 

Strand + 

End 818 

Method AAT/GAP 

End 818 

Score 1348 



Seq. .ID OJ000117_06.0403.C2 

Strand +' 

End 1633 

Method GENSCAN 

End 1616 

Score .69 



Seq. No. 46697 
Gene No.' 99191 
Start 2 

Name OJ000117_06 . 0403 . C2 . ol . np 

Start 2 
GI 7488075 
Exons^^ 2.. 277, 332.. 1022, 1170.. 1633 

,GI Descrip. probable centrpmere protein - Arabidopsis thaliana 

gi I 2244833 I emb j CAB10255-.il (Z97337) centromere protein homolog 
[Arabidopsis thaliana] gi | 7268182 | emb | CAB78518 . 1 | (AL161539) 
centromere protein homolog [Arabidopsis thaliana] 



Seq. ID OJ000117_06.0403.C2 

Strand + . 

End 1633 

Method AAT/NAP 

End 1633 

Score 520 



Seq. No. 46697 

Gene No. 99192 

Start 1 

Name OJ000117_06 . 04 03 . C2 . ol . gp 

Start 1 

GI LIB34 34-030-P1-K1-F6 

Exons 1..328 

GI Descrip. ' 38920,59/gb | AAC78272 . 1 1 AAC78272 2.0e-31 (AC002330) predicted 



Seq. ID OJ000117_06.0403.C2 
Strand 

End 328 

Method AAT/GAP 

End 328 

Score 541 





protein of unJchown 


function 


[Arabidopsis thaliana] ' 




Seq. No. 


46697 




Seq. ID 


OJ000117_06.0403. 


C2 


Gene No. 


99192 




Strand 






Start 


1 




End 


. 328 




Name 


OJ000117 06. 0403. C2 


.ol.tc ■ 


Method 


TBLASTX: Cress 




Start 


1 




End 


181 




GI 


none 




Score 


215 




Exons 


1,.174, 2. .181, 2.. 


178 








Seq. No. 


46697 




Seq. ID 


OJ000117_06-. 0403. 


C2 


Gene No. 


99192 




Strand 






Start 


1 




End 


328 




Name 


OJ000117 06. 0403. C2 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


1 




End 


262 




GI . 


none 




Score 


106 




Exons 


1. .213,, 2. .262, 2. . 


214 








Seq. No. 


46698 




Seq. ID 


OJ000117_06.0403. 


C9 


Gene No. 


99193 ' 




Strand 







48310 



start 
Name 
Start 
GI 

Exons 



946 End 983 

OJ000117_06 , 0403 . C9 . ol . gs Method GENSCAN 

946 End 983 

none Score .63 
946. .983 



Seq. No. 46699 

Gene No. 99194 

Start 1261 

Name OJ000117_06 . 04 03 . C12 . ol . gs 

Start 1261 

GI none 
Exons 



Seq. ID OJ000117_06.0403.C12 
Strand 

End . 2561 

Method GENSCAN 

End 2561 

Score .41 



1261.. 1705, 1759.. 2107, 2460.. 2561 



Seq. No. 46700 

Gene No. 99195 

Start 403 

Name OJ000117_06 . 0403 . C13 . ol . gs 

Start 403 

GI none 

Exons 403.. 534 



Seq. ID OJ000117_06.0403.C13 

Strand 

End 534 

Method GENSCAN 

End 534 

Score .49 



Seq. No, 46701 

Gene No. 99196 

Start 564 

Name OJ000117__06 . 0403 . C14 . o2 . tm 

Start 528 

GI none 

Exons 528.. 695, 565.. 693 



Seq. ID OJ000117_06.0403.C14 
Strand 

End 3182 

Method TBLASTX : Mai ze 

•End 695 

Score 114 



Seq. No. 46701 

Gene No. 99196 

Start 564 

Name OJ000117_06 . 0403 , C14 . ol . gs 

Start 564 

GI none 
Exons , 



Seq. ID OJ000117_06.0403.C14 
Strand 

End 3182 

Method GENSCAN 

End 3182 

Score . 9 



564. .810, 884. .1032, 124 6. .1354, 14 53. .1587, 2070.. .2 612, 
2970. .3074, 3079. .3182 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46701 
99196 
564 

OJ000117_06.0403.C14 .ol.np 
591 

4263717 



Seq. ID OJ000117_06.0403.C14 
Strand 

End 3182 

Method AAT/NAP' 

End 3097 

Score 1257 



591. .810, 884. .1032, 1246. .1354, 1477. .1643, 1782. .1917, 
1986. .2612, 2970. .3097 

(AC006223) ■ putative inositol polyphosphate 5 ' -phosphatase 
[Arabidopsis thaliana] 



46701 
99196 
564 

OJ000117_06,0403.C14 .ol.tc 

669 

none 



Seq. ID OJ000117_06.0403.C14 
Strand 

End 3182 

Method TBLASTX : Cress ' 

End 3077 

Score 94 



669. .809, 878. .1036, 883. .1035, 1243. .1353, 1494. ,1649, 



48311 



1513. .1644, 1782. .1919, 1783. .1917, 2511. .2612, 2513. .2611, 
2966. .3076, 2970. .3077 



O C . Vi<J t 


4 6701 








^ _? X -? u 






O L. d i. L. 


J U T 






Ns-ine 


OJ000117 


06 0403 C14 


. ol 


O L. di- L. 


670 ~ 






GI 


none 






Exons 


670. .810, 


672. .809, 


878 


Seq. No. 


46701 






Gene No. 


99196 






Start 


564 






Name 


OJ000117 


06.0403.C14 


.ol 


Start 


696 






GI 


none 






Exons 


696. .809, 


697. .810, 


711 



1224. .1346, 1232. .1354, 
1452. .1481, 1479. .1649, 
1783. .1836 



Seq. ID OJ000117_06.0403.C14 
Strand 

End 3182 

tw Method TBLASTX : Wheat 

. ■ End 1006 

Score 80 
.1006, 883. .1005 

Seq. ID OJ000117_06.0403.C14 
Strand 

End 3182 
tm Method TBLASTX : Maize 

End 1838 

Score 145 
.812, 878. .1033,- 883. .1035, 883.. 1035, 
1243. .1353, 1253. .1360, 14 52. .1478, 
1480. .1644, 1491. .1664, 1782. .1838, 



Seq. No. 
Gene No. 
Start 
Name '■ 
Start 
GI 

Exons 



46701 Seq. ID 

99196 Strand 

5 64 End 

OJ000117_06.0403.C14 .o2.ts Method 

738 End 

none Score 



OJ000117_06.0403.C14 
3182 

TBLASTX : Soybean 

1042 

108 



738. .809, 739. .810, 758. .811, 878. .1042, 882. .992, 883. .1035 



Seq. No. 46701 
Gene No. 99196 
Start 564 

Name OJ000117_06 . 0403 . C14 . ol . ts 

Start 1276 
GI none 

Exons 1276.. 1353, 1280.. 1354, 1452. 

1778. .1825, 1780. .1917, 1782, 
•2198. .2278, 2202. .2279 



Seq. ID OJ000117_06.0403.C14 
Strand 

End 3182 

Method TBLASTX : Soybean 

End 2279 

Score 88 

.1484, 1491. .1649, 1492. .1644, 
.1919, 1782. .1919, 1783. .1920, 



Seq. No. 


46701 








Seq. ID 


OJ000117 


_06.0403.C14 


Gene No. 


99196 








Strand 






Start 


564 








End 


3182 




Name 


OJ000117 06. 


.0403, 


.C14 .o3. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


, 2402 








End 


3025 




GI 


none 








Score 


99 




Exons 


2402. .2458, 


2507. 


. .2611, 


2508. 


.2612, 2966.. 3025, 


2970. .3023 


Seq. No. 


46702 








Seq. ID 


OJ000117 


_06.0403.C16 


Gene No. 


99197 








Strand 


+ 




Start 


1477 








End 


2342 




Name 


OJ000117 06. 


,0403. 


.C16.01. 


np 


Method 


AAT/NAP 




Start 


1477 








End 


2342 




GI 


6721543 








Score 


93 




Exons 


1477. .1617, 


2257, 


. .2342 











GI Descrip. {AP001073) hypothetical protein [Oryza sativa] 



48312 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46702 - Seq. ID 

99197 Strand 

1477 End 
OJ000117_06. 0403.C16.ol.gp Method 

14 91 "End 

7406_1.R1084 Score 
1491. .1641 

'1122315/enib|CAA63901| 7.0e-10 (X94191) heat shock protein 17.0 
[Pennisetum glaucum] * 



OJ000117_06.0403.C16 
+ 

2342 
AAT/GAP 
1641 
228 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 

GI Descrip. 



46702 Seq. ID 

99197 Strand 
1477 End 
OJ000117_06. 04 03.C16.o2.np Method 
2093 End 
7228442 Score 
2093.. 2342 

(AP001366) EST C28952 (C62945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa]' 



OJ000117_06.0403.C16 
+ 

2342 
AAT/NAP 
2342 
403 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46703 Seq. ID 

99198 Strand 
1 End 
OJ000117_06.04 03.C17.ol.np , Method 
1 End " 

7228442 Score 
1..2025, 3055. .3082 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. {AC003981) [Oryza sativa] 



OJ000117_06.0403.C17 
+ 

3082 
AAT/NAP 
3082 
3522 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46703 
99198 
1 

OJ000117_06.0403.C17.ol.gs 

86 ' . ' 

none 



Seq. ID OJ000117_06.0403.C17 

Strand + 

End 3082 - 

Method GENSCAN 

End 2911 

Score .63 



86. .776, 791. .1529, 1871. .2025, 2409. .2559, 2665. .2911 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46703 
99198 
1 

OJ000117_06.04 03.C17.o2.np 
367 

6815062 



Seq. ID 
Strand 
End 

Method 
End 
Score 

367. .889, .917. .1049, 1167. .2001, 2415. 
(AP001080) Similar to Arabidopsis thaliana chromosome II BAG 
F16P2 genomic sequence; mudrA like protein (AC004561) [Oryza 
sativa] 



OJ000117_06.0403.C17 
+ 

3082 
AAT/NAP 
3082 
584 

.2630, 2718. .3082 



Seq. No. 46703 Seq. ID 

Gene No. 99198 Strand 

Start 1 End 

Name OJ000117_06 . 0403 . C17 . ol . tm Method 

Start 413 End 

GI none Score 



OJ000117_06.0403.C17 
+ 

30 82 

TBLASTX: Maize 

1008 

93 



48313 



413. .541, 421. .519, 575. .766, 592. .765, 769 . .873, 937 .. 1008 



Exons 

Seq. No. 46703 Seq. ID 

Gene No. 99198 Strand 

.Start 1 - . End 

Name OJ000117_06 . 04 03 . C17 . ol . gp Method 

Start 456 End 

GI 5701669 ' Score 

Exons 456.. 886 

GI Descrip. 544 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 (C6294 5 ) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



OJ000117_06.0403.C17 
+ 

3082 
AAT/GAP 
886 
832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000117_06.0403.C17 
Strand 
End 

Method 
End 

Score . . 

707. .769, 716. .766, 772. .912, 775. .900, 910. .1086, 933. .1025 



46703 
99198 
1 

OJ000117_06.04 03.C17.ol.tw 

707 

none 



+ 

3082 

TBLASTX: Wheat 

1086 

66 



46704 
99199 
1 

OJ000117_06.04 03.C18.ol.gp 

1 . 

LIB3475-007-P1-K1-G8 
1. .252 

»5441880/dbj iBAA82378.1| 5. 



Seq. ID OJ000117_06.0403.C18 

Strand + 

End 1887 

Method AAT/GAP . ' 

End 252 

Score 477 

Oe-75 (AP000367) EST C28952 {C62945 ) 



■corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. {AC003981) [Oryza sativa] ' 



Seq. No. 46704 Seq. ID 

Gene No. 99199 Strand 

Start ' 1 End 

Name 0 JO 00117_06.0403.C18.o2.np Me t hod 

Start . 1 End 

GI ■ 7228442 Score 

Exons 1..47, 1449.. 1633 

GI Descrip. (AP001366) EST C28 952 (C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. {AC003981) [Oryza sativa] 



OJ000117_06.0403.C18 
+ 

1887 
AAT/NAP 
1633 
251 



Seq. No . 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46704 Seq. ID 

99199 Strand 

1 End 

OJ000117_06.04 03.C18 .ol.np Method 

1 End 

5441880 Score 

1..260, 505. .602, 849. .980, 1096. .1330 

{AP000367) EST C28 952 {C6294 5 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



OJ000117_06.0403.C18 

+ 

1887 
AAT/NAP 
1330 
1129 



Seq. No. 
Gene No. 
Start 



46704 
99199 
1 



Seq. ID OJ000117_06.0403.C18 
Strand + 
End 1887 



48314 




Name 

Start 

GI 

Exons 



OJ000117_06.0403.C18.ol.gs Method GENSCAN 

54 - End 1609 

none Score .74 

54. .260, 353. .535, 693. .748, 849. .980, 1044. .1091, 1096. .1313, 
1449. .1609 



Seq. No. 
.Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46704 Seq. ID 

99199 Strand 
1 End 
OJ000117_06 . 0403 . C18 . o2 . gp Method 
14 34 End 
LIB34 31-04 5-Pl-Nl-AlO Score 
1434. .1887 

'5441876/dbj IAP000367.il AP000367 O.Oe+OO Oryza sativa genomic 
DNA, chromosome 2, clone : P0437H03 (contig b) ' 



OJ000117_06.04 03.C18 
+ 

1887 
AAT/GAP 
1887 
836 



46705 Seq. ID 

99200 Strand 

255 ' End 
OJ000117_06.0403.C19.ol.np Method 

255 End 

5107820 Score 

255. .467, 573. .851, 1077. .1200, 2608., 



OJ000117_06.0403.C19 

■ 7177 

AAT/NAP 

2633 

604 
2633 



(AF149413) contains similarity to protein kinase domains; Pfam 
PF00069/ Score=15.8, E=0 . 0027 , . N=l [Arabidopsis thaliana] 



Seq. No. 46705 Seq. ID 

Gene No. 99200 Strand 

Start 255 End 

Name OJ000117_06 . 04 03 . C19 . ol . gs Method 

Start 354 End 

GI none Score 
Exons 



OJ000117_06.0403.C19 

7177 
GENSCAN 
7177 
.63 



354. .467, 573. .851, 1077. .1190, 1915. .3236, 3318. .3433, 
4368. .4381, 4871. .4942, 5018. .5221, 5669. .5798, 5944, .6170, 
7001. .7177 



Seq. No. 46705 Seq. ID 

Gene No. ' 99200 Strand 

Start 255 End 

Name OJ000117_06 . 04 03 . C19 . ol . gp Method 

Start 741 End 

GI uC-osflcyp026f 12bl Score 

Exons 741.. 851, 1077. .1190, 1269 .. 1366, 3318 
GI Descrip. 



OJ000117_06.04 03.C19 

7177 
AAT/GAP 
3497 
942 

..3497 



'5107820/gb|AAD40133.1|AF149413_14 2.0e-29 (AF149413) contains 
similarity to protein kinase domains; Pfam PF00069, Score=15.8, 
E=0.0027, N=l [Arabidopsis thaliana]' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117 06.0403.C19 



46705 
99200 
255 

OJ000117_06.04 03.C19.o3.np 
4455 
6685163 
4455. . 46C 
6254. .63] 

{AF219223) homocysteine S-methyltransf erase AtHMT-2 [Arabidopsis 
thaliana] 



7177 
AAT/NAP 
7168 
947 



501, 4871;. 4942, 501E 
llOr 7001.. 7168 



.5221, 5669.. 5798, 5944.. 6170, 



48315 



Seq. No. 46705 

Gene No. 99201 

Start 8886 

Name OJ000117_06 . 0403 . C19 . ol , 

Start 339 

GI none 

Exons 339.. 467, 346.. 468, 346, 
1077. .1148, 1078. .1149 

Seq. No. 46705 

Gene No. 99201 

Start 8886 

Name OJ000117_06 . 0403 . C19 . ol . 

Start 351 

GI none 

Exons 351.. 461, 351.. 467, 355. 
692. .853 



tm 



Seq. ID OJ000117_06.0403.C19 
Strand 

End 9170 

Method TBLASTX: Maize 

End 1149 

Score 159 



.468, 565. .852, 570. .851, 1069, .1149, 



Seq. ID OJ000117_06. 0403. 019 
Strand 

End 9170 

tc Method TBLASTX : Cress 

End 853 

Score 62 
.468, 355, .468, 546. .851, 547, .852, 



Seq. No. 46705 • 

Gene No, 99201 

Start 8886 

Name OJ000117_06 . 0403 . C19 . ol . ts 

Start 421 

GI none 

Exons 421. .468, 423. .467, 565. .831, 

Seq. No. 46705 

Gene No. 99201 

Start 8886 

Name OJ000117__06 , 0403 , C19 , o2 . tm 

Start 2590 

GI none 

Exons 2590.. 2859, 2591.. 2860 



Seq. ID OJ000117_06.0403.C19 
Strand 

End 9170 

Method TBLASTX : Soybean 

End 836 

Score 59 

570.. 836 

Seq. ID OJ000117_06.0403.C19 
Strand 

End 9170 

Method TBLASTX: Maize 

End 2860 

Score 310 



Seq. No, 46705 ■ 

Gene No. 99201 
Start 8886 

Name OJ000117_06 . 04 03 . C19 . o3 . 

Start 2623 
GI none 

Exons 2623.. 2700, 2639.. 2701, 

Seq. No. 46705 

Gene No. . 99201 
Start 8886 

Name OJ000117_06 . 04 03 . C19 . o2 , 

Start ■ 4467 
GI none 

Exons 4467. .4568, 4468. ,4575, 

5153,-5224, 5154. ,5240, 
5946, .6200, 5947, .6171, 

Seq. No, 46705 
Gene No. 99201 
Start 8886 

Name OJ000117 06 . 04 03 . C19 . o3 . 



ts 



ts 



4468, 
5657. 
6236. 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_06,0403.C19 
9170 

TBLASTX : Soybean 

3012 

43 



2756.. 2905, 2758.. 3012 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000117 06.0403.C19 



9170 

TBLASTX: Soybean 
7180 
85 

4575, 5042,. 5146, 5046. .5147, 
5794, 5657,. 5797, 5676. .5798, 
6322, 6243, .6344, 7016. .7180 



Seq, ID 

Strand 

End 

Method 



OJ000117_06.0403.C19 
9170 

TBLASTX: Maize 



48316 



start 


4470 










End 


7123 






none 










Score 


69 




Exons 


A Ai r\ 

H *i / \J , 




A AID 


■ A f^n 1 

. . fl OU 1 , 


AAl A 


.4614, 4829. .4963, 


^ozy. .^tyou. 




41 o oy . 


A Qf^A 


A QRfi. 


R999 


fi y oo . 


.5224, 5013. .5225, 


^r\AO ^OO A 




5657. 


.5800, 


ODO / 


. . o o u u, , 


0 DOO . 


.5801, 5944, .6009, 


Oy^lD. .DUX41, 




6060. 


.6200, 


fil on 


. . O X / J. , 


D X -? X . 


.6322, 6236.. 6313, 


/UXD. . / XZO 


becj, NO. 


46705 










Seq. ID 


OJ000117 




Gene No . 


99201 










Strand 






otiar L 


8886 










End 


9170 




Name 


OJ000117 06 


.0403 


C19.02 


. tc 


Method 


TBLASTX : 


Cress 


Start 


4473 










End 


7144 






none 










Score 


107 




Exons 


4473. 


.4601, 


A A 00 


. fi DZ O , 


4 P 9 Q 
f± o z y . 


.4960, 4863. .4943, 


AQ1 r\ A OA A 
41o/U. * H)PHH f 




4988. 


.5224, 


DU 


R99 9 


OU . 


.5263, 5658. .5801, 


ODby . . Do uu , 




5898. 


6050, 




. DUlfi , 


0 y fi fi . 


.6051, 6015. .6173, 


DlUU . . Dl / 1 , 




6119. 


6199, 


D X O / 




D X fi . 


.6340, 6236. .6310, 


701^ 1 1 A A 


Seq. No. 


46705 










Seq. ID 


OJ000117 


_06. 0403. 019 


Gene No. 


99201 










Strand 






onar L 


8886 










End 


9170 




Name • 


OJ000117 06 


n /I n 

. U4i U J 


cx y . ox 


* LW 


Method 


TBLASTX: 


wneat 


o tar L 


4862 










End 


5219 






none 










Score 


92 




Exons 


4862. 


4969, 


^ O D ^ 


A Q(^l 


4 R 7 n 


.4995, 4986. .5219, 


fiyoo. .Dzxo 


Seq. No. 


46705 










Seq. ID 


OJ000117 


_06. 0403. 019 


Gene No. 


99201 










Strand 






o uar u 


8886 










End 


9170 




Name 


OJ000117 06 


U4 U J 


ui y . oz 


. gs 


Method 


GENSCAN ' 




b uar L 


8886 










End 


9170 






none 










Score 


.79 




Exons 


8886. . 


9170 














O C Lj^ • LN (J • 


46706 










Seq. ID 


OJ000117 


Of, CiACi'^ r9n 


Gene No. * 


99202 










Strand 


+ 




Start 


7843 










End 


8239 




Name 


OJ000117 06. 


0403. 


C20.O1 


. np 


Method 


AAT/NAP 




Start 


7843 










End 


8239 




GI 


4587570 








Score 


110 




Exons 


7843. . 


7939, 


8156. 


.8239 











GI Descrip. (AC006550) Strong similarity to gi 12244833 centromere protein 

homolog from Arabidopsis thaliana chromosome 4 contig gb|Z97337. 
ESTs gb|T20765 and gb|AA586277 come from this gene 

Seq. No. 46706 

Gene No. 992^03 

Start 7078 

Name OJ000117_06 . 04 03 . C20 . o2 . gs 

Start 7078 

GI none 

Exons 7078.;7292, 7307.. 7313 

Seq. No. 46706 

Gene No. 99204 

Start 7766 

Name OJ000117 06 . 04 03 . 020 . ol . tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_06. 0403. 020 

7313 
GENSOAN 
7313 
.7 



Seq. ID 

Strand 

End 

Method 



OJ000117_06.0403.C20 
7956 

TBLASTX: Maize 



48317 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7762 
none 



End 
Score 



7941 
52 



7762. .7824, 7765. .7824, 7831. .7941, 7837. .7938 



46706 
99204 
7766 

OJ000117_06.0403.C20.ol.gp 
7766 

LIB3434-030-P1-K1-F6 
7766. .7956 

'3892059/gb|AAC78272.1|AAC78272 2.0e-31 (AC002330) predicted 
protein of unknown function [Arabidopsis thaliana] * 



Seq. ID OJ000117_06.0403.C20 
Strand 

End 7956 

Method AAT/GAP 

End 7 956 

Score 246 





O C <^ . iN . 


4 6707 








\JO\j\j\jLli U D . U fl U O . L-Z X 




o Ti o Mo 

OCliC IN (J. 








Q4- r-a r»H 

o u. r ana 


X 




O L d i- L 








End 


2712 




Name 


OJ000117 06.0403 


.C21.01 


.gs 


Method 


GENSOAN 




Start 


•243 






End 


2532 




O -L 


Ti o n o 






Score 


.73 




Exons 














o e q . LN o . 


4 (^707 






Seq. ID 


OJ000117_06. 0403.021 


'id 




QQ9ns 

_7 _/ ^ U J 






Strand 


+ 


'%''^ 


O La J- L 


^ O 






End 


2712 




Name 


OJ000117 06.0403 


.021. ol 


. tc 


Method 


TBLASTX:Oress 


f\l 


start 


894 






End 


1319 




\j ± 


Ti o n d 






Score . 


222 




Exons 














Corr Mo 
O c q . IN U . 


4 (^707 






Seq. ID 


OJ000117_06. 0403. 021 


ru 


O Tl o Mo 








Strand 


+ 




O L. d 1. L. 


94 ? 
^ 4 o 






End 


2712 




Name 


OJ000117 06.0403 


.021.02 


. tm 


Method 


TBLASTX: Maize 




start 


999 






End 


1618 




\j J. 


none 






Score 


332 




Exons 


QQQ I'^l'^ inii 




1 n "5 T 


,1312, 1363. .1494, 1407. .1490,. 






1415.. 1498, 1416 


. .1550, 


1449. 


,.•1613, 1508.:1618, 1516.. 1614 




Seq. No. 


46707 






Seq. ID 


OJ000117__06. 0403.021 




Gene No. 


99205 






Strand 


+ 




Start 


243 






End 


2712 




Name 


OJ000117 06.0403 


.021.O1 


.gp 


Method 


AAT/GAP 




Start 


1035 






End 


1364 




GI 


none 






Score 


516 




Exons 


1035. .1364 












Seq. No. 


46707 






Seq. ID 


OJ000117_06. 0403.021 




Gene No. 


99205 






Strand 


+ 




Start 


243 






End 


2712 




Name 


OJ000117 06.0403 


.021.01 


. tm 


Method 


TBLASTX: Maize 




Start 


1890 






End 


2417 




GI 


none 






Score 


582 




Exons 


1890.. 2417, 1891 


. .2415, 


2234 . 


.2416 






Seq. No. 


46707 






Seq. ID 


OJ000117_06. 0403.021 




Gene No. 


99205 






Strand 





48318 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



243 



End 

Method 
End 
Score 



2712 
AAT/GAP 
2712 
978 



OJ000117_06.0403.C21.o2.gp 
2218 

34776_1.R1084 
2218. .2712 

•2244833/emb|CAB10255.1| l.Oe-09 (Z97337) centromere protein 
homolog [Arabidopsis thaliana] 



46707 Seq. ID 

99205 Strand 

243 End 
OJ000117_06.04 03.C21 .o3. tm Method 

2418 End 

none Score 

2418. .2654, 2418. .2648 



OJ000117_06.0403.C21 
+ 

2712 

TBLASTX: Maize 

2654 

261 



Seq. No. 46708 Seq. ID OJ000117_06 . 04 03 . C22 

Gene No. 99206 Strand + 

Start 1 End 1192 

Name OJ000117__06 . 0403 . C22 . ol . np Method AAT/NAP 

Start 1 End 1189 

GI 4587570 Score 280 

Exons 1..65, 252. .415, 515. .1189 

GI Descrip. (AC006550) Strong similarity to gi 12244833 centromere protein 

homolog from Arabidopsis thaliana chromosome 4 contig gb|Z97337, 
ESTs gb|T20765 and gb|AA586277 come from this gene 



Seq. No. 46708 Seq. ID 

Gene No. 99206 Strand 

Start 1 End ' 

Name OJ000117_06 . 04 03 . C22 . ol . gs Method 

Start 59 End 

GI none Score 

Exons 59.. 1192 



OJ000117_06.0403.C22 
+ 

1192 
GENSCAN 
1192 
.88 



Seq. No. 


46708 






Seq. ID 


OJ000117 


_06.0403.C22 


Gene No. 


99206 






Strand 


+ 




Start 


1' 






End 


1192 




Name 


OJ000117 06.0403.C22 


ol 


■ gp 


Method 


AAT/GAP 




Start 


75 






End 


336 




GI 


none 






Score 


516 




Exons 


75. .336 












Seq. No. 


46708 






Seq. ID 


OJ000117 


_06. 04.03.022 


Gene No. 


99207 






Strand 






Start 


429 






End 


887 




Name 


OJ000117 06.0403.C22 


o2 


gp 


Method 


AAT/GAP 




Start 


429 






End 


887 




GI 


7751 1.R1084 






Score 


716- 




Exons 


429. .887 












GI Descrip. 


M894628/gb| AAD32567 


11 


4 .Oe- 


10 (AF124369) NT3 


[Nicotiana 




tabacum] ' 













Seq. No. 46708 Seq. ID OJOOOl 17_06 . 04 03 . C22 

Gene No. 99208 Strand 

Start 968 End 1469 

Name OJ000117_06. 0403. 022 .o3.gp Method AAT/GAP 



48319 



start 
GI 

Exons 



96-8 
none 

968. .1469 



End 
Score 



1469 
951 



Seq. No. 46708 

Gene No. 99209 

Start 2395 

Name OJ000117_06 . 0403 . C22 . ol . tm 

Start 54 

GI ' none 
Exons 



Seq. ID. OJ000117_06.0403.C22 
Strand 

End 4 206 

Methodj . TBLASTX: Maize' 

End' 138 9 

Score 264 



54. .236, 56. .328, 59. .322, 329. .1234, 333. .431, 480. .1169, 
1354. .1389 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
£3 Gene No. 
,^3 Start 

Name 
j;: Start 

M Exons 

■^j Seq. No. 
?r= Gene No. 

Start 
f_ Name 
□ Start 

GI 

1.^ Exons 

' GI Descrip. 



46708 
99209 
2395 

OJ000117_06.04 03.C22.ol.tw 
647 
none 



Seq. ID OJ000117_06.0403.C22 
Strand 

4206 

TBLASTX: Wheat 
2506 
143 . 



End 

Method 
End 
Score 

647. .787, 648. .794,' '725. . 925, 784. .924, 922. .1017, 923. .1096, 
936. .1097, 937. .1098, 2444. .2506 



46708 Seq. ID 

99209 Strand 

2395 . End . 
OJ000117_06 . 04 03 . C22 . o2 . gs Method 

2395 End 

none Score 

2395. .2903, 2995. .3158, 4157. .4206 



OJ000117_06.0403.C22 

4206 
GENSCAN 
4206 
.89 



46709 Seq. ID 

99210 Strand 
237 End 
pJ000117_06.0403.C23.ol.np Method 
237 End 
7485379 . Score 

237. .3556 -. , 

hypothetical protein F11C18.50 - Arabidopsis thaliana 
gi|4584524 |emb|CAB4'0755.1| (AL049607) putative protein 
[Arabidopsis thaliana] gi | 7270088 | emb | CAB7 9903 . 1 | {AL161579) 
putative protein [Arabidopsis thaliana] 



OJ000117_06.0403.C23 
+ 

3559 
AAT/NAP 
3556 
2661 



Seq. No. 


46709 






Seq. ID 


OJ000117 


Gene No. 


99210 






Strand 


+ 


Start 


237 






End 


3559 


Name 


OJ000117 06 


.0403.C23. 


o2 . gs 


Method 


GENSCAN 


Start 


641 






End 


3559 


GI 


none 






Score 


.6 


Exons 


641. .801, 8 


97. .2506, 


2631. . 


3559 




Seq. No. 


46709 






Seq. ID 


OJ000117 


Gene No. 


99210 






Strand 


+ 


Start 


237 






- End 


3559 


Name 


OJ000117 06 


.0403.C23. 


ol.gp 


Method 


AAT/GAP 


Start 


3007 






End 


' 3442 


GI 


LIB3432-057 


-Pl-Kl-HlO 




Score 


842 


Exons 


3007. .3442 











48320 



GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



M584524/emb|CAB40755. 1 1 3.0e-38 (AL049607) putative protein 
[Arabidopsis thaliana] ' 



46709 
99211 
121 

OJ000117_06.0403.C23.ol.gs 

121 

none 

121. -.498 



Seq. ID OJ000117_06.0403.C23 
Strand 

End 4 98 

Method GENSCAN 

End 4 98 

Score .91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46709 
99212 
638 

OJ000117_06.04 03.C23.ol.ts 

638 

none 



OJ000117_06.0403.C23 
3553 

TBLASTX : Soybean 
3553 
59 

638. .817, 823. .1083, 829 903, • 1162 .. 1509, 1291. .1587, 
1372. .1728, 1702. .2028, 1792. .2133, 1897. .2238, 2002. .2241, 
2588. .2872, 2629. .2829, 2648. .2977, 2756. .3112, 2948. .3289, 
3062. .3337, 3151. .3339, 3156. .3338, 3158. .3505, 3187. .3345, 
3197. .3505, 3263. .3544, 3512. .3553 



Seq. ID 

Strand 

End 

Method 

End 

Score 



46709 
99212 
638 

OJ000117_06.0403.C23.ol.tm 

823 

none 



Seq. ,ID- Oa0.00117_06. 0403,023 
Strand 

End 3553 

Method TBLASTX : Mai ze 

End 3448 

Score 122 



823. .1140, 850. .1248, 964. .1359, 1087. .1461, 1363. .1431, 
1375. .1761, 1480. .1881, 1606, .1986, 1795. .2196, 2588. .2932, 
2645. .3028, 2845. .3090, 2846. .3247, 2846. .3247, 2856.-3254, 
2856. .3254, 2924. .2998, 2951. .3337, 3065, .3448, 3238. ,3321, 
3239, ,3322 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46709 
99212 
638 

OJ000117_06 

826 

none 

826. .1131,. 
1101. .1349, 
1308. .1526, 
1585. .1977, 
1876. .2121, 
2588. .2944, 
2939. .3337, 
3380. .3535, 



.0403.C23.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117 06.0403.C23 



3553 

TBLASTX: 

3550 

108 



Cress 



859. . 

1102 
1309 
1699 
1926 
2630 
3065 
3380 



1071, 892. .1245, 913. .1164, 991 

..1470, 1147. .1386, 1207. .1569, 

1551, 1402.. 1761, 

2076, 1774. .2004, 

2244, 2014. .2226, 

3028, 2885. .3259, 

3451, 3140.. 3337, 

3544, 3413.. 3550 



.1683, 1384. 

..1911, 1726. 

..2204, 1927. 

..2857, 2825. 

..3277, 3071. 

..3544, 3380. 



. ,1341, 
1279. .1491, 
1522, .1890, 
1819, .2187, 
2491. ,2568, 
2930. .3163, 

•3245. .3448, 



Seq. No. 46709 Seq. ID 

Gene No. 99212 Strand 

Start 638 ;;>/ End 

Name OJ000117_06 . 04 03 . C23 . o2 . tm Method 

Start . 2329 End-- 

GI none Score 
Exons 



OJ000117_06.0403.C23 
3553 

TBLASTX : Mai ze • • 

2578 

314 



2329. .2577, 2332. .2574, 2343. .2576, 2471. .2578 



48321 




Seq. No. 


46710 




Seq. ID 


OJ000117_06.0403 


.C24 


VJd It? . LN W • 


17 17 ^ X J 




O L-X diiu 






^■t A r-f- 
O U dl. U 


J X z u 




£jI ILL 


7 Q4 

O / ^ 4 






vJUUUUXX / UD. UflUJ.k-'Z*l .OX 


• qs 


U c L 1 ItJ U 


O IIj LN O IN 




O Ldl. L 






Iiii lU 


'^7 Q4 

O / -7 4 




V3 J. 


none 




Score 


77 
















Seq. No. 


46711 




Seq. ID 


OJ000117_06.0403 


.C25 




QQ91 d 




o L X driu 






O La J. L 


/ D 






X O -7 D 




Ns-itie 


OTnnnii7 n^^ n^n^ r9c; 


. gs 


LYie L.noa 


msjciPflKi 

Ej LN oL^ri. lM 






7 ~ 




Ilil lU 


X wJ -? D 




la J. 


none 




Score 


. DO 




Exons 












Seq. No. 


46712 




Seq. ID 


OJ000117_06.0403 


.026 


Gene No. 


99215 




Strand 


+ 






1 . 

X 




End 


494 




Nsitie 


UUUUUXX / UD. U4UO.^^ZO.OX 


.np 


Method 


AAT/NAP 






X 




End 


494 




PT 


(T / c p f: 
0 4 J J O D D 




Score 


183 






1 (^d 107 4 










ox uescxxp. 


/ZiP011717\ ht ^rr^/^+- K^it- -1 /-^ a 1 

^H-L-uxx t L / ) nypo cne t. xcax 


protein [Arabidopsis thaliana] 




Seq. No. 


46712 




Seq. ID 


OJ000117_06.0403 


.026 








Strand 


+ 






X 




End 


494 




Name 


070001 1 7 Of^ O/IO"^ P9^; 


.tc 


Method 


TBLASTX: Cress 






X o o 




End 


423 




*aX 


none 




Score 


202 




Exons 


1"^^ 9fifi 1^9 97ft "^1 R 


. .416, 


319. .423 






Seq. No. 


46712 




Seq. ID 


OJ000117_06.0403 


.026 


O til Its LN^J . 


y y ^ J. u 




Strand 


+ 




O U ax U 


1 
X 




End 


494 




Name 


nT0001 17 0(^ 040'^ P9^^ /^1 
vJUUUUXX/ U D . U 4 U J . D . ox 


.gs 


Method 


GENSCAN 




O L dX L 


14 9 ~ 
X 4 




End 


459 




KJ X 


none 




Score 


1 




Hi A. Clio 


14 9 /IRQ 

X4Z. .40^ 










Seq. No. 


46712 




Seq. ID 


OJ000117_06.0403 


.02 6 




QQ91 R 
^ y Z X O 




Strand 


+ 




O L. dX L 


1 
X 




End 


494 




Name 


rkT0001 17 Oi^ fli^O'? P9i^ 
vJJUUUll/ U D . U 4 U O . UZ D . Ox 


. ts 


Method 


TBLASTX: Soybean 




O L-dX t 


14 9 ~ 
X 41 Z 




End 


423 




oX 


none. 




Score 


193 




Exons 


149 9Q9 1(^9 97ft 1 Q 


. .363, 


367. .423 






Seq. No. 


46712 




Seq. ID 


OJ000117_06.0403, 


.026 


Gene No. 


99215 




Strand 


+ 




Start 


1 




End 


494 




Name 


OJ000117 06. 0403. 026. ol, 


. tm 


Method 


TBLASTXcMaize ' 




Start 


148 




End 


443 




GI 


none 




Score 


205 




Exons 


148. .285, 162. .284, 319. 


. .360, 


319. .369, 


364. .420, 375. .443 



48322 



Seq. No. 46713 Seq. ID 

Gene No. 99216 Strand 

Start 3098 End 

Name OJ000117_06 . 0403 , C27 . o2 . gp Method 

Start 3098 End 

GI none Score 

Exons 3098.. 3533 



OJ000117_06.0403.C27 
+ 

3533 
AAT/GAP 
3533 
790 



Seq. No. 46713 Seq. ID 

Gene No. 99217 Strand 

Start 1967 ' End 

Name OJ000117_06 . 04 03 . C27 . ol . gp Method 

Start 1967 End 

GI none Score 

Exons 1967. ,2050 



OJ000117_06.0403.C27 

2050 
AAT/GAP 
2050 
135 



Seq. No. 46713 

Gene No. 99218 

Start 3857 

Name OJ000117_06 . 04 03 . C27 . ol . tm 

Start 3199 

GI none 

Exons 3199.. 3288,- 3200.. 3313, 3201, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_06.0403.C.27 
4437 

TBLASTX: Maize 

3951 

156 



.3323, 3273.. 3461, 3297, 



3302. .3481, 3462. .3536, 3484. .3534, 3507. .3545, 3650. 



3482, 
3805, 



3667.. 3822, 3686.. 3808, 3792.. 3830, 3849.. 3920, 3892.. 3951 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI - 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 
Start 
Name 



46713 
99218 
3857 

OJ000117_06.04 03.C27 .o3.gp 

3857 

none 

3857. .3927, 4287. .4437 

46714 
99219 
1910' 

OJ000117_06.04 03.C28.ol.gs 

1910 

none 

1910.. 2090, 2582.. 2748 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_06.0403.C27 

4437 
AAT/GAP 
4437 
349 



OJ000117_06.0403.C28 

2748 
GENSCAN 
2748 
.92 



OJ000117_06.0403.C29 
+ 



46715 Seq. ID 

99220 Strand 
1623 End 1812 

OJ000117_06 . 04 03 . C2 9 . o2 . gp Method AAT/GAP 
1623 End 1812 

5667165 Score •334 

1623. .1812 

5670155/gb|AF161269.1|AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAG clone 34K24, complete sequence 



46715 Seq. ID 

99221 Strand 

1 End 

OJ000117_06.04 03.C2 9.ol.gp Method 



OJ000117_06.0403.C29 
465 

AAT/GAP 



48323 



-start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 
Score 



465 
795 



38782_1.R1084 
1. .465 

' 6069643/cibj I AP000616.il AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 



46715 ■ 

99222 

3082 

OJ000117_06.0403.C29.ol.gs 

3082 

none 

3082. .4482 



Seq. ID QJ000117_06. 0403. 029 
Strand 

End 4674 

Method GENSCAN 

End 4482 

Score .48 



Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46715 Seq. ID OJOOOl 17_06 . 0403 . C29 

99222 Strand 

3082. End 4674 

OJ000117_06.0403 .C29.ol.np Method T^T/NAP 

3085 •'' ' End 4674 

6983859 Score ' 2302 

3085. .4674 

(AP001168) Similar to 22 kDa kafirin cluster; Ty3-Gypsy type 

{AF061282) [Oryza sativa]. 



46715 
99222 
3082 

OJ000117_06. 0403. 029. o3.tw 

3097 

none 



Seq. ID OJ000117_06. 0403.029 
Strand 

End 4 674 

Method TBLASTX : Wheat 

End 3430 

Score 107 



3097. .3429, 3118. .3267, 3161. .3430 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



46715 
99222 
3082 

OJ000117_06 . 0403.C29.o3.tm 

3112 

none 



Seq. ID OJ000117_06. 0403.029 
Strand 

End 4 674 

Method ■ TBLASTX : Maize 

End 3273 

Score 57 



3112. .3270, 3114. .3197, 3115. .3273 



46715 
99222 
3082 

OJ000117_06. 0403. 029. ol.tm 

3280 

none 



Seq. ID OJ000117_06. 0403. 029 
Strand 

End 4674 

Method TBLASTX : Maize 

End 3877 

Score 69 



3280.. 3375, 32,60.. 3717> 3290.. 3475, 3533.. 3715., 3715.. 3873, 
3722. .3868, 3724. .3876, 3725. .3877 



46715 
99222 
3082 

OJ000117_06. 04 03.C29.ol.tw 

3430 

none 



Seq. ID OJ000117_06. 0403.029 
Strand 

End 4 67 4 

Method TBLASTX : Wheat 

End 4056 

Score 130 



3430. .4056, 3481. .3951, 3536, .3961 



48324 




Seq. No. 


46715 








Seq. ID 


OJ000117__06.0403 


.C29 


Gene No. 


99222 








Strand 






Start 


^ u ^ 








End 


4674 








04 03 


r2Q o2 


■|-m 

. LIU 


Method 


TBLASTX: Maize 




r1- 










End 


4217 




yj J. 


n on o 








Score 


125 




P von Q 


wJ^^-J. t '± ^ X O f 


3Q28 


414 3 

• » H X 'i O f 


402S 


.4204, 4083.. 4217 




Seq._ No. 


46715 








Seq. ID 


OJ000117_06.0403 


.C29 


Gene No. 


99222 








q-j- rpnH 
o u X diiv_i 






O L. d i- U 


J w o ^ 








End 


4674 






o.TDnni 17 ofi 


0403 


r2Q ol 


1- c; 
. L o 


Method 


TBLASTX: Soybean 




q-i- a -rl- 


401 S ~ 

*i U X >J 








End 


4270 




\3 JL 


n on o 








Score 


62 




F von Q 


4 01 S 414? 


4 01 S 

*a V X ^ r 


4263 


4 02 R 

•a U ^ J . 


.4270 






Seq. No. 


46715 








Seq. ID 


OJ000117_06.0403 


.C29 


Gene No. 


99222 








q-i- r-a nH 








J w o ^ - 








End ' 


4674 




Nsitie 


n.TOOO 1 17 n 


0403 


r2 Q ol 


•h o 


Method 


TBLASTX: Cress 




O L d-L (_ 


4 03Q ~ 

*i U J 








End 


4356 






none 








Score 


101 






H \J O y * * H X O ^ f 


40R^ 


4 1 R 0 


418 3 

4 X O O . 


.4335, 41i 


33. .4356 




Seq. No. 


46715 








Seq. . ID. 


OJ000117_06.0403 


.C29 


Gene No. 


99222 








q-i- -ra nH 
O L X dl lv_l 






q-i- a y--!- 

O L di. u 


3082 

^ VJ o ^ 








End 


4674 




Name 


n.Tonoi 1 7 0(^ 


04 03 

1 U 4 U O . 




. LW 


Method 


TBLASTX: Wheat 




O L d X L 


4 0^3 ~ 








End 


4482 






none 








Score 


254 




T^' von Q 


40fi3 4482 


4 0fi7 


4 4 3 S 










Seq. No. 


46716 








Seq. ID 


OJ000117_06.0403 


.C31 


Gene No. 


99223 








q-h a nrl 
DUX dllU. 


X 




Start 


86 








End 


139 






O.TOOOl 17 Ofi 


0403 

v *i U O . 


r3i ol 

O X . (J X 


. qs 


Method 


GENSCAN 




O L. dX L. 


8 








End 


139 






n on o 








Score 


. 64 




F von Q 


8f; 1 3Q 














Seq. No. 


46716 








Seq. ID 


OJ000117_06.0403 


.C31 


Gene No. 


99224 








Strand 






Start 


1 0S2 

X VJ o <c. 








End 


3037 




LM dillc; 


O.TOOOl 1 7 Ofi 


04 03 
U 4 u o . 


r31 o2 


• 


Method 


GENSCAN 




q-h r-l- 
O L d i. L 


1 0 S2 ~ 

X\J D ^ 








End 


3037 






n on o 








Score 


.79 




Exon s 


1 0S2 1 OQQ 


9Q1 3 
z ^ X o . 


30 37 










o e q . IN o . 


HO t X / 








Seq. ID 


OJ000117_06.0403 




Gene No. 


99225 








Strand 






Start 


1 








End 


1132 




Name 


OJ000117 06. 


0403. 


C32.01. 


.np 


Method 


AAT/NAP 




Start 


1 








End 


1132 




GI 


4587568 








Score 


914 




Exons 


1..1132 















GI Descrip. (AC006550) Contains PF| 00637 Clathrin 7-fold repeat. EST 
gb|AA721862 comes from this gene. [Arabidopsis thaliana] 

48325 



Seq. No. 46717- Seq. ID 

Gene No. 99225 Strand 

Start 1 End 

Name OJ000117_06 . 0403 . C32 . ol . ts Method 

Start 262 End 

GI none Score 

Exons 262. .519, 284 . .520 



OJ000117_06.0403.C32 
1132 

TBLASTX: Soybean 

520 

208 



Seq. No. 46718 Seq. ID 

Gene No. 99226 Strand 

Start 965 End 

Name OJ000117_06 . 0403 . C33 . ol . gp Method 

Start 965 End 

GI none Score 

Exons 965.. 1326 



OJ000117_06.0403.C33 
+ 

1326 
AAT/GAP 
1326 
666 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46718 
99227 
1331 

OJ000117_06. 0403.C33.ol.np 
534 

7485541 

534. .605, 1310. .1406/ 1963.. 
hypothetical protein F16B22. 



gi| 3341687 I gb I AAC274 69.il 
[Arabidopsis thaliana] 



Seq. ID 
Strand 

End 2480 

Method AAT/NAP 

End 2072 

Score 81 
2072 . 

16 - Afabid'bpsis 



OJ000117 06.0403.C33 



(AC003672) unknown 



thaliana 
protein 



£■3 


Seq. No. 


46718 








Seq. ID 


OJ000117_06.0403, 


.C33 




Gene No. 


99227 








Strand 








Start 


1331 








End 


2480 




PI s 


Name 


OJ000117 06 


.0403 


.C33.02 


.np 


Method 


AAT/NAP 






Start 


1307 








End 


2480 




5: 


GI 


4874307 








Score 


122 






Exons 


1307. .1399, 


1959, 


. .2204, 


2462. 


.2480 






""4 

1. i. 


GI Descrip. 


(AC006053) 


hypothetical 


protein [Arabidopsis thaliana] 






Seq. No. 


46718 








Seq. ID 


OJ000117_06.0403. 


.033 




Gene No. 


99227 








Strand 








Start 


1331 








End 


2480 






Name 


OJ000117 06 


.0403, 


.C33.01 


.gs 


Method 


GENSCAN 






Start 


1331 








End 


2436 






GI 


none 








Score 


.99 






Exons 


1331. . 1406, 


1963, 


. .2436 












Seq. No. 


46719 








Seq. ID 


OJ000117_06.0403. 


.C34 




Gene No. 


99228 








Strand 








Start 


1 








End 


353 






Name 


OJ000117' .06 


.0403. 


.C34 .ol 


.gp 


Method 


AAT/GAP 






Start 


1 








End 


353 






GI 


5005030 








Score 


429 






Exons 


1..141, 264 


. .353 














Seq. No. 


46720 








Seq. ID 


OJ000307_05.0403': 


CI 




Gene No. 


99229 








Strand 








Start 


9524 








End 


12431 






Name 


OJ000307 05 


.0403. 


,Cl.o3.ts 


Method 


TBLASTX: Soybean 





48326 



start 
GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



3372 ' End 8501 

none Score 52 

3372. .3440, 3431. .3706, 3546. .3707, 8220. ,8501 



46720 
99229 
9524 

OJ000307_05. 0403,Cl.o5.tm 

3918 

none 



Seq. ID OJ000307_05.0403.C1 
Strand 

End 12431 

Method TBLASTX: Maize 

End 9038 

Score 61 



3918. .4001, 4013. .4162, 4041. .4154, 4134. .4208, 4245. .4289, 
8760. .8897, 8802. ,8843, 8913. .9038 

46720 Seq. ID OJ000307_05 . 04 03 . CI 

99229 Strand 

9524 End 12431 

OJ000307_05 . 0403 . CI . ol . gp Method AAT/GAP 

9524 End . . 12431 

4671_1.R1084 Scored 1414 

9524. .9685, 9780. .9897, 9988 10066, -10924 11125, 11223 .. 1 1258 , 
12195. . 12431 

M544428/gb|AAD22337. 1 1 AC006955_23 7.0e-33 (AC006955) unknown 
protein [Arabidopsis thaliana] * 

46720 Se§. ID OJ000307_05 . 0403 . CI 

99229 Strand 

9524 End 12431 

OJ000307_05.0403.Cl.o3,tm "-'Method ' TBLASTX : Maize 

9785 End 10071 

none Score 164 

9785.. 9895, 9786.. 9896, 9788.. 9895, 9789,. 9896, 9950.. 10066, 
9988, ,10071, 9989. .10066 



46720 
99229 
9524 

OJ000307_05.04 03.Cl.ol.tc 

9815 

none 



Seq. ID OJ000307_05.0403.C1 
Strand 

End 12431 

Method TBLASTX : Cress 

End 112 64 

Score 65 



9815.. 9892, 9992., 10057, 10921 ,. 10968 , • 10922 .. 10972 , 
10978. .11130, 10982. .11122, 11208. .11264 



46720 
99229 ■ 
9524 

OJ000307_05.04 03.Cl.ol.ts 

9824 

none 



Seq, ID OJ000307_05.0403.C1 
Strand 

End 12431 

Method TBLASTX : Soybean 

End 11264 

Score ' • 81 



9824, ,9895, 9827. .9901, 9989. ,10069, 10918 .. 11130, 10922 11122 , 
10924, .11124, 11220. ,11264, 11222. .112 60 



46720 
99229 
9524 

OJ000307_05 . 04 03 . CI . o2 . tm 

10877 

none 



Seq. ID OJ000307_05.0403.C1 
Strand 

End 12431 

Method TBLASTX : Mai ze 

End 11264 

Score 48 



48327 



Exons 


inPT"? IHQIc: inQTQ 

xuo / / , .xuyxO/ iuo/0 


. . luy lO/ 


10919. .11167, 10921. .11169, 






lU^^l. .1110*1/ L\J^£.4. 


1 1 1 7 n 

• * 1 X X / U / 


11016. .11219, 11175. .11261, 






Ilia's 

lll^J.,ll<iDf± 










Seq. No. 


46720 




Seq. ID 


OJ000307_05.0403 


.CI 


Gene No. 


99230 




Strand 






Q-h 3 -ri- 
ot aX L 


1 ft 7 1 R 
1 o / 1 o 




End 


19545 




N3me 




. o4 , tm 


Method 


TBLASTX: Maize 






10*/ 1 o 




End 


19545 




r T 


none 




Score 


131 




Exons 


1ft71R IPfiRP IPQin 


1 Q1 C19 
, . X y X , 


19239. .19298, 19447, .19545 




Seq. No. 


46720 




Seq. ID 


OJ000307_05.0403 


CI 


Gene No. 


99231 




Strand 








J. _7 J 0 0 




End 


20070 




NaiTie 


piTHfifi'^m rm n^n"^ pi 

vJUUUUoU/ UO,UftUO.k^l 


. ol . tw 


Method 


TBLASTX: Wheat 






1 _/ 0 0 0 




End 


20016 






none 




Score 


'5 Q "5 

J y 0 




V o 


1_?000. .ZUUIZ/ l^Ojfl 


9nn 1 








Seq. No. 


46720 




Seq. ID 


OJ000307_05.0403 


CI 


Gene No. 


99231 




Strand 






O L ax L 


1 _7 3 0 0 




End 


20070 




Name 


PTPinn'^m nc; n/in'5 pi 

UJUUUoU/ UO.UfiUO-. L-l 


. OZ . L s 


Method 


TBLASTX: Soybean 




OH ax L 


1 3 / u 




End 


19884 






none 




Score 


9 n 0 
Z UZ 




Exons 


1QR7n 1QftP4 










Seq. No. 


46720 




Seq. ID 


OJ000307_05.0403, 


CI 


Gene No, 


99231 




Strand 






O Lai L 


T Q c 0 0 




End 


20070 




Name 


UJUUUoU/ UO.UfiUJ.Ul 


. ol . tm 


Method 


TBLASTX: Maize 




oUaX L 


1 Q R Q 
1 3 0 




End 


20070 




P T 
oX 


none 




Score 


Q 0 

0 y y 




Exons 


iQCLQf:; 9nnf^Q 1Qt;Q7 


9nn7 fi 








Seq. No, 


46721 




Seq, ID 


OJ000307_05.0403. 


C2 


Gene No, 


99232 




Strand 






Q+- a •Y'\- 
O Lax t- 


89 




End 


493 




Name 


OJ000307 05.0403,02 


. ol. tm 


Method 


TBLASTX: Maize 




D Lax L 


89 




End 


493 




^x 


none 




Score 


336 




Exons 


89, .493, 103. ,207, 275, ,493 








Seq. No. 


46721 




Seq. ID 


OJ000307_05.0403. 


C2 


Gene No. 


99233 




Strand 






O LdX L 


1377 




End 


1643 




Name 


OJ000307 05. 0403. C2 


ol . tw 


Method 


TBLASTX: Wheat 




O L aXr L 


1377 ' 




End 


1643 




PT 

ol 


none 




Score 


120 




Exons 


1377. .1643, 1378, ,1635 








Seq. No. 


46721 




Seq. ID 


OJ000307_05.0403. 


C2 


Gene No. 


99233 




Strand 






Start 


1377 




End 


1643 




Name 


OJ000307 05. 0403, C2 


o2.tm 


Method 


TBLASTX: Maize 




Start 


1377 




End 


1643 





48328 



Gl 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

1377. .1643, 1378. .1635 



Score 



90 



46722 Seq. ID 

99234 Strand 
7186 End 
OJ000307__05.0403.C4 .ol.gp Method 
7186 End 
LIB3431-047-P1-N1-D8 Score 
7186. .7216, 7427. .7525, 7616. .7714, 7982. .8199 
'5911312/gb|7U^D55746.1|AF026167_l l.Oe-46 (AF026167) ankyrin 
repeat protein EMB506 [Arabidopsis thaliana] * 



OJ000307_05.0403.C4 
+ 

8199 

AAT/GAP 

8199 ' ~ 

805 



46722 Seq. ID 

99235 Strand 
8796 End 
OJ000307_05.0403.C4 .o2.gp Method 
8796 End 
39248_1.R1084 ' Score 

8796. ;9226 

M512325/dbj IBAA75230. II 2.0e-20 (AB023619) methyltransf erase 
related protein [Mus musculus] ' 



OJ000307_05.0403.C4 
+ 

9226 
AAT/GAP 
9226 
819 



46722 Seq. ID 

99236 Strand 

9877 End 

OJ000307_05.0403.C4 .ol.ts Method 

3026 End 

none Score 



OJ000307_05.0403.C4 
10364 

TBLASTX : Soybean 

3361 

135 



3026.. 3205, 3027. .3203, 3132.. 3224, 3303.. 3353, 3305.. 3361 



46722 
99236 
9877 

OJ000307_05.0403.C4.o2.tc 

7424 

none 

7424. .7525, 
7616. .7714, 



7426.. 7485, 7445. 
7621.. 7716, 7979. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

:-7528, 7 613 
.8068, 7981 



OJ000307 05. 0403. C4 



10364 

TBLASTX: Cress 
8068 
141 

7714, 7615. .7716, 
8067 



46722 
99236 
9877 

OJ000307_05.04 03.C4.ol. tm 
8945 
none 

8945. .9058, 8945. .9187, 8958, 
9800. .9877, 9809. .98 62 

46722 
99236 
9877 

OJ000307_05.04 03.C4 .ol. tc 
8967 
none 

8967. .9251, 8970. .9251, 8971. .9252 



OJ000307_05.0403.C4 
10364 

TBLASTX: Maize 

9877 

96 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.9416, 8959. .9411, 8967. .9416, 



Seq. ID 
Strand 
End 

Method 
End • 
Score 



OJ000307_05.0403.C4 
10364 

TBLASTX: Cress 

9252 

150 



48329 



Seq. No. 46722 

Gene No. 99236 

Start 9877 

Name OJ000307_05 . 04 03 . C4 . o2 . ts 

Start 9285 

GI none 

Exons 9285.. 9389, 9295.. 9390, 9390. 

9957.. 10079, 9959.. 10081 



Seq. ID OJ000307_05.0403.C4 
Strand 

End 10364 

Method TBLASTX : Soybean' 

End . 10081 

Score 89 

.9416, 9809.. 9916, 9810.. 9866, 



OJ000307 05. 0403. C4 



Seq. No. 46722 Seq. ID 

Gene No. 99236 Strand 

Start 9877 End 

Name OJ000307_05 . 0403 . C4 . o3 . to Method 

Start 9315 End 

GI none Score 

Exons 9315.. 9377, 9366.. 9416, 9809.. 9922, 9810.. 9866, 9965.. 10081, 
9984. .10079 



10364 

TBLASTX: Cress 

10081 

68 



Seq. No. • . 46722' Seq. ID •OJ000307_05 . 04 03 . C4 

Gene No. 99236 Strand - 

Start 9877 End 10364 

Name OJ000307_05 . 0403 . C4 . o3 . gp Method AAT/GAP 

Start 9877 End 10364 

GI uC-osflcypl74b05bl Score 976. 

Exons 9877. ,10364 

GI Descrip. . ' 2131358/pir M S677 60 2.0e-ll hypothetical protein YDL201w - 
yeast (Saccharomyces cerevisiae) >gi_1429356_emb_CAA674 68_ 
(X99000) ORF D1075 [Saccharomyces cerevisiae] 

>gi_14 31332_emb_CAA98779_ {Z74249) ORF YDL201w [Saccharomyces 
cerevisiae] ' 



Seq. No. 46722 

Gene No. 99236 

Start 9877 

Name OJ000307_05 . 0403 . 04 . o2 . tm 

Start 9878 

GI none 

Exons 9878. .10084V 9879.. 10079 



Seq. ID OJ000307_05.0403.C4 
Strand 

End 10364 

Method TBLASTX : Mai ze 

End 10084 

Score . 248 



Seq. No. 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46723 
99237 
6628 

OJ000307_05.0403.C5.ol.ts 

6628 

none 

6628. .6663, 6629. .6655, 6735. 
8201.. 8302, 8209. .8298, 8213. 

46723 
99237 
6628 

OJ000307_05.04 03.C5.ol. tc 
6735 

none , ' . 

6735.. 6836, 8209.. 8301, .8210. 



Seq. ID OJ000307_05.0403,C5 
Strand 

End 97 95 

Method TBLASTX : Soybean 

End 8580 

Score 42 

.6836, 6762.'. 6848, 6819. .6881, 
.8302, 8380.. 8580, 8382.. 8555 

Seq. ID OJ000307_05.0403.C5 
Strand 

End 9795 

Method TBLASTX : Cress 

End 8580 

Score 110 

.8311, 8380. .8580, 8385. .8528 



Seq. No. 



46723 



Seq. ID OJ000307_05.0403.C5 



48330 




Gene No. 


99237 




Strand 






Start 


6628 




End 


9795 




NcLine 


OJ000307 05. 0403. C5. 


o4 . tm 


Method 


TBLASTX: Maize 




o rare 


8397 




End 


9795 






none 




Score 


214 




Exons 


8397. .8579, 8404. .8616, 8404 


..8583, 9649. .9726, 9650. .9736 




9654. .9743, 9656.. 9703, 9775 


. . y / yo 






Seq. No. 


46723 






ri.Tnnn'^n7 n^ nzin^ 




Gene No. 






bt ra.na 








10935 




End 


11476 




Name 


OJ000307 05. 0403. C5. 


o2.tm 


Method 


TBLASTX: Maize 




b tart 


10935 




iiinci 


1 1 d 7 
X J. 4 / D 






none 




Score 


Z O Z 




Exons 


10935. .11087, 11141. 


.11476 








Seq. No. 


46723 




beq . 1 u 






Gene No. 


Q Q O T Q 




C 4- V n T-» H 

b t r ana 






ot art 


10935 




End 


11476 




Name 


OJ000307 05. 0403. 05. 


o2.tw 


Method 


TBLASTX: Wheat 




btart 


11025 




Hina. 








none 




Score 


1/1 




Exons 


11025. .11072, 11183. 


.11371 








Seq. No. ' 


46723 




beq . 1 u 


UJUUUoU/ UO.UflUo 


. bO 


Gene No. 


Q Q O T Q 

y y^: jy 




bt rana 






C J 1^4- 

otart 


11717 




End 


12409 




Name 


OJ000307 05. 0403. C5. 


o3 . tm 


Method 


TBLASTX: Maize 




btart 


11717 




End 


11942 




bl 


• hone 




Score 


116 




Exons 


11717. .11941, 11718. 


.11942 








Seq. No. 


46723 




Seq. ID 


OJ000307_05.0403 


. b J 


Gene No. 


Q Q O T Q 

y yz jy 




Strand 






btart 


11717 




End 


12409 ' 




Name 


OJ000307 05.0403:C5. 


o2.ts 


Method 


• TBLASTX: Soybean 




btart 


11795 




End 


12334 




bl 


none 




Score 


161 




Exons 


11795. .11923, 11954. 


. 11977, 


11984. .12334 




Seq. No. 


46723 




Seq. ID 


OJ000307_05.0403 


. bO 


Gene No. 


Q Q O "3 Q 

yyzjy 




Strand 






btart 


11717 




End 


12409 ■ ■ 




Name 


OJ000307..05.0403.C5. 


ol . tw 


Method 


TBLASTX: Wheat 




C 4- V--*- 

btart 


11873 




End 


12313 




bl 


none 




Score 


58 




Exons 


11873. .12031, 11877. 


. 11966, 


12011. .12313, 12021. .12311 




Seq. No. 


46723 




Seq. ID 


OJ000307_05.0403 


.05 


Gene No. 


99239 




Strand 






Start 


11717 




End 


12409 




Name 


OJ000307 05. 0403. 05. 


ol . tm 


Method 


TBLASTX: Maize 




Start 


11954 




End 


12409 




GI . 


none 




Score 


83 




Exons 


11954. .12409, 12021. 


. 12224, 


12267. .12407 




Seq. No. 


46724 




Seq. ID 


OJ000307_05.0403 


.08 



48331 



Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



99240 • Strand + 

4377 End 4666 

OJ000307_05.0403.C8.ol.gp Method AAT/GAP 

4377 End 4666 

uC-osroM202005hl0bl Score 547 
4377. .4666 

•5123950/emb I CAB45508.il l.Oe-10 (AL079349) endoxyloglucan 

transf erase-like protein [Arabidopsis thaliana] ' 



46724 Seq. ID 

99241 Strand 

15042 End 
OJ000307_05. 04 03.C8 .o3. tm Method 

4314 End 

none Score 

4314. .4358, 4315. .4383, 4462. .4575, 4464. .4574, 4623 

4685. .4825, 4752. .4826 



OJ000307_05.0403.C8 
+ 

15685 

TBLASTX: Maize 
4826 
108 

4826, 



Seq. No. 46724 ■ Seq. ID 

Gene No. 99241 Strand 

Start 15042 End 

Name OJ000307_05 . 0403 . C8 . o2 . tm Method 

Start 5601 End 

GI .none Score 
Exons 



5601. .5663, 5601. .5666, 560.3. .5665, 5603.. 5671, 5697 
5704. .5982, 5705. .5986 



OJ000307__05.0403.C8 
+ 

15685 

TBLASTX: Maize 

5986 

90 

5909, 



Seq. No. 46724 
Gene No. 99241 
Start 15042 

Name OJ000307_05 . 0403 . C8 . ol . tm 

Start 12537 
GI none 
Exons 12537, 

12603, 

12942, 

13156. 

13512. 



,12590, 
12683, 
13067, 
13215, 
13622, 
14976. .15065, 
15333. .15437 



12538. 
12613. 
12943. 
13314. 
14470. 
15151. 



.12591, 
.12681, 
.13068, 
.13430, 
.14529, 
.15267, 



Seq. ID 

Strand 

End 

Method 

End 

Score 

12570 

12927 

13139 

13315 

14974 

15151 



OJ000307_05.0403.C8 
+ 

15685 

TBLASTX: Maize 

15437 

74 



12671, 
13073, 
13222, 



12577. 
12941. 
13140, 



13431, 13511. 
15063, 14975. 
15282, 15332. 



.12672, 
.13066, 
.13214, 
,13618, 
,15070, 
,15436, 



Seq. No, 
Gene No. 
Start 
Name 
Start ^ 
GI 

Exons 



Seq. No, 
Gene No, 
Start 
Name 



46724 
99241 
15042 

OJ000307_05.04 03.C8.ol.tc 
12544 
none 
12544. 
13133. 
13506. 
14975. 
15333. 



.12672, 12942. 

,13216, 13171. 

,13619, 13508, 

,15052, 15151. 

,15482, 15573. 



Seq. ID OJ000307_05.0403.C8 
Strand + 
End 15685 
Method TBLASTX : Cress 
End 15644 
Score 108 

13068, 12953. . 13069, 
13430, 13315. ..13431, 
13622, 14971. . 15042, 
15257, 15332. . 15481, 
15644, 15578. .15631 



13067, 12943. 

13218, 13311. 

13636, 13509. 

15267, 15159. 



46724 Seq. ID 

99241 Strand 
15042 End 

OJ000307 05.0403.C8.ol.ts Method 



OJ000307_05.0403.C8 
+ 

15685 

TBLASTX: Soybean 



48332 



start 
GI 

Exons 



12595 
none 



End 
Score 



13431 
115 



12595. .12672, 12603 1268 9, 12927 13067 , 12943 13068 , 
12-946. .13071, 12953. .13075, 13133 132 13, 13308 .. 134 09, 
13315.. 13431 



05. 0403. C8 



Seq. No. 46724 Seq. ID 

Gene No. 99241 Strand 

Start 15042 End 

Name OJ000307_05 . 04 03 . C8 . o2 . ts Method 

Start 14975 End 

GI ^ none Score 

Exons 14975. .15055, 14 975 .. 1504 6, 14 977 .. 15051 , 15151 .. 15261 , 
15159.. 15257 



OJ000307_ 
+ 

15685 

TBLASTX : Soybean 

15261 

128 



Seq. No. 46724 

Gene No. 99241 

Start 15042 

Name OJ000307_05 . 0403 : C8 . o2 . gp 

Start 15042 

GI LIB34 34-010-P1-K1-F1 

Exons 15042. .15064, 15149 .. 15256, 

GI Descrip-. '2829865 4.0e-41 {AC0023-96) 



Seq. ID OJ000307_05.0403.C8 

Strand + 

End • 15685 

Method AAT/GAP 

End 15685 

Score 520 
153.34 . .15482, 15576. .15685 
N-terminal region similar to DNA-J 



proteins [Arabidopsis ■ thaliana] ' 



Seq. No.' 46725 

Gene No. 99242 

Start 59 

Name OJ000307_05 . 0403 . C9 . ol . gp 

Start 59 

GI LIB3434-010-P1-K1-F1 

Exons 59.. 120 

GI Descrip. '2829865 4.0e-41 {AC002396) 



proteins [Arabidopsis thaliana] ' 



Seq; ID "OJ000307_05 . 04 03 . C9 

Strand + 

End 120 

Method AAT/GAP 

End 120' 

Score 93 

N-terminal region similar to DNA-J 





Seq. No. 


46725 








Seq. ID 


OJ000307_05.0403 


.C9 




Gene No. 


99243 








Strand 








Start 


624 








• End 


880 






Name 


OJ000307 


_05. 


0403. 


C9.o2.tm 


Method 


TBLASTX: Maize 






Start 


50 








End 


372 






GI 


none 








Score 


193 






Exons 


50. .169,. 


51. 


.353, 


52. .372, 


229. .363 








Seq. No. 


46725 








Seq. ID 


OJ000307_05.0403 


.C9 




Gene No. 


99243 








Strand 








Start 


624 








End 


880 






Name 


OJ000307 


05. 


0403. 


C9.o2.gp 


Method 


AAT/GAP 






Start 


624 








'End 


880 






GI 


969000 








Score 


401 






Exons 


624. .880 















Seq. No. 46725 Seq. ID 

Gene No. 99244 Strand 

Start- 2153 ' End 

Name OJ000307_05 . 04 03 . C9 . ol . tc Method 

Start 2153 End 

GI none Score 



OJ000307_05. 0403.09 
3070 

TBLASTX: Cress 

3061 

160 



48333 



Exons 



2153. .2326, 2182. .2298, 2342. .2710, 2344. .2496, 2732. .2785, 
2819. .3061 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46725 
99244 
2153 

OJ000307_05.04 03.C9.ol. ts 

2153 

none 



Seq. ID OJ000307_05.0403.C9 
Strand 

End 3070 

Method TBLASTX : Soybean 

End 3049 

Score 188 

2153.. 2380, 2182.. 2379, 2429.. 2710, 2608.. 2694, 2732.. 2779, 
2798. .3049 



Seq. No. 46725 

Gene No. 99244 

Start 2153 

Name OJ000307_05 . 04 03 . C9 . ol . tw 

Start 2159 

GI none 
Exons 



Seq. ID OJ000307_05.0403.C9 



Strand 
End 

Method 

End 

Score 



3070 

TBLASTX: Wheat 

2710 

383 



2159.. 2710, 2182,. 2496, 2363.. 2509, 2572.. 2694 





Seq. No. 


46725 




Seq, ID 


OJ000307_05.0403.C9 




Gene No. 


99244 




Strand 






Start 


2153 




End 


3070 




Name 


OJ00030'7 05 


. 0403. 09. ol.. tm 


Method 


TBLASTX: Maize 




Start 


. 2242 




End 


3070 




GI 


none 




Score 


355 ■ ' 




Exons 


2242. .2496, 


2243. .2584, 2312. 


.2527, 248 


6. .2710, 2554. .2703, 






2731. .2862, 


2732.. 3070, 2870. 


.2986, 2926.. 3069 


ly 


Seq. No. 


46726 




Seq. ID 


OJ000307 05.0403.C12 




Gene No. 


99245 




Strand 


4- 




Start 


4211 




End 


4477 




Name 


OJ000307 05 


0403.C12.ol.gp 


Method 


AAT/GAP 


£■ 


Start 


4211 




End 


4477 


f ^ 


GI 


none 




Score 


504 




Exons 


4211. .4477 










Seq. No. 


46726 




Seq. ID 


OJ000307_05. 0403. 012 




Gene No. 


99246 




Strand 






Start 


4855 




End 


5363 




Name 


OJ000307 05, 


0403.C12.o2.gp 


Method 


AAT/GAP 




Start 


4855 




End 


5363 




GI 


uC-osflcyp032h03bl 


Score 


932 




Exons 


4855. .5363 










GI Descrip. 


'283442/pir 


IA40215 5.0e-09 TcD antigen 


- Trypanosoma cruzi 



Seq. No. 4 672 6 

Gene No. - 99247 
Start 15670 

Name OJ000307_05 . 0403 . 012 . o4 , 

Start 4592 
GI none 

Exons 4592.. 4759, 4637.. 4861, 

4711. .4923, 4721. .4981, 
4783. .5037, 4822. .4866, 
4912. .5076, 4918. .5016, 
5024. .5251, 5084. .5335, 



tm 



4681. 
4745. 
4844 , 
4961. 
5098. 



Seq. ID OJ000307_05. 0403.012 
Strand 

End 16403 
Method TBLASTX : Maize 
End 6859 
Score 86 

.4857, 4681. .4803, 4688. .4921, 
.4780, 4754. .4981, 4781. .5041, 
.5101, 4858. .5061, 4898. .5071, 
.5182, 4964. .5182, 4984. .5019, 
.5241, 5099. .5242, 5106. .5240, 



48334 



5122.. 5241, 6360.. 6533, 6635.. 6859 



Seq. No. 46726 
Gene No. 99247 
Start 15670 

Name OJ000307_05 . 0403 . C12 . ol . tm 

Start 5442 
GI none 
Exons 5442. 

5546. 

6029. 

6202, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_05.0403.C12 
16403 

TBLASTX: Maize 

6310 

40 



.5498, 5459.. 5626, 5464.. 5565, 5506.. 5616, 5534.. 5857, 

,5593, 5567. .5902, 5640. .5807, 5657. .5896, 5971. .5991, 

,6085, 6064.. 6129, 6094.. 6186, 6104.. 6190, 6197.. 6310, 

,6309 



n 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI . 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46726 
99247 
15670 

OJ000307_05.0403.C12.o2.ts 

7853 

none 



Seq. ID OJ000307_05.0403.C12 
Strand 

End 16403 

Method TBLASTX : Soybean 

End 10151 

Score 96 



7853. .8056, 7902. .8087, 7916. .8080, 8682. .8765, 8685. .8750, 
8686. .8766, 9065. .9187, 9066. .9188, 9095. .9178, 10016 .. 10150, 
10023. .10151, 10037.. 10147 



46726 
99247 
15670 

OJ000307_d5.0403.C12.o2. tc 

7884 

none 



Seq. ID OJ000307_05.0403.C12 
Strand 
End 

Method 
End 
Score 



16403 

TBLASTX: Cress 

10151 

92 



7884. .8087, 7889. .8086, 7904. .8056, 8682. .8765, 8685. .8750, 
8689. .8766, 9065. .9178, 9080. .9187, 9081. .9188, 1001 6 .. 10150, 
10022. .10147, 10023.. 10151 



Seq. No. 46726 

Gene No. 99247 

Start 15670 

Name •OJ000307_05 . ,0403 . C12 . o2 . tm 

Start 7931 

GI none 
Exons 



Seq. ID OJ000307_05.0403.C12 
Strand 

End 16403 

Method TBLASTX : Mai ze 

End 10151 

Score 139 



7931. .8068, 7976. .8080, 7977. .8078, 8666. .8764, 8682. .8774, 
8685. .8774, 8685. .8777, 8689. .8775, 8912. .8947, 9062. .9187, 
9063. .9182, 9082. .9183, 10019 10150 , 10020 .. 10151 , 
10022. .10141, 10038.. 10142 



Seq. No. 46726 

Gene No. 99247 

Start 15670 

Name OJ000307_05 . 04 03 . C12 , o3 . tm 
Start " 15171 

GI none 
Exons 



Seq. ID OJ000307_05.0403.C12 
Strand 

End 16403 

Method. TBLASTX: Maize 

End 16094 

Score 77 



15171. .15269, 15178. 
15978. .16094 



15267, 15641. . 15811, 15654 .. 15776, 



Seq. .No. 46726 Seq. ID 

Gene No. 99247 Strand 

Start 15670 End 

Name OJ000307 05 . 04 03 . C12 . ol . tc Method 



OJ000307_05.0403.C12 
16403 

TBLASTX: Cress 



48335 






1 C c c c 


End 


1 c 0 0 








none 


Score 


"} 0 






Exons 


iRRC^: iQQon ic;^:'5Q 1 ^nn ^ 










Seq. No. 


46726 


Seq. ID 


.OJ000307 


_05.0403 


.C12 


Gene No. 


99247 


Strand 








o rartz 


ID D / U 


hna 


Io4 U 0 






iNaiTie 


UJUUUoU/ . U4 U J . GI^ . 01 . lS 


Metnou 


TBLASTX : 


Soybean 




start 


T C C Q Q 


End 


loo 11 




GI 


none 


Score 


y2 






Exons 


ICCQQ ICOII IR^^Ti^ IRTQO 










Seq. No. 


4 D /2d 


Seq. ID 


OJ000307 


05 . 0403 


. C12 


Gene No . 


y y^ 4 / 


Strand 








Start 


15670 


End 


16403 






Name 


OJ000307 05.0403.C12.o3.gp 


Method 


AAT/GAP 






otart 


15670 


End 


16403 






GI 


4880017 


Score 


6.96 






Exons 


15670. . 15841, 15990. . 16082, 


16246. .16403 






GI Descrip. 


5123950/emb|CAB4 5508 . 1 | 1 . Oe 


-10 (AL079349) endoxyloglucan 




transf erase-like protein [Arabidopsis 


thaliana] 






Seq. No. 


46727 


Seq. ID 


OJ000307 


_05. 0403 


.013 


Gene, No . 


99248 


Strand 


4- 






Start 


835 


End 


1024 






Name 


OJ000307 05.0403.C13.ol.gp 


Method 


AAT/GAP 






Start 


835 


End 


1024 






GI 


none 


Score 


359 






Exons 


835. .1024 










Seq. No. 


46728 


Seq. ID 


OJ000307 


_01.0405 


.07 


Gene No. 


99249 


Strand 








Start 


1212 


End 


1467 






Name 


OJ000307 01.0405.C7.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


761 


End 


1369 






GI 


none ' • 


Score 


101 






Exons 


761. .865, 761. .85.9, 1170. .1361, 1171.. 


1365, 118 


1. . 1369,. 






1232.. 1369 










Seq. No. 


46728 


Seq. ID 


OJ000307 


_01.0405 


.07 


Gene No. 


99249 


Strand 








Start 


1212 


End 


1467 






Name 


OJ000307' 01.0405.C7.ol.gp ■ 


Method 


AAT/GAP 






Start 


1212 


End 


1467 






GI 


3107663 


Score 


512 






Exons 


1212. .1467 










oeq . NO . 


•46729 


Seq. ID 


OJ000307 


_01.0405, 


.010 


Gene No. 


99250 


Strand 


.+ 






Start 


2993 


End 


6414 






Name 


OJ000307 01.0405.C10.ol.gp 


Method 


AAT/GAP 






Start 


2993 


End 


6414 






GI 


277 1..R1084 


Score 


5469 






Exons 


2993.. 3276, 3355.. 3647, 3762 


..3999, 4385. .6414 







GI Descrip. ' 126401/sp | P29250 | L0X2_0RYSA O.Oe+00 LIPOXYGENASE L-2 

>gi_100690_pir S23454 lipoxygenase (EO 1.13.11.12) L-2 - rice 

>gi__202 67_emb_OAA4 5738_ (X64396) lipoxygenase [Oryza sativa] ' 



48336 






Seq. No. 


46729 










SeqV ID 


OJ000307 


_01. 0405. CIO 




oene lno . 


99251 










o urana 


T 






o car L. 


7054 










bna 


7 4 Q 1 

/ 4 y 1 






Na.ine 


OJ000307 01 


Hid flR 


. uiu . oz 


.US 


lYieunoa 


1 Dli/iO 1 A . 


Soybean 




CI- a r■■^- 


'1241 










Hjna 


1 R Q 4 
10 0 4 








none 










Score 


9 
D Z 






TP \^ ^ ^ * 

uxons 


1241. 


.1300, 


X j1 fl 


^ AQ^ 

. .±401, 


1 4 y z . 


1 R Q 4 
.10 0 4 








o6q. INO . 


46729 










Seq. ID 


OJ000307 


Ul.U4Uo.dU 




Gene No . 


99251 










Strand 


+ 






Start 


7054 










End 


7491 






Name 


OJ000307 01 


0405 


.ClO.ol 


. ts 


Method 


TBLASTX: 


Soybean 




C-t- = v-h 

ouart 


3099 










End 


6219 








none 










Score 


76 






Exons 


3099. 


.3239, 




. . Ofi D / , 


jO Do . 


.3469, 3467. .3592, 


04 / I. .Jd44, 






3762. 


.3836, 




. . oy 1 / , 


o y Z 4 . 


.3944, 4423. .4539, 


449*5 4R91 
44ZJ. .40Z1, 






4531. 


.4608, 


4 4 1 


. . fi O 0 D , 


4 4 9 
4 D 4 Z . 


.4872, 4891. .4986, 


cnflfl Q7 

ouuo . . ou y / , 






5055. 


.5123, 


01 DO 


. . 0 yu o , 


R 1 ^ 4 
01 D4 . 


.6219, 5979. .6218 






beq. iNo. 


4 672 9 










Seq. ID 


OJ000307 


U1.U4U0.(^1U 




Gene No. 


99251 










Strand 


+ 






Start 


7054 










End 


7491 






Name 


OJ000307 01 


0405 


.ClO.ol 


. tc 


Method 


TBLASTX : 


Cress 


^ 


b rar u 


3102 










End 


6279 




lis 




none 










Score 


136 




VJ 


Exons 


3102. 


3272, 




"507 1 


J J4 1 . 


.3472, . 3342. .3473, 


"5470 "it^m 
o4 / y . . obU / , 






3480. 


3644, 




. . Jo J J , 


OO 4 O . 


.3908, 3918. .3944, 


A A Or\ ^QQQ 

44ZU. .4yoy, 






4420. 


4515, 


fi fl Z Z 


. . ft D DZ , 


4 Q Q 

4 DO y . 


.4973, 5008. .5097, 


ciTc c;oi'5 
01 / O. .OZIJ, 


1 [ = 




5176. 


5463, 


c. O O Q 


c; yl c; Q 


c; T Q Q 
0 O O O . 


.6212, 5443. .6213, 


conR con cx 
dZUO . . oz / y 


ru 


Seq. No. 


46729 










Seq. ID 


OJ000307 


_01. 0405. CIO 




(aene lno . 


99251 










Strand 


+ 








7054 










End 


7491 






Name 


OJ000307 01, 




. L.l u . oz 


. um 


Method 


TBLASTX: 


• 

Mai ze 




o car L. 


3123 










End 


3461 








none 










Score 


215 






Exons 


3123. . 


3272, 




. . JZ 0 u , 


4 9 
004 Z . 


.3461, 3350. .3460 




I J 


oeq . CMO . 


46729 










Seq. ID 


OJ000307 


Ul . U4 uo . UlU 




^jene no . 


99251 










Strand 


+ 






o uar L 


7054 










End 


7491 






Name 


OJ000307 01. 


04 05 


.ClO.ol 


. tm 


Method ■ 


TBLASTX : 


Maize 




Start 


3471 










End 


6278 








none 










Score 


55 






Exons 


3471. . 


3548, 


1 c; T n 


"3 Q R 


odZ / . 


.3650, 3783. .3842, 


'5Q'51 TQII 

ooJl. .Jyll, 






4384. . 


4452, 


An no 
4 / Uz 


A QQO 

. 4 y yz , 


An r\o 
4 / UZ . 


.4914, 4704 . .5000, 


oUUO . , 0U4 J, 






5050. . 


5130, 


c n c: R 


. o IZ J , 


OIZZ . 


.5394, 5191. .5298, 


CO^T COO'S 

0Z41 . . ojyo. 






5394. . 


5897, 


c; T Q c: 


. Do y 0 , 


0 y 1 4 . 


. 6057, 6024 . . 6044, 


cci A a com 
bU 4 b . . bZ U / , 






6046. . 


6204, 


bi yo 


o T o 
. OZ / 0 












Seq. No. 


46729 










Seq. ID 


OJ000307 


_01. 0405. CIO 




Gene No. 


99251 










Strand 


+ 






Start 


7054 










End 


7491 






Name 


OJ000307 01. 


0405 


ClO.ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


4555 










End 


4959 






GI 


none 










Score 


559 





48337 




Exons 


/IRi^i'^ /IQRQ A^O"!. 
4000. .4^0^/ flO^CJ 


4 R 
. . H yOO 








Seq. No. 


46729 






Seq. ID 


OJ000307_01. 0405. CIO 


Gene No. 


99251 






Strand 


+ 


o u air L 


/ U O 4 








7 4 Q1 

/ 4 ^ X 


Nsme 


WUUUUOU/ U1.U4U0 


PI n r\A 


. tm 


lYie Lnoa 






/I c; Q 

fi 0 0 o 






Ejna 


4 7 01 
4 / U X 


P T 


none 






Score 


91 7 
Z X / 


Exons 


4S^fi 4701 4 (^14 


4 7 nn 

. .4 / U U 








Seq. No. 


46729 






Seq. ID 


OJ000307_01. 0405. CIO 


Gene No. 


99251 






Strand 


+ 


o Car L 


/ U O 4 






End 


7491 


NHine 


nTnnn'^n7 ni n4rm 


PI n n>7 
. U X U . OZ , 


. LW 


Method 


TBLASTX: Wheat 




4 Qft 1 

4 J7 0 X 






End 


5478 




none 






Score 


143 


XP v o 


4 QP1 RflQI 4 QR 1 


. . -J U ^ X ^ 


R1 fi'^ 

O X o o 


..5477, 5164. .5478, 5356. .5478 


Seq. No. 


46729 






Seq. ID 


OJ000307_01.04 05.C10 


Gene No. 


99251 






Strand 


+ 


o La J. I, 


7 fl R 4 
/ U O 4 






End 


7491 


Nsine 


UJUUUOU/ U1.U4U0 


PI n (^"^ 


. LW 


Method 


TBLASTX: Wheat 


c 4- >-•^- 


0 

0 D dZ 






End 


5931 




none 






Score 


416 


Exons 


R f^^O R7 1 ft R (^f^4 


• . o y U O / 


0 D DO 


. .5931 




Seq. No. 


46729 






Seq. ID 


OJ000307_01. 0405. CIO 


Gene No. 


99251 






Strand 


+ 


CI-I- a -r-t- 
O UaJ- L 


7 0^4 
/ U O 4 






End 


7491 


Na.rne 


UJUUUOU/ U1.U4UO 


PI n /-s'^ 
. ux U . O J . 


. Lm 


Method 


TBLASTX: Maize 


O Lair U 


D J? D / 






End 


7328 


P T 


none 






Score 


35 


Exons 


f^QQ"^ 7014 


7 1 R 7 


/ X U U 


..7183, 7163. .7327, 7164. .7328 


oeq . vio . 


4 ^^7 9 Q 
4 D / Z y 






Seq. ID 


OJ000307_01. 0405. CIO 




-7 -? ^ X 






/ Strand 


+ 


Start 


7054 






End 


7491 


Name 


OJ000307 01.0405 


.C10.O.2, 


,gp 


Method 


AAT/GAP 


oLalT L 


70^4 






End 


7491 


PT 


9ft Qn9 1 R1 nft4 






Score 


797 


H 


7 n 4 7 4 Q 1 
/U04. . / 4^± 










P T Q O ^ "V* T 

\j± uesCiip. 


'977Q'^74 9 no-97 


(AC002505) 


hypothetical protein [Arabidopsis 




•hhal-ianal' 
LflaXlanaj 










o c q . IN o . 


46730 






Seq. ID 


OJ000307_01.0405.C11 




99252 • 






Strand 


+ 


Start . 


1 






End 


165 


Name 


OJ000307 01.0405 


.Cll.-ol.. 


gp 


..Method • 


AAT/GAP 


o Lar L 


1 






End 


165 


P T 


uC-osflm202113f01bl 




Score 


298 


Exons 


1. . 165 










GI Descrip. 


'2739374 l.Oe-58 


(AC002505) 


hypothetical protein [Arabidopsis 




thaliana] ' 










Seq. No. 


46730 






Seq. ID 


OJ000307_01.0405.C11 


Gene No. 


99253 . 






Strand 




Start 


782 






End 


1192 



48338 



Name 


OJ000307 01, 


.0405 


. Cll . 


. tc 


Metnoa 


otarc 


1 








End 




none 








Score 


Exons 


1..36, 2, .46, 50 


O Q Q 


1 O 1 


o 1 n on Q 
ZIU, z /o . 


Seq. No. 


46730 








Seq. ID 


Gene No. 


99253 








Strand 


o t a JT U 


782 








EjOU 


Name 


OJ000307 01. 


,0405. 


.C11.02 


4- T T 

. tw 


Method 


o rare 


169 








tna 




none 








Score 


Exons 


169. .345, 176. .346, 179 






Seq. No. 


46730 








Seq. ID 


Gene No. 


99253 








Strand 


ouaru 


782 








iLina 


Name 


OJ000307 01. 


0405. 


.C11.02 


.gp 


Metnoa 


b tart 


782 








End 




none 








Score 


Exons 


782. .1192 










beq. No. 


46730 








beq. iU 


Gene No. 


99254 








Strand 


Start 


5406 








End 


Name 


OJ000307 01. 


0405. 


.C11.02 


. X.S 


Method 


Start- 


5406 








End 




none 








Score 


Exons 


5406. .5474, 


5407, 


, .5475, 


3 OUU 


. . oo /I, b( 




5842. .5961 










Seq. No. 


46730 








Seq. ID 


Gene No. 


99254 








Strand 


o Lar L 


5406 








Hjna 


Name 


OJ000307 01. 


0405, 


X11.02 


, tm 


Metnod 


b tart 


5815 








Lnd 




none 








Score 


Exons 


5815. .5961, 


5828. 


, .6124 






o e q . LN o . 


46730 








beq. lu 


Gene No. 


99254 








Strand 


Start 


5406 








End 


Name 


OJ000307 01. 


0405. 


C11.04 


. tw 


Method 


Start 


5818 








End 


GI 


none 








. Score 


Exons 


5818. .5961, 


5846. 


.6109 







-TBLASTX: Cress 
340 
63 



OJ000307_01. 0405. Cll 
1192 

TBLASTX: Wheat 

373 

245 



OJ000307_01. 0405. Cll 

1192 
AAT/GAP 
1192 
815 



OJ000307_01. 0405. Cll 
6124 

TBLASTX: Soybean 

6124 

110 



OJ000307_01. 0405. Cll 
6124 

TBLASTX: Maize 

6124 

277 



OJ000307_01. 0405. Cll 
6124 

TBLASTX: Wheat 

6109 

177 



Seq. No. 46730 

Gene No. 99254 

Start 5406 . 

Name OJ000307_01 . 0405 . Cll . o3 . tc 

Start 5822 

GI none 

Exons 5822.. 6124, 5845.. 5961 

Seq. No. 46730 

Gene No. 99255 

Start 6154 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000307_01. 0405. Cll 
6124 

TBLASTX: Cress 

6124 

254 



OJ000307_01. 0405. Cll 
7487 



48339 






Name 


OJ000307_01 


.0405. 


.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 




o tar L 










End 


7487 






none 








Score 


48 




Exons 


D iOfi . . bZ^iO / 


f^i R 

DX oo . 


. D X D , 


C O T Q 

bzoy . 


.6289, 6329. .6472, 6337.. 6465, 






Dfl O D . . bblfi / 


K> 1 ZD , 


Q7 
. D y y / , 


T O C 

b / z b . 


.7085, 7205. .7303, 7206.. 7331, 






/f±X-3. . /fit? / / 


74 1 fi 


74 71 










beq. JNo. 


/ /: -7 o n 








Seq. ID 


OJ000307_01.0405.C11 




Gene No. 


99255 








Strand 






Start 


6154 








End 


7487 




Name 


UJ UUU-3U / U 1 


. Ufi U 0 . 


PI 1 r>i1 
bX X .OX 


. lw 


Method 


TBLASTX: Wheat 




btiar L 










End 


6572 




C T 


none 








Score 


277 




Exons 


D^l^O . . D4 do , 


bZ 0 D . 


, OH / Z , 


bo y u . 


.6467, 6473. .6547, 6486. .6572, 






DO U J . . DOO y / 


9 9 


^7 9 
. DO / Z 










Seq. No. 


46730 








Seq. ID 


OJ000307_01.0405.C11 




Gene No. 


99255 








Strand 






btart 


Di04 








End 


7487 




Name 


UJ UUU J U / U 1 


. U 41 UO . 


PI 1 ^1 
bX X , OX 


4-Tn 

. cm 


Method 


TBLASTX: Maize 




C -4 -v-4- 

brar u 


DOOO 








End 


7322 






none 








Score 


49 




Exons 


boo o . . b boO , 


C7 n c; 
b / U 0 . 


7 A7 C 
. / U / b , 


7 "5 7 

b / o / . 


.6997, 7182. .7322, 7202. ,7321 




Seq. No. 


46730 








Seq. ID 


OJ000307_01.0405.C11 




Gene No. 


. 99255 








Strand 




f'l 5 


b rare 


bX04 








End 


7487 




Name 


(jJUUUoU / Ui 


, U4 Uo . 


bx X . ox 


. tc 


Method 


TBLASTX: Cress 


i.y 


Start 


b / 1 / 








End 


7067 






none 








Score 


302 


r! i 


Exons 


b/1/, . fUOff 


b / . 


. byoo 










Seq. No. 


46730 








Seq. ID 


OJ000307_01.0405.C11 


f ^ 


Gene No. 


99255 








Strand 






b L,ar u 


b 1 04i 








End 


7487 




Name 


UJUUUJU / Ul 


. U4 Uo . 


P 1 1 '5 

bXX . O J 


. tw 


Method 


TBLASTX: Wheat 


?^ 


b car L 


b / 








End 


6974 






none 








Score 


221 


f 


Exons 


b f Zu . . by / 4 , 


Q R 1 

boo X . 


C Q T 

. byb / 










Seq. No. 


46731 








Seq. ID 


OJ000307_01.0405.C16 




Gene No. 


99256 








Strand 


+ 




b car T- 


1 

1 








End 


361 




Name 


(JJUUUoU / U 1 


. U4 Uo . 


bXb . ol 


.gp • 


• Method 


AAT/GAP 




bt art 


J. 








End 


361 






zoll /oo 








Score 


635 




Exons 


1 '3 CI 

i . . obl 














Seq. No. 


4 D / ol 








Seq. ID 


OJ000307_01.0405.C16 




Gene No. 


Q Q o c; T 








Strand 


+ 




ol-dr L 


9117 
Z X X / 








End 


5868 




Name 


OJ000307 01 


.0405. 


C16.01 


. tm 


Method 


TBLASTX: Maize 




Start 


2109 








End 


5839 




GI 


none 








Score 


53 




Exons 


2109. .2189, 


2165. 


.2188, 


2191. 


.2259, 2209. .2259, 2370. .2414, 






2376. .2408, 


2311 . 


.2415, 


2532. 


.2618, 2603. .2617, 2708. .2836, 






.2708. .2809, 


2710. 


.2832, 


2973. 


.3047, 2974. .3048, 2976. .3047, 



48340 



2978.. 3049, 3526.. 3651, 3527.. 3652, 3527.. 3652, 3863.. 3988, 

3871. .3975, 3887. .4006, 4209. .4328, 4210. .4326, 4230. .4328, 

4406. .4609, 4406. .4606, 4728. .4805, 4729. .4833, 4730. .4834, 

4925. .4993, 4927. .4992, 5198. .5278, 5198. .5278, 5200. .5280, 

5200. .5283, 5513. .5650, 5535. .5648, 5536. .5649, 5536. .5652, 

5733. .5771, 5733. .5837, 5734. .5817, 5804. .5839 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000307_01.0405.C16 
+ 



46731 
99257 
2117 

OJ000307_01.0405.C16.o2.gp 
2117 

1128_1.R1084 

2117. .2259, 2377.. 2415, 2532 
3528. .3652, 3890. .3982, 4233 
4928. .4993, 5201. .5278, 5537. .5648, 5734. .5868 
'1707998/sp|P50433|GLYM_SOLTU O.Oe+00 SERINE 
HYDROXYMETHYLTRANSFERASE, MITOCHONDRIAL PRECURSOR (SERINE 
METHYLASE) (GLYCINE HYDROXYMETHYLTRANSFERASE) (SHMT) 

>gi_481944_pir S40218 glycine hydroxymethyltransf erase (EC 

2.1.2.1) - potato >gi_43824 7_emb_CAA81082_ (Z25863) glycine 
hydroxymethyltransf erase [Solanum tuberosum] ' 



5868 
AAT/GAP 
5868 
2597 

2618, 2711.. 2832, 2973. 
4325, 4409.. 4606, 4730. 



.3049, 
.4834, 



Seq. No. 
Gene No, 
Start ' 
Name 
Start 
GI 

Exons 



46731 
99257 , 
2117 

OJ000307_01. 
2532 
none 
2532. 
3525. 
3887. 
4406. 
4729. 
5203. 



.2618, 
.3644, 
.4006, 
.4609, 
.4833, 
:5316, 
5733. .5771, 



0405.C16.ol. ts 



2708.. 2836, 2710 

3526.. 3645, 3527 

3887. .4006, 4230 

4406. .4609, 4408 

4730. .4834, 4925 

5513.. 5650, 5536 
5790.. 5834 



Seq. ID OJ000307^01.0405.C16 

Strand + "~ 

End 5868 

Method TBLASTX : Soybean 

End 5834 

Score 142 
.2835, 2973. .3047, 2974. .3048, 
.3652, 3527. ,3652, 3871. .3960, 
.4328, 4232. .4288, 4402. .4608, 
.4611, 4527. .4616, 4728. .4787, 
.4993, 4927.. 4992, 5198.. 5278, 
.5652, 5537.. 5650, 5732.. 5761, 



Seq. No. 46731 Seq. ID 

Gene No. 99257 Strand 

Start 2117 End 

Name OJ000307_01 . 04 05 . C16 . o2 . tc Method 

Start 2532 End 

GI none Score 

Exons 2532.. 2618, 2708.. 2836, 2710.. 2835 



OJ000307_01.0405.C16 
+ 

5868 

TBLASTX: Cress 

2836 

160 



Seq. No. 
Gene No. 
Start ^. 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 



46731 
99257 
2117 

OJ000307_01.04 05.C16.o3.tc 

3010 

none 

3010. .3048, 3526. .3645, 3527. 
3871. .3966, 3882. .4001, 3887. 

46731 
99257 
2117 



Seq. ID OJ000307_01.0405.C16 

Strand + 

End ^58 68 • 

Method TBLASTX : Cress 

End 4006 

Score 66 

.3652, 3527.. 3652, 3863.. 3988, 
.4006 

Seq. ID OJ000307_01.0405.C16 

Strand + 

End 5868 



48341 



Name 


OJ000307 01. 


.0405.C16.ol, 


.tc 


Method 


TBLASTX: Cress 


Start 


4239" 






End 


5771 










Score 


120 


Exons 




4 94 Q "4 "^9 
4Z4y, 4j^D, . 


4 9 


.4327, -4406. .4609, 4408. .4608, 




HD ^. I • .4DXO/ 


4700 47Q'5 
4 / ZO. .4 1 ^0 f 


4 7 9Q 


.4824, 4729. .4833, 4730. .4846, 








0 X ^ 0 . 


.5278, 5200. .5337, 5206. .5280, 








■^7 


.5758, 5733. .5771 




*i 0 / J X 






Seq. ID 


OJ000307_01.0405.C16 


Gene No. 


99257 






Strand 


+ 


Start 


2117 






End 


5868 


Name 


n.Tonn'^n? m 

/ WX • 


U4U-J.k^XO»vJX • 


U W 


Method 


TBLASTX: Wheat 


C-l- v-1- 
O L d i. L 


4 c 4 c ~~ 

4 J *4 J 






End 


4989 




none 






Score 


44 




4S4S di^fiS 


4 S4 4 S7 S 


4 RfiS 

4 0^ . 


.4609, 4570. .4623, 4728. .4802, 




477Q 4R^'^ 

4 / ^Z7. .400<^/ 


47^0 4R'^4 


4 17 ^ U . 


.4988, 4927. .4989 




4fi7'^? . ■ 
4 u / 0 ^ 






Seq. ID 


OJ000307_01.0405.C18 




99258 






Strand 




start 


126 






End 


2000 


Name 


OJ000307 01. 


0405.C18.ol. 


tm 


Method 


TBLASTX: Maize 


C-|- a T-i- 
O L d X u 


29 






End 


2000 




none 






Score 


74 


Exons 


29.. 109, 29. 


.184, 34. .153, 92 


..307, 147. .308, 154. .309, 




177.,;308, 217.. 309, 379. 


.576, 


389. .595, 


"^On R"7Q RQn 

oyu. .3/0, oyz. .ooU, 




1875. .2000, 


1890. .1991 ' 








O c (4 . LN U . 


46732 






Seq. ID 


OJ000307_01.0405.C18 


Gene No. 


99258 






Strand 




Start 


126 






End 


2000 




OJ000307 01. 


0405.C18.ol. 


ts 


Method 


TBLASTX: Soybean 


0 I- d X L 


83 






End 


1994 


ox 


none 






Score 


61 


V n c 


83. .169, 161 


...307, 198.. 


308, 


220. .309, 


389. .589, 390. .500, 




407. .589, 1944. .1994 








Seq. No. 


46732 






Seq. ID 


OJ000307_01.0405.C18 


Gene No. 


99258 






Strand 




0 u d X u 


126 






End 


2000" „ 


KTSTTflO 

LN diiicr 


OJ000307 01. 


0405.C18.ol. 


gp 


Method 


AAT/GAP 


0 u dX 


126 




End 


1974 


ox 


none 






Score 


857 


T*' von c; 


126.. 307, 392.. 592, 1875 


...1974 




0 C L{ • LN (J . 


46733 






Seq. ID 


OJ000307_01.0405.C19 


Gene No. 


99259 






Strand 




Start 


196 






End 


669 


Name 


OJ000307 01. 


0405. 019. ol. 


tm 


Method 


TBLASTX: Maize 




196 






End 


630 


0 X 


none 






Score 


262 


Exons 


196. .447, 196. .435, 203. 


.466, 


207. .464, 


504 . . 614, 515. . 625, 




518. .625, 520. .630, 520. 


.627 






Seq. No. 


46733 






Seq. ID 


OJ000307_01.0405.C19 


Gene No. 


99259 






Strand 




Start 


196 






End 


669 


Name 


OJ000307 01. 


0405.C19.ol. 


ts 


Method 


TBLASTX: Soybean 



48342 









CjIIU 


D O Z? 




GI 






o o\_/x c 








^Rn 4fifi 4fi4 S41 


• • D D -7 / 








Seq. No. 


46734 




Seq. ID 


OJ000307 


_01.0405.C22 


Gene No. 


99260 




Strand 








^ -7 X 






?4 nn 

O rl U U 










I its L. i IL/U 


1 DXtrlO 1 A • 


L*J d X Z. ^ 










^4 nn 

O 4 U U 












X o u 






?9Qn ^400 '^9QR "^"^QQ 




'^4 nn 








4 (^7'^4 






VJU u u u o u / 


ni 04 n ^ r99 


Gene No . 


99260 




strand 






Start 


3291 




End 


3400 




Name 


OJ000307 01.0405.C22.ol 


.gp 


Method 


AAT/GAP 




Start 


3291 




End 


3399 




GI 


184 1.R1084 




Score 


164 




Exons 


3291.. 3399 










GI Descrip. 


•54 41880/dbj IBAA82378.1 


1 5.0e 


-75 (AP000367) EST 


C28952 (C62945) 



corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. {AC003981) [Oryza sativa] ' 



oeq . NO . 










Seq., ID- 


OJ000307_01.0405 




Gene No. 


99261 








Strand 






Start 


4038 








End 


5762 




Name 


r\ TO fimm n i 

U J UUUjU/ Ul 


n y1 n c: 
. U4 uo 


. UZ 0.01 


. rw 


Method 


TBLASTX: Wheat 




0 uar L 


'/I n '3 Q 
4 U Jo 








End 


4406 




GI 


none 








Score 


74 




Exons 


4038. .4406, 


4039 


. .4161 










Seq. No. 


46735 








Seq. ID 


OJ000307_01.0405 


.C25 


Gene No. 


99261 








Strand 






Start 


4038 








End 


5762 




Name 


OJ000307 01 


.0405 


C25,o2 


.tm 


Method 


TBLASTX: Maize 




Start 


4131 . 








End 


4631 




GI 


none 








Score 


123 




Exons 


4131. .4217, 


4230 


.4601, 


4372. 


.4602, 4383.. 4631 




Seq. No. 


46735 








Seq. ID 


OJ000307_01.0405 


.C25 


Gene No. 


99261 








Strand 






Start 


4038 








End 


5762 




Name 


OJ000307 01 


.0405, 


C25.03 


.tw 


Method 


TBLASTX: Wheat 




Start 


4500 








End 


4970 




GI 


none 








Score 


90 




Exons 


4500. .4598, 


4675. 


.4884, 


4851. 


.4970 






Seq. No. 


46735 








Seq.. ID 


OJ000307_01.0405 


.C25 


Gene No. 


99261 








Strand 






Start 


4038 








End 


5762 




Name 


OJ000307 01 


.0405. 


C25.03 


.tm 


Method 


TBLASTX: Maize 




Start 


4651 








End 


4845 




GI 


none 








Score 


113 




Exons 


4651. .4845, 


4661. 


.4834 










Seq. No. 


46735 








Seq. ID 


OJ000307_01.0405 


.C25 


Gene No. 


99261 








Strand 







48343 






o Lair L 


ft UoO 






tna 


RT ^^9 
0 / DZ 






Name 


UJ UUU jU / U X 


. U4U0.bZD.01 


. t S 


Method 


1 oiiAo 1 A . ooyoean 






o tar L 


A Cl 0 

4 b / 4(t 






bna 


R 1 Q R 

D 1 y 0 








none 






Score 


1 no 






Exons 




*lO/0. .OUUo, 




R 1 Q R 

. 0 1 yo 








Seq, . No. 


46735 






Seq. ID 


OJ000307_01.0405 


.025 




Gene No. 


99261 






Strand 










fi U Jo 






End 


5762 






Name 


Uu UUU JU / U 1 


. U4U0.bZO ,oi 


. tm 


Method 


TBLASTX: Maize 






o rart 








End 


5762 








none 






Score 


147 






Exons 




A Ql A ^1 fyO 


^^ AO 

D IHU m 


.5397, 5364. .5723, 5437. .5739 




Seq. No. 


46735 






Seq. ID 


OJ000307_01.0405 


.025 




Gene No. 


99261 






Strand 










/I ri "50 
4 u 






End 


5762 






Name 


vJUUUUJU/ U JL 


r\AC\^ no ^ r\A 

.Uf±UO.UZ0.04 


. tw 


rie tnoo 


TRT A QT Y • TaTH c» -H 
i Diji-vo iA . WfieaL 






o tan: 


R 1 0 /I 






End 


5399 








none 






Score 


55 






Exons 






R '5 R "5 
J JO J . 


.5397 








Seq. No. 


46735 






Seq. ID 


OJa00307_01.0405 


.025 




Gene No. 


99261 






Strand 








o tart 


4 U oo 






End 


5762 






Name 


UJUUUoU / Ul 


. U4 U 0 . bz 0 . OZ 


. tw 


LYie tnou 


i Diii^o lA . wneat 






otart 


04 UU 






End 


5711 




fit 

: cr 




none 






Score 


184 




r 


Exons 


04UU . . D / 11 , 


R/ITT ^cin c 
04J/. .OD/D 












Seq. No. 


46736 






Seq. ID 


OJ000307_01.0405 


.028 




Gene No. 


99262 






Strand 






i y 


ot art 


215 






End 


1327 






Name 


OJ000307 01 


.0405. 028. ol 


. tw 


Fiet nou 


1 jdIjAo 1 A : wneat 






btart 


215 






End 


655 






bl 


none 






Score 


117 • 






Exons 


215. .346, 353. .655, 363 


R '3 
, . OO J 










Seq. No. 


46736 






Seq. ID 


OJ000307_01.0405 


028 


P 


Gene No. 


99262 






Strand 






J: n:- 


ot art 


215 






End 


1327 






Name 


OJ000307 01 


.0405. 028. ol 


4- m 

, tm 


Method 


TBLASTX: Maize 






ot art 


296 






End 


982 






bl 


none 






Score 


70 






Exons 


296. .982r 297. .551, 585 


T "5 T 
. . / J / 










Seq. No. 


46736 






Seq. ID 


OJ000307_01.0405 


028 




Gene No. 


99262 






Strand 








ot art 


215 






End 


1327 






Name 


OJ000307 01 


.0405. 028. o2 


tw 


Method 


TBLASTX: Wheat 






Start 


779 






End 


1093 






GI 


none 






Score 


194 






Exons 


779. .1093 














Seq. No. 


46736 






Seq. ID 


OJ000307_01.0405. 


028 




Gene No. 


99262 






Strand 








Start 


215 






End 


1327 





48344 



Name 

Start 

GI 

Exons 



OJ000307_01 , 0405 . C28 . o3 . tm Method 
983 End 
none • Score 
983. .1183, 984. .1316, 1247. .1327 



TBLASTX: Maize 

1327 

138 



Seq. No. 46736 

Gene No. 99263 

Start 1490 

Name OJ000307_01 . 04 05 . C28 . o2 . tm 

Start 1490 

GI none 

Exons 1490.. 1924, 1635.. 1874 



Seq. ID OJ000307_01.0405.C28 
Strand 

End 1924 

Method ' TBLASTX: Maize 

End 1924 

Score 167 



Seq. No. 46736 

Gene No. 99264 

Start 1919 

Name OJ000307_01 . 0405 . C28 . o3 . tw 

Start 1919 

GI none 

Exons 1919.. 2299 



Seq. ID OJ000307_01.0405.C28 
Strand 

End . 2386 

Method TBLASTX : Wheat 

End 2299 

Score 187 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46736 
99264 
1919 

OJ000307_01.0405.C28 .o4 .tm 

2153 

none 



Seq. ID OJ000307_01.0405.C28 
Strand 

End ;2386 

Method ' TBLASTX: Maize 

End 2386 

Score 48 



2153. .2242, 2159. .2242, 2246. .2386, 2297. .2383 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46737 
99265 



Seq. ID OJ000307_01.0405.C29 
Strand 

End 4 65 

Method AAT/GAP 

End 4 65 

Score 727 



OJ000307_01. 0405.C29.ol.gp 
8 

LIB34 32-059-P1-K1-D8 
•8. .465 

' 5734616/dbj IAP000391 . 1 1 AP000391 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. No. 46738 

Gene No. 99266 

Start 287 

Name OJ000307_01 . 0405 . C31 . ol . tm 

Start 287 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000307_01.0405.C31 
Strand 

End 1501 

Method TBLASTX :Maize 

End 1278 

Score 251 



287. .526, 288. .527, 1098. .1271, 1102. .1278, 1102. .1272 



46738 
99266 
287 

OJ000307_01.04 05.C31.ol.ts 

425 

none 



Seq. ID OJ000307_01.0405.C31 
Strand 

End 1501 

Method TBLASTX : Soybean 

End 1501 

Score 90 



425. .508, 450. .524, 1101.. 1271, 1102. .1284, 1102. .1272, 
1418. .1501, 1419. .1499 



Seq, No. 



46738 



Seq. ID OJ000307 01.0405.C31 



48345 




Gene No. 


99267 








Strand 






o Lair t. 


± fl O f± 








iLina 


1 OUo 




N3ine 


nTnnn'^n7 ni 

UJ UUUJU/ UJ.< 




. L-0 1 . OZ 


4-Tn 

. rm 


lyie Lnoa 


1 DijAo i A : Nai ze 




OLd J- L 


1 /I /I 
1 ^ 0 fi ' 








Ejna 


1 DUo 






none 








Score 


Z / 1 




Exons 


1 /t c: /I 1 en ^ 
X *i 0 f± . . ± DU D / 


1 Zl R 


, . 1 OU / / 


1 4 R 

1 fl O D 


. . 1 DUO 






Seq. No.. 


46739 








Seq. ID' 


OJ000307_01.0405 


.C32 


Gene No. 


99268 








Strand 








234 








Lna 


4 7 0 

fi / y 




[Maine 


OJ000307 01, 


.0405 


.C32.01 


. tm 


lyjemoa 


1 tsit/ib i A ; ixia 1 z e 




O LdT L 


234 








ttna 


/ y 






none 








Score 






Exons 


234. .365, 239. .343, 344, 


4 7 'p 




•34c; 47Q 'ilO 

, jf±o..f±/y, o/z.. 


All. 


oeq . NO . 


46740 








beq. lu 


OJ000307_01.0405 


.C33 


Gene No. 


99269 








Strand 






Start 


883 








End 


1435 




Name 


OJ000307 01, 


,0405 


.C33.06, 


.tw 


LYie unoa 


TBLASTX: Wheat 




o L.arL 


883 








hjna 


1435 






none 








Score 


34 




Exons 


883. .918, 1043..: 


1090, 1097., 


iiQc^ lino 
iiyo, iiuz 


. .1194, 1162. .1401, 




11*70 l/l'^Q 














Seq. No. 










Seq. ID 


OJ000307_01.0405 


. C Jo 


Gene No. 


Q Q O Q 








Strand ' 






b uar L 


883 








bna 


1435 




Name 


OJ000307 01. 


0405 


.C33.04, 


. tm 


Method 


TBLASTX: Maize 




C 4- -5 -I*- -1- 


1048 








hna 


1333 




r T 


none 








Score 


197 




Exons 


1048. .1332, 


1085 


. .1333 










Seq. No. 


46740 








Seq. ID 


OJ000307_01.0405 


.C33 


Gene No. 


99270 








Strand 








2176 










2662 




Name 


OJ000307 01. 


0405 


.C33.03. 


, tw 


Method 


TBLASTX: Wheat 




C4- o v-f- 

oLaru 


217 6 








Jtjnu 


2662 






none 








Score 


415 




XT' V m o 


2176. .2349, 


2177 


. .2662, 


2371 


, , 0 J 1 






Seq. No. 


46740 








Seq. ID 


OJ000307_01.0405 


.C33 


Gene No. 


99271 








Strand 








' 2826 








End 


3313 




Name 


OJ000307 01. 


0405, 


.C33.01, 


, tw 


Method 


TBLASTX: Wheat 




C4- a v-f- 

o Lam. 


2826 








End 


3289 






none 








Score 


225 




Exons 


2826.. .3269, 


2827, 


. .3282, 


2828 


..3289, 2828. .3283 




Seq. No. 


46740 








Seq. ID 


OJ000307_01.0405 


.C33 


Gene No. 


99271 








Strand 






Start 


2826 








End 


3313 




Name 


OJ000307 01. 


0405, 


.C33.02. 


ts 


Method 


TBLASTX: Soybean 




Start 


2867 








End 


3232 




GI 


none - 








. Score 


117 




Exons 


2867. .3091, 


3098, 


. .3232 










Seq. No. 


46740 








Seq. ID 


OJ000307_01.0405 


.C33 



48346 



Gene No. 
Start 
Name 
Start . 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



99271 
2826 

OJ000307_01, 

2957 

none 

2957. .3313, 

46740 
99272 
3340 

OJ000307_01. 

3340 

none 

3340. .3705, 

46740 
99272 
3340 

OJ000307__01. 

3397 

none 

3397. .3810, 

46740 
99272 
3340 

OJ000307_01. 

3476 

none 

3476. .3847, 

46740 
99273 
4472 . 

OJ000307_01. 

4472 

none 

4472, .4723, 
4768. .4905 

46740 
99274 
5413 

OJ000307_01. 

5413 

none 

5413. .5736, 

46740 
99274 
5413 

OJ000307_01. 

5550 

none 

5550. .5606, 
46740 



0405.C33.ol.tm 
2992.. 3303, 3008, 

0405.C33.o2.tm 
3341. .3724 

0405. 033. o2.tw . 
3398. .3817 

0405.C33.ol.ts 
3493. .3636 

0405. 033. o5.tw 



Strand 
End 

Method 
End 
Score 
.3313 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3313 

TBLASTX: Maize 

3313 

395 



OJ000307__01. 0405. 033 
3847 

TBLASTXrMaize 

3724 

365 



OJ000307_01. 0405. 033 
3847 

TBLASTX: Wheat 

3817 

488 



Seq. ID OJ000307_01. 0405. 033 
Strand 

End 3847 

Method TBLASTX : Soybean 

End 3847 

Score 274 



Seq. ID OJ000307_01. 0405. 033 
Strand 

End 4906 

Method TBLASTX : Wheat 

End 4906 

Score 229 



4487. .4696, 4537. .4722, 4757. .4906, 4766. .4903, 



Seq. ID OJ000307_01. 0405. 033 
Strand 

End 5931 

0405. 033. o3.tm Method TBLASTXrMaize 

End 5736 

Score 362 



5442. .5723 



0405. 033. o4 .tw 



5551.. 5931, 5554, 



Seq. ID OJ000307_01. 0405.033 
Strand 

End 5931 

Method TBLASTX : Wheat 

End 5931 

Score 371 
.5892, 5652. .5900 

Seq. ID OJ000307_01. 0405. 033 



48347' 




Gene No. 


99275 




Strand 






O La. X t. 






End 


6549 




Name 




uoo . o / . lW 


Method 


TBLASTX: Wheat 










End 


6534 






none 




Score 


259 




Exons 




. DZ ID f DftUO. 


.6530, 6409. .6534 




Seq. No. 


46740 




Seq. ID 


OJ000307_01.0405 


.C33 


Gene No. 


99275 




Strand 








S Q'^9 




JuIiQ 


DO fi y 




Name 


UJUUUoU/ Ul.U^iUD. 


OOO . oo . rm 


Method 


TBLASTX: Maize 










End 


6549 




r* T 


none 




Score 


186 




Exons 




. D O 4 Z 








Seq. No. 


46741 




Seq. ID 


OJ000207_28.0327 


.CI 


Gene No. 


99276 




Strand 


+ 




o tar u 


7 R 






^Rp ' 

DOO 




Name 


PiTnnn9ri7 oq ri'^97 

UuUUUZU/ Zo.UOZ/. 


CI . ol . qs 


Method 


GENSCAN 






7 CL 




End 


658- 






none 




Score 


.96 




Exons 


7 c: oriQ c^n"^ (;c;Q 










Seq. No. 


46741 




Seq. ID 


OJ000207_28.0327 


.CI 


Gene .No . 


99276 




Strand 


+ 




o Lam 


7 




End 


658 




Name 


UJUUUZU / Zo.UJz/. 


CI , o 1 . gp 


Method 


AAT/GAP 




o Lar L 


1 DO 




End 


658 






c nn 9 7 c: 




Score 


346 




Exons 


loo. .ZUC)/ DUO. .DO 


p 

0 








Seq. No. 


46742 




Seq. ID 


OJ000207_28.0327 


.C2 


Gene No. 


99277 




Strand 


+ 




O LaJ. L 


O f± 




End 


2672 




Name 


07000907 9fi 0*^97 


uz . oi . gp 


Method 


AAT/GAP 




o Lar L 


J ft 




End 


2672 






none 




Score 


1286 




Exons 


Ofl. .±00^ DOO. . / DO 


, xzoo. .izyo 


, 2230.. 2672 




Seq. No. 


46742 




Seq. ID 


OJ000207_28.0327 


.C2 


Gene No. 


99277 




Strand 


+ 




o L air L 


04 




End 


2672 




LName 


07000907 9R 0*^97 


L-Z . Ol . gs 


Method 


GENSCAN 




o Lar L 


^: Q R 




End 


786 






none 




Score 


.45 




Exons 


^fl fl 7 R 
DOO. . / O D 










Seq. No. 


46742 




Seq. ID 


OJ000207__28.0327 


.C2 


Gene No. 


99278 




Strand 


+ 




orarL 


R 1 p 1 

D 1 O 1 




End 


6098 




Name 


UJUUUZU / Zo.UoZ/. 


LZ . 04 . gs 


Method 


GENSCAN 




Start 


5181 




End 


6098 




GI 


none 




Score 


. 91 




Exons 


5181. .5260, 5819. 


.6098 








Seq. No. 


46742 




Seq. ID 


OJ000207_28.0327 


.C2 


Gene No. 


99279 




Strand 







48348 



start 3821 End 4934 

Name OJ000207_28 . 0327 . C2 . ol . np Method AAT/NAP 

Start 3809 End 4934 

GI 7433097 Score 782 

Exons 3809,. 4728, 4860.. 4934 

GI Descrip. probable peroxidase - Arabidopsis thaliana 

gi I 2245128 I embi CAB10549.il (Z97344) peroxidase like protein 
[Arabidopsis thaliana] gi I 7268522 l.emb | CAB78772 . 1 1 (AL161547) 
peroxidase like protein [Arabidopsis thaliana] 



Seq. No. 46742 Seq. ID 

Gene No. 99279 Strand 

Start 3821 End 

Name OJ000207_28 . 0327 , C2 . o3 . gs Method 

Start 3821 End 

GI none Score 

Exons 3821.. 4181, 4259.. 4827 



OJ000207_28.0327.C2 

4934 
GENSCAN 
4827 
.74 



Seq. No. 46742 

Gene No. 99279 

Start 3821 

Name OJ000207_28 . 0327 . C2 . o2 . gp 

Start 4503 

GI uC-osrocyp007a04bl 

Exons 4503.. 4888 

GI Descrip. '2829863 l.Oe-15 (AC002396) 
thaliana] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_28.0327.C2 

4934 
AAT/GAP 
4 888 
764' 



Putative peroxidase [Arabidopsis 



Seq. No. 46742 ' Seq. ID 

Gene No. 99280 Strand 

Start 6292 End 

Name OJ000207_28 . 0327 . 02 . o5 . gs Method 

Start 6292 End 

GI none - Score 
Exons 



OJ000207_28.0327.C2 

10921 
GENSCAN 
10831 
.73 



6292. .6667, 6694. .6785, 8060. .8186, 10304 .. 10484 , 10591 10657 , 
10766.. 10831 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



46742 
99280 
6292 

OJ000207_28 . 0327 ,C2 . o3 . gp 
10141 

59473 1.R1084 



Seq. ID OJ000207_28.0327.C2 
Strand 

End 10921 

Method AAT/GAP 

End 10921 

Score 1072 



10141. .10.484, 10591. .10657, 10766.. 10921 

'2253442 9.0e-12 (AF007784) LTCORll [Lavatera thuringiaca] ' 

46742 . Seq. ID OJ000207_28 . 0327 . 02 

99280 Strand 

6292 End 10921 

OJ000207_28 . 0327 . 02 . o2 . np Method AAT/NAP 

10303 End 10831 

2253442 Score 182 

10303. .10531, 10755. .10831 

{AF007784) LTCORll [Lavatera thuringlaca] 



46742 
99281 



Seq. ID 
Strand 



OJ000207 28.0327.02 



48349 



start 
Name 
Start 
GI 

Exohs 



15141 End 

OJ000207_28 . 0327 . C2 . o3 . tm Method 

1 End 

none Score 



15395 

TBLASTX: Maize 

1299 

204 



1..186, 2. .187, 9. .191, 10. .189, 655. .771, 690. .770, 1208. .1297, 
1220. .1297, 1233. .1298, 1234. .1299 



Seq. No. 46742 

Gene No. 99281 

Start 15141 

Name OJ000207_28 . 0327 . C2 . o2 . 

Start 3831 

GI none 

Exons 3831.. 3968, 3839.. 4129, 

Seq. No. 46742 

Gene No. 99281 

Start 151.41 

Name OJ000207_28 . 0327 . C2 . ol . 

Start 3839 

GI none 

Exons 3839. .4087, 3986.. 4087, 
4543. .4719, 4574. .4639 

Seq. -No. 46742 

Gene No. 99281 

Start 15141 

Name OJ000207_28 . 0327 . C2 . ol . 

Start 3842 

GI none 

Exons 3842.. 4087, 4103.. 4267, 
4568. .4639 

Seq. No. 46742 

Gene No. 99281 

Start 15141 

Name OJ000207_28 ..0327 . 02 . ol . 

Start 4130 

GI none 

Exons 4130.. 4267, 4134.. 4268, 
4531. .4722, 4574. .4723 

Seq. No. 46742 

Gene No. 99281 

Start 15141 

Name OJ000207_28 . 0327 . C2 . ol . 

Start 4172 

GI none 

Exons . 4172.. 4267, 4175.. 4270, 

4567. .4725, 4574. .4726 



Seq. ID OJ000207__28.0327.C2 
Strand 

End 15395 

tm Method TBLASTX: Maize 

End 4129 

Score 111 
3881. .4117, 4038. .4127 

Seq. ID OJ000207_28.0327.C2 
Strand 

End 15395 , 

tc Method TBLASTX : Cress ' 

End' 4719 

Score 56 
4098. .4259, 4103. .4258, 4267. .4524, 



• Seq. ID . OJ000207_28.0327.C2 
Strand 

End 15395 
ts Method TBLASTX : Soybean 

End 4725 
Score 99 
4116. .4268, 4267. .4524, 4564. .4725, 



Seq. ID OJ000207_28.0327.C2 
Strand 

End 15395 
tm Method ./.TBLASTX : Maize 

End '^4723' 
Score 92 
4169. .4270, 4270. .4539, 4378.-4539, 

Seq. ID OJ000207_28.0327.C2 
Strand 

End 15395 

tw Method TBLASTX : Wheat 

End 4726 • 

Score ' 75 
4176. .4268, 4180. .4539, 4381. .4512, 



Seq. No. 46742 Seq. ID OJ000207_28 . 0327 . C2 

Gene No. 99281 Strand 

"Start 15141 End 15395 

Name OJ000207_28 . 0327 . C2 . o2 . ts Method TBLASTX : Soybean 

Start 10294 End 10486 

GI none Score 129 



48350 





Exons 


inoQ/i ifi/iQc; iri'^m ih/iqc 








Seq. No. 


46742 


Seq. ID 


OJ000207_28.0327.C2 




Gene No. 


99281 


Strand 










li^na 


T C O Q C 

X D J yo 




Name 


UJUUUZU/ z o . Uo^ / . L,Z . oz . uC 


Metnod 


TBLASTX : Cress 






xuou u 


cjna 


XU4 o 0 




PT 


none 


Score 


y X 




Exons 


10*^00 Ifl/lQc; in'^RO IH/IQ^^ 








Seq. No. 


46742 


Seq. ID 


OJ000207_28.0327.C2 




Gene No. 


99281 


Strand 






Q-l- a -r-l- 


1 m 4 1 

X O ± 4 1 


tjna 


1 c; "5 Q c; 
X 3 J y 0 




NHine 


ujuuuzu/ z o . uoiii / . uz . Ofi . cm 


Method 


i bXiAb 1 A : Mai ze 




C -i- 


1 n T n n 
X u oU U 


hina 


1 n c T n 
i Ud /U 




P T 


none 


Score 


1 1 T 

XX/ 




Exons 


in^nn in/Qc: in'^n/ inciTn 
XU oUU . . XU4 oo , XUoU4 . . XUo / U 








beq. NO. 


4 D / 4 Z 


Seq. ID 


OJUUUzU/ zo.U3z7.C2 




Gene No. 


99281 


Strand 






Start 


15141 


End 


15395 




Name 


OJ000207 28.0327.C2.o3.np 


Method 


A 7\ T / M 7\ n 

AAi / NAr 






15141 


End 


1 c o n c 

lb jyo 


Id 




7228441 


Score 


110 


%J 


Exons 


15141.. 15395 






m 


Lji uescnp. 


(AP001366) hypothetical protein [Oryza 


sat iva] 


1 y 


Seq. No. 


46743 


Seq. ID 


OJ000207_28.0327.C3 


C3 


Gene No. 


99282 


Strand 




ly 


Q-i- a r-l- 

o uair U 


51 


End 


4 4 y 




Name 


OJ000207 28.0327.C3.ol.gs 


Method 


TT* TiT O TV Kl 


rii 


o uaiTTi 


51 


End 


4 4 y 




P T 


none 


Score 


. DO 




Exons 


51. .449 








beq . NO . 


46744 


Seq. ID 


OJ000207_28.0327.C5 




Gene No. 


99283 


Strand 






Start 


3295 


End 


9211 




Name 


OJ00G207 28.0327.C5.o2.gs 


Method 


GENSCAN 




b L ar L 


3295 


End 


9097 






none 


Score 


.59 




Exons 


3295. .3421, 3503. .3719, 7071. 


.7187, 7405. .7570, 7576. .7950, 






8165. .8293, 8312. .8371, 8900. 


.9097 






beq . NO . 


46744 


Seq. ID 


OJ000207__28.0327.C5 






99283 


Strand 






Start 


3295 


End 


9211 




Name 


OJ000207 28.0327.C5.ol.np 


Method 


AAT/NAP 




b car L 


4994 


End 


9211 




P T 


5281040 


Score 


'302 




Exons 


4994. .5036, 7340. .7909, 8988. 


.9211 






GI Descrip. 


(AL080318) copper amine oxidase-like protein [Arabidopsis 






thaliana] 








Seq. No. 


46744 


Seq. ID 


OJ000207_28.0327.C5 




Gene No. 


99283 


Strand 






Start 


3295 


End 


9211 



48351 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000207_28.0327 .C5.ol.ts Method TBLASTX : Soybean 

7336 ' End 7591 

none Score 107 

7336. .7521, 7340. .7522, 7514. .7591, 7534. .7584 



46744 
99283 
3295 

OJ000207_28.0327.C5.ol.tc 

7339 

none 

7339. .7515, 7340. .7516 



Seq. ID OJ000207_28.0327.C5 

Strand . - 

End 9211 

Method TBLASTX : Cress 

End 7516 

Score 100 



46745 
99284 
1 

OJ000207__28.0327 .C6.ol.np 
1 

6957707 

1..32, 1629. .1905, 2738. .3206 

(AC021640) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000207_28.0327.C6 

Strand + 

End 3206 

Method AAT/NAP 

End 3206 

Score 390 



46745 
99284 
1 

OJ000207_28.0327.C6.ol.gs 

1698 

none 

1698. . 1905, 1926. . 1942 

46745 
99285 
6709 

OJ000207_28.0327 .C6.o3.gs 

6709 

none 

6709. . 6851 



Seq. ID OJ000207_28.0327.C6 

Strand + . 

End 3206 

Method GENSCAN 

End 1942 

Score . 9 



Seq. ID OJ000207_28.0327.C6 

Strand + 

End 6851 

Method GENSCAN 

End 6851 

Score .91 



Seq. No. 46745 

Gene No. 99286 

Start 3971 

Name OJ000207_28 . 0327 . C6 . o2 . gs 

Start 3971 

GI none 

Exons 3971.. 4244, 4847.. 5523 

Seq. No. 46745 

Gene No. 99287 

Start 6634 

Name OJ000207_28 . 0327 . C6 . ol . ts 

Start 1615 

GI none 
Exons 



Seq. ID OJ000207_28.0327.C6 
Strand 

End 5523 

Method GENSCAN 

End 5523 

Score .99 



Seq. ID OJ000207_28.0327.C6 
Strand 

End 6864 

Method TBLASTX : Soybean 

End . 3176 

Score 113 



1615. .1743, 1750. .1908, 1758. .1907, 2735. .2839, 2889. .3098, 
3141. .3176 



Seq. No. 
Gene No. 



46745 
99287 



Seq. ID OJ000207_28 . 0327 .C6 
Strand 



48352 



start 
Name 
Start 
GI 

Exons 



6634 End 
OJ000207_28 . 0327 . C6 . ol . tc Method 
1636 End 
none Score 
1636, .1743, 1750. .1914, 1761. .1901 



6864 

TBLASTX: Cress 

1914 

120 



Seq. No. 46745 

Gene No.. 99287 

Start 6634 

Name OJ000207_28 . 0327 . C6 . o2 . tm 

Start 1636 

GI none 
Exons 



Seq. ID OJ000207_28.0327.C6 
Strand 
End 

Method 
End 
Score 



6864 

TBLASTX: Maize 

1911 

112 



1636. .1743, 1746. .1892, 1749. .1910, 1750. .1911, 1750. .1911 



Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 



46745 
99287 
6634 

OJ000207 
2730 
none 
2730 
2814 
3017 



28.0327.G6.ol.tm 



.2798, 2735. .2815, 2735, 
.2957, 2818. .2973, 2982. 
.3121, 3018.. 3122 



Seq. ID OJ000207_28.0327.C6 
Strand 

End 6864 

Method TBLASTX : Mai ze 

End 3122 

Score 99 

.2812, 2810. .2980, 2814. .2981, 
.3020, 2988. .3020, 3016. .3114, 



Seq. No. 46745 Seq. ID 

Gene No. 99287 Strand 

Start 6634 End 

Name OJ000207_28 . 0327 . C6 . o2 . tc Method 

Start 2865 End 

GI none - Score 

Exons 2865. .3041, 3144. .3224, 3321. .3377, 3386. .3457, 3387. .3479 



OJ000207_28.0327,C6 
6864 

TBLASTX: Cress . 

347 9 

103 



Seq. No. 46745 

Gene No. 99287 

Start 6634 

Name OJ000207_28 . 0327 . C6 . o4 . 

Start 3159 

GI none 

Exons 3159.. 3221, 3264.. 3374, 

Seq. No. 46745 

Gene No. 99287 

Start 6634 

Name OJ000207_28 . 0327 . C6 . o2 . 

Start 3180 

GI none 

Exons 3180.. 3221, 3225.. 3374, 

Seq. No. 46745 

Gene No. 99287 

Start 6634 

Name OJ000207_28 . 0327 . C6 . o3 . 

Start 4034 

GI none 

Exons 4034.. 4246, 4039. .4245, 



Seq. ID OJ000207_28.0327.C6 
Strand 

End 6864 

tm Method TBLASTX: Maize 

End,.;, 347 9. 

Score 90 
3381. .3479, 3407. .3457 

Seq. ID OJ000207_28.0327.C6 
Strand 

End 6864 

ts Method TBLASTX : Soybean 

End 3479 

Score 56 
3381. .3479, 3410. .3454 

Seq. ID OJ000207_28.0327.C6 
Strand 

End 6864 
tc Method TBLASTX : Cress 

End 4887 
Score .. 70 
4050. '.4250,- 4846. .4887 



Seq. No. 



46745 



48353 



Seq. ID OJ000207_28.0327.C6 






Gene No. 


99287 


Strand 






Start 


6634 


End 


6864 




Name 


OJ000207 28.0327.C6.o5.tm 


Method' 


TBLASTX: Maize • 




Start 


5146 


End 


5323 . . 




GI 


none 


Score 


39 




Exons 


5146.. 5211, 5146.. 5211, 5203.. 5322, 5203.. '5322, 5234.^.5323 




Seq. No. 


46745 


Seq. ID 


OJ000207_28.0327.C6 




Gene No. 


99287 


Strand 






Start 


6634 


End 


6864 




Name 


OJ000207 28.0327.C6.ol.gp 


Method 


AAT/GAP 




Start 


6634 


End 


6864 




GI 


25244 1.R1084 


Score 


433 




Exons 


6634. .6864 








GI Descrip. 


'2392771/gb|AAB70034 . 1 IAAB70034 1 . Oe- 


31 {AC002534) putative 






kinesin-like protein [Arabidopsis thaliana] ' 




Seq. No. 


46745 


Seq, ID 


OJ000207_28.0327.C6 




,.Gene No-. 


99287 


Strand .' 






Start 


6634 


End 


6864 




Name 


OJ000207 28.0327.C6.o3.tm 


Method 


TBLASTX: Maize 




Start 


6702 


End 


6864 


["J 


GI 


none 


Score 


261 


==. 


Exons 


6702. ,6863, 6703. .6864 








Seq. No. 


46746 


Seq. ID 


OJ000207_28.0327.C7 


r;i 

: ST 


Gene No. 


99288 


Strand 


+ 




Start 


1 


End 


473 


i. y 


Name 


OJ000207 28.0327.C7.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


473 




GI 


25244 1.R1084 


Score 


913 


fll 
' " 


Exons 


1. .473 








GI Descrip. 


' 239277 l/gb|AAB70034.1|AAB70034 l.Oe- 


31 (AC002534) putative 


T 

in? 




kinesin-like protein [Arabidopsis thaliana] ' 




Seq. No. 


46746 


Seq. ID 


OJ000207_28.0327.C7 




Gene No. 


99288 


Strand 


+ 


W 


Start 


1 


End 


473 


l J 


Name 


OJ000207 28.0327.C7.ol.np 


Method 


AAT/NAP 


C-3 


Start 


1 


End 


265 




GI 


5902396 


Score 


129 




Exons 


1..265 








GI Descrip. 


(AC008148) Unknown protein 


[Arabidopsis thaliana] 




Seq. No. 


46746 


Seq. ID 


OJ000207 28. 0327. C7 




Gene No. 


99288 


Strand 


+ 




Start 


1 


End 


473 




Name 


OJ000207 28.0327.C7.ol.tm 


Method 


TBLASTX: Maize 




Start 


38 


End 


283 




GI 


none 


Score 


105 




Exons 


38. .109, 146. .283 








Seq. , No. 


46746 


Seq. ID 


OJ000207_28.0327.C7 




Gene No. 


99288 


Strand ■ 


■ + ■ 




Start 


1 


End 


473 




Name 


OJ000207 28.0327.C7.ol.gs 


Method 


GENSCAN 




Start 


46 


End 


440 



48354 



GI none 

Exons 46.. 296, 317.. 440 

Se.q. No. 4 674 6 

Gene No. 99288 

Start 1 

Name OJ000207_28 . 0327 . C7 . ol . tw 

Start 146 

GI none 

Exons 146.. 265 



Score .59 



Seq. ID OJ000207_28.0327.C7 

Strand + 

End 473 

Method TBLASTX : Wheat 

End -265 

Score 192 



Seq. No. 46747 Seq. ID 

Gene No. 99289 Strand 

Start 2191 End 

Name OJ000207_28 . 0327 . C8 . o2 . gs Method 

Start 2191 End 

GI none Score 

Exons 2191.. 2245, 2286.. 2333, 2712.. 2785 

Seq. No. 46747 Seq. ID 

Gene No. 99290 Strand 

Start 3432 End 

Name OJ000207_28 . 0327 . C8 . o3 . gs Method 

Start 3432 End 

GI none . Score 

Exons 3432.. 3937 



OJ000207_28.0327.C8 
+ 

2785 
GENSCAN 
2785 
.84 



OJ000207_28.0327.C8 
+ 

3937 
GENSCAN 
3937 
. 96 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46747 Seq. ID 

99291 Strand 

1 End 

OJ000207_28 . 0327 .C8 . ol . np Method 

1 End 

6907086 Score 
1..338, 399. .1175 

{AP001129) hypothetical protein [Oryza sativa] 



OJ000207_28.0327.C8 

1175 
AAT/NAP 
1175 
948 



46747 Seq. ID 

99291 Strand 

1 End 

OJ000207_28 . 0327 .C8.ol.gs Method 

387 End 

none Score 
387. .992 



OJ000207_28.0327..C8 

1175 
GENSCAN 
992 
1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



46747 Seq. ID 

99292 Strand 

1882 End 

OJ000207_28 . 0327 . C8 . o2 . np Method 

1882 End 

4680186 Score 



OJ000207_28.0327.C8 

394 7 
AAT/NAP 
3947 
192 



1882. .2300, 2774. .2832, 3863. .3947 

(AF111709) unknown [Oryza sativa subsp. indica] 



46748 Seq. ID 

99293 Strand 

1 End 

OJ000207_28 . 0327 . C9 . ol .np Method 



OJ000207_28.0327.C9 
-f 

4551 
AAT/NAP 



48355 




-Start. . ' 1 • End ' 4 530 . .. 

GI 745,9622 Score - 2386 . V'-: ' " . 

Exons - 1..92, 753.. 2663, 2882.. 3032, 3733.. 4530 

GI Descrip. probable RNA-directed RNA polymerase (EC 2.7.7.48) - Arabidopsis 
thaliana gi I 3600048 | gbj AAC35535 . 1 1 (AF080120) similar to 
hypothetical proteins in Schizosaccharomyces pombe {GB:Z98533) 
and C. elegans (GB:Z48334 and Z78419) [Arabidopsis thaliana] 
gi I 4850292 |emb|CAB43048. 1 1 (AL049876) putative RNA-directed RNA 
polymerase [Arabidopsis thaliana] gi I 7267812 I emb I CAB81214 . 1 1 
(AL16 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 

•G'l;- 

Exons 

GI Descrip. 



46748 
99293 
1 

OJ000207_28.0327.C9.ol.gs 

119 

none 



Seq. ID OJ000207_28.0327.C9 

Strand + 

End 4551 

Method GENSCAN 

End 4551 

Score . 9 



119. .184, 766. .2663, 2882. .3032, 3733. .4551 



Seq. ID 

Strand 

End 

Method 
End 
. Score 



OJ000207^ 
+ 

4551 
AAT/GAP 
2661 
.902 



28. 0327. C9 



46748 
99293 
1 

OJ000207_28.0327.C9.ol.gp 
2180 

.LIB34 32-618-P1-K1-A1 
2180. .2661 

» 3600048 l.Oe-42 (AF080120) similar to hypothetical proteins in 
Schizosaccharomyces pombe (GB:Z98533) and C. elegans (GB:Z48334 
and Z78419) [Arabidopsis thaliana] >gi_4 850292_emb_CAB4 304 8 . 1_ 
{AL049876) putative RNA-directed RNA polymerase [Arabidopsis 
thaliana] ' 



Seq. No. 46748 Seq. ID 

Gene No. 99294 Strand 

Start 4762 End 

Name OJ000207_28 . 0327 . 09 . o2 . gp Method 

Start 4762 End 

GI y- \ none Score 

Exons' 4762.. 4884 



OJ000207_28.0327.C9 
+ 

'4884 
AAT/GAP 
4884 
238 



Seq. No. 


46748 




Seq. ID 


OJ000207 


_28.0327.C9 


Gene No. 


99295 




Strand 


+ 




Start 


5378 




End 


7951 




Name 


OJ000207 28.0327.C9.o2.gs 




Method 


GENSCAN 




Start 


5378 




End 


7951 




GI 


none 




Score 


.7 




Exons 


5378. .5390, 5541. .5614, 5708.. 


6320, 7280.. 7326, 


7793. .7951 


Seq. No. 


46748 




Seq. ID 


OJ000207 


_28.0327.C9 


Gene No. 


99295 




Strand 


+ 




Start 


5378 




End 


7951 




Name 


OJ000207 28.0327.C9.o4.gp 




Method 


AAT/GAP 




Start 


5799 




End 


6123 




GI 


uC-osflm202002h08bl 




Score 


598 




Exons 


5799. .6123 










GI Descrip. 


'5441880/dbj IBAA82378.il 5 


Oe- 


75 (AP000367) EST 


C28952 {C62945) 




corresponds to a region of 


the 


predicted gene.; 


Similar to maize 



48356 



transppson MuDR mudrA proteiri. (AC003981) [Oryza. sativa] V 



Seq. No. 46748 

Gene No. 99296 

Start 4892 

Name OJ000207_28 . 0327 . C9 . o3 . gp 

Start 4892 

GI uC-osflM202073a07al 

Exons 4892.. 5017 

GI Descrip. ' 50424 37/gb | AC007789 . 1 | AC007789 4.0e-17 Oryza sativa BAG T49B20 
genomic sequence, complete sequence' 



Seq. ID OJ00Q207_28.0327.C9 
Strand 

End 5017 

Method AAT/GAP 

End 5017 

Score 217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46748 
99297 
8595 

OJ000207_28 .0327.09. ol.tw 

749 

none 



Seq. ID OJ000207_28.0327.C9 
Strand 

End 8825 

Method TBLASTX : Wheat 

End 1042 

Score 320 



749.. 1030, 750.. 1031, 751.. 1041, 751.. 1041, 941.. 1042 



Seq. No. 46748 

Gene No. 992 97 

Start 8595 

Name OJ000207_28 . 0327 . C9 . ol . tm 

Start 1333 

GI none 
Exons 



Seq. ID OJ000207_28.0327.C9 
Strand 

End 8825 

Method TBLASTX : Mai ze 

End 2085^. 

Score 710 ' 



1333.. 2082, 1335.. 2084, 1335.. 2084, 1336.. 2085 



Seq. No. 46748 

Gene No. 99297 

Start 8595 

Name OJ000207_28 . 0327 . 09 . o2 . tm 

Start 2086 

GI none 

Exons 2086.. 2580, 2086.. 2580 



.Seq. ID OJ000207_28.0327.O9 
Strand 

End 8825 

Method TBLASTX : Mai ze 

End 2580 

Score 655 



Seq. No. 46748 

Gene No. 99297 

Start 8595 

Name OJ000207_28 . 0327 . 09 . o2 . ts 

Start 2247 

GI none 

Exons 2247.. 2447, 2248.. 2469 " 



Seq. ID OJ000207_28.0327.C9 
Strand 

End 8825 

Method TBLASTX : Soybean 

End 2469 

Score .189 



Seq. No. 46748 

Gene No. 99297 

Start 8595 

Name OJ000207_28 . 0327 . 09 . o3 . tm 

Start 2581 

GI none 
Exons 



Seq. ID OJ000207_28 . 0327 .09 
Strand 

End 8825 

Method TBLASTX : Mai ze 

End 4007 

Score 57 



2581. .2619, 2614. .2664, 2879. .3037, 2880. .3032, 2880. .3053, 
2881. .3033, 3726. .4007, 3730. .4005 



Seq. No. 46748 

Gene No. 99297 

Start 8595 

Name OJ000207 28 . 0327 . 09 . ol . ts 



Seq. ID OJ000207_28.0327.C9 
Strand 

End 8825 

Method TBLASTX : Soybean 



48357 



start 
GI. 

Exons 



2885 End 4008 

none . Score^ . 163" 

2885.. 2992, 2886. .3032, 3730.. 3897, 3745. .3885, 3747.. 3926, 

3900.. 4001, 3901.. 4008 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46748 
99297 
8595 ' 

OJ000207_28.0327.C9.o4 .tm 

4071 

none 



Seq. ID OJ000207__28.0327.C9 
Strand 

End , 8825 

Method TBLASTX : Maize 

End 4461 

Score 71 



4071. .4130, 4084. .4134, 4200. .4286, 4201. .4317, 4215. .4307, 
4335. .4460, 4336. .4461 



46748 
99297 
8595 

OJ000207_28.0327.C9.o3.gs 

8595 

none 

8595. .8825 



Seq. ID OJ000207_28.0327.C9 
Strand 

End 8825 

Method GENSCAN 

End 8825 

Score .97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46749 
99298 
178 

OJ000207_28.0327 .Cll.ol.gs 

178 

none 



Seq. ID OJ000207_28. 0327. Oil 

Strand + 

End 4 053 

Method GENSCAN 

End '4053 

Score .49 



178. .476, 2888. .3025, 3116. .3468, 3849. .4053 



46749 
99299 
6735 

OJ000207_28.0327.Cll.o2.gs 

6735 

none 

6735. .6848, 7117. .7188' 



Seq. ID OJ000207_28. 0327. Oil 
Strand 

End 7188 

Method GENSCAN 

End 7188 

Score . 61 



Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46750 
99300 
278 

OJ000207_28.0327 .C12.ol.tm 
5 

none 



Seq. ID OJ000207_28.0327.C12 
Strand + 

676 

TBLASTX: Maize 
676 
44 



End 

Method 
End 
Score 

5. .43, 6. ,44, 51. .149, 62. .127, 229. .321, 231. .326, 232. .327, 
266. .322, 435. .563, 436. .564, 641. .667, 653. .676 



46750 
99300 
278 

OJ000207_28.0327.C12.ol.gs 

278 

none 

278. .326 



Seq. ID OJ000207_28.0327.C12 

Strand + 

End 67 6 

Method GENSCAN 

End 32 6 

Score .73 



Seq. No. 
Gene No. 



46751 
99301 



Seq. ID OJ000207_28.0327.C13 
Strand -f 



48358 



,Start 778 End 1070 

Name OJ000207_28 . 0327 . C13 .ol . tm Method- TBLASTX : Maize 

Start 765- End 1070 

GI none Score 153 

Exons 765.. 896, 766.. 882, 768.. 896, 976.. 1068, 980.. 1069, 984.. 1070 



Seq. No. 46751 

Gene No. 99301 

Start 778 

Name OJ000207__28 . 0327 . C13 . ol . 

Start 778 

GI none 

Exons 778.. 891, 924.. 1068 

Seq. No. 46752 

Gene No. 99302 

Start 2 

Name OJ000207_28 . 0327 . C14 . ol . 

Start 2 

GI none 

Exons 2. .55, 407. .457, 681. .91 
3036. .3107 



Seq. .ID OJp00207_28.0327.C13 

Strand + ' . 

End 1070 

gs Method GENSCAN 

End 1068 

Score .56 



Seq. ID OJ000207_28 . 0327.C14 

Strand + 

End '3107 

gs . Method GENSCAN . 

End 3107 

Score .44 

1, 1222. .1352, 1470. .1556, 2757. .2850, 



Seq. No. 46752 Seq. ID 

Gene No..v 99302 , . . Strand 

Start 2 End 

Name OJ000207_28 . 0327 . C14 . ol . gp Method 

Start 2074 End 

GI none , , Score 

Exons 2074.. 2497 



OJ000207__28.0327.C14 

3107 
AAT/GAP 
2497 
800 



Seq. No. 


46752 


Seq. ID 


OJ000207_28 . 032 7. CI 4 


Gene No. 


99303 


Strand 


+ 


Start 


5506 


End 


12729 


Name 


OJ000207 28 


.0327.C14 .o2.gs Method 


GENSCAN 


Start 


5506 


End 


8930 


GI ' 


none 


Score 


.83 


Exons 


5506. .5826, 


6194. .6336, 8432. .8930 




Seq. No. 


46752 


Seq. ID 


OJ000207_28.0327.C14 , 


Gene No. 


99303 


Strand 


+ 


Start 


5506 


End 


12729 


Name 


OJ000207' 28 


.0327.G14.o2.np Method 


AAT/NAP 


Start 


8474 


End 


12726 


GI 


6957708 


Score 


1276 


Exons 


8474 . .8592, 


10018. .10692, 114 99. .11822 


, 11909. .12209, 




12533. .12726 




GI Descrip . 


(AC021640) 


cell division protein FtsH- 


like protein [Arabidopsis 




thaliana] 






Seq. No. 


46752 


Seq. ID 


OJ000207__28 . 0327. C14 


Gene No. 


99303 


Strand 


+ 


Start 


5506 - 


End 


12729. 


Name 


OJO 00207 28 


.0327.C14 .o3.gs Method 


GENSCAN 


Start 


9781 


End 


12729 


GI 


none 


Score 


. 91 


Exons 


9781. .10692 


, 11499. . 11822, 11909. . 12209, 12533. .12729 



48359 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46752 Seq. ID 

99304 ' Strand 

2519 End 

OJ000207_28 . 0327 . C14 . o3 . tm Method 

632 End 

none Score 



OJQ00207 28.0327.ca4 



632. .904, 633. .917, 634. .921, 1208, 
1221. .1355, 1222. .1356 



5636 

TBLASTX: Maize 
1356 
361. 

1342, 1215.. 1346, 



46752 
99304 
2519 

OJ000207_28.0327.C14 .ol. tm 

2480 

none 

2480.. 2581, 2487. .2573, -2731. 
2994.. 3230, 3001.. 3231, 3326. 
3557. .3616, 3558. .3608, 35S6-. 
4024.. 4083, 4026.. 4085, 4027. 
4190. .4291, 4190. .4288, 4390. 
5542. .5622 



Seq. ID OJ000207_28.0327.C14 
Strand 

End 5636 
Method TBLASTX : Mai ze 
End 5627 
Score 128 

.2895, 2744. .2896, 2745. .2906, 
.3517, 3332.. 3469, 3333.. .3479, 
,3630,. 374 7'. .3803, 4023. .4 082, 
.4083, 4188.. 4289, 4189.. 4287, 
.'4503, 4391.. 4504, 5541.. 5627, 



Seq. No. 46752 

Gene No. v 99304 

Start 2519 

Name OJ000207_28 . 0327 . C14 . o2 . ts 

Start 2498 

GI none 

Exons 2498.. 2575, 2499.. 2573, 
2797. .2892, 2800. .2907, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_28.0327.C14 
5636 

TBLASTX: Soybean 

3174 

106 



2732.. 2797., 2740.. 2799, 2783.. 2893, 
3003. .3173, 3004. .3174 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46752 Seq. ID 

99304 Strand 
2519 End 
OJ000207_28 . 0327 . C14 . o2 . gp Method 
2519 End 
LIB34 33-02 9-Pl-Kl-Hl Score 
2519.. 2572, 2746.. 2898, 2994.. 3161 

'5670155/gb|AF161269. 1 1 AF161269 4.0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence' 



OJ000207__28.0327.C14 

5636 
AAT/GAP 
3161 
619 



46752 
99304 
2519 

OJ000207_28.0327.C14 .ol.np 

2639 

5712716 



Seq. ID' dJ000207_28.0327.C14 
Strand 

End 5636 

Method AAT/NAP 

End 5636 

Score 600 



2639.. 2898, 2994.. 3226, 3337.. 3468, 3556.. 3631, 3745.. 3805, 
4028. .4072, 4173. .4266, 4375. .4503, 5547. .5636 



GI Descrip. {AF153708) unknown [Pseudomonas sp. BG33R] 



Seq. No. 46752 Seq. ID 

Gene No. 99304 Strand 

Start 2519 End 

Name OJ000207_28 . 0327 . C14 . o2 . tc Method 

Start 3105 End ' 



OJ000207_28.0327.C14 
5636 

TBLASTX: Cress 
3616 



48360 





GI 


none 


Score 


145 








3230 3106 3231 3123 


..3251, 3326. .3457, 3332. .3469, 






3336 34Sft 3S4S 3616 3S46 


..3605, 3559.. 3609 






O C ^.J • LN \ J • 


4 6752 


Seq. ID 


OJ000207_28.0327 


.C14 




Gene No. 


99304 


Strand 








Start 


2519 


End 


5636 






Name 


OJ000207 28 0327 C14 o3 tq 


Method 


TBLASTX: Soybean 






Start 


3174 ~ 


End 


3630 






GI 


none 


Score 


54 






i-j lo 


3174 3230 31 7S 3231 3332 


..3469, 3336. .3461, 3554. .3604, 






3558 3605 35S9 3612 3559 


. .3630 








Seq. No. 


46752 


Seq. ID 


OJ000207_28.0327 


. C14 




Gene No. 


99305 


Strand 








Start 


10420 


End 


12738 






Naitie 


0.7000207 2R 0327 PI 4 n4 I-tti 


Method 


TBLASTX: Maize 






Start 


10420 ~ 


End 


10695 






GI 


none 


Score 


338 






i_i -A. W 1 1 0 


10420 1069S 10428 10643 












467S2 


Seq. ID 


OJ000207_28.0327 


.C14 




Gene No. 


99305 


Strand 








Start 


10420 


End 


12738 




^~ 


Name 


OJ000207 28 0327 ri4 ol tq 


Method 


TBLASTX: Soybean 




i _| 




1 0S61 ~ 


End 


12025 




^~ 


O J. 




Score 


141 




? : : 

I iJ 


P von ^ 

ill A W 1 i o 


10561 1 069"^ 1 1 490 1 1 R2R 


11501. .11818, 11903. .12025, 




i. ^ 




1 1 906 1 202 












4 67 R2 


Seq. ID 


OJ000207_28.0327 


.C14 




Gene No. 


99305 


Strand 






ru 


Start 


10420 


End 


12738 






Name 


OJ000207 28 0327 C14 o2 tm 


Method 


TBLASTX: Maize 






Start 


114 90 ~ 

X X T _7 W 


End 


12207 






GI 




Score 


271 






T? V n n <5 


11490 11786 11496 11714 

XX*l^VJ. .XX f <J \J f XX*1_?\J. .XX/X4^ 


11540. .11764, 11793. .11825, 








11906 12184 12127 12207 








3,1 


Sea No 


4 6752 


Seq. ID 


OJ000207_28 .0327 


.C14 


K ■ : 


Gene No. 


99305 


Strand 








Start 


10420 - 


End . 


12738 






Name 


OJ000207 28 0327 C14 ol tc • 


Method ■ 


TBLASTX: Cress ' 






Start 


1 1 682 ~ 

X X V o ^ 


End , . 


12675 






GI 


none 


Score 


195 








11682 11ft2S 11687 11821 

XXvJO^. * XXO^'J/ XXUO f . . XXO^X/ 


11903. . 121( 


37, 11906. .12184, 








11941 • 19910 11979 12203 

XX^MX..X^^XV^/ XX^/^..X^^U<J/ 


12061. .12204, 12532. .12675 






Seq. No. 


46752 


Seq. ID 


OJ000207_28.0327 


.C14 




Gene No. 


99305 


Strand 








Start 


10420 


End 


12738 






Name 


OJ000207 28.0327.C14.ol.tw 


Method 


TBLASTX: Wheat 






Start 


11906 


End. 


12115 






GI 


none 


Score 


187 






Exons 


11906. .12115, 11906. .1207 9 










Seq. No. 


46752 


Seq. ID 


OJ000207_28.0327 


.C14 



48361 




Gene No. 


99305 


Strand 






Start 


104 20 


. End- 


12738. 








Method 


TBLASTX: Maize 




Start 


12532 " 


End 


12738 




GI 


none 


Score 


118 




P, von 


12532 12612 12532 12594 


12607. .12738, 12609.. 12731 




Seq. No. 


46753 


Seq. ID 


OJ000207 28.0327 


.C15 


Gene No. 


99306 


"Strand 






Start 


343 


FnH 


Q9 1 






OlT000207 28 0327 n S nl nq 


Method 


GENSCAN 




Start 


343 ~ 


End 


921 






none 


Score 


.69 




Hi A U 1 1 O 


343 47ft 7Q8 QOi 

JriJ. .1/0/ f ZfO * .^^J. 








Seq. No. 


46753 


Seq. ID 


OJ000207_28.0327 


.C15 


Gene No. 


99307 


Strand 


+ 




Start 


1030 


xjIICI 


19 4 0 




Name 


O.T000207 2ft 0327 Tl nr> 


Method 


AAT/GAP- - 




Start 


1030 ~' 


End 


1240 • 




GI 


27Q7834 


Score 


337 




R xnn 


1030 1240 








Seq. No. 


46754 


Seq. ID 


OJ000207 28.0327 


.C17 


Gene No. 


. 99308 


Strand 


- 




Start 


566 


End 


893 




Name 


0.1000207 2ft 0327 PI 7 ol n<k 


Method 


GENSCAN 




Start 


>J U xJ 


End 


782 




GI 


none 


Score 


. 47 




P von Q 


Sf^fi 7ft9 








^<=rr Mo 


4 fi7 S4 


Seq. ID 


OJ000207_28.0327 


. ux / 


Gene No . 


99308 


Strand 






.Start 


566 


End 


893 




Name 


OJ000207 28.0327.C17.ol.gp 


Method 


AAT/GAP 




Start 


67 1 


End 


893 




GI 


Sft f!70 1 R1 Oft 4 


Score 


394 




P V on Q 


ft^Q3 








VJ -L 1.^^ O ^ J- -L k.y . 


' 4 1 7 fi4 20 /dh-i 1 RAA37 1 fi7 1 9 C\^- 


11 (AB008097) cytochrome P450 




rAy^^V^TrlooQT^ 1~Vi^lnana1 ' 
L ciiJX(j.^J^o X o LiidX Xdlici J 








Seq. No. 


46755 


Seq. ID 


OJ000207_28.0327 


.C18 


Gene No. 


99309 ' - " 


Strand 


-t- * ; 




Start 


1 


End ■ 


114 




Name 


O.T000207 2ft 0397 rift ol oo 


Method 


AAT/GAP 




Start 


1 ~ 

X 


End 


114 




GI 


S 0 0 2 7 fi ^ 


Score 


207 




F von c; 


1 . . 114 








Seq. No. 


46755 


Seq. ID 


OJ000207_28.0327 


.C18 


Gene No. 


99310 


Strand 






Start 


903 


End 


11390 




Name 


OJ000207 28.0327.C18.ol.gs 


Method 


GENSCAN 




Start 


903 


End 


11336 




GI 


none 


Score 


.72 




Exons 


903. .1086, 1662. .1914, 4136. 


.5183, 5769 


. .5924, 6052. . 6197, 



6789.. 6969, 8319.. 8406, 8506.. 8816, 8906.. 9007, 9355.. 10048, 



48362 



10143. .10273, 10810. .11127, 11233. .11336 





Seq. No. 


46755 


Seq. • ID 


OJ000207_28.0327 


.C18 




Vjcilt; IN (J. 


99310 


Strand 


-1- 






Q-l- :a -r-l- 
O LdX L 


903 


End 


11390 






Ma mo 


OJ000207 28.0327.C18.ol.np 


Method 


AAT/NAP 






O U. Ct i. u 


4410 


End 


6762 








6665553 " 


Score 


128 








4410. .4615, 6702. .6762 












(AC013289) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


46755 


Seq. ID 


OJ000207_28.0327 


.C18 




Gene No. 


99310 


Strand 


-1- 






Start 


903 


End 


11390 






Nsme 


OJ000207 28.0327.C18.o2.np 


Method 


AAT/NAP 






o L d I. L 


8171 


End 


11390 






\j ± 


6692258 


Score 


1123 








8171. .8816, 9355. .9460, 9647. .10048, 10143 .. 10277, 10787 .. 11127 , 






11233..ri390 










GI Descrip. 


(AC010870) unknown protein 


[Arabidopsis thaliana] 






O C . LN (J . 


46755 


Seq. ID 


OJ000207_28.0327 


.C18 






99310 


Strand 


+ 








903 


End 


11390 






Na.rne 


OJ000207 28.0327.C18.o3.tm 


Method 


TBLASTX: Maize ' 




t ^ 




8301 


End 


8530 






\j ± 


none 


Score 


111 




s;': : 


TT* V o 


8301. .8378, 8340. .8369, 8449. .8514, 8450. .8530, 8451. .8 


c; o o 


f J 


Seq. No. 


46755 


Seq. ID 


OJ000207_28.0327 


.C18 




Gene No. 


99310 


Strand 


+ 








903 


End 


11390 




fll 

' — 


Naitie 


OJ000207 28.0327.C18.ol.tm 


Method 


TBLASTX: Maize 




-* 




8631 


End 


11388 






o J. 


none 


Score 


91 








8631. .8774, 10823 .. 10969, 10827. .10925 


, 10831. .10974, 




: t 




10834. .10992, 11045-. .11122, 


.'-:11045. .11128, 11047. . 11127, 








11229. . 11387, 11284. .11388, 


11295. .11387 




%J 
'if 


O C ^ • IN W • 


46755 


Seq. ID 


OJ000207_28.0327 


.C18 






99310 


Strand 


+ 








903 


End 


11390 . 






Mam o 


OJ000207 28.0327.C18.o2. tm 


Method 


TBLASTX: Maize 






o Udl. L 


9827 


End 


10052 








none 


Score 


69 






Exons 


9827.. 9931, 9832.. 10050, 9832.. 9930, 9864.. 10052 






Seq. No; 


46756 


Seq. ID 


OJ000207_19:0316 


.CI 




Gene * No . 


99311 


Strand 








Start 


1 


End 


748 






Name 


OJ000207 19.0316.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


748 






GI 


7228438 


Score 


602 





Exons 1. .306v .399. .748 

GI Descrip. (AP001366) EST C28952 (C62 945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog {AC003981) [Oryza sativa] 



48363 



Seq. No. 46756 

Gene No. 99311 

Start 1 

Name OJ000207_19 . 0316 . CI . ol . gs 

Start 30 

GI none 

Exoris' 30. .154, 186. .306, 399. .610 



Seq. ID OJ000207_19.0316.C1 
Strand 

End 748 

Method' ■ GENSCAN 

End 610 

Score .45 



Seq. No. 46756 
Gene No. 99311 
Start 1 

Name OJ000207_19 . 0316 . CI . ol . gp 

Start 407 

GI LIB3475-007-P1-K1-G8 
Exons 407 . . 680 

GI Descrip, ' 54 4 1880/dbj | BAA82378 . 1 | 5.0e-75 (AP000367) EST C28 952 {C6294 5 ) 

•corresponds to a region of the predicted gene.; Similar to maize 
-transposon MuDR mudrA protein. {AC003981) [Oryza sativa] ' 



Seq. ID OJ000207_19.0316.C1 
Strand 

748 

AAT/GAP 
680 
372 



End 

Method 

End 

Score 



beq . NO . 






Seq. ID 


OJ000207_19.0316 


.C2 


Gene No . 


Q Q "5 1 O 




Strand 


+ 






1 




End 


1265 




Name 


UJ uuuzu / 


_19.0316.C2.ol.np 


Method 


AAT/NAP 




o Larr 






End 


1265 




GI 


1272347 




Score 


418 




Exons 


1..860, £ 


!86. .1265 








\j± uescrip. 


^ UO 1 f Ozf } 


secreted glycoprotein 2 [Ipomoea trifida] 




beq. NO. 


fi D / D / 




Seq. ID 


OJ000207_19.0316, 


.C2 


Gene No - 


99312 




Strand 


+ 




Start 


1 




End 


1265 




Name 


OJ000207 


_19.0316.C2.ol.gs 


Method 


GENSCAN 




Start 


45 




End 


1254 




GI 


none 




Score 


.7 




Exons 


45. .970, 


984 . .1254 








Seq. No. 


46757 




Seq. ID 


OJ000207_19.0316, 


.C2 


Gene No. 


99312 




Strand 


+ 




Start 


1 




End 


1265 




Name 


OJ000207 


_19.0316.C2.ol.ts 


Method 


TBLASTX: Soybean 




Start 


57 




■ End 


525, 




GI 


none 




Score 


67 




Exons 


57. .134, 


137. .214, 212. .379, 


343. .447, 


386. .523, 469. .525 


Seq. No. 


46757 




Seq, ID 


OJ000207_19.0316. 


.C2 


Gene No.. 


99312 




Strand 


+ 




Start. 


1 




End 


1265 




Name 


OJ000207 


19. 0316.C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


137 




End 


532 




GI 


none 




Score 


69 




Exons 


137. .202, 


140. .202, 218. .532, 


253. .414 


, 457. .531 




Seq. No. 


46758 




Seq. ID 


OJ000207_19.0316. 


,C3 


Gene No. 


99313 




Strand 


+ 




Start 


127 




End 


489 




Name 


OJ000207 


19.0316.C3.ol.gs 


Method 


GENSCAN 





48364 



start 
GI 

Exons 



127 
none 
127. .489 



End 
Score 



489 
.48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46758 Seq. ID 

99314 Strand 

2717 End 

OJ000207__19.0316.C3.o3.gs Method 

2717 End 

none Score 

2717. .2814, 4793. .5096, 5461. .6029 



OJ000207_19.0316.C3 
+ 

6058 
GENSCAN 
6029 
. 64 



46758 
99314 
2717 

OJ000207_19.0316.C3.o3.np 
•3225 
5042454 



Seq. ID OJ000207_19.0316.C3 

Strand + 

End 6058 

Method AAT/NAP 

End 6058 

Score 211 



3225. .3370, ■ 3713. .3821, 4642. .4856, 5704. .6058 
{AC007789) putative polyprotein [Oryza sativa] 



46758 Seq. ID 

99314 Strand 

2717 End 

OJ000207_19.0316.C3.o4 .np Method 

5506 End 

1272347 . Score 

5506.. 6058 

(U51739) secreted glycoprotein 2 [Ipomoea trifida] 



OJ000207__19.0316.C3 
+ 

6058 
AAT/NAP 
6058 
153 



46758 
99315 
870 

OJ000207_19.0316.C3.o2.gs 

870 

none 

87,0..1043, 1070.. 1341, 1903., 

46758 
99315 
870 

OJ000207_19.0316.C3.o2.np 

1739 

5922623 

1739. .1761, 2953. .3028, 3196. 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.1948 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_19.0316.C3 

3.821 
GENSCAN 
1948 
.9 



OJ000207_19.0316.C3 

3821 
AAT/NAP 
3821' 
291 



,3354, 3741.. 3821 



(AP000492) hypothetical protein [Oryza sativa] 
gi|6016856|dbj IBAA85199.il (AP000570) hypothetical protein 
[Oryza .-^sativa] 



46758 
99315 
870 

OJ000207_19.0316.C3.ol.np 
2775 

7523512 • 
2775. .2901 

{AP001633) hypothetical protein [Oryza sativa] 



Seq. ID OJ000207_19.0316.C3 
Strand 

End 3821 

Method AAT/NAP 

End 2901 

Score 111 



48365 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46759 
99316 
1 

OJ000207 
1 

7485945 



19.0316.C4.ol.np 



Seq. ID OJ000207_19.0316.C4 

Strand + 

End 4 968 

Method AAT/NAP 

End 2867 

Score 7 65 

1968. .2205, 2304. .2454, 



1..137, 1318. ,1472, 1674. .1871, 
2556. .2867. 

hypothetical protein F21P8.50 - Arabidopsis thaliana 
gi|3021268|emb|CAA18463.1| (AL022347) putative protein 
[Arabidopsis thaliana] gi I 7269163 | emb | CAB79271 . 1 1 {AL161558) 
putative protein [Arabidopsis thaliana] 



46759 
99316 
1 

OJ000207_19.0316.C4.ol.gs 
96 

none 



Seq. ID OJ000207_19.0316.C4 

Strand + 

End 4 968 

Method GENSCAN 

End 4968 

Score .83 



96. .618, 1260. .1459, 1664. .1871, 1968. .2205, 2304. .2454, 
2673. .2798, 4027. .4108, 4251. .4440, 4485. .4968 



Seq. No. 46759 
Gene No, 99317 
Start 7126 

Name OJ000207_19 . 0316 . C4 .ol . tm 

Start 1355 

GI . none 

Exons 1355.. 1459, 1666.. 1899, 1673. 

2298.. 2411, 2305. .2406, 2555. 



Seq, ID 
Strand 
End 

Method 
End 
Score 

.1855, 1940 
.2722, 2556 



OJ000207_19.0316.C4 
+ ■ 
13621 

TBLASTX: Maize 
2722 
90 

2230, 1984,. 2205, 
2720 



Seq, No. 46759 
Gene No. 99317 
Start 7126 

Name OJ000207_1 9 . 0316 . C4 , ol . tc 

Start 1376 
GI none 

Exons 1376.. 1459, 1673.\l858, 1675. 

1987, .2160, 1991. .2209, 1992. 
2556. .2768 



Seq. ID OJ000207_19.0316,C4 

Strand + 

End 13621 

Method TBLASTX : Cress 

End 2768 

Score 71 

.1869, 1954. .2229, 1973. .2230, 
.2243, 2308. .2436, 2316. .2411, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46759 
99317 
7126 

OJ000207_19.0316.C4 ,o2.tw 
1666 
none 

1666,, 1893, 1673, 



Seq. ID OJ000207_19.0316,C4 



Strand 
End 

Method 
End 
Score 
1858, 1985.. 2029 



46759 
99317 
7126 

OJ000207_19.0316.C4 .ol.ts 

1745 

none 



+ 

13621 

TBLASTX: Wheat 

2029 

228 . 



Seq. ID OJ000207_19.0316.C4 

Strand + 

End 13621 

Method TBLASTX : Soybean 

End 2382 

Score 148 



1745. .1858, 1750. .1857, 1957. .2151, 1976. ,2203, 1979. .2209, 



48366 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1989. .2243, 2304. .2381, 2305. .2382 

46759 . Seq. ID 

99317 Strand 

7126 End 

OJ000207_19.0316.C4.ol .tw Method 

2029 End . 

none Score 



OJ000207_19.0316.C4 
+ 

13621 

TBLASTX: Wheat 

2597 

241 



2029. .2202, 2030. .2230, 2036. .2203, 2298. .2435, 2305. .2454, 
2556. .2597 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46759 
99317 
7126 

OJ000207_19.0316.C4.o2.gs 
7126 



none 
7126. . 
10674. 
12239, 



Seq. ID 
Strand 

End 13621 
Method GENSCAN 
End 12302 
Score .79 
7404, 8007'.. 8043, 8249. .8324, 8421. .8466, 
.10742, 10827. .11211, 11745. .11882, 11962 
.12302 



OJ000207_19.0316.C4 
+ 



8566. .8664, 
, .12043, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



46759 Seq. ID 

99317 Strand 
7126 End 
OJ000207_19 . 0316 . C4 . o2 . np Method 
7147 ■ End 
6554481 Score 
7147. .7497, 8007. .8064, 8270. .8324, 8421. .8466, 8566.-8673, 
10674. .10742, 10827 11142, 11362 .. 114 95 , 11630 11779, 
11918. .12128, 13434. .13621 

{AC012394) hypothetical protein [Arabidopsis thaliana] 



OJ000207_19.0316.C4 
+ 

13621 
AAT/NAP 
13621 
455 



46759 
99317 
7126 

OJ000207_19.0316 
7355 

uC-osroM202030eO 
7355.. 7404, 8007 
10674. .10742, 10 
'2252840 3.0e-09 
Haemophilus infl 
thaliana] >gi_60 
contains regions 
permease (SP:P38 



C4.ol.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000207_ 

-f 

13621 
AAT/GAP 
11017 
1016 



19. 0316. C4 



,8324, 8421. .8466, 8566. .8664, 



6al 

..8043, 8249. 
827. .11017 

{AF013293) contains regions of similarity to 
uenzae permease (SP:P387 67) [Arabidopsis 
4 9882__gb_AAF027 97. 1_AF195115__17 (AFl 95115) 

of similarity to Haemophilus influenzae 
767) [Arabidopsis thaliana] ' 



46759 
99317 
7126 

OJ000207_19 . 0316 . 04 . o2 . tc 

8269 

none 

8269.-8325, 8271. .8324, 8273, 
8563.. 8664, 8589.. 8672 

46759 
99317 



Seq. ID OJ000207_19.0316.C4 

Strand + 

End 13621 

Method TBLASTX : Cress 

End 8673 

Score 82 

.8365, 8419.. 8469, 8563..867'3, 



Seq. ID OJ000207_19.0316.C4 
Strand + 



48367 






7126 






End 


13621 




Name 


OJ000207 19.0316.04 


. OZ . t S 


Method 


TBLASTX: 


Soybean 




8414 






End 


8673 






none 






Score 


82 




Exons 


8414. . 


8464, 8419. .8 




..8673, 8563. .8673 




O /-I /-» M /-\ 

beq . NO . 


46759 






Seq.. ID 


OJ000207 




Gene No . 


99317 






Strand 


+ , 




Q 4- -1 

boaJTL 


7126 






End 


13621 




Name 


OJ000207 19. 0316. C4 


.o2.tm 


Method 


TBLASTX : 


Maize 


Start 


10829 






End 


11655 




P T 


none 






Score 


93 




Exons 


10829. 


.10870, 10830 


1 n Q Q 0 

. . 1 Uo yz , 


10852. .11061, 10855 


. . lu yuo , 




10930. 


.11094, 10946 


1 1 O 1 0 


10947. .11216, 11122 


1 1 O 1 T 




11337. 


.11498, 11339 


11/1 Ql 


11349. .11519, 11350 


1 1 CL o n 




11626. 


.11655 










Seq. No. 


46760 






Seq. ID 


OJ000207 


_19.0316 


Gene No. 


99318 






Strand 


+ 




b uar L 


20 






End 


195 




Naitie 


OJ000207 19. 0316. C5 


. ol . gs 


Method 


GENSCAN 




b Laru 


20 






End 


195 




P T 


none 






Score 


.9 




Exons 


20. .46 


/ 76. .195 










Seq. No. 


46760 






Seq. ID 


OJ000207 


_19.0316 


Gene No. • 


99319 






Strand 


+ 




Start 


2758 






End 


3583 




Name 


• OJ000207 19. 0316. C5 


. o3 . gs 


Method 


GENSCAN 




Start 


2758 






End 


3583 




GI 


none 






Score 


. 64 





Exons 2758.. 3111, 3137.. 3583 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46760 Seq. ID 

99319 Strand 

2758 End 

OJ0002 07_1 9 . 031 6 . C5 . ol . np Method 

2803 , End 

6119546 ^ Score 
2803. .3577 

(AC011560) hypothetical protein [Arabidopsis thaliana] 



OJ000207_19.0316.C5 
+ 

3583 
AAT/NAP 
3577 
665 



46760 ' Seq. ID 

99320 ^ Strand 

484 End 
OJ000207_1 9 . 0316 . C5 . o2 . tc Method 
1 End 
none Score 

1..39, 2. .40, 54. .119, 55. .177 



OJ000207_19.0316.C5 
1597 

TBLASTX: Cress 

177 

58 



Seq. No. 46760 

Gene No. 99320 

Start 484 

Name OJ000207__1 9 . 0316 . C5 . o2 ; gs 

Start 484 

GI none 
Exons 



Seq. ID OJ000207_19. 0316.C5 



Strand 
End 

Method 

End 

Score 



1597 
GENSCAN 
1597 
.97 



484. .846, 1140. .1291, 1395. .1497, 1589. .1597 



48368 



Seq. No. 


46760 






Seq. ID 


OJ000207_19.0316 


.C5 




-7 -7 J ^ X 






Strand 






Qi- a -rf- 
O L aX t. 


97 fid 






End 


3181 




NS-Itie 


\JU\J\J\J^\Jf X^ 


0^1 fi PS 0I 




Method 


TBLASTX: Soybean 




O L d i. I- 


^ / D *i 






End 


3181 




ox 


n on *a 






Score 


58 






97fi4 - 9ftfiS 


9QRft ^11^ 

^^w)0. .OXXO/ 


9 Qfift 


.3114, 3146. .3181, 3146. .3181 


Seq. No. 


46760 






Seq. ID 


OJ000207_19.0316 




OCllt; LN\J, 


QQ^91 

P _7 J ^ X 






Strand 






Ql- a r"|- 


9 7 fid 






End 


3181 




NS-ITie 


0.7000907 1 Q 


O'^i fi oi 




Method 


TBLASTX: Cress 




O L d I. u 


9P ~ 






End 


3114 




O J. 


n ono 






Score 


46 




Exons 


9ft^^ 9ftfiR 


9 QRP ^1 Od 


9 Qfifi 


.3114 






Seq. No. 


46761 






Seq. ID 


OJ000207_1,9.0316 






ZJ Zf ~J £. C. 






Strand 






04-0 y-l- 


1 7 '^d 
X / 0*1 






End 


2159 




N3rrie 


n.T000907 1 Q 


O'^i fi rfi oi 


+-Tn 
LIU 


Method 


TBLASTX: Maize 




04-0 


1 fiQR ~ 






End 


1941 






n on 






Score 


237 




Exons 


X 0 . .X y / 


1 fiQ^ 1 Q'^7 
X D y O . .X / / 


1 709 


.1941,, 1708. .1938 




Seq. No. 


46761 






Seq. ID 


OJ000207_19.0316 


.C6 




J J 0 ^ ^ 






Strand 








1 7^4 






End 


2159 




N3.rne 


n.T000907 1 Q 


0^1 fi rfi oi 

UOXD.^O. ox . 


gs 


Method 


GENSCAN 




0 L di L 


1 7 ^d ~ 






End 


2075 




CT 
\j 1 


none 






Score 


.48 




Exons 


17-34 907R 












Seq. No. 


46761 






Seq. ID 


OJ000207_19.0316 


.C6 


Gene No. 


99322 






Strand 






0 u d i. i_ 


1734 






End 


2159 




Nfiitie 


OJ000207 19. 


0316.C6.ol. 


np 


Method 


AAT/NAP 




0 Ldi L 


1737 






End 


2159 






6598671 






Score 


230 




Exons 


1737. .2159 














(AC007127) unknown protein [Arabidopsis thaliana] 




Seq. No. 


46762 






Seq. ID 


OJ000207_19.0316 


C7 


Gene No. 


99323 






Strand 






q-H ;3 ri- 
0 u d X u 


1 






End 


5603 




N3irie 


OJ000207 19. 


0316. 07. ol. 


np 


Method 


AAT/NAP 




0 UdlTC 


1 






End 


3001 




Li X 


6554484 






Score 


1198 




P Y on G 

Hi A^Ji lO 


1..199, 928. 


.1813, 2258 


. .2305, 


2496. .3001 




ox uescxip. 


(AC012394) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


46762 






Seq. ID 


OJ000207_19.0316. 


C7 


Gene No. 


99323 






Strand 






Start 


1 






End 


5603 




Name 


OJ000207 19. 


0316.C7.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


1 






End 


1267 




GI 


none 






Score 


292 





48369'^ 






Exons 


1 907 1 


201, 2. .202, 3.. 209, 972. .1004, 972.. 1160, 974. 








iiQf; 'ii7ft 


...1267, 1202.. 1267 






Seq. No, 


46762 




Seq. ID 


OJ000207_19.0316. 


C7 




Gene No. 


99323 




Strand 


- 






OT-O. J- L 


1 
J. 




End 


5603 






Nsine 




0^1 P7 f- Q 


Method 


TBLASTX: Soybean 








o ± 




End 


219 






PT 


none 




Score 


105 






V n Q 


SI 9 1 ft fiQ 


90'^ 70 91 Q 










O e q . LN O . 


46762 




Seq. ID 


OJ000207_19.0316. 


C7 




Gene No. 


99323 




Strand 


- 






Start 


1 




End 


5603 






Nsme 


OJ000207 19 


.0316.C7.ol.gs 


Method 


GENSCAN 








126 




End 


5603 






P T 


none 




Score 


.88 






EiXOIlo 


126. .199, 928. .1813, 2258. .2305, 2496. 


.3238., 5083. .5137, 








5463. .5603 












oeq . iNO . 


46762 




Seq. ID 


OJ000207 19.0316. 


C7 




Gene No. 


99323 




C +- V a T-i /H 


- 






Start 


1 




tino 


5603 






Name 


OJ000207 19 


.0316.C7 .ol. tm 


Method 


TBLASTX: Maize 






oT-ar T_ 


930 . 




bna 


2736 




- 




none 




Score 


87 






Exons 


930. .971, 1268. .1642, 1346.. 


iooo, lot/ 


..1649, 1715. .1807 




I Li 
^ St 




2496. .2735, 


2500.. 2736, 2607 


. .2735 








Seq. No. 


46762 




oeq. lu 


OJ000207_19.0316. 


C7 




Gene No. 


99323 




o urano 


- 




f 1 1 




1 




hjna 


5603 






Name 


OJ000207 19 


.0316. 07. o2. to 


Method 


TBLASTX: Cress 








1313 




End 


1622 








none 




Score 


108 






Exons 


1313. . 1420, 


1383. .1622, 1424 


. . 1621 








Seq. No. 


46762 




Seq. ID 


OJ000207_19.0316. 


C7 


~™ 


Gene No. 


99323 




Strand 


- 






C-t- -a yf- 

o u d i. c 


1 




End 


5603 






Name 


OJ000207 19 


.0316.C7.ol.ts 


Method 


TBLASTX: Soybean 






a -r-H 
O Lcti. L 


1400 




End 


1816 






PT 


none 




Score 


81 






Exons 


1400. . 1663, 


1401. .1658, 1709 


. .1816 








Seq. No. 


46762 




Seq. ID 


OJ000207 19.0316. 


C7 




Gene No. 


99323 




Strand 


- 






o Lair L 


1 




End 


5603 






Name 


OJ000207 19 


.0316.C7.ol.tc 


Method 


TBLASTX: Cress 






o Lar L. 


2496 




End 


2870 






GI 


none 




Score 


119 






Exons 


2496. .2870, 


2677. .2865 










Seq. No. 


46762 • 




Seq. ID 


OJ000207_19.0316. 


C7 




Gene No. 


99323 




Strand 








Start 


1 




End 


5603 






Name 


OJ000207 19, 


.0316.C7.o2.ts 


Method 


TBLASTX: Soybean 





48370 



O L. Ct i. U 


















GI 


none 
















TT" von c; 

i-j -A. W i 1 o 


2580 2870 


2683 


27 93 












Seq. No. 


46762 








Seq. ID 


OJ000207 


_19.0316 


.07 


Gene No. 


99323 








Strand 








Start 


1 








End 


5603 

U VJ J 






Nanie 


OJ000207 19 


. 0316 , 


. C7 . ol . 




M^1~ hoH 








Start 


3004 ~ 








FnH 


J *i O -7 






GI 


none 










Z? U J 






R X n n s 


3004 3489 
















Seq . No . 


4 67 62 








Seq. ID 


OJ000207 


_19.0316 


.07 


Gene No. 


99323 








Strand 








Start 


1 








End 


5603 






Name 


OJ000207 19 


. 0316 . 


. C7 . o3 . 


tm 


Method 


TBLASTX: 


Maize 




Start 


4926 ~ 








End 


5259 






GI 


none 








Score 


62 








4 92 6 •.- 4 982 


4 927 


4 980 


4 92R 


.4981, 5026. .5067, 


5091. .5240, 




5095 5259 


J J. VJ X « 


5250 












Seq. No. 


46763 








Seq. ID 


OJ000207 


±y, U J 1 D 




Gene No. 


99324 








Strand 








Start 


50 








End 


1902 






Narne 


OJ000207 19- 


.031f. 


,C8.ol. 


gs 


Method 


GENSOAN 






O U O. J- L. 


50 








End 


1902 






GI 


none 








Score 


.64 






R von c; 

ill ^ \— ' i i o 


50. .142/ 723. .932, 1184 


1 2fi7 


1348. .1902 






Seq. No. 


46764 








Seq. ID 


OJ000207 


_19.0316 


.09 


Gene No. 


99325 








Strand 


+ 






Start 


1008 








End 


1286 






Name 


OJ000207 19, 


.0316. 


09. ol. 


gs 


Method 


GENSOAN 






Start 


1008 








End 


1286 






GI 


none 








Score 


.65 






R von Q 


1008. .128..6. 
















Seq. No. 


46764 








Seq. ID 


OJ000207 


_19.0316 


.09 


Gene No. 


99326 








Strand 


+ 






Start 


3002 








End 


5475 






Name 


OJ000207 19, 


-0316. 


C9.02. 


gs 


Method 


GENSOAN 






Start 


3002 ' 








End 


4815 






GI 


none ■ 








Score 


.95 






R von *=; 


3002. .3442, 


3520. 


.3757, 


J O J / • . 


4015, 4090.. 4815 






Seq. No. 


46764 








Seq. ID 


OJ000207_ 


_19.0316, 


.09 


Gene No. 


. 99326 








Strand 


+ 






Start 


3002 








End 


5475 






Name 


OJ000207 19. 


0316. 


09. ol. 


np 


Method 


AAT/NAP 






Start 


3014 








End 


5475 






GI 


109219 








Score 


127 






Exons 


3014. .3321, 


3370. 


.3445, 


3529. . 


3740, 5440. .5475 







GI Descrip. dimethylaniline monooxygenase (N-oxide-f orming) 
hepatic 1 - rabbit • ' 



(EO 1.14.13.8) , 



Seq. No. 
Gene No, 



46764 
99326 



Seq. ID OJ000207_19. 0316.09 
Strand + 



48371 




O L.Cti. L 


J u u z 








End 


5475 








O 70(10907 1 Q 
\JU\J\J\J^\J/ x^ 


0*^1 fi 
. U O X D 


PQ o9 


-Hm 
I-Ul 


Method 


TBLASTX: 


Mai ze 




Q-l- ^ -rf- 










End 


3397 






O J. 


n on o 








Score 


231 






von Q 


JUX*i. .O^VJv.?/ 


?099 


"^904 


^9 S7 


.3331, 3347.. 3397 
















Seq. ID 


OJ000207 


_19.0316 


,C9 


Gene No. 


99326 








Strand 


+ - . 






Start 


3002 








End 


5475 








n.T000907 1 Q 


. U J X o 


PQ ol 




Method 


TBLASTX: 


Soybean 






^01 7 ~~ 

O U X / 








End 


3579 






none 








Score 


207 






1^" von Q 


^01 7 ^914 


"^0 99 


^1 fi9 

. . O X QZ , 


'\^ QO 


.3213, 3224,. 3361, 


3350. .3382, 




SI 7 ^S7 Q 
















Seq. No. 


46764 








ocq . X jj 


O T000907 


1 Q 0 1 
X . U O X D 


PQ 


Gene No. 


99326 








O L X dl iU 








O L. d J. L. 


^009 

J \J ^ 








RnH 


R4 7 S 
0 4 / O 






Name 


n.T000907 1 Q 


O'^l fi 
. U O X o 


PQ o9 


T_ s 


Method 


TBLASTX: 


Soybean 




O UdX L 


O O J o 








End 


4266 






n on o 








Q OO 7"0 


ftO 






XT' von C3 






4 019 

. 4 U X Z. , 


4 07 S 


4 9 fifi 

. 4 Z D D 








Seq. No. 


46764 








oeq . X u 


n T000907 


1 Q O "5 1 

X y . u J 1 D 


PQ 


Gene No. 


99326 








q-i- r;^ nH 

O L X dl iU 








O L d jL L. 


^009 
J u u 








PnH 


R4 7 S 
04 / D 






Name 


n T000907 1 Q 


O'^T fi 
X D 


PQ o1 
. ox . 


Lm 


Method 


TBLASTX: 


Maize 




O LdX L 


4 9 9 7 ~ 

*i Z Z / 








End 


4614 






yj X 


none 








Q OO T*0 


^9 

OZ D 






von Q 


4 997 4 9 fiS 


f± o o ^ 


4 fil 4 
. fi D X 4 , 


4 '^4 7 

*i O 4 / , 


. 4 D X O 








Seq. No. 


46764 








Oct^ * X U 


0.7000907 


1 Q 0 1 fi 
X y . U J X D 


P Q 


Gene No, 


99326 








o trana 








OL.Cl.JLL, 


^009 
J vj u ^ 








TTnH 

rjnu. 


R4 7 R 
O 4 / O 






IN diUC 


n.T000907 1 Q 
wuuuuzu/ x^. 


0^1 fi 

U O X D . 


PQ o1 




Method 


TBLASTX : 


V^X C O O 




O L, d X 


4 4 7 7 ~ 








End 


4800 








none 








Score 


118 . 






P von Q 


4477 4 fill 


*i O O _7 . 


4 ROO 
. 1 o u u 












Seq. No. 


46765 








Seq. ID 


OJ000207 


__19,0316. 


CIO 


Gene No. 


99327 








Strand 


+ 






Start 










End 


.6917 








n.T000907 1 Q 


0^1 f^ 
U J X O . 


PI 0 o'^ 


. gs 


Method 


GENSCAN 






O (_ dX L. 


fi ^70 ~ 








End 


6917 








n on o 








Score 


,86 






Exons 


DO/U. .0 / / X, 


DC) X J , 


^^Q1 7 

. D y X / 












Sea No 


46765 








Seq. ID 


OJ000207 


_19.0316, 


CIO 


Gene No. 


99328 








Strand 


+ 






Start 


10899 








End 


17820 






Name 


OJ000207 19. 


0316. 


C10.O2 


.np 


Method 


AAT/NAP 






Start 


10899 








End 


14371 






GI 


6587861 








Score 


89 






Exons 


108 99. .10921, 1224 9. .124 71, 14303. .14 371 







GI Descrip. (AC012680) putative transporter [Arabidopsis thaliana] 

Seq. No. 46765 Seq. ID OJ000207_19 . 0316 . CIO 



48372 



Gene No. 


99328 


Strand 


+ 


Start 


10899 


End 


17820 


Name 


OJ000207 19. 03 16. CIO. 06. gs 


Method 


GENSCAN 


Start 


14204 ~ 


End 


17101 


GI 


none 


Score 


.91 


Exons 


14 204 . . 14 683, 15283. . 15520, 


15637. .15812, 1624 6. .16610, 




16747 . . 17101 






Seq. No. 


46765 


Seq. ID 


OJ000207_19. 0316. CIO 


Gene No. 


99328 


Strand 


+ 


Start 


10899 


End 


17820 


Name 


OJ000207 19.0316.C10.o3.np 


Method 


AAT/NAP 


Start 


14219 


End 


16698 


GI 


• 7504074 


Score 


115 


Exons 


14219. .14529, 15243 .. 15622 , 


16677. .16698 


GI Descrip. 


hypothetical protein F53F4 . 


5 - Caenorhabditis elegans 




gi 1 3877536 |emb|CAB01214.1 1 


(Z77663) Similarity to Rabbit 




dimethylaniline monooxygenase (SW:FM02 


_RABIT) ; cDNA EST 




EMBL:M89097 comes from this 


,gene; cDNA 


'est yk290c2.5 comes from 




this gene [Caenorhabditis elegans] 




Seq. No. 


46765 


Seq. ID 


OJ000207_19. 0316. CIO 


Gene No . 


99328 


Strand 


+ 


Start 


,10899 


End 


17820 


Name 


OJ000207 19.0316.C10.ol.gp 


Met:hod 


AAT/GAP 


Start 


16931 


End 


17820 


GI 


3766665 


Score 


792 • 


Exons 


16931. .17134, 17615. .17820 






GI Descrip. 


2832696/emb|CAA16794.1| l.Oe-12 (AL021713) putative protein 




[Arabidopsis thaliana] 







Seq. No. 46765 Seq. ID OJ000207_19 . 0316 . CIO 

Gene No. 99329 Strand + 

Start 18203 End 18850 

Name OJ000207_19 . 0316 . CIO . o2 . gp Method AAT/GAP 

Start 18203 End 18850 

GI 3766666. - . Score 1113 

Exons 18203.'. 18850 

GI Descrip. 2832696/emb | CAA16794 . 1 | 2.0e-10 (AL021713) putative protein 
[Arabidopsis thaliana] 



Seq. No. 


46765 




Seq. ID 


OJ000207_19. 0316. CIO 


Gene No. 


99330 




Strand- 




Start 


242 




End 


2768 


Name 


OJ000207 19. 0316. CIO. ol. 


,gs 


Method 


GENSCAN 


Start 


242 




End 


2768 


GI 


none 




Score 


..89 


Exons 


242. .414, 419. .600, 724. 


.746, 


813. .1025, -2754. .2768 


Seq. No. 


46765 




Seq. ID 


OJ000207_19. 0316. CIO 


Gene No. 


99331 




Strand 




Start 


10118 - 




End 


12132 


Name 


OJ000207 19. 0316. CIO. ol. 


np 


Method 


AAT/NAP 


Start 


10118 




End 


12132 ■ 


GI 


4432866 




Score 


550 


Exons 


10118. .12132 








GI Descrip. 


(AC006300) putative non- 


■LTR retroelement reverse transcriptase 



48373 



[Arabidopsis thaiiana] 



Seq. No. 46765 Seq. ID 

Gene No. 99332 Strand 

Start 13200 End 

Name OJ000207_19 . 0316 . CIO . o5 . gs Method 

Start . 13200 End 

GI none Score 

Exons 13200. .13535 



OJ000207_19, 0316. CIO 

13535 
GENSCAN 
13535 
.97 



Seq. No. 46765 

Gene No. 99333 

Start 16394 

Name OJ000207_1 9 . 0316 . CIO . o5 . tm 

Start 10773 

GI none 

Exons 10773. . 10889, 10962 .. 11090, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_19. 0316. CIO 
18724 

TBLASTX: Maize 

11091 

93 



10963. . 11091 



Seq. No. ' 46765 

Gene No. 99333 

Start 16394 

Name OJ000207_1 9 . 0316 . CIO . o2 . tw 

•Start 10785 

GI none 

Exons 10785. . 10913, 10905 .. 11090, 
1108 9. . 11337, 11138. . 11230 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_19. 0316. CIO 
18724 

TBLASTX: Wheat 

11337 

117 



10924 .. 11091, 10977:. 11123, 



Seq. No. 46765 Seq. ID 

Gene No. 99333 ■ Strand 

Start 16394 End 

Name OJ000207_1 9 . 0316 . CIO . o3 . ts Method 

Start 10926 End 

GI none Score 

Exons 10926. . 11090, 11137.. 11487 



OJ000207_19. 0316. CIO 
18724 

TBLASTX : Soybean 

11487 

154 



Seq. No. 46765 

Gene No. 99333 

Start" 16394 

Name OJ000207_19 . 031 6 . CIO . ol . tm 

•Start 11128 

GI none 

Exons 11128. . 12054, 11204 .. 11971, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_19. 0316. CIO 
18724 

TBLASTX: Maize 

12054 

367 



11344. .12054 



Seq. No. 46765 

Gene No. 99333 

Start 16394 

Name OJ000207_19 . 0316 . CIO . ol . tw 

Start 11344 

GI none 

Exons 11344. . 11406, 114 13 11568, 
11618. . 11755 



Seq. ID 

Strand 

End 

Method 
End 

Score ' 



OJ000207_19. 0316. CIO 
18724 

TBLASTX: Wheat 

11755 

51 



11417. .11569, 11569. .11754, 



Seq. No. , 46765 Seq. ID 

Gene No. 99333 Strand 

Start 16394 End 

Name OJ000207_19 . 0316 . CIO . o3 . tw Method 

Start 11767 End 



OJ000207_19. 0316. CIO 
18724 

TBLASTX: Wheat 
12006 



48374 



GI 

Exons 



none 

11767. .12006, 11771. .11968 



Score 



123 



Seq. No. 4 67-65 

Gene No. 99333 

Start 16394 

Name OJ000207_19 . 0316 . CIO . o6 . tm 

Start 14197 

Gl none 

Exons 14197. .14295, 14225 .. 14296, 

- . 14357. .14500, 14359. .14463 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_19. 0316. CIO 
18724 

TBLASTX: Maize 
14500 - . 

71 



14264 14311, 14330. .14410, 



Seq. No. 46765 

Gene No. 99333 

Start 16394 

Name OJ000207_19 . 0316 . CIO . o4 

Start 14210 

GI • none 

Exons 14210. .14296, 14212. .14 

Seq. No. 46765 

Gene No. 99333 

Start 16394 

Name OJ000207_19 . 0316 . CIO . ol 

Start 15277 

GI none 

Exons 15277. .15519, 15309.. 15 



Seq. ID OJ000207_19. 0316. CIO 
Strand 

End 18724 

.ts Method TBLASTX: Soybean 

End 15342 

. Score 99 
295, 14348. .14509, 1527?.. 15342 

Seq. ID OJ000207_19. 0316. CIO 
Strand 

End 18724 

.tc Method TBLASTX: Cress 

End 15737 

Score 219 
485, 15651. .15737 



Seq. No. 46765 

Gene No. 99333 

Start 16394 

Name OJ000207_19 . 0316 . CIO . o2 . 

Start 15439 

GI none 

Exons 15439. .15528, 15635.. 158 
16246. . 16470 

Seq. No. 46765 

Gene No. ' 99333 

Start 16394 

Name OJ000207_19 . 0316 . CIO . o4 . 

Start 15639 ' 

GI none 

Exons 15639. .15815, 15644.. 158 
16243. .16281, 16285.. 164 



Seq. ID OJ000207_19. 0316. CIO 
Strand 

End 18724 

ts Method TBLASTX: Soybean 

End 16470 

Score 113 
29, 15636. . 15809, 16245 .. 1 64 66, 

Seq. ID OJ00d207_19. 0316. CIO 
Strand 

End 18724 
tm Method TBLASTX : Maize 

End 16427 

Score 208 
17, 15647. .15814, 16222. .16281, 
25, 16287.. 16427 



Seq. .No. 46765 
Gene -No. 99333 
Start 16394 

Name OJ000207_19 . 0316 . CIO . o4 . np 

Start 16394 
GI 7267512 

Exons 16394. .16433, 17661.. 18724 

GI Descrip. (AL161512) putative protein 
gi I 7321059|emb|CAB82106. 1 | 
[Arabidopsis thaliana] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Oj000207_19. 0316. CIO 

18724 
AAT/NAP 
18724 
606 



[Arabidopsis thaliana] . 
(AL161813) putative protein 



48375 




Seq. No. 


46765 






Seq. ID 


'OJ000207^19.0316 


.CIO 


Gene No. 


99333 






Strand 








16394 






hino 


1 Q T 0 /I 




Name 


OJ000207 19. 0316. CIO 


. 0 / . gs 


Metnoci 


GENSCAN 






17587 






tjna 


'\ Q con 




C T 


none 






Score 


. DO 




Exons 


17587. 


.18627 










Seq. No. 


46765 






Seq. ID 


OJ000207_19.0316 


.CIO 


Gene No. 


99333 






Strand 








16394 






End 


18724 




Name 


OJ000207 19. 0316. CIO 


.Ol.ts 


Method 


TBLASTX : Soybean 




o cart 


17671 






End 


18315 






none 






Score 


99 




T V ^ 


17671. 


.17862, 17681. 


. 1 / 0 D J , 


17935. .18147, 18211. .18315 




oeq . iNO . 


46765 






Seq. ID 


OJ000207_19.0316 


. ClU 


Gene No. 


99333 






Strand 






Start 


16394 






End 


18724 




Name 


OJ000207 19. 0316. CIO 


. o3 . tm 


Method 


TBLASTX: Maize 




b cart 


17801 






End 


18151 






none 






Score 


69 




Exons 


17801. 


.17860, 17803. 


1 T Q Q 0 

i / 0 y z , 


17806. .17859, 17 935. .18150, 






17936. 


.18151 










Seq. No. 


46765 






Seq. ID 


OJ000207_19.0316 


.CIO 


Gene No. 


99333 






Strand ^• 






ouarr. 


16394 






End 


18724 




Name 


OJ000207 19. 0316. CIO 


oz . tc 


Method 


TBLASTX: Cress 




o rar r 


18211 






End 


18570 






none 






Score 


75 • 




Exons 


18211. 


.18411, 18478. 


1 Q c: "7 n 
lo O / U 








Seq. No. 


46765 






Seq. ID 


OJ000207_19.0316 


.CIO 


Gene No. 


99333 






Strand 






o L.ar L. 


16394 






End 


va8724 .. 




Name 


OJ000207 19. 0316. CIO. 


o2 . tm 


Method 


" TBLASTX: Maize 




oLarc 


18211' 






End 


18591 






none 






Score 


250 




1*^ \^ ^\ C 


18211. 


.18441, 18227.. 


1 Q /I T C 


18463. .18591 




Seq. No. 


46765 






Seq. ID 


OJ000207_19.0316 


.CIO 


Gene No. 


• 99333 






Strand 






OLalTL, 


16394 






End 


18724 




Name 


OJ000207 19. 0316. CIO. 


o5 . t s 


Method 


TBLASTX: Soybean 




C H 1 

oTiar L 


18316 






End 


18639 






none 






Score 


117 




Exons 


18316. 


.18441, 18472.. 










Seq. No. 


46766 






Seq. ID 


OJ000207_19.0316 


.Cll 


Gene No. 


99334 






Strand 


+ 




Start 


564 






End 


916 




Name 


OJ000207 19.0316.C11. 


ol.gs 


Method 


GENSCAN 




Start 


564 






End 


916. 




GI 


none 






Score 


.71 





Exons 564.. 719, 890.. 916 



48376 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46766 . Seq. ID 

99335 Strand 
1108 End 
OJ000207_19.0316.Cll.ol.gp Method 
1108 End 
7406_1.R1084 Score 
1108. .1260 

' 1122315/emb|CAA63901| 7.0e-10 (■X94191; 
[Pennisetum glaucum] ' 

46766 Seq. ID 

99336 Strand 
1712 End 
OJ000207_19 . 0316 . Cll . o2 . gs Method 
1712 End 
none Score 
1712.. 2962, 3053. .3351, 3428.. 3686, 3779 
4275. .4406, 4470. .4517, 4522. .4724, 4875 



OJ000207_19. 0316. Cll 
+ 

1260 
AAT/GAP 
1260 
229 

heat shock protein 17.0 



OJ000207_19. 0316. Cll 
+ 

5758 
GENSCAN 
5758 
.72 

3904, 3931.. 4028, 
5041, 5618.. 5758 



Seq;-'^NbV 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



Seq. ID OJ000207_19. 0316. Cll 
Strand + 
End 5758 
Method AAT/NAP 
End 5059 
Score 1749- 

.4246, 4296. .4722, 4875. .5059 
corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



46766 
99336 
1712 

OJ000207_19. 0316. Cll. o2.np 

1712 

7228442 

1712.. 3499, 3546. .3745, "4057. 
(AP001366) EST C28952 (C6294 5 ) 



46766 
99336 
1712 

OJ000207_19. 0316. Cll. ol.np 
1799 
7228438 

1799.. 2962, 3053.. 3351, 3428. 
5572. .5594 

(AP001366) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_19. 0316. Cll 

+ 

5758 
AAT/NAP 
5594 
2011 



,3686, 3779. .3961, 4119. .4189, 



46766 
99336 
1712 

OJ000207_19. 0316. Cll. o2.gp 
3179 

LIB34 75-007-P1-K1-G8 
3179.. 3351, 3428.. 3678 

'5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 (C6294 5 ) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_ 
+ 

5758 
AAT/GAP 
3678 
809 



19. 0316. Cll 



46766 
99336 
1712 

OJ000207 



19.0316.Cll.o3.gp 



Seq. ID OJ000207_19. 0316. Cll 

Strand + 

End 5758 

Method AAT/GAP 



48377 



start 4860 End 5313 

GI LIB3431-045-P1-N1-A10 Score 844 

Exons 4860.. 5313 

GI Descrip. • 54 4 1876/dbj | AP000367 . 1 | AP000367 O.Oe+OO Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) ' 



Seq.. No. 46766 Seq. ID 

Gene No. 99337" Strand 

Start 6642 End 

Name OJ000207_19 . 0316 . Cll . o3 . gs Method 

Start 6642 End 

GI none Score 
Exons 



OJ000207_19. 0316. Cll 
+ 

8976 
GENSCAN 
8976 
.73 



6642. .7088, 7324. .7635, 7930. .8288, 8631. .8976 



oeq . iNo . 


ft D / DO 




Seq. ID 


uj uuuz u / i y 


. UOlD 


r* 1 1 
, Ul i 


Gene No . 


yyoo / 




Strand 


+ 






Q J„ _ „J_ 

o carii 






End 


Q Q T tf; 

o y / 0 






Name 


UJUUUZU/ iy.U0i0.LIi.03). 


gp 


Method 








Start 


7737 




End 


8713 






GI 


none 




Score 


958 






Exons 


7737. .7815, 7930. .8288, 


8631 


. .8713 








Seq. No. 


46766 




Seq. ID 


OJ000207_19 


0316 


Cll 


Gene No. 


99338 




Strand 








Start 


4465 




End 


5710 ' 






Name 


OJ000207 19. 0316. Cll. o3'. 


np. 


Method 


AAT/NAP 






Start 


4465 




End 


5710 






GI 


6721543 




Score 


86 






Exons 


■ 4465. .4523, 5579. .5710 












GI Descrip. 


{AP001073) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


46766 




Seq. ID 


OJ000207_19 


0316 


Cll 


Gene No. 


99338 




Strand 








Start 


4465 




End 


5710 






Name ' • 


OJ000207 19. 0316. Cll. o4 . 


gp 


Method 


AAT/GAP 






Start 


5256 




End 


5696 






GI 


7406 1.R1084 




Score 


577 






Exons 


5256. .5330, .5365. .5696 












GI Descrip. 


•1122315/emb|CAA63901| 7 


.Oe- 


10 (X94191) 


heat shock 


protein 17 



[Pennisetum glaucum] * 



Seq. No. 46766 Seq. ID 

Gene No. 99339 Strand 

Start 8889 End 

Name "OJ000207_19 . 0316 . C11-. o6 . gp Method 

■Start 8889 End 

GI none • . . Score 

Exons 8889.. .9290 



OJ000207_19. 0316. Cll 

9290 
AAT/GAP 
9290 
776 



Seq. No. 46766 

Gene No. 99340 

Start 9884 

Name OJ000207_19 . 0316 . Cll . ol . tm 

Start 6641 -^y.; . 

GI none 

Exons 6641.. 6838, 6642.. 6839, 6836. 

6894. .6977, 6980.. 7042, 6981. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 19. 0316. Cll 



11051 

TBLASTX: Maize 
7043 
315 

.6892, 6837. .6893, 6893. .6976, 
.7043 



48378 



Seq. No. 46766 Seq. ID 

Gene No. 99340 • Strand 

Start 9884 End • 

Name OJ000207_19 . 0316 . Cll . ol . ts Method 

Start 6651 End 

GI none Score 

Exons 6651.. 6992, 6653.. 7009, 6966.. 7025. 



OJ000207_19. 0316. Cll 
11051- 

TBLASTX: Soybean 

7025 

335 



Seq. No. 46766 

Gene No. 99340 

Start 9884 

Name OJ000207_19 . 0316 . Cll . ol . to 

Start 6653 

GI none 

Exons 6653.. 6709, 6654.. 6704, 6723. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_19. 0316. Cll 
11051 

TBLASTX: Cress 

6950 

72 



.6767, 6774. .6950 



Seq. No. , 46766 

Gene No. ■ 9934 0 

Start 9884 

Name OJ000207_19 . 0316 . Cll . o2 , tc 

Start 7335 

GI none 

Exons 7335.. 7472, 7336.. 7461, 7458. 



'OJ000207_19. 0316. Cll 
11051 

TBLASTX: Cress 
7740 
125 . 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7544, 7459. .7554, 7654. .7740 



Seq. No. 46766 

Gene No. 99340 

Start 9884 

Name OJ000207_19 . 0316 . Cll . o2 . ts 

Start 7477 

GI none 

Exons 7477.. 7566, 
7930. .8169 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_19. 0316. Cll 
11051 

TBLASTX: Soybean 

8169 

92 



7479.-7556, 7579. .7812, 7638. .7811, 7929. .8144, 



Seq. No. 46766 

Gene No. 99340 

Start 9884 

Name OJ000207_19 . 0316 . Cll . o3 

Start 7651 

GI none 

Exons 7651.. 7818, 7731.. 7817, 
7974.. 8111 

Seq. No. 46766 

Gene No. 99340 

Start 9884 

Name , OJ000207_19 . 0316 . Cll . o4 

Start 8113 

GI none 

Exons 8113.. 8262, 8115.. 8288, 
8622. .8777, 8628. .8777, 



Seq. ID OJ000207_19. 0316. Cll 
Strand 

End 11051 

.tm Method TBLASTX : Maize 

End 8111 

Score 181 
7912. .7965, 7966. .8100, 7972. .8109, 



Seq. ID OJ000207_19. 0316. Cll 
Strand 

End 11051 

.tm Method TBLASTX : Maize 

End 8778 

Score 83 
8118. .8288, 8119. .828 9, 8609. .877 6, 
8629. .8778 



Seq. No. 46766 * Seq. ID 

Gene No, 99340 Strand 

Start 9884 End 

Name OJ000207_19 . 0316 . Cll . o3 . tc Method 

Start 8641 End 



OJ000207_19. 0316. Cll 
11051 

TBLASTX: Cress 
8961 



48379 




o ± 


none 




Score 


y / 


F" von Q 










O C • V{\J m 


46766 




Cprr T n 




Gene No. 


99340 




Strand 




Start 


9884 




End 


11051 


Name 


OJ000207 19. 


0316.Cll.o4 .gs 


Method 


GENSCAN 


Start 


9884 




End 


10977 


GI 


none 




Score 


. 67 


Exons 


9884. .9979, 


10603. . 10698, 107? 


36. .10977 





Seq. No. 46766 Seq. ID 

Gene No. 99340 Strand 

Start 9884 End 

Name OJ000207_19 . 031 6 . Cll . o2 . tm Method 

Start 9908 End 

GI none Score 
Exons 



9908. .9982, 9919. .9981, 10362. .104 84, 



10363. .10485, 10600 .. 10698 , 10604, 
10787. .10909, 10790. .10906 



OJ000207_19. 0316. Cll 
11051 

TBLASTX: Maize 

10909 

102 

10363. . 10494, 



.10699, 10608. .10724, 



Seq. No. 46766 

Gene No. 99340 

Start 9884 

Name OJ000207_1 9 . 0316 . Cll . o8 . gp 

Start 10587 

GI LIB3434-013-P1-K1-G1 

Exons 10587. .10698, 1078 6 .. 10902 , 

GI Descrip. '3395439 4.0e-23 {AC004683) 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
. End 
Score 



OJ000207 19. 0316. Cll 



11051 
AAT/GAP 
11051 
4-10 

11011. .11051 

hypothetical protein [Arabidopsis 



Seq. No. 46766 

Gene No. 99340 

Start 9884 

Name OJ000207_19 . 0316 . Cll . o7 . gp 

Start 10603 • 

GI LIB3434-013-P1-K1-G1 

Exons 10603.' .10698, 1078 6 .. 1091 6, 

GI Descrip, '3395439 4.0e-23 (AC004683) 
thaliana] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 19. 0316. Cll 



11051 
AAT/GAP 
10992 
364 

10971. .10992 

hypothetical protein [Arabidopsis 



Seq. No. 


46767 


Seq. ID 


OJ000207_ 


19.0316.C12 


Gene No. 


99341 


Strand 






Start 


468 


End 


3178 




Name 


OJ000207 19.0316.C12.ol.gs 


Method 


GENSCAN 




Start 


468 


End 


3178 




GI - 


none 


Score 


.52 




Exons 


468. .1119, 1529. .1653, 2236 


..2340, 3094 


. .3178 




Seq. No. 


46768 


Seq. ID 


OJ000207_^ 


19".0316.C13 


Gene No. 


99342 


Strand 






Start 


1 


End 


548 




Name 


OJ000207 19.0316.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


548 




GI 


6721547 


Score 


78 




Exons 


1..57, 432. .548 








GI Descrip. 


{AP001073) Similar to Oryza 


sativa gene 


: for Pib. 


(AB013448) 



48380 



OJ000207_19.0316.C15 
+ 

237 

AAT/NAP 

237 

119 



Seq. No. 46769 Seq. ID 

Gene No. 99343 Strand 

Start 1 End 

Name OJ000207_19 . 0316 . C15 . ol . np Method 

Start 1 End 

GI 7488290 Score 

Exons 1..237 

GI Descrip. receptor kinase homolog A_TM018A10 . 19 - Arabidopsis thaliana 

gi I 2252864 I gb I AAB62862.il (AF013294) Similar to receptor kinase 
[Arabidopsis thaliana] gi | 7267593 | emb | CAB80905 . 1 | (AL161491) 
Similar to receptor kinase; strong similarity to; Contains 
Protein kinases signatures and profile AA62-84 ; Protein kinases 
signatures and profile AA170-182; contains EST gb: AI996706 . 1, 
T43643 



Seq. No. 46769 

Gene No. 99344 

Start 1098 

Name OJ000207__19 . 0316 . C15 . o2 . np 

Start 1098 

GI 3913236 

Exons 1098.. 1127, 3058.. 3289 

GI Descrip. ' G2 /MITOTIC-SPECIFIC CYCLIN 



Seq. ID OJ000207_19,0316.C15 

Strand + 

End ■ 3289 

Method AAT/NAP 

End 3289 

Score 77 

2 (B-LIKE CYCLIN) (CYC0S2) 



gil 1694892|emblCAA57556| (X8203.6) cyclin [Oryza sativa] 



Seq. No. 46769 Seq. ID 

Gene No. 99345 Strand 

Start 3867 End 

Name OJ000207_19 . 0316 . C15 . o2 . gs Method 

Start 3867 End 

GI none - Score 

Exons 3867.. 4088, 5559.. 5753 



OJ000207_19.0316.C15 

5753 
GENS CAN 
5753 
.54 



Seq. No. 46770 Seq. ID OJ000207_1 9 . 0316 . C16 

Gene No. 9934 6 Strand + 

Start , 1 End 2466 

Name - OJ000207_19 . 0316 . C16 . ol . np Method AAT/NAP 

Start 1 End 1834 

GI 7228442 Score 3233 

Exons 1 . . 1834 

GI Descrip. (AP001366) EST C28952 (C62945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isoiog. (AC003981) [Oryza sativa] 



Seq. No. 46770 Seq. ID 

Gene No. 9934 6 Strand 

Start 1 End 

Name OJ000207_19 . 0316 . C16 . o2 . np Method 

Start 1 End 

GI 5441880" Score 

Exons 1..664, 1109. .1140, 1399. .17i4, 2218.. 
GI Descrip. 



OJ000207_19.0316.C16 
+ 

2466 
AAT/NAP 
2466 
1973 
2466 



(AP000367) EST C28 952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein. 
{AC003981) [Oryza sativa] ' 



Seq. No. 



46770 



Seq. ID OJ000207 19.0316.C16 



48381 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



# 



99346 Strand 

1 End 

OJ000207_19.0316.C16.ol.tm Method 

220 ■ End 

none Score 



+ 

2466 

TBLASTX: Maize 

816 

93 



220. .348, 228. .326, 382. .681, 399. .620, 745. .816 



46770 
99346 

i 

OJ000207_19.0316.C16.ol.gp 
263 

5701669 
263. .694 

5441880/dbj IBAA82378.il 5.0e-75 (AP000367) EST C28952 {C62945) 
corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003981) [Oryza sativa] 



Seq. ID OJ000207_19.0316.C16 

Strand + 

End 2466 

Method AAT/GAP 

End 694 

Score 853 





oeq . NO . 


46770 


Seq. ID 


OJ000207_I9.0316 


.016 






99346 


Strand 


+ 








1 


End 


2466- 






Name 


OJ000207 19.0316.C16.ol.tw 


Method 


TBLASTX: Wheat 






Start 


514 


End 


894 






yj ± 


none 


Score 


208 






Exons 


514. .708, 523. .720, 714. .839, 


718. .894, 


718. .864 




^ - ' 


oeq. LN o . 


46771 


Seq. ID 


OJ000207_19.0316, 


.017 


r i E 




99347 


Strand 


+ 




T ST 


o t ar u 


1 


End 


457 






Name 


OJ000207 19.0316.C17.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


203 








7228442 


Score 


268 




r! 2 


Exons 


1..203 










GI Descrip. 


(AP001366) EST C28952 (C62945) 


corresponds to a region of the 






predicted gene.; Similar to maize transposon MuDR mudrA 


protein 






isolog. (AC003981) [Oryza sativa] 








Seq. No. 


46771 


Seq. ID 


OJ000207_19.0316. 


X17 




Gene No. 


99347 


Strand 


+ 






Start 


1 


End 


457 






Name 


OJ000207 19.0316.C17,ol.gp 


Method 


AAT/GAP 






Start 


4 


End 


457 






GI 


LIB3431-045-P1-N1-A10 


Score 


852 






Exons 


4. .457 










GI Descrip. 


'5441876/dbj IAP000367.1IAP000367 O.Oe+00 Oryza sativa genomic 






DNA, chromosome 2, clone : P0437H03 (contig b) * 






Seq. No. 


46771 


Seq. ID 


OJ000207 19.0316. 


,017 




Gene No. 


99348 


Strand 


+ 






Start 


1179 


End 


6604 






Name 


OJ000207 19.0316.C17.ol.gs 


Method 


GENSCAN 






Start 


1179 


End 


3055 






GI 


none 


Score 


.78 






Exons 


. 1179. .2*526, 3045. .3055 










Seq. No. 


46771 


Seq. ID 


OJ000207_19.0316. 


017 




Gene No. 


99348 


Strand 


+ 





48382 




start 


1179 








End 


6604 




Name 


OJ000207_19 


.0316 


.C17.03 


. np 


Method 


AAT/NAP 




Start 


1194 








End 


6604 




GI 


4008008 








Score 


1255 




Exons 


1194. .2453, 


4806 


. .4971, 


5084. 


.5262, 5428.. 5638, 


5728. .5965, 




dOoo . . bZub , 


6305 


. . 6604 










GI Descrip. 


/TXTTTkO/tn'DC \ 

(AFUo4 Uob ) 


receptor-like protein kinase [Arabidopsis thaliai 


Seq. No. 


4 d7 / 1 








Seq. ID 


OJ000207 


_19. 0316.017 


Gene No. 


99348 








Strand 


+ 




Start 


1179 








End 


6604 




Name 


UJ UUUzU / 1 y 


.0316 


017. o2 


.gs 


Method 


GENSCAN 




Start 


J3 Jl 








End 


6208 




GI 


none 








Score 


.94 




Exons 


3331 . . 4 /Uz / 


4879 


.4971, 


5063. 


.5262, 5428.. 5638, 


5728. .5965, 




dUoo . . oZuo 














Seq. No. 


4 6771 








Seq. ID 


.OJ000207 


_19. 0316. 017 


Gene No. 


99349 ■ 








Strand 






Start 


1 








End 


817 




Name 


OJ000207 19 


.0316, 


C17.02 


. np 


Method 


AAT/NAP 




Start 


1 








End 


817 




GI 


672154 3 








Score 


118 




Exons 


1 . . 38 , 68 9. 


.817 












GI Descrip. 


( APUU ID / 3 ) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No, 


4 6771 








Seq. ID 


OJ000207 


_19. 0316. 017 


Gene No. 


99350 








Strand 






Start 


2413 








End 


4613 




Name 


OJ000207_19 


.0316. 


017. o2 


.ts 


Method 


TBLASTX : 


Soybean 


Start 


lzo4 








End 


3935 




GI 


none 








Score 


62 




Exons 


TOOyl TOCO 

1284 . . 1352, 


1319. 


.1429, 


1347. 


.1439, 1524 . .1634, 


1622. .1729, 




1623 . . 1727 , 


3517. 


.3603, 


3522. 


.3602, 3625.. 3693, 


3796. .3933, 




3 / 98 . . 3935 














Seq. No. 


4 6771 








Seq. "ID 


OJ000207 


_19. 0316.017 


Gene No. 


99350 








Strand 






Start 


2413 








End 


4613 




Name 


OJ000207_19 


.0316. 


017. o2 


. tm 


Method 


TBLASTX: 


Maize 


btart 


1359 








End 


4061 




GI 


none 








Score 


78 




Exons 


1359 . . 14 33, 


1367. 


.1429, 


1497. 


.1535, 1535. .1765, 


1557. .1727, 




T"70C TO/IT 

1 785 . .1841, 


3522. 


.3590, 


3523. 


.3588, 3527.. 3589, 


3625. .3687, 




36^:/. .358 6, 


3741. 


.3944, 


3751. 


.3963, 3936. .4061 




Seq. No. 


4 6771 








Seq. ID 


OJ000207 


_19. 0316. 017 


Gene No. 


99350 








Strand 






Start 


2413 








End 


4613 




Name 


.OJ000207 19 


.0316. 


017 .o3 


, tm 


Method 


TBLASTX: 


Maize 


Start 


222 9 








End 


4613 




GI 


none 








Score 


182 




Exons 


2229. .2384, 


2252. 


.2356..,? 


2253. 


.2378, 2346.. 2453, 


2402. .2446, 




4402. .4533, 


4 4 0.4. 


.'4613, 


4498. 


.4587, 45E 


38. .4611 




Seq. No. 


46771 








Seq. ID 


OJ000207 


_19. 0316.017 


Gene No. 


99350 








Strand 







48383 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



2413 

OJ000207_19.0316.C17.o2.gp 
2413 

uC-osroM202027h06al - 
2413. .2816 

'2832696/emb|CAA16794.1| 2, 
[Arabidopsis thaliana] * 



End 

Method 

End 

Score 



4613 
AAT/GAP 
2816 
792 



Oe-10 (AL021713) putative protein 



46771 ■ 

99351 

5119 

OJ000207_19.0316.C17.ol.tm 

5119 

none 

5119. .5262, 5425. .5637, 5427, 
5748. .5963, 5751. .5978, 6058, 
6305. .6469 



Seq. ID OJ000207_19.0316.C17 
Strand 

End 6532 

Method TBLASTX : Mai ze 

End 6469 

Score 87 

.5621, 5437. .5628, 5747. ,5965, 
.6165, 6059. .6154, 6304. .6459, 



Seq. No. 46771 
Gene No. 99351 
Start 5119 

Name OJ000207_19 . 0316 . C17 . ol . tc 

Start 5182 
GI none 

Exons 5182. .5262, 5425 .. 5637 , 54 4 8 , 

. 5879. .5965, 6061.'. 6168, 6061. 
-6406.. 6525 



Seq. ID OJ000207_19.0316.C17 
Strand 

End 6532 

Method TBLASTX : Cress 

End 6525 

Score 82 

.5624, 5718.. 5978, 5727.. 5963, 
.6165, 6062. .6172, 6314. ,6517, 



Seq. No. 46771 
Gene No. 99351 
Start 5119 

Name OJ000207_19 . 031 6 . C17 . ol . ts 

Start 5191 
GI none 

Exons 5191.. 5262, 5425.. 5652, 5448. 

5748. .5963, 5784. .5978, 6058, 
6062.. 6199, 6251.. 6457, 63,05, 



Seq. ID OJ000207_19.0316.C17 
Strand 

End 6532 

Method TBLASTX : Soybean 

End 6532 

Score 78 

.5624, 5485. .5625, 5747. .5908, 
.6159, 6058. .6165, 6059. .6160, 
.6532 



Seq. No. 


46771 








.Seq. ID 


OJ000207_19.0316,C17 


Gene No. 


99351 








Strand 




Start 


5119 








End 


6532 


Name 


OJ000207 19 


.0316, 


.CI7.0I 


. tw 


Method 


TBLASTX: Wheat 


Start 


5421 








End 


5842 


GI 


none 








Score 


242 


Exons 


5421. ,5648, 


5425. 


. .5637, 


5717. 


.5842, 574 


•8. .5840 


Seq. No. 


46771 








Seq. ID 


OJ000207_19.0316.C17 


Gene No. 


99351 








Strand 




Start 


5119- 








End 


6532 


Name 


OJOO6207 19 


.0316, 


,C17.o2 


. tw 


Method 


TBLASTX: Wheat 


Start 


5843 








End 


6208 


GI 


none 








Score 


141 


Exons 


5843, .5962, 


5844, 


, .5963, 


6058. 


.6168, 6059. .6169, 6059. .6208 


Seq. No. 


46772 








Seq. ID 


OJ000207_19.0316.C18 


Gene No. 


99352 








Strand 


+ 


Start 


881 








End 


1005 



48384 



Nsme 


ujuuuzu / X y . u J 1 D . uio . oi . gs 


Metnoa 


GENSCAN 






O Lair t. 


O O X 




1 r» n c: 








none 


Score 


. D J 






Exons 


OOX . . xuuo 










Q C3 rr KT r\ 
O e q . IN O , 




beq. xu 


UJ UUU^iU / 1 y , 


. U J 1 D . 


. Clo 


Gene No.. 


99353 


Strand 








Start 


667 


End 


'2485 






Naine 


OJ000207 19.0316.C18.ol.np 


Method 


n A T* / M a D 
AAi / INAr 






O La J- L. 


667 


End 


O / Q c; 






CZJ 


4680186 


Score 


i y cf 






Exons 


667.. 687, 1371.. 1506, 2093. 


.2233, 2456, 










(AF111709) unknown . [Oryza sativa subsp, 


. indica] 






Seq. No. 


46772 


Seq. ID 


OJ000207_19. 


0316. 


C18 


Gene No. 


99353 


Strand 








O L dl. L : 


667 


End 


O /I Q CL 
Z 4 O O 






Nanie 


OJ000207 19.0316.C18.o2.gs 


Method 


17 KT C A KT 






O L air U 


2152 


End 


U 






PT 


none 


Score 


A K 






Exons 


2152. .2240 










oecj . NO . 


46773 


Seq. ID 


ojuuuzu / 1 y . 


UilD . 


019 


Gene No.. 


99354 


Strand 


+ 






Start 


1 


End 


736 






Name 


GJ000207 19.0316.C19.ol.np 


Method 


7\ 7\ T" /MAO 






o uari- 


1 


End 


T "3 C 
/ J D 








6069654 


Score 


o c; T 






Exons 


1..144, 320. .736 












{AP000616) hypothetical protein [Oryza 


sativa J 






Seq. No. 


46773 


Seq. ID 


OJ000207_19. 


0316. 


019 


Gene No. 


99354 


Strand 








O UalTL 


1 


End 


1 'i c 

/Jo 






NaiTie 


OJ000207 19.0316.C19.ol.gs 


Method 


C TiT O A M 

OENSCAN 






o L aXT L 


8 


End 


DOZ 






PT 


none • 


Score 


. 4 J 






Exons 


8. .99, 494. .652 










Seq. No. 


46774 


Seq. ID 


OJ000207__19. 


0316. 


020 


Gene No. 


99355 


Strand 








O Ldx. L. 


898 


End 


1 y d4 






Name 


OJ000207 19.0316.C20.ol.gs 


Method 








o L air L. 


898 


End 








PT 


none 


Score 


.88 






Exons 


898. .1091, 1198. .1405, 1485 


..1722, 181C 


1. .1877 






Sea No 


46774 


Seq. ID 


OJ000207_19. 


0316. 


P9n 
^^z u 


Gene No. 


99355 


Strand 


+ 






Start 


898 


End 


1964 






Name 


OJ000207 19.0316.C20.ol.tm 


Method 


TBLASTX: Maize 




Start 


951 


End 


1917 






GI* 


none 


Score 


102 






Exons 


951.. 1088, 986.. 1084, 1019. 


.1093, 1203. 


.1400, 1210. 


.1404 





1261. .1404, 1504. .1722, 1505. .1687, 1508. .1726, 1802. .1912, 
1811. .1912, 1816. .1917 



48385 



Seq. No. 46774 

Gene No. 99355 

Start 898 

Name ; . ' OJ000207_19.0316.C20.ol.tc 

Start 966 

GI none 
Exons 



Seq. ID OJ000207_19.0316.C20 
Strand + 
End 1964 - • 

Method TBLASTX : Cress 
End. 1918 
Score 83 

966. .1088, 1019. .1102, 1209. .1334, 1210. .1404, 1222. .1404, 
1484. .1687, 1504. .1719, 1507. .1722, 1592. .1726, 1802. .1918, 
1816.-:1917 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46774 
99355 
898 

OJ000207_19.0316.C20.ol.np 
969 

7428021 

969.. 1098, 1202.. 1405, 1485 
S-receptor kinase (EC 2.7.1 



Seq. ID 
Strand 
End 

Method 

End 

Score 
,.1722, 1810. 
,-) T6K22.120 



OJ000207_19.0316.C20 
+ 

1964 
AAT/NAP 
1964 
671 
1964 

precursor - Arabidopsis 
serine /threonine 



thaliana gi | 3402758 | emb | CAA20204 . 1| (AL031187) 
kinase-like protein [Arabidopsis thaliana] 
gil 7268936 |emb|CAB81246. 1 | (AL161555) serine/threonine 
kinase-like protein [Arabidopsis thaliana] 



46774 
•99355 
898 

OJ000207_19.0316.C20.ol.ts 

981 

none 



Seq. ID OJ000207_19.0316.C20 

Strand + 

End 1964 

Method TBLASTX : Soybean 

End 1917 

Score 90 



981. .1088, 1019. .1099, 1209. .1391, 1210. .1404, 1210. .1395, 
1484. .1687, 1504. .1719, 1615. .1722, 1802. .1906, 1811. .1903, 
1816. .1914, 1816. .1917 



Seq. No. 


46774 








Seq. ID 


OJ000207_19.0316.C20 


Gene No. 


99355 








Strand 


+ 


Start 


898 








End 


• 1964 


Name 


OJ000207 19. 


.0316. 


.C20.O1. 


tw 


Method 


TBLASTX: Wheat 


Start 


1203 








End 


1599 


GI 


none 








Score 


58 


Exons 


1203. .1409, 


1209, 


. .1400, 


1210. 


..1404, 1483. .1599, 1484. .1597 


Seq. No. 


46774 








Seq. ID 


OJ000207_19.0316.C20 


Gene No. 


99355 ' 








Strand 


+ 


Start 


898 








End 


1964 


Name 


OJ000207 19. 


.0316. 


X20.O2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1600 








End 


1954 


GI 


none 








Score 


103 


Exons 


1600. .1719, 


1601. 


, . 1687, 


1601. 


..1720, 1802..1954, 1816. .1944 


Seq. No. 


46775 








Seq. ID 


OJ000207''" 19. 0316.021 


Gene No. 


99356 








Strand 


+ 


Start 


1 








End 


205 


Name 


OJ000207 19. 


,0316. 


C21.01,. 


np 


Method 


AAT/NAP - 


Start 


1 








End 


.205. 


GI 


4262151 








Score 


99 


Exons 


1. .205 












GI Descrip. 


(AC005275) putative receptor 


kinase [Arabidopsis thaliana] 



48386 



gi|7270193|emb|CAB77808.1| (AL161496) putative receptor kinase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

"Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46775 Seq. ID 

99357 Strand 

4 69 End 

OJ000207_19.0316.C21.ol.tc Method 

2 End 

none Score 



OJ000207_19. 0316.C21 
+ 

8319 

TBLASTX: Cress 

8316 

90 



2. .85, 3463. .3540, 3471, .3554, 3659. .3784, 3660. .3854, 
3672. .3854, 3934. .4170, 3954. .4169, 4042. .4176, 4251. .4367, 
4252. .4368, 4465. .4698, 4590. .4697, 7909, .7932, 7951. .8031, 
7953. .8042, 8110. .8316, 8121. .8315 



46775 Seq. ID 

99357 Strand 

4 69 End 

OJ000207_19.0316.C21.ol.tm Method 

4 End 

none Score 



OJ000207_19.0316.C21 
+ 

8319 

TBLASTX: Maize 
■8313 
122 



4. .126, 5. .127, 3438. .3536, 3439. .3540, 3653. .3775, 3660. .3854, 
3711. .3854, 3954. .4172, 3955. .4170, 3958. .4176, 4224. .4367, 
4252. .4362, 4483. .4740, 4518. .4739, 7879. .8031, 7959. .8051, 
8110. .8313, 8121. .8312 



Seq. ID OJ000207_19.0316.C21 
Strand + 
End 8319 
Method TBLASTX : Soybean 
End 8316 
Score 7 9 

5. .85, 3471. .3551, 3472. .3540, 3659. .3841, 3660. .3854, 
3934. .4170, 3954. .4169, 3988. .4176, 4251. .4367, 4252. .4356, 
4504. .4698, 4590. .4658, 7927. .8031, 7959. .8030, 8107. .8316, 
8133. .8315 



46775 
99357 
469 

OJ000207_19. 0316.C21 .ol.ts 
5 

none 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



•^Seq. ID OJ000207_19.0316.C21 
Strand + 
End 8319 
Method GENSCAN 
End 8031 
Score .46 

469. .630, 1186. .2167, 2185. .2490, 3350. .3543, 3648. .3855, 
4076. .4172, 4260. .4410, 5834. .5961, 6131. .6883, 6919. .7047, 
7161. .7483, 7838. .8031 



46775 
99357 
469 

OJ000207_19.0316.C21.ol.gs 

469 

none 



Seq. ID OJ000207_19.0316.C21 
Strand + 
End 8319 
Method AAT/NAP 
End 8319 
Score 1766 
2940, 3425. .3543, 3645. .3855, 3935. .4172, 
4850, 6264. .7532, 7755. .8031, 8119. .8319 
{AC007234) F1E22.15 [Arabidopsis thaliana] 

46775 Seq. ID 0 J000207_19 . 031 6 . C2 1 



46775 
99357 
469 

OJ000207_19.0316.C21.o2.np 

1207 

6686398 

1207.. 2463, 2668 
4260. .4410, 4516 



48387 





Gene No. 


yyjo / 




Strand 


-f 




o tart 


ACQ 

4 by 




End 


8319 




Name 


OJ000207 19, 


.0316.C21.o2.tm 


Method 


TBLASTX: Maize " 




Start 


1287 




End 


6809 






none 




Score 


96 




Exons 


1 0 Q 7 1 "^7 ^ 


19QQ ITTT 1 1.Q 1 

iZoc>..io//, looi. 


.1476, 1405. .1458, 1503. .1616, 






lOO^i . . 1 / Ul/ 


^ CO"^ ITHQ ^ 1 A C 
iDZo.,l/Uy, 1 / 41 D . 


.1778, 1791. .1841, 6225. .6329, 






CO ^ A 'i 

OZDH . . 001 J , 


C'^'iC . C\CO C'X^'X 
DOOD.iDODZ, DOOO. 


.6412, 6360. .6407, 6426. .6545, 






DO D 1 . . DDy U , 


^c;Q>I CCCQ CIQC 
DOy4l.,DDDO/ D/OD. 


.6809 






Seq. No. 


46775 




Seq. ID 


OJ000207_19.0316.C21 




Gene No. 


99357 




Strand 


+ 




otar L 


ACQ 

4 oy 




End 


8319 




Name 


uo u uu^: u / 1 y . 


UOlD.LZl . O/. . tW 


Method 


TBLASTX: Wheat 




otar L 


0 DO J 




End 


8316 






none 




Score 


232 




Exons 


ODO J . • oooy / 


'iCCCi "^QKA '5Q'5/1 
ODDU..OO04, oyo4l . 


.3996, .8113. .8316, 8121. .8315 




"Seq. No. 


46775 




Seq. ID 


OJ000207_19. 0316.021 




Gene No. 


99357 




Strand 


+ 




ot ar L 


ACQ 

4 D y 




End 


8319 




Name 


UJ UUUzU / ly . 


UolO.Lzl.Oi.tW 


Method 


TBLASTX: Wheat 




btart -v' 


0 Q Q T 

oyy / 




End 


4410 






none 




Score 


226 




Exons 


-5QQ-7 A T n r\ 

oyy/, 


jyyy..4iiDy, ^ujd. 


.4170, 4251. .4382, 4252. .4410 


r 

f ! ii 


beq . NO . 


/I £: 7 T ^: 
D / / D 




Seq. ID 


OJ000207_19. 0316.022 • 




osne ino . 


99358 




Strand 


+ 




0 tar L 


1 




End 


694 




Name 


OJ000207 19. 


0316.C22.ol.np 


Method 


AAT/NAP 




0 tart 


1 




End 


694 




GI 


7488194 




Score 


299 




Exons 


1..28, 115.. 


289, 368.. 694 








GI Descrip. 


probable serine/threonine-specif ic protein kinase {EC 2.7.1.- 






F21P8.40 - Arabidopsis thaliana gi | 3021267 | emb | CAA184 62 . 1 1 






(AL022347) serine/threonine kinase-like protein [Arabidopsis 






thaliana] gi | 7269162 | emb | CAB79270 . 1 | 


(AL161558) serine/threon. 


. "a 




kinase-like 


protein [Arabidop 


sis thaliana] 




beq. NO. 


46776 




Seq. ID 


OJ000207_19. 0316.022 




Gene No. 


99358 




Strand 


4- 




Start 


1 




End 


694 




Name 


OJ000207 19. 


0316.022. ol.tm 


Method 


TBLASTX: Maize 




bt art 


67 




End 


676 






none 




Score 


181 




Exons 


67. .255, 68. 


.265, 89. .256, 102. .269, : 


115. .267, 370. .585, 






374 . . 676 










Seq. No. 


46776 




Seq. ID 


OJ000207_19. 0316. 022 




Gene No. 


99358 




Strand 


+ 




Start 


1 




End ■ 


694 




Name 


OJ000207 19. 


0316. 022. ol.ts 


Method 


TBLASTX: Soybean 




Start 


94 . 




End 


552 




GI 


none 




Score 


152 




Exons 


94. .222, 110 


. .256,' 373. .552, 


374 . .544 






Seq. No. 


46776 




Seq. ID 


OJ000207_19. 0316.022 



48388 





-Gene No, 


99358 


Strand 


+ 






o car c 


i 


bna 


by 4 






Name 


OJUuUzU / ly . u ol D . Czz . ol . gs 


Method 


GENSCAN 






Start 


TOO 


End 


67 6 






GI 


none 


Score 


. 8 9 






Exons 


100 Oct; yiQi CI a 










Seq. No. 


- . 46776 


Seq. ID 


OJ00020.7__19.0316 


.C22 




Gene No. 


99358 


Strand 








btarTi 


1 


XT' „ j~i 

bna 


by 4 






Name 


UJUUUzU/ ly . U Jib , L/C^ . Ol . tw 


Method 


TBLASTX : Wheat 






C -4- -> 

otart 


"3 T T 


End 


/T "7 

bb / 








none 


Score 


-1 O A 

lyy 






Exons 


"3 T "5 RT^; T T /I 

O f J , . 0 i K> f 0/fl..Db/ 










Seq. No. 


46776 


Seq. ID 


OJ000207_19.0316 


.C22 




Gene No. 


99358 


Strand 


+ 






C 4- v4- 

btar u 


I 


End* 


by4 t . 






Name 


OJUUUzu / ly . U Jib . Czz . Ol . tc 


Method 


TBLASTX : Cress 






Start . 


J / 4 


End 


592 








none 


Score 


190 






Exons 


"^n A crto om ci^: 
.oyz, jy/. .0/b 








i, -J 


Seq. No. 


46777 


Seq. ID 


OJ000207_15.0315 


.C2 


-.1 


• Gene No . 


99359 


Strand 






'C\i 


otiart: 


i 


End 


n Q c 

fob 




f] I 


Name 


OJOUO^O/ 15 . Oilo . C2 . ol . gp 


Method 


TV TV m J TV 

AAT/GAP 






Start 


I 


End 


78 6 








none 


•Score 


A I C 

915 






Exons 


I . . Jo y , /Uo . . /ob 








ri 5 


Seq. No. 


46777 


Seq. ID 


OJ000207_15.0315 


.C2 




Gene No. 


99359 


Strand 






s 


otar u 


± 


End 


/o b 






Name 


OJOUOzU / 15 . 0315 . C2 . ol . gs 


Method 


GENSCAN 






Start 


1 o 

/J 


End 


455 






GI 


none 


Score 


.58 






Exons 


/ J . . 4 00 








f ^ 


Seq. No. 


46778 


Seq. ID 


OJ000207_15.0315 


.C3 


P 


Gene No. 


99360 


Strand 


+ 






o rare 


4 O 4 


End 


1 j1 / o 

14 4 3 






Name 


/^TnAnon'7 ic noTc /^o ^ ^ 

ujuuuzu / 15 . u J 15 . G o . oi . gs 


Method 


XT TV HT 

GENSCAN 






o tar L 


yi c yi 
4 54 


End 


1443 






Gi 


none 


Score 


. 4 5 






Exons 


454. .4y5, Iol4..1443 










Seq. No. 


46779 


Seq. ID 


OJ000207_15.0315 


C4 




Gene No. 


99361 


Strand 


+ 






b tart 


O O T 

2z I 


End 


1398 






Name 


OJ000207 15 . 0315 , C4 . ol . gs 


Method 


GENSCAN 






Start 


221 


End 


1398 






GI 


none 


Score 


.72 






Exons 


221. .283, 312. .427, 683. .767, 


801. . 942, 


1322. . 1398 ' 






Seq. No. 


46779 


Seq. ID 


OJ000207_15.0315, 


C4 




Gene No. 


99362 


Strand 







48389 




start 387 End 8514 

Name OJ000207_15 . 0315 . C4 . ol . np Method AAT/NAP 

Start 387 End 3796 

GI 7452410 Score 54 

Exons 387.. 510, 3632.. 3796 



GI Descrip. hypothetical protein dl3180w - Arabidopsis thaliana 

gi|2244784|emb|CAB10207.1| (Z97335) hypothetical protein 
[Arabidopsis thaliana] gi | 7268133 | emb | CAB78470 . 1 | {AL161538) 
hypothetical protein [Arabidopsis thaliana] 





Seq. No. 


46779 








Seq. ID 


OJ000207_15.0315 




Gene No . 










Strand 








"5 Q "7 
Jo / 








End 


8514 




Name 


UJ UUUZU/ 10 




, . OX . 


gp 


Method 


AAT/GAP 




o tar L 


T n 
b J U 








End 


1186 






O Q A n Q T 








Score 


857 




Exons 
















Seq. No. 


46779 








Seq. id' 


OJ000207_15.0315 




Gene No . 


y y obz 








Strand 






btart 


O O T 








End 


8514 




Name 


OJUUUzU / lO , 


A "3 1 C 

, Do lo , 


, 04 . OZ . 


gs 


Method 


GENSCAN 




Start 


ZZd L 








End 


8514 






none 








Score 


.72 




Exons 


zzol. .zboa, 


O T t; 1 . 
Z f 0 / . 


, . z yu4 , 


'D O O 

od3z . 


.3892, 4371. .4534, 4951. .5! 






8335. .8514 












hi 


beq. NO. 


4 b / / y 








Seq. ID 


OJ000207_15.0315 


f 1 


Gene No . 


Q Q Q C O 

y yo DZ 








Strand 






C 4- -1 -1^4- 

oTiar u 


TOT 








End 


8514 




Name 


UJ UUUzU / ID . 


. UoiO . 


U4 . Ol . 


4- -m 

tm 


Method 


TBLASTX: Maize 


ri 5 


o uarr 










End 


3784 


: '=? 




none 








Score 


185 




Exons 


3d Jl . .3703, 


o /• o o 

3632 . 


. 3784 










Seq. No. 


46779 








Seq. ID 


OJ000267_15.0315 




Gene No. 


99362 








Strand 






Start 


387 








End 


8514 




Name 


OJ000207 15, 


,0315. 


04. o2. 


gp 


Method 


AAT/GAP 




Start 


3722 








End 


5159 




GI 


none 








Score 


1249 




Exons 


3722. .3892, 


4371. 


.4615, 


4914 . 


.5159 






Seq. No. . 


46780 








Seq. ID 


OJ000207_15.0315 




Gene No. 


99363 








Strand 


+ 




Start 


709 








End 


855 




Name 


OJ0'00207 15. 


0315. 


05. ol. 


gs 


Method 


GENSOAN 




Start 


709 








End 


855 




GI 


none 








Score 


. 55 




Exons 


709. .855 













Seq. No. 46780 Seq. ID 

Gene No. 99364 Strand 

Start 1948 . End 

Name OJ000207_15 . 0315 . C5 . o2 . gs Method 

Start 1948 End 

GI none Score 



OJ000207_15.0315.C5 

5511 
GENSCAN 
5511 
.63 



48390 



1948. .2127, 3220. .3295, 3702. .3730, 4312. .4464, 5473. .5511 



Exons 

Seq. No. 46781 
Gene No. 99365 
Start 1 

Name OJ000207_15 . 0315 . C6 . ol . np 

Start 1 
GI 7444451 
Exons 1..433, 1656.. 1957 

GI Descrip. probable gag/poi polyprotein - long-staminate rice 

retrotransposon retrofit gi | 2586082 | gb | AAB82754 . 1 | (U72725) 
retrofit [Oryza longistaminata] 



Seq. ID OJ000207_15.0315.C6 

Strand + 

End 1957- 

Method AAT/NAP 

End 1957 

Score 359 





Seq, No. 


46781 




Seq. ID 


OJ000207 




Gene No. 


99365 




Strand 


+ 




Start 


1 




End 


1957 




Name 


OJ000207 15 


. 0315 .C6.ol.gs 


Method 


GENSCAN 




Start 


303 




End 


1700 






none 




Score 


.62 




Exons 


303. .420, 1605. . 1700 








Seq. No. 


46781 




Seq. ID 


OJ000207 




Gene No , 


99366 




Strand 


+ 




Start 


3799 




End 


9633 


. ^ 


Name 


OJ000207 15 


.0315.C6.o2.gs 


Method 


GENSCAN 




Start 


3799 




End 


8728 


f! s 


GI 


none 




Score 


.49 




Exons 


3799. .3898, 


4174. .4450, 5302. 


.5641, 5646. .5834, 


?^ 

icr 




7901. .8023, 


8060. .8346, 8355. 


.8616, 8652. .8728 




Seq. No. 


46781 




Seq. ID 


OJ000207 




Gene No. 


99366 




Strand 


+ 




Start 


3799 




End 


9633 




Name 


OJ000207 15 


.0315.C6.o3.np 


Method 


AAT/NAP 


|. -1 


Start 


7721 




End 


9065 


' Vi 


GI 


6630699 




Score 


69 




Exons 


7721. .7756, 


8988. .9065 








GI Descrip. 


{AP000969) ' 


hypothetical protein [Oryza 


sativa] 






gi| 6721536|dbj |BAA89566.1| (AP001073) 


hypotheti 






[Oryza sativa] 






t =^ 


Seq. No. 


46781 




.Seq. ID 


OJ0.00207 




Gene No. 


99366 




Strand 


+ 




Start 


3799 




End 


9633 




Name 


OJ000207 15 


.0315.C6.o4 .np 


Method 


AAT/NAP 




Start 


8822 




End 


9633 




GI 


6539570 




Score 


214 




Exons 


8822. .8861, 


9234. .9414, 9586. 


.9633 






GI Descrip. 


{AP000836) 


hypothetical protein [Oryza 


sativa ] 




Seq. No. 


46781 




Seq. ID 


OJ000207_ 




Gene No. 


99367 




Strand 


+ 




Start 


11410 




End 


14307 




Name 


OJ000207 15 


.0315.C6.o5.np 


Method 


AAT/NAP 




Start 


11410 




End 


14307 




GI 


5032119 




Score 


86 




Exons 


11410. .11432, 14014 . .14307 







48391 



GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Ser/Arg-related nuclear matrix protein (plenty of prolines 
101-like) gi 1 3005587 (AF048977) Ser/Arg-related nuclear matrix 
protein [Homo sapiens] 



46781 
99368 
1 

OJ000207_15,0315.C6.ol.tm 
1 

none 



Seq. ID OJ000207_15.0315.C6 
Strand 
End 

Method 
End 
Score 



14205 

TBLASTX: Maize 

387 

317 



1..249, 2. .370, 131. .322, 295. .324, 328. .387 



OJ000207 15. 0315. C6 



Seq. No. 46781 Seq. ID _ 

Gene No. 99368 Strand 

Start 1 End 14205 

Name OJ000207_15 . 0315 . C6 . o2 . np Method AAT/NAP 

Start 1 End 13173 

GI ; 7489738 Score 550 

Exons 1. .31, 1928. .2010, 6130. .6925, 13100. .13173 ' 

GI Descrip. gag-pol polyprotein - maize copia-like retrotransposon Sto-4 

gi I 4234852 |gb|AAD12997. II {AF082133) gag-pol polyprotein [Zea 

mays] 



Seq. No. 46781 Seq. ID 

Gene No. 99368 Strand 

Start 1 ' End 

Name OJ000207_15 . 0315 . C6 . ol . tw Method 

Start 70 End 

GI none Score 

Exons 70..249, 77. .319, 292.. 318 

Seq. No. 46781 Seq. ID 

Gene No. 99368 Strand 

Start 1 End 

Name OJ000207_15 . 0315 . C6 . ol . ts Method 

Start 98 End 

GI ' none Score' 

Exons 98.. 319, 292.. 330, 327.. 428, 

Seq. No. 46781 Seq. ID 

Gene No. 99368 Strand 

Start 1 End 

Name OJ000207_15 . 0315 . 06 . o2 . tm Method 

Start 1697 End 

GI none Score 

Exons 1697. .1882, 1703. .1870, 1714. .1884 

Seq. No. 46781 Seq. ID 

Gene No. 99368 Strand 

Start 1 End 

Name OJ000207_15 . 0315 . C6 . ol . gp Method 

Start 5285 End 

GI 426984 Score 

Exons 5285.. 5696 



OJ000207_15.0315.C6 
14205 

TBLASTX: Wheat 

319 

223 



OJ000207_15.0315.C6 
14205 

TBLASTX: Soybean 

1840 

132 ■ 



328. .432, 1736. .1840 



OJ000207_15.0315.C6 
14205 

TBLASTX: Maize 

1884 

191 



OJ000207_15.0315.C6 

14205 
AAT/GAP 
5696 
677 



Seq. No. 
Gene No. 



46781 
99368 



Seq. ID 
Strand 



OJ000207 15. 0315. C6 



48392 




start 


1 


End 


14205 






Nams 


ninonocii ^^ 0*^1 rf, n"?. rro 

WUUUU^U/ Xj.UJXO.L^D.OO.yS 


Method 


GENSCAN 






Q-h a v-t- 
o Ua J: L 


X U O 


End 


14205 






P T 


none 


Score 


.92 








X U J. .XVJi?/D/ XXXyj. .XZZZOf 


12673. . 12870, 12975 








1 '^^99 1 '^709 1Zl9nt^ 
XOOZZ. .XO/UZ/ X4XDX. .X4ZuO 










Seq. No. 


46782 


Seq. ID 


\JUUUVJZU / 


_15.0315 


.C8 


Gene No. 


99369 


Strand 


^_ 








516 


End 


4 0 3 Z 






Naine 


OJ000207 15.0315.C8.ol.gs 


Method 


GENSCAN 








516 


End 


4352 






PT 


none * 


Score 








HiXOrio 


516. .557, 874. .1056, 3235. .3302, 3701. 


4 ^ 9 






Seq. No. 


46782 


Seq. ID 


\J\J u u u z u / 


_15.0315 


.C8 


Gene No. 


99370 


Strand 










19518 


End 


z u u 00 






NaiTie 


OJ000207 15.0315.C8.ol.gp' 


Method 


AAT/GAP 






o L.ax u 


19518 


End 


20065 






oX 


none 


Score 


1066 






Exons 


19518. .20065 










oeq . vio . 


46782 


Seq. ID 


OJ000207 


_15.0315 


.C8 


Gene No. 


99371 


Strand 








Start 


4555 


End 


12320 






Name 


OJ000207 15.0315.C8.o2.gs 


Method 


GENSCAN 






OT-aX L 


4555 


End 


12320 






PT 


none 


Score 


.63 






Exons 


4555. .4649, 5554. .5668, 6176 


..6285, 6415. .6514, 


6573. . 6585 




8834. .9060, 10317 .. 104 92 , 1067 6. . 107 63 


, 10826.. 


10879, 






11016. .11421, 12208. .12320 










C ^ M 

oeq. LN o . 


46782 


Seq. ID 


OJ000207 


_15.0315, 


.C8 


Gene No. 


99372 


Strand 








Start 


13172 


End 


14678 






Name 


OJ000207 15.0315.C8.ol.np 


Method 


AAT/NAP 






D Lai T_ 


13172 *" ' 


End 


14678 








5852180 


Score 


278 






Exons 


13172. .13524, 14570. .14678 










T o V "i 
\J± L/tr o OX ijp . 


(AL117265) zhbOOOlO.l [Oryza 


sativa] 








Seq. No. 


46782 


Seq. ID' 


OJ000207_ 


_15.0315. 


.08 


Gene No. 


99373 


Strand 








O L dX L 


17517 


End 


23508 






Name 


OJ000207 15.0315.C8.o2.tm 


Method 


TBLASTX: Maize 




ouar L 


87,98 


End 


8971 






P T 
oX 


none 


Score 


187 








8798. .8965, 8801. .8971, 8818 


. .8970 








Qprr No 


46782 


Seq. ID 


OJ000207_ 


_15.0315. 


,C8 


Gene No. 


99373 


Strand 








Start 


17517 


End 


23508 






Name 


OJ000207 15.0315.C8.o2.np 


Method 


AAT/NAP 






Start 


17517 


End 


22135 






GI 


5478530 


Score 


232 






Exons 


17517. .17537, 20653 .. 21001 , 21595. .218 


64, 21954 


. .22135 





48393 



GI Descrip. (AF130441) UVB-resistance protein UVR8 [Arabidopsis thaliana] 



Seq. No. 46782 
Gene No. 99373 
Start „ 17517 

Name OJ000207_15 . 0315 . C8 . o4 . gs 

Start 18051 /.', 

GI none 

Exons 18051. .18246, 18971 .. 18983, 

20811. .20879, 20884 .. 21031 , 
23357. .23508 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_15.0315.C8 

23508 
GENSCAN 
23508 
.46 - 



19993. .20170, 20653 .. 20793 , 
214 63. .21544, • 21632. .2178 9, 



Seq. No. 46782 
Gene No. 99373 
Start 17517 

Name OJ000207_15 . 0315 . C8 . ol . tc 

Start 19991 
GI none 
Exons 19991. 

21513. 

21738. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_15.0315.C8 
23508 

TBLASTX: Cress 

22318 

66 



.20137, 20662. .20805, 20672 20800, 20695 .. 2087 1 , 
.21692, 21513. .21866, 21514 .. 218 67 , 21515 .. 2 18 68 , 
.21872, 21932. .22318, 21975 .. 22154 , 21989. .22306 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46782 

99373 

17517 

OJ0002 

19991 

none 

19991. 

20653. 

20665. 

21451. 

21561. 

21777. 

21971. 



07 15.0315.C8.ol.ts 



.20059, 20090. 

.21039, 20653. 

.21030, 20672. 

.21738, 21458. 

.21722, 21747, 

.21875, 21932, 

.22228, 21972. 



.20164, 
.20709, 
.20800, 
.21739, 
.21815, 
.22252, 
.22259, 



Seq. ID OJ000207_15. 0315.08 
Strand 

End 23508 

Method TBLASTX : Soybean 

End 22259 

Score 66 
20100. .20165, 20645. .21034, 
20653. .20736, 20662 .. 20832 , 
20677. .20871, 20797 .. 20877 , 
21462. .21740, 214 62 .. 2 17 61 , 
21760. .21816, 21761. .21859, 
21947. .22036, 21948 .. 22154 , 
22188. .22259 



Seq. No. 46782 
Gene No. 99373 
Start 17517 

Name OJ000207_15 . 0315 . C8 . ol . tm 

Start 20662 
GI none 
Exons 20662 

21543 

21929 



20805, 20666, 

21875, 21544. 

22087, 21948. 

22127. .22306, 22131. 

22366. .22527, 22375, 



.20800, 20695 

.21723, 21615 

.22079, 21956 

,22310, 22359 
,22533 



Seq. ID ; OJ000207_15.0315.e8 
Strand 

End 23508 
Method TBLASTX : Mai ze 
End 22533 
Score 70 

20874, 20779. .20877, 
21716, 21751. .21876, 
22084, 22109. .22303, 
22505, 22359. .22526, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46782 Seq. ID 

99373 Strand 

17517 End 

OJ000207__15 . 0315 . C8 . o2 . gp Method 

20750 End 

6012_1.R1084 • - Score- 
20750. .21031, 21463. .21840 
' 4 758520/ref |NP_004 658.1 |pHERC2 | 3.0e- 

>gi_4079809_gb_AAD08657. 1_ (AF071172) 



OJ000207_15.0315.C8 

23508 
AAT/GAP 
21840 
1222 

-10 hect domain and RLD 2 
HERC2 [Homo sapiens] ' 



48394 



Seq. No. 46782 

Gene No. .99373 

Start 17517 

Name OJ000207_15 . 0315 . C8 . o3 . gp 

Start 21793 

GI none 

Exons 21793. .21864, 21954.. 22832 



Seq. ID OJ000207_15.0315.C8 
Strand 

End 23508 

Method AAT/GAP 

End 22832 

Score 1766 



Seq. No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46783 
99374 
1808 

OJ000207_15. 0315.C9.ol.np 
1808 
6523064 
1808. .3521 

(AL133314) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000207_15.0315.C9 
Strand 

End 3521 

Method AAT/NAP 

End 3521 

Score 1593 



46783 
99374 
1808 

OJ000207__15. 0315.C9.ol.tm 

1853 

none 



Seq. ID OJ000207_15.0315.C9 
Strand 

End 3521 

Method TBLASTX : Mai ze 

End 2070 

Score 269 



1853. .2068, 1860. .2069, 1861. .2070 



Seq. No. 46783 

Gene No. 99374 

Start 1808 

Name OJ000207_15 . 0315 . C9 . ol . tc 

Start 1856 

GI none 
Exons 



Seq. ID OJ000207_15.0315.C9 
Strand 

End 3521 

Method TBLASTX : Cress 

End 3247 

Score 80 



1856. .2374, 1952. .2470, 2963. .3214, 3017. .3247 



Seq, No. 46783 

Gene No. 99374 

Start 1808 

Name ■ OJ000207_15 . 0315 . 09 . o2 . ts 

Start 1883 

GI none 
Exons 



Seq. ID OJ000207_15.0315.C9 
Strand 

End ' • 3521 

Method ■ TBLASTX: Soybean 

End 3256 

Score 129 



1883. .2248, 1895. ,2374, 1916. .2233, 1943, ,2392, 1985, ,2347, 
1991. .2368, 2948. .3142, 2954. .3256, 2963. ,3256, 2963, ,3166, 
2999,, 3175 



Seq, No. 46783 

Gene No. 99374 

Start. ..1808 

Name OJ000207_15 . 0315 . C9 . ol . gp 
Start . 2157 

GI 699735 

Exons 2157.. 2494 



Seq. ID OJ000207_15.0315.C9 
Strand 

End 3521 

Method AAT/GAP 

End 2494 

Score 645 



Seq. No. 46783 

Gene No. 99374 

Start 1808 

Name OJ000207_15 . 0315 . C9 . ol . ts 

Start 2397 



Seq. ID OJ000207_15.0315.C9 
Strand 

End 3521 

Method TBLASTX : Soybean 

End 2821 



48395 



• 



GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 282 

2397. .2669, 2399.-2668, 2509. .2676, 2669. .2818, 2693. .2821 



46784 Seq. ID 

99375 Strand 
28 End 
OJ000207_15 . 0315 .CIO . ol . gs Method 
28 "1 End 

none Score 

28. .45, 178. .270, 1522. .1554 



OJ000207_15. 0315.. CIO 
+ 

1554 
GENSCAN 
1554 
.7 



Seq. No. 


46784 


Seq. ID 


OJ000207_15. 0315. CIO 


Gene No. 


99375 


Strand 


+ 


Start 


28 


End 


1554 


Name 


OJ000207 15.0315.C10.ol.tm 


Method 


TBLASTX: Maize 


Start 


175 


End 


483 


GI 


none 


Score 


127 


Exons 


175. .270, 176. .271, 177. .269, 


355. .483, 


356. .472 . . 


Seq. No. 


46785 


Seq. ID 


OJ000207_15.0315.C11 


Gene No. 


99376 


Strand 


+ 


Start 


311 


End 


1264 


Name 


OJ000207 15.0315.Cll.ol.gp 


Method 


AAT/GAP 


Start 


311 


End 


1264 


GI 


28801 1.R1084 


Score 


1211 


Exons 


311.. 348, 605.. 1264 






GI Descrip. 


'1572801 7.0e-18 (U70854) F38A5.1- gene 


product [Caenorhabditis 



elegans] * 



Seq. No. 46785 Seq. ID 

Gene No. 99376 Strand 

Start 311 End 

Name OJ000207_15 . 0315 . Cll . ol . gs Method 

Start 607 End 

GI none Score 

Exons 607.. 871 



OJ000207_15. 0315. Cll 
+ 

1264 
GENSCAN 
871 
.71 



Seq. No. 46785 Seq. ID OJ000207_15 . 0315 . Cll ' 

Gene No. 99377 Strand + 

Start 6068 End 9971 

Name OJ000207_15 . 0315 . Cll . ol . np Method AAT/NAP 

Start 6068 End 9971 

GI 6539553 Score 6455 

Exons 6068. . 9971 

GI Descrip. (AP000836) Similar to Oryza australiensis retrotransposon RIREl 
(D85597) [Oryza sativa] gi | 6539590 | dbj | BAA88206 . 1 | (AP000837) 
Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



Seq. No. 46785 

Gene No. 99378 

Start 14228 

Name OJ000207_15 . 0315 . Cll . o6 . gs 

Start 14228 

GI none 
Exons 



Seq. ID OJ000207_15. 0315. Cll 

Strand + 

End 16964 

Method GENSCAN 

End 16964 

Score .93 



14228. .15368, 15993 .. 16285, 16440 .. 16571, - 16693 .. 16964 



48396 



Seq. No. 46785 

Gene No. 99379 

Start 4761 

Name OJ000207_15 . 0315 . Cll . o2 . 

Start 604 

GI none 

Exons 604.. 879, 605., 826, 613. 
893. .943 



tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_15.0315.C11 
5913 

TBLASTX: Maize 

944 

328 



.879, 890. .943, 891. .944, 892. .942, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46785 Seq. ID 

99379 Strand 

4761 End 
OJ000207_15.0315.Cll.o3.gs Method 

4 7 61 End 

none Score 

4761. .4819, 4963. .5085, 



OJ000207 15,0315.C11 



gs 

5376. .5524, 5609. .5913 



5913 
GENSCAN 
5913 
.62 



46785 
99380 
6059 

OJ000207_15. 0315. Oil. o4 .tw 

6059 

none 

6059. ,6445,. 6062. .6448, 6073, 

46785 
99380 
6059 

OJ000207_15.0315.Cll.o3.tm 

6197 

none 

6197.. 6508, 6215.. 6505, 6220. 

46785 
99381' 
7008 

OJ000207_15 . 0315 . Oil . ol . tm 

7008 

none 

7008. .7268, 7015. .7329, 

46785 
99382 
7357 

OJ000207__15.0315,Cll.o5. ts 

7357 

none • 

7357, .7506, 7495. ,7743 

46785 
99382 
7357 

OJ000207_15.0315.Cll.o5. tw 

7606 

none 

7606. .7800, 7608. .7697, 7609, 



Seq. ID 

Strand 

End 

Method 
End 
Score 
. 6447 

Seq. ID 

Strand 

End 

Method 
End 
Score 
.6510 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_15. 0315.C11 
6510 

TBLASTX: Wheat 

6448 

345 



OJ000207_15.0315.C11 
6510 

TBLASTX: Maize 

6510 

362 



OJ000207_15.0315.C11 
7330 

TBLASTX: Maize 

7330 

268 



7035, ,7328, 7139. .7330 



Seq. ID 
■ Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.7800 



OJ000207_15.0315.C11 
8555 

TBLASTX: Soybean 

7743 

75 



OJ000207_15.0315.C11 
8555 

TBLASTX: Wheat 

7800 

72 



48397 



Seq. No. 


46785 








Seq. ID 


OJ000207_15.0315 


.Cll 


Gene No. 


99382 








Strand 








f JiD f 








ijna 


fi =^ R R 

0 D D D 




Name 


UJ UUUZU / XD 


. udid 


PI T 
, L-l i .Ob 


. cm 


Method 


1 DiiAo i A : Mai ze 






/ dd / 








lijna 


p 9 9 p 
0 z z 0 






none 








Score 






XT' VF ^ 

oxons 


/DO/.. 1 ^ ^0 f 


/ / ft u . 


7 P Q R 


7 QP 

/ y 0 0 . 


p 9 9 fi 
. 0 z z 0 






Seq. No. 


46785 








Seq. ID 


OJ000207_15.0315 


.011 


Gene No. 


99382 








Strand 






o care 


7 c: 7 








End 


8555 




Name 


p TH n n 0 n 7 1 r 

UJ UUUZU / ID 


. u D 1 D . 


p 1 1 "5 


. c s 


Method 


TBLASTX: Soybean 




ot arc 


7 7 








End 


8150 






none 








Score 


146 




Exons 




7 7 1 
/ / b 1 , 


7 Q 1 Q 

, . / y 1 y / 


7 7 tf^Q 

/ / bt3 . 


.7923, 7977. .8150 




Seq. No. 


46785 








Seq. ID 


' OJ000207_15.0315 


.011 


Gene No. 


99382 








Strand 






Of- a •v-'t- 


"7 R 7 








End 


8555 




Name 


UJ UUUZU / ID 


. UdID . 


PI 1 r^l 
, bl i . 01 , 


. CW 


Method 


TBLASTX: Wheat 




04- -5 v~-4- 

ouarr 


7 Q n 1 
/ 0 u 1 








End 


8555 






none 








Score 


191 




Exons 


/ 0 ui . . / b/ 


T Q n Q 

/ ou y . 


T Q 0 c: 

, . / yzD , 


/ y Uo . 


.8555, 7923. .8555 




oeq. NO. 


/ /r T Q c 








Seq. ID 


OJ0002.07_15.0315 


P T 1 

. bll^ 


Gene No. 


99383 




- 




Strand 






Start 


8475 








End 


9835 




Name 


p TH n n 0 n 7 1 c: 

vJJ UUUZU/ ID 


. UOl D . 


PI 1 

, bl 1 .01 < 


■f- 0 

» cS 


Method 


TBLASTX: Soybean 




0 car L 


Q /I 7 c: 








End 


8939 






Do u y z bu 








Score 


378 




Exons 


OH /o. . oyjy, 


Q 7 
0 D / b . 




Q Q "5 
0 b y J . 


.8788, 8861. .8920 




GI Descrip. 
















Seq. No. 


46785 








Seq. ID 


OJ000207_15.0315 


.011 


Gene No. 


99383 








Strand 






0 car L 


Q /I 7 R 








End 


9835 




Name . 


p Tn n n 0 n 7 1 
UU U UUZ U / ID, 


. UdID . 


PI 1 ,^1 
bl 1 . 01 . 


cc 


Method 


.TBLASTX: Cress 




Q+- a ■v-4- 

0 car c 


tS D DO 








End 


8828 




P T 


none 








Score 


283 




Exons 


ODDO. .OoZO 














Seq. No. 


46785 








Seq. ID 


OJ000207_15.0315 


.011 


Gene No. 


99383 








Strand 






0 car c 


P /I 7 
0 fl / D 








End 


9835 




Name 


UJ UUUZU/ ID, 


. Uo 1 D , 


P 1 1 /-N/l 
bl 1 . 04 . 


cm 


Method 


TBLASTX: Maize 




0 care 


0 bU y 








End 


9056 




P T 


none 








Score 


349 




Exons 


Q^^OQ'. Q7Q1 

obuy;.. o/.yi, 


0 bl u . 


Q n R 
. y UD b. 


Q 7 /I R 
0 / <i D . 


.8927, 8E 


J61..8971- 




0 1; C[ . Ln C . 


/I C7 p c 








Seq. ID 


OJ000207_15.0315, 


PI 1 
. b± X 


Gene No. 


99383 








Strand 






Start 


8475 








End 


9835 




Name 


OJ000207 15. 


,0315. 


C11.03. 


tw 


Method 


TBLASTX: Wheat 




Start 


8610 








End 


9176 




GI 


none 








Score 


314 




Exons 


8610. .8954, 


8757. 


.8930, 


8949. 


.9176, 9014. .9145 





48398 





Seq. No. 


46785 




Seq. ID 


OJ000207_15.0315 


.Cll 




Gene No. 


99383 




Strand 










Q /I "7 ^ 
O ft / D 






Q Q T R 

yooo 






Na.me 


UJUUUZU/ ± J . U jiO . L±l . oz 


. cs 


Metnoa 


TBLASTX : Soybean 






o cart. 


yuuo 




bna 


ft c o 

yjb J 








none 




Score 


o o o 

zo y 








QOnP QOf\Q QfiriQ Q'^c;'^ 












Seq. No. 


46785 




Seq. ID 


OJ000207_15.03i5 


.Cll 




Gene No. 


99383 




Strand 








O Lair L 


R 4 7 ^ 




ttna 


y o OO 






Name 


OTfinnom i c: n^iR pit 

UJUUUZU/ 10 . UolD . L-ii . OO 


. Tim 


Metnoa 


TBLASTX : Maize 






ocaru 


Q 1 Q n 




Lna 


y4 y 1 






P T 


none 




Score 


z y / 








QIQfi Q/TH QIQc; Q/1 Qfi 


y 1 o y . 


. y fi y 1 








oeq . NO . 


/I 7 Q c: 




Seq. ID 


OJ000207_15.0315 


.011 




Gene No. 


99383 




Strand 








Start 


8475 




End 


9835 






Name 


UuUUUZU/ ID . U JID . Ull . oz 


■f- I.T 


Method 


TBLASTX: Wheat 








Q R Q 

y oD y 




End 


9835 








none 




Score 


109 






Exons 


yjDy..y4ou, yjDU..y4o4, 


Q "3 CI n 


.944.0, 9449.. 9634, 9450.. 9833, 


£'3 




OA^Cl QQnn 0*700 QQTC; 










\J 


Seq. No. 


46785 




Seq. ID 


OJ000207_15.0315 


.011 


: ii 


Gene No. 


99383 




Strand 










Q /I 7 c. 




End 


9835 






Name 


UJUUUzU/ Id . Uoi 0 . Cil . 04 


ts 


Method 


TBLASTX: Soybean 




hi 


otart 


Q Q ^ 

yob D 




End 


9707 






PT 


none 




Score 


89 




si: V 




Q'^^^C^ Q/17Q Q'5Q0 Q>170 

yoDD. .y4i / y, yoyz. .y4 / z. 


y 4 yo . 


9707, 9503.. 9634, 9510.. 9686 




Seq. No. 


46786 




Seq. ID 


OJ000207_15.0315 


.015 




Gene No. 


99384 




Strand 


'+ 








ft 7 0 
o / Z 




End 


1100 






Name 


UJUUUZU/ lo . UoiO . UXO . Ol . 


gs 


Method 


GENSCAN 




— 


o care 


Q "7 o 
o / Z 




End 


' 1100 






PT 


none 




Score 


.93 






Exons 


QTO cm iniyi linn 










o s q . LM o . 


/I T Q 




Seq. ID 


OJ000207_15.0315 


015 






99385 




Strand 








O L. CXl. L. 


1 




End 


2975 






Name 


OJ000207 15.0315.C15.ol. 


np 


Method 


AAT/NAP 






Start 


1 




End 


2975 






PT 


7452056 




Score 


226 • 






Exons 


1..45, 1292. .1482, 1593. 


.1683, 


2771. .2975 






GI Descrip. 


hypothetical protein T29H11.100 - Arabidopsis thaliana 








gi 1 4 678350 | emb | CAB4 1160 . 


11 {AL049659) 


putative protein 








[Arabidopsis thaliana] 












Seq. No. 


46786 




Seq. ID 


OJ000207_15.0315. 


015 




Gene No. 


99385 




Strand 








Start 


1 




End 


2975 






Name 


OJ000207 15. 0315. 015. ol. 


gp 


Method 


AAT/GAP 






Start 


461 




End 


1669 





48399 



GI 2312414 Score 560 

Exons 461. .494, 848. .930, 1027. .1074, 1363. .1482, 1593. .1669 

GI Descrip. 1572801 7.0e-18 (070854) F38A5.1 gene product [Caenorhabditis 
elegans] 



Seq. No. 46786 

Gene No. 99385 

Start 1 

Name OJ000207__15 . 0315 . C15 . ol . t'lfi 

Start 850 

GI none 
Exons 



Seq. ID OJ000207_15.0315.C15 
Strand 

End 2975 

Method TBLASTX: Maize 

End 2942 

Score 88 



850. .930, 854. .937, 855. .932, 1022. .1078, 1023. .1082, 
1377. .1481, 1402. .1485, 1590. .1685, 1591. .1686, 1591. 
2780. .2932, 2787. .2942 



1686, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46786 
99385 

1 ■ 

OJ000207 
1264 
none 



15.0315.C15.o2.gs 



2975 
GENSCAN 
2968 
.57 

1264. .1283, 1363. .1482, 1593. .1683, 2771. .2968 



Seq. ID OJ000207_15.0315.C15 
Strand 
End 

Method 
End 
Score 



Seq. No. 46787 

Gene No. 9938 6 

Start 1 

Name OJ000207_15 . 0315 . C16 . ol . np 

Start 1 

GI 7452056 

Exons 1..51, 412.. 661, 1256.. 1591, 
GI Descrip. hypothetical protein T29H11. 



gi| 4 678350|emb|CAB41160, 
[Arabidopsis thaliana] 



Seq. ID OJ000207_15.0315.C16 
Strand 

End 187 6 

Method AAT/NAP 
End 1856 
Score 218 
1675. . 1856 
100 - Arabidopsis thaliana 



II (AL049659) putative protein 



Seq. No. 46787 Seq. ID 

Gene No. '99386 ■ Strand 

Start.,. 1 End 

Name OJ000207_15 . 0315 . C16 . ol . gs Method 

Start 411 End 

GI none Score 

Exons 411. .661, 1256. .1591, 1675. .1876 



OJ000207_15.0315.C16 

1876 
GENSCAN 
1876 
.96 



Seq. No. 46787 

Gene No. 99387 

Start 2860 

Name OJ000207_15 . 0315 . C16 . ol . tm 

Start 1413 

GI none 

Exons 1413.. 1511, 1414.. 1476, 1416. 

1555. .1596, 1676. .1780, 1722, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 15.0315.C16 



3739 

TBLASTX: Maize 
1822 
73 

1-511, 1530.. 1595, 1533.. 1595,. 
1799, 1790.. 1822 



Seq. No. 46787 Seq. ID 

Gene No. 99387 Strand 

Start 28i50 End 

Name OJ000207_15 . 0315 . C16 . o2 . gs Method 

Start 2860 End 

GI none Score 



OJ000207_15.0315.C16 

3739 
GENSCAN 
3739 
.56 



48400 



Exons 2860.. 2917, 3663., 3739 



beq. NO. 


4 b / o o 


beq. lu 


UJUUUZU/ iD.UolO.Li/ 


Gene No , 


n Q O Q Q 


Strand 


+ 


Start 


o c: o 


bna 


Q Q n 
o B U 


Name 


ujuuuzu/ ID . uolo . bi / . oi . gs 


Method 


T M c p n M 


otart 


O c; 0 


bna 


Q Q fi 
oo U 




none 


Score 




Exons 








Seq. No. 


46788 


Seq. ID 


OJ000207_15.0315.C17 


Gene No. 


99389 


Strand 


+ 




1182 


End 


3483 


Name 


OJ000207 15.0315.C17.ol.np 


Method 


AAT/NAP 


btart 


1173 


End 


2941 




4884524 


Score 


561 


Exons 


1173. .1256, 2589. .2941 * 






GI Descrip, 


(AB027427) class III chitinase homologue {OsChib3H-h) [Oryza 




sativa] 






Seq. No. 


46788 


Seq. ID 


OJ000207_15. 0315. 017 


Gene No. 


99389 


Strand 


+ 


Start 


1182 


End 


3483 


Name 


OJ000207 15.0315.C17.o2.gs 


Method 


GENSCAN 


Start 


1182 


End 


3173 


GI 


none 


Score 


.81 


Exons 


1182. .1272, 1805. .2021, 2184.. 


2229, 26 


J10..2785, 2806. .3012, 



3014 . .3173 



Seq. No. 


46788 






Seq. ID, 


OJ000207_15.0315, 


.C17 


Gene No. 


99389 






Strand 


+ 




Start 


1182 






End 


3483 




Name 


OJ000207 15 


.0315.C17.o2. 


.np 


Method 


AAT/NAP 




Start 


1431 






End 


3483 




GI 


6006372 






Score 


86 




Exons 


1431. .1502, 


3349. .3483 










GI Descrip. 


(AP000559) 


hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46788 






Seq. ID 


OJ000207_15.0315, 


.C17 


Gene No. 


99389 






Strand 


+ 




Start 


1182 






End 


3483 




Name 


OJ000207 15 


.0315.C17.ol. 


.tc 


Method 


TBLASTX: Cress 




Start 


2592 






End 


3007 




GI 


none 






Score 


74 




Exons 


2592. .2708, 


2738. .2881, 


2921. 


,3007 







Seq. No. 


46788 






Seq.. ID 


OJ000207_15.0315.C17 


Gene ' No . 


^ 99389 






Strand 


+ 


Start 


1182 






End 


3483 


Name 


OJ000207 15, 


.0315.C17.ol. 


. ts 


Method 


TBLASTX: Soybean 


Start 


2592 






End 


3007 


GI 


none 






Score 


84 


Exons 


2592. ,2708, 


2738. .2881, 


2752. 


.2826, 2930.. 3007, 2932. .2997 


Seq. No. 


46788 






Seq. ID 


OJ000207_15.0315.C17 


Gene No. 


99389 






Strand 




Start 


1182 






End 


3483 



48401 



S 3T 



Name 


OJOOO^O/ 15 . 0315 . C17 , ol 


. tm 


Method 


TBLASTX: 


Maize 




Start 






End 


2869 








none 




Score 


125 






Exons 




Z / 13 . 


.2802, 2714. .2803, 


2810. .2869 


Seq. No. 


46788 




Seq. ID 


OJ000207 


_15.0315 


.C17 


Gene No. 


99389 




Strand 


+ 






ouart 


1 1 O Z 




End 


3483 






Name 


OJUUUzU / 15 . U315 . CI / . Ol 


. tw 


Method 


TBLASTX: 


Wheat 




Start 


o c; Q c 




End 


2803 ■ • 








none 




Score 


105 






Exons 


ORQC OCO^T O^nO O/CAC 


Z / 14 . 


.2803, 2714.. 2773, 


2716. .2802 


Seq. No. 


46789 




Seq. ID 


OJ000207 


_15.0315 


,C18 


Gene No. 


99390 




Strand 


+ 






b tar L 


DZ 




End 


174 






Name 


OJUUUzL) / 15 . 031 5 . Clo . ol 


• gs 


Method 


GENSCAN 






btart 






End 


174 






bi 


none 




Score 


. 63 






Exons 


DZ . .1/4 












Seq. No. 


4 678 9 




Seq. ID 


OJ000207 


_15.0315 


.C18 


Gene No. 


99391 




Strand ' 


- 






Start 


1 




End 


1160 






Name 


UJuUUzU / 15 . Uol5 . bio . ol 


.np 


Method 


AAT/NAP 






Start 


1 




End 


1160 • 






GI -" 


"7 O /" O T 




Score 


154 






Exons 


1 OOA TA/11 ll/^A 

1..339, 1041. .1160 












GI Descrip. 


(AP00155Z) nypotnetical 


protein [Oryza 


sativa] 






Seq. No. 


46789 




Seq. ID 


OJ000207 


_15.0315 


.C18 


Gene No. 


99392 




Strand 


- 






btart: 


1 A O A 

1 Oo 0 




End 


1228 






Name 


/^TAAAOAT ic aoic *^to 

OJOOOzOT 15 . 0315 . Clo . o2 , 


.gs 


Method 


GENSCAN 






Start 


T A O A 

lOo 0 




End 


1228 






bi 


none 




Score 


.5 






Exons 


1AOA 1000 

1 Uo 0 . . Izzo 












beq. NO. 


4 0 /o y 




Seq. ID 


OJ000207 


_15.0315 


.C18 


Gene No. . 


99393 




Strand 








Start 


2882 




End 


3094 






Name 


/^TAAAOA"? 1C aoic /^io «o 

OJOUOzO / 15 . 0315 . Clo . o2 . 


■ np 


Method 


AAT/NAP 






btart 


o o o o 
ZD OZ 




End 


3094 






C T 
bl 


bo 15053 




Score 


242 






Exons 


Zo oZ . . 30 y4 












bi uescrip. 


/TXOAAIAOAV t^, n4-l_A4-.! 

(APOOlOoO) nypotnetical 


protein [Oryza 


sativa] 






Seq. No. 


^4 67 90 




Seq. ID 


OJ000207_ 


_15.0315, 


.C19 


Gene No. 


99394 




Strand 








Start 


1 




End 


333 






Name 


OJQ00207 15 0315 C19 ol 


np 


Method 


AAT/NAP 






Start 


1 




End 


333 






GI 


6721516 




Score 


251 






Exons 


1..333 












GI Descrip. 


(AP001072 ) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


46790 




Seq. ID 


OJ000207^ 


_15.0315. 


X19 



48402 




Gene No. 


99395 




Strand 




Start 


Q '3 £: 




End 


i(J /d 


Name 


ojuou^ov lo . Uoio . Li y . oi 


.gs 


Method 


GENSCAN 


Start 


o "3 <r 
0 J D 




End 


107 5 




none 




Score 


. DO 


Exons 










Seq. No..- 


4 D / yu 




Seq. ID 


OJ000207 




-7 _? O -7 J 




Strand 




Start 


836 




End 


1075 


Name 


OJ000207 15.0315.C19.o2 


.np 


Method 


AAT/NAP 


Start 


839 




End 


993 


GI 


7363271 




Score 


120 


Exons 


839. . 993 








GI Descrip. 


{AP001552) hypothetical 


protein [Oryza 


sativa] 



Seq. No. 46791 

Gene No. 99396 

Start 1 " ■ 

Name OJ000207_14 . 0315.Cl.ol.np 

Start 1 

GI 81286 

Exons 1..243, 6343.. 6739, 11332. 
GI Descrip. 



Seq. ID OJ000207_14.0315.C1 

Strand + 

End 11889 

Method AAT/NAP 

End 11889 

Score 230 
.11465, 11654. .11889 



extensin - Volvox carteri (fragment) gi | 21 992 | emb | CAA4 6283 | 
{X65165) extensin [Volvox carteri] 



Seq. No. 46791 

Gene No. 99397 

Start 12782 

Name OJ.000207_14 . 0315 . CI . o3 . gs 

Start 12782 

GI none 

Exons 12782. .13420, 14 953 .. 15127, 
16630. .16673, 18457. .18657 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_14 .0315.C1 

18657 
GENSCAN 
18657 
. 67 



15456. .15584, 15635 .. 15670 , 



Seq. No. 46791 

Gene No. 99398 ■ 

Start 19896 

Name OJ000207_14 . 0315 . CI . o4 . gs 

Start 19896 

GI none 

Exons 19896. .20016, 24047 .. 24 14 5, 
25131. .25355, 27603.. 27667 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_14 .0315.C1 

27 667 
GENSCAN 
27667 
.64 



24285.-24449, 24 4 69 .. 24522 , 



Seq. No. 


46792 




Seq. ID 


OJ000207_ 


14, 


.0315. 


.C2 


Gene No. 


99399 




Strand 










Start 


2076 




End 


3564 








Name 


OJ000207 14 


, 0315.C2.pl. 


np Method 


AAT/NAP 








Start 


2076 




. End 


3564 








GI 


7228450 




Score 


164' 








Exons 


2076. .2191, 


2277. .2390, 


2529. .2614, 3456. .3564 








GI Descrip. 


(AP001366) 


hypothetical 


protein [Oryza 


sativa] 








S^'iq.- No. 


■ 46792 




Seq. ID 


6j000207__ 


14. 


.0315, 




Gene No. 


99400 




Strand 










Start 


5715 




End 


5796 








Name 


OJ000207 14 


.0315.C2.ol. 


gp Method 


AAT/GAP 









48403 



start 5715 End 5796 

GI ■LIB3477-003-P1-K1-E9 Score 103 

Exons 5715.. 5796 

GI Descrip. ' 24 98586/sp | Q40638 I MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] * 



in 



o CIO Wn 








Seq. ID 


OJ000207_14 .0315 


.02 




_7 -7 *i VJ X 




- 


Strand 






q-j- a v-f- 

O U d X L. 


O ^ U *i 






End 


9271 




Name 


OJ000207 14 


.0315 


.C2.ol.tc 


Method 


TBLASTX: Cress 




Start 


8201 






End 


8680 




GI 


none 






Score 


124 




I_( Awl io 


ft 9ni fid d n 


8205 


..8438, 8210 


..8446, 8454. .8552, 8456. .8554, 






8567 


..8680 








O ^ . Ln U . 


ID/ 17^ 






beq. lu 


UJUUUzU/ I4.Uolo 


. CZ 




QQd n 1 






our ana 






Start 


8204 






bna 






Name 


OJ000207 14 


.0315, 


.C2.o2.np 


Method 


AAT/NAP 




O L. d J. L. 


ft 9nd 






End 


9241 






7 ^9 7d n d 






Score 


1 U D^. 




In' V 1^ O 


ft 9nd Q9 d 1 
O Z U 4 . . jZ 4 1 














/ 7\T 1 TO ^r^ p \ 


putative protein 


[ Arabidops 


is thaliana] 




C cirr Kin 


d fi7 Q9 






oeq. lu 




. Cz 


Gene No. 


99401 






O -1- -fc" -1 1-1 

otrana 






Start 


8204 






End 


9271 




LN CtJLUC 


0.7000907 1 d 


.0315, 


.C2.o2.tm 


Method 


TBLASTX: Maize 




O uaX L. 


ft 90d ~ 
o Z U 4 






End 


8509 






none 






Score 


374 






ft90d ft^OQ 


8205. 


, .8483 








O C • IN u . 


d fi7 Q9 






Seq. ID 


OJ000207_14.0315 




Gene No. 


- 99401 






Strand 




Start 


8.204 






End 


9271 




Name 


0.7000907 Id 


.•0315. 


,C2.ol.ts 


Method 


TBLASTX: Soybean 




O CdX L 


^ ft d fi9 ~ 






End 


8'8 97 




w X 


none 






Score 


100 




V cr 


04DZ. .ODx/, 


8462. 


.8896, 8463 


. .8897 






Q o rr \1 n 
O c • 1. V U . 


d *^7 Q9 






Seq. ID 


OJ000207_14 .0315 


.02 




994 01 






Strand 






Start 


8204 N 






End 


9271 




Name 


OJ000207 14 


.0315. 


C2.o3.tm 


Method 


TBLASTX: Maize 




Start 


8510 






End . 


8713 




GI 


none 






Score 


•72 




Exons 


8510. .8569, 


8511. 


.8570, 8555, 


..8713, 8562.. 8708, 8563.. 8709 


Seq. No. 


46792 






Seq. ID 


OJ000207_14.0315. 


.02 


Gene No. 


99401 






Strand 






Start 


8204 






End 


9271 




Name 


OJ000207 14 


.0315. 


C2.ol.tm 


Method 


TBLASTX: Maize 




Start 


8718 . 






End 


9271 




GI 


none 






Score 


684 




Exons 


8718, .9263, 


8720. 


.9262, 8723. 


. . 9271 







48404 



Seq, No. 


46792 








Seq, ID 


OJ000207 


_14.0315.C2 


Gene No. 


99401 








Strand 






O t air L. 










End 


9271 




Nsnie 


UJ UUUZU / 14i 


o 1 c; 


. L-Z . OZ . 


zs 


Method 


TBLASTX: 


Soybean 


o t ciir L 


p Qn R ~ 
0 ^uo 








End 


9244 


CT 
Kj ± 


none 








Score 


177 




Exons 




ft Qn^^ 

O I? U D . 






.9080, 9105. .9242 




Seq. No. 


46792 








Seq. ID 


OJ000207 


_14.0315.C2 


Gene No. 


99401 








Strand 






O La J- L. 


O Z U fi 








End 


9271 




Nsine 






no r\0 




Method 


TBLASTX: 


Cress 


C-l- a r*4- 
O t alTU 










End 


9256 






none 








Score 


130 






QOI 9 Q94 R 


-7UZ U . 


Q9 t^ ^ 
, . ^Z O D 










O q . LN U . 










Seq. ID 


OJ000207 


1/1 mic^ no^ 




QQ/1 n 9 
^z3h UZ 








Strand 


+ 






Z i DO 








End 


9166 




Name 


OJ000207 14 


.0315. 


CB.ol. 


gs 


Method 


GENSCAN 




Start 


2166 








End 


9040 




GI 


none 








Score 


.55 




Exons 


2166. .2202, 


2646. 


.2851, 


3153. 


.3241, 3508. .3912, 


4314 . .4632, 




4987. .5218, 


5612. 


.5795, 


5917. 


.6104, 61? 


33. .7870, 


8187. .8310, 




8589. . 9040 















Seq. No. 


46793 


Seq. ID 


OJ000207_ 


14 


.0315 


.C3 


Gene No. 


99402 


Strand 


+ 








Start 


2166 


End 


9166 








Name 


OJ000207 14.0315.C3.ol.np 


Method 


AAT/NAP 








Start 


3062 


End 


4743 








GI 


6539588 


Score 


243 








Exons 


3062. .3376, 4693. .4743 












GI Descrip. 


(AP000837) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46793 


Seq. ID 


OJ000207_ 


14 


.0315, 


.C3 


Gene No. 


99402 


Strand 


+ 








Start 


2166 


End 


9166 ' 








Name 


OJ000207 14.0315.C3.o3.np 


Method 


AAT/NAP 








Start 


594 5 


End 


9166 








GI 


7489803 


Score 


2270 








Exons 


5945. .7256, 7302. .9166 












GI Descrip. 


pol protein homolog - maize retrotransposon Opie 


-2 








gi 1 364 58 991 gb|AAC4 9502. 1 | 


(U68408) 5» ^ 


end not determined 




experimentally [Zea mays] 












Seq. No. 


46793 


Seq. ID 


OJ000207_ 


14 . 


.0315. 


.G3 


Gene No. 


99403 


Strand 


+ 








Start 


15163 


End 


25978 








Name 


OJ000207 14 .0315.C3.o5.np 


Method 


AAT/NAP 








Start 


15163 


End 


16600 








GI 


7523502 


Score. 


174 








Exons 


15163. . 15256, 15548. .15776 


, 16510. .16600 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


46793 


Seq. ID 


OJ000207_ 


14 . 


,0315, 


.C3 


Gene No. 


99403 


Strand 











48405 




o tar t 


iOi D J 




End 


25978 




Name 


OJ000207 14. 0315. 03 


. o3 . gs 


Method 


GENSCAN 




Start 


15469 




End 


. 25171 






none 




Score 


.8 




Exons 


Tt/I^Q ICICfi^ 

lo4 by . . iooy lb4o^ 


1 <C 0 0 


17140. .17396, 17432. .17629, 






lOCTC IQTA^ imCA 


1 n 0 0 c 

. . 1 y J Jo , 


19419. .19568, 19667. .19816, 






TQQci oncQQ oryacc 


0 m 0 Q 


20813. .21205, 21245 .. 21718, 






OIQHtf; O'^I^C OTOI/I 




23585.. 25171 




Seq. No. 


46793 




Seq. ID 


OJ000207_14 .0315 


.C3 


Gene No, 


99403 




Strand 


+ 




ocarii 


1 0 1 DO 




End 


25978 




Name 


UJUUUZU/ i4.UolO.Co 


, oZ . gp 


Method 


AAT/GAP 




buart 


lyi /z 




End 


25978 






none 




Score 


1098 




Exons 


IdTTO Tfiylin 

lyi /z . . lyj Jo, iy4i9 


T A C ^ 0 

. . lyoDo , 


19667. .19816, 25854. .25978 




beq . NO . 


41 b / y J 




Seq. ID 


OJ000207_14.0315 


.03 


Gene No . 


y y 4 Uo 




Strand 






Start 


15163 




End 


25978 




Name 


OJ000207 14. 0315. C3 


. 06 . np 


Method 


AAT/NAP 




otar L 


20248 




End 


25194 




r* T 
bi 


4585985 




Score 


1732 




Exons 


20248. .20289, 21080 


.21513, 


21862. .23630, 23859 .. 25036, 






25112. .25194 










GI Descrip , 


(AC065287) Hypothetical protein [Arabidopsis thaliana 


] 


Seq. No. 


46793 




Seq. ID 


OJ000207_14.0315 


.03 


Gene No. 


99404 




Strand 






o uar L 


10595 




End 


14939 




Name 


OJ000207 14. 0315. C3 


o4 . tw 


Method 


TBLASTX: Wheat 




o tart: 


6371 




End 


6928 






none 




Score 


104 




Exons 


6371.. 6601, 6641.. 6928, 6749 


. .6922, 6754. .6927 




beq. NO. 


46793 




Seq. ID 


OJ000207_14 ;0315 


.03 


Gene No. 


99404 




Strand 






Start 


10595 




End 


14939 




Name 


OJ000207 14. 0315. C3. 


o3 . tm 


Method 


TBLASTX: Maize 




b car L 


6596 




End 


7231 




bi 


none 




Score 


81 




Exons 


6596.. 6661, 6601.. 6663, 6662 


..7084, 6701. .6979, 6748. .7083, 




7079. .7231 










Seq. No. 


46793 




Seq. ID 


OJ000207_14 .0315 


.03 


Gene No. 


99404 




Strand 






b uar L 


10595 




End 


14939 




Name 


OJ000207 14. 0315. C3. 


o3 . ts 


Method 


TBLASTX: Soybean 




b tart 


6770 




End 


7231 






none 




Score 


223 




Exons 


6770.. 7081, 6787.. 7074, 7094 


. .7222, 7103. .7231 




Seq. No. 


46793 




Seq. ID 


OJ000207_14.0315 


.03 


Gene No. 


994 04 




Strand 






Start 


10595 




End 


14939 




Name 


OJ000207 14. 0315. C3. 


o3 . tc 


Method 


TBLASTX: Cress 




Start 


6787 




End 


7225 





48406 






none 






Score 


1 yt 1 
141 




Exons 


o / o / , . DO f J, 


b / 0 tj 


. . / U / o , /Oy 4 . 


•7 O O C 








HO / 






beq. lu 


UJUUUzU / 14 . UolO 


. bo 


Gene No. 


99404 






Strand 






Start 


10595 






End 


14939 




Name 


UJ UUUZU/ 1^ 


. UO 1 0 


. bO . Ol . uS 


Me tinoa 


i oLAb 1 A : boyoean 




O -t- >-4- 

btar L 


/ dU / . 






End 


0 lo / 






R R n Q 0 n 
Douyz bU 






Score 


OA 

Do4 




Exons 


/ bU / . . / 0 4 b, 


/bib 


. . o loz, / boo . 


Q 1 C; "7 

. 0 Id / 






(ai uescnp. 














Seq. No. 


/I -1 Q o 

4 b / yo 






Seq. ID 


OJ000207_14.0315 


.C3 


Gene No. 


99404 






Strand 






Start 


10595 






End 


14939 




Naine 


UJ UUUZU / 1 ft 


. U O 1 0 


. bo . oz . uw 


Method 


TBLASTX: Wheat 




o t arc 


/ b / o 






End 


8149 






none 






Score 


83 




Exons 


/ b / o . . / / bz , 


/ b y 1 


..//Ob, f / , 


.8143, 78:04.-. 7941, 7941..8144, 




/ y bo . . o loo / 


/ y / u 


Q 1 /! Q 

, . 0 1 4 y 








Seq. No. 


46793 






beq, lu 


ujuuuzu/ 14.U0I0 


. bo 


Gene No. 


99404 






brrana 






brarr 


1 n c; Q c 






bna 


1 /I Q '5 Q 

14 yoy 




Name 


OJUUUZU / 14 


. Uo lo , 


. Co . ol . tc 


Method 


i biiAb i A . bres s 




btart 


fill 






bno 


Q n "5 0 
0 u 00 






none 






Score 


226 




Exons 


f f 1 f . .o\j O 1 , 


T T "7 Q 

( f lo , 


Q n ^3 Q 
, . oUoo 








Seq. No. 


46793 






Seq. ID 


OJ000207_14.0315 


. bo 


Gene No. 


99404 






Strand 






b uar t. 


1 n c, Qc; 

luo yo 






End 


14939 




Name 


UJ UUUzU / 14 


. Uolo . 


. bo . o4 . tm 


Method 


TBLASTX: Maize 




b tar L 


T Q 1 Q 

/o ly 






End 


8155 






none 






Score 


404 




Exons 


/oiy. .olo4. 


T Q o n 
/ ozU . 


. . 0 loo 








.Seq. No. 


46793 






Seq. ID 


OJ000207_14.0315 


.C3 


Gene No. 


99404 






Strand 






b car t 


1 n Q c: 
lUo yo 






End 


14939 




Name 


UJUUUzU / 14 


. UolD , 


. Co . OO . tw 


Method 


TBLASTX: Wheat 




buart 


oo 1 b 






End 


8746 




bi 


none 






Score 


99 




Exons 


QOT/T Q A n A 

ool b . . o4 / 4 , 


0 4 yU . 


, .ood/, oo/o. 


.8746 






Seq. No. 


46793 






Seq. ID 


OJ000207_14.0315 


.03 


Gene^ No. 


99404 






Strand 






C 4- v4- 

brar L 


luo y 0 






End 


14939 




Name 


UJUUUzU / 14, 


. 0315 . 


, C3 . ol . tm 


Method 


TBLASTX: Maize 




C +- -1 1^ 4- 

btart 


o4 by 






End 


9139 




GI 


none 






Score 


126 




Exons 


8469. .8588, 


8501. 


.8578, 8588. 


.9139, .8608. .9138 




Seq. No. 


46793 






Seq. ID 


OJ000207_14.0315, 


.C3 


Gene No. 


99404 






Strand 






Start 


10595 






End 


14939 




Name 


OJ000207 14, 


.0315. 


C3.o2.ts 


Method 


TBLASTX: Soybean 





48407 




start 


8511 




End 


9196 




GI 


none 




Score 


75 




Exons 


8511. .8585, 8594. .81 


1 rt rt rt 1 rt 1 

399, 8701 


..8-856, 8918. .9196, 8932. .9003 


Seq. No. 


46793 




Seq. ID 


.OJ000207_14 .0315 


.03 


Gene No. 


99404 




Strand 


- 




Start 


10595 




End 


14939 




Name 


OJ000207 14. 0315. C3, 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start • 


8783 




End 


9103 




GI 


none 




Score 


79 




Exons 


8783.. 8899, 8912.. 9103, 8927 


. .9103 






Seq. No. 


46793 




Seq. ID 


OJ000207_14 .0315 


. Co 


Gene No. 


99404 




Strand 






Start 


10595 




End 


14939 




Name 


OJ000207 14. 0315. C3, 


. o 4 . np 


Method 


AAT/NAP 




Start 


10595 




End 


14939 




GI 


6815052 




. Score 


1766 




Exons ■ 


10595. . 10713, 10993. 


. .11067, 


1114 9. . 11881, 11930. .12079, 






12859. . 12951, 13819. 


. , 13918, 


14216. .14317, 14 619. .14707, 






14786. . 14939 










GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 




Seq. No. 


46793 




Seq. ID 


OJ000207_14.0315 


.03 


Gene No. 


99404 




Strand 






Start 


10595 




End 


14939 




Name 


0 JO 00207 14 .0315.03. 


. o5 . tw 


Method 


TBLASTX: Wheat 




Start 


12140 




End 


12634 




GI 


none 




Score 


82 




Exons 


12140. . 12430, 12147, 


. .12431, 


12455. . 12613, 12455.. 12634 




Seq. No. 


46793 




Seq. ID 


OJ000207_14.0315 


.03 


Gene No. 


99404 




Strand 






Start 


10595 




End 


14939 




Name 


OJ000207 14. 0315. C3, 


, o5 . ts 


Method 


TBLASTX: Soybean 




Start 


12242 




End 


12616 




GI 


none 




Score 


101 • • 




Exons 


12242. .12436, 12431, 


, .12616 








Seq. No. 


46793 




Seq. ID 


OJ000207_14.0315 


.03 


Gene No. 


99405 




Strand 






Start 


21928 




End 


22395 




Name 


OJ000207 14.0315.C3. 


, ol . tw 


Method 


TBLASTX: Wheat 




Start 


21928 




End 


22352 




GI 


none 




Score 


525 




Exons 


21928. .22350, 21928. 


, .22350, 


21975.. 22352 




Seq. No. 


46793 




Seq.. ID 


OJ000207_14.0315 


.03 


Gene No. 


99405 ' 




Strand 






Start 


21928 




End 


22395 




Name 


OJ000207 14.0315.03. 


o6 . tm 


Method 


TBLASTX:Maize 




Start 


21934 




End 


22395 




GI 


none 




Score 


172 




Exons 


21934. .22212, 22213. 


.22395 








Seq. No. 


46793 




Seq. ID 


OJ000207_14 .0315 


.03 


Gene No. 


99406 




Strand 







48408 



C 4- -\ *-4- 

o tart 


23243 






End 


23653 




Name 


OJ000207 14.0315. C3 


.■o5 . tm 


Method 


TBLASTX : Maize 




Start 


23243 






End 


23653 




GI 


none 






Score 


397 




Exons 


23243. 


.23653, 23245 


. . z JdI 9 








Seq. No. 


46793 






Seq. ID 


OJ000207_14.0315 


.03 


Gene No. 


99407 






Strand. 






btart 


23995 






End 


24268 




Name 


OJ000207 14. 0315. 03 


. o7 . tm 


Method 


TBLASTX: Maize 




Start 


23995 






End 


24268 ' 






none 






Score 


97 




Exons 


23995. 


.24099, 23996 


. . ^4 lUU , 


24112. .24228, 24113.. 24268 




Seq. No. 


46793 






Seq,. ID 


OJ000207_14 .0315 


.03 


Gene No. 


. 99408 






. Strand 






btart 


24338 






End 


24921 




Name 


OJ000207 14. 0315. C3 


. o3 , tw 


Method 


TBLASTX: Wheat 




Start 


24338 






End ' 


24724. 




GI 


none 






Score 


157 




Exons 


24338. 


.24496, 24340 


. . ^:4 4 95 , 


24499. .24723, 24500. .24724 




Seq. No. 


46793 






Seq. ID 


OJ000207 14.0315 


.03 


Gene No. 


99408 






Strand 






btart 


24338 






End 


24921 




Name 


■ OJ000207 14. 0315. C3 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


24562 






End . 


24921 




GI 


none 






Score 


563 




Exons 


24562. 


.24921, 24563 


. .24 919 








Seq. No. 


46793 






Seq. ID 


OJ000207_14.0315 


.03 


Gene No. 


99408 






Strand 






otart 


24338 






End 


24921 




XT _ 

Name 


OJ000207 14. 0315. C3 


. o2 . tc 


Method 


TBLASTX: Cress 




Start 


'24596 






End 


24844 




bl 


none 






Score 


213 




Exons 


■i 24596. 


.24844, 24601, 


. .^4 801 








Seq. No. 


46793 






Seq. ID 


OJ000207_14 .0315 


.03 


Gene No. 


99408 






Strand 






btart 


24338 






End 


24921 




Name 


OJ000207 14. 0315. C3, 


. o4 . ts 


Method 


TBLASTX: Soybean 




Start 


24598 






End 


24772 




C T 
bl 


none 






Score 


195 




Exons 


24598. 


.24768, 24599, 


. .24 772 








Seq. No. 


46794 






, Seq. ID 


OJ000207__14 .0315, 


.04 


Gene No . 


99409 






Strand 


+ 




otart 


1 






End 


92 




Name 


OJ000207 14. 0315. C4, 


■ol.gp 


Method 


AAT/GAP 




Start 


1 






End 


92 




GI 


none 






Score 


156 




Exons 


1. .92 












Seq. No. 


46794 






Seq. ID 


OJ000207__14.0315. 


.04 


Gene No. 


99410 






Strand 


+ 




Start 


1164 






End 


2903 





48409 





Name 


OJ000207 14 . 0315 . C4 . ol . gs 


Method 


GENSCAN 






Start 


1164 


End 


2903 






GI 


none 


Score 


.79 






Exons 


iT^/i lo^i i^nn iT^rn o^ni 
-iiD4..izbl/ ibiy..i/DU, Z4Ui 


..2435, 2519. .2643, 


z /31 . .2903 




Seq. No. 


46794 


Seq. ID 


OJ000207_ 


14 . 0315 . C4 




Gene No. 


99411 


Strand 


+ 






Start 


3361 


End 


5717 






Name 


OJ000207 14 . 0315 ; C4 . oz . gs 


Method 


GENSCAN 






Start 


3361 


End 


5717 






GI 


none 


Score 


.71 






Exons 


TviOl "^CIO OTA/ oni/" 

3361. .3421, 3572. .3704, 3915 


..4054, 4212. .4282, 


4 474. .4 615, 






CACC c>icn ciiT 

5055. .5151, 5458. .5717 










Seq. No. 


4 67 94 


Seq. ID 


OJ000207_ 


14 . 0315 . C4 




Gene No. 


99412 


Strand 


+ 






Start 


6795 


End 


6877 






Name 


OJ000207 14.0315.C4.o2.gp 


Method 


AAT/GAP 






Start 


6795 • • • • 


End 


6877 






GI 


LIB3477-003-P1-K1-E9 • 


Score 


117 






Exons 


6795. .6877 










GI Descrip. 


'2498586/sp|Q40638 IMPOl ORYSA 2.Ge-24 


MAJOR POLLEN ALLERGEN 






S 1 PRECURSOR {ORY S I) >gi_ 


1173557 {U31771) Ory 


s 1 [Oryza 


. 




sativa] ' 








J; jr. 


Seq. No. 


46794 


Seq. ID 


OJ000207_ 


14 . 0315 . C4 


i ; J 


Gene No. 


99413 


Strand 


+ 






Start 


7507 


End 


10192 




hi 


Name 


OJ000207 14.0315.C4.o4.gs 


Method 


GENSCAN 






Start 


7507 


End 


10192 




if! 


GI 


none 


Score 


.8 






Exons 


7507. .7651, 7920. .8068, 8158 


. .8331, 8439. .8564, 


8605. .8786, 






8879. .8981, 9061. .9356, 9430 


. .9628, 9754. .9861, 


9932. .10192 


f ^ 


Seq. No. 


46794 


Seq. ID 


OJ000207_ 


14. 0315. C4 




Gene No. 


99414 


Strand 


4- 






. Start 


15029 


End 


17408 






Name 


OJ000207 14.0315.C4*ol.np 


Method 


AAT/NAP 




v3 


Start 


15029 


End 


17408 






GI 


6705984 


Score 


429 






Exons 


15029. .15910, 17389.. 17408 










GI Descrip. 


(AB033235) gag-pol polyprote 


in [Oryza 


sativa] 






Seq. No. 


46794 


Seq. ID 


OJ000207_ 


14. 0315. C4 




Gene No. 


99414 


Strand 


+ 






Start 


15029 


End 


17408 






Name 


OJ000207 14.0315.C4.o2.np 


Method 


AAT/NAP 






Start 


15821 


End . 


17408 






GI 


6498436 


Score 


342 






Exons 


15821. .16042, 16091. .16593, 


16693. . 168 


17, 17390. 


. 17408 




GI Descrip. 


(AP000815) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46794 


Seq. ID 


OJ000207__ 


14. 0315. C4 




Gene No. 


99415 


Strand 








Start 


6388 


End 


7165 






Name 


OJ000207 14.0315.C4.o3.gs 


Method 


GENSCAN 






Start 


6388 


End 


7165 





48410 



^4 



GI 


none 


Score 


. 84 






Exons 


^"^OO CTCC; TITO "7 1 c c 










Seq. No. 


46794 


Seq. ID 


OJ000207_14 


.0315 


.C4 


Gene No. 


99416 


Strand 








Start 


1 m Q Q 

iu / y y 


End 


11214 






Name 


KjJ\J\J\J^\j 1 1 4 . U JlD . C4 . OO . gs 


Method 


GENSCAN 






Start 


1 u / y.y 


End 


11214 






GI 


none 


Score 


. 7 






Exons 


iU / y y . . 1 Uo bU / ill4z, ,11^14 










Seq. No. 


46794 


Seq. ID 


OJ000207_14 


.0315 


.C4 


Gene No. 


99417 


Strand 








Start 


T 1 O C O 

1 1 O DO 


End 


14211 






Name 


OJOUUzU / 1 4 . (Jolo . C4 . OD . gs 


Method 


GENSCAN 






Start 


1 T o c o 

1 io bo 


End 


14211 






GI 


none 


Score 


.88 






Exons 


T10/*0 lO/lylC TOinC T'DICC 

llo DO.. . Iz4 4 0 / lolUo . . loloo.. 


14199. .14211 






Seq. No. 


46794 


Seq. ID 


OJ000207_14 


.0315, 


.C4 


Gene No. 


99418 


Strand 








Start 


loUlo 


End 


15550 






Name 


OJOUQ^O/ 14 . Uolo . C4 . ol . tm 


Method 


TBLASTX: Maize 




Start 


15018 


End 


15217 






GI 


none 


Score 


65 






Exons 


Tcnio 1C1CO icno/i tcot/t 
loU lo . . loloo , loUo4 . . loz 1 D, 


15035. .15217 






Seq. No. 


46794 


Seq. ID 


OJ000207_14 


.0315. 


.C4 


Gene No. 


99418 


Strand 








Start 


1 c n 1 o 
ioU lo 


End 


15550 ■ 






Name 


OJUOUzO/ 14 . 0 Jlo . C4 . ol . tw 


Method 


TBLASTX: Wheat 




Start 


1 c c o 

Io0o2 


End 


15550 






GI 


none 


Score 


328 






Exons 


Tcnco iccin Tcnco ncccn 

loUoz . . loolO, Io0oi..looo0 










Seq. No. 


46795 


Seq. ID 


OJ000207_14 , 


.0315, 


.C5 


Gene No. 


99419 


Strand 


+ 






Start 


o 1 £r 
Z 1 D 


End 


478 






Name 


OJ000207 14 . 0315 . C5 . ol . gs 


Method 


GENSCAN 






Start 


Z 1 D 


End 


478 






T 
bi 


none 


Score 


.44 






Exons 


OO/T one Aid 










Seq. No. 


46795 


Seq. ID 


OJ000207_14 , 


.0315, 


.C5 


Gene No. 


99420 


Strand 








btart 


1 ddI 


End 


2133 






Name 


OJ000207 14 , 0315 . C5 . o2 . gs 


Method 


GENSCAN 






Start 


1661 


End 


2133 






GI 


none 


Score 


.89 






Exons 


ITtTyl O/^jl'^ 

1661. .1754, 2042. .2133 










Seq. No. 


46795 


Seq. ID 


OJ000207_14 . 


,0315. 


C5 


Gene No. 


99421 


Strand 








Start 


3035 


End 


•34 08 






Name 


OJ000207 14 .0315.C5.o3.gs 


Method 


GENSCAN 






Start 


3035 


End 


3408 






GI 


none 


Score 


,77 
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Exons 



3035. .3408 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46796 
99422 
2860 

OJ000207_14 .0315.C6.ol.np 
1959 
4006874 

1959. .2123, 2619 
(Z99707) putative 



gi I 7270651 |emb|CAB80368 
[Arabidopsis thaliana" 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2714, 2795.. 2836, 
protein [Arabidopsis 



OJ000207_14 .0315.C6 

4158 
AAT/NAP 
3792 
•358 

2959. .3198, 3649. .3792 
thaliana] 



.11 {AL161590) putative protein 



46796 
99422 
2860 

OJ000207 

2860 

none 



Seq. ID OJ000207__14.0315.C6 



14 .0315.C6.o2.gs 



Strand 
End 

Method 

End 

Score 



4158 
GENSCAN 
4158 
.99 



2860.. 2868, 2959.. 3198, 3649.. 3789, 3919.. 3967, 4079.. 4158 



46796 
99423 
5450 

OJ000207_14 .0315.C6.ol.tm 

2497 

none 

2497. .2538, -.2616. .2726, 2619. 
2799. .2837, 2948. .3058, 2950. 
3127. .3198, 3649. .3801, 3653. 
4097. .4144 



Seq. ID OJ000207_14.0315.C6 
Strand 

End 8220 

Method TBLASTX: Maize 

End .'■ 414 4 

Score 4 9 

.2720, 2797. -.2838, 2798.. 2839, 
.3117, 2950. .3117, 3112. .3198, 
.3802, 3919. .3969, 3920. .3970, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Seq. ID OJ000207_14.0315.C6 
Strand 

End 8220 

Method AAT/GAP 

End . 5492 

Score . 561 



46796 
99423 
5450 

OJ000207_14 .0315.C6.ol.gp 
5180 

14250_1.R1084 
5180. .5492 

•6015437/dbj I AB008112.il AB008112 4.0e-10 Homo sapiens PEXl mRNA, 
complete cds ' 



46796 
99423 
5450 

OJ000207_14.0315.C6.o2.np 

5427 

6358509 



Seq. ID OJ000207_14 .0315.C6 
Strand 

End 8220 

Method AAT/NAP 

End 7567 

Score 386 



5427.. 5488, 6412.. 6514, 6630.. 6782, 6954...6981, 7263.. 7299, 
7412. .7567 

(AF072519) centrin [Nicotiana tabacum] 



46796 
99423 
^ 5450 

OJ000207_14 .0315.C6.o2.tm 
5430 



Seq. ID OJ000207_14.0315.C6 
Strand 

End 8220 

Method TBLASTX: Maize 

End 7505 



48412 






none 








Score 


63 




Exons 




d4 X U 


tf; 1 1 
. . box X , 


K>H XU . 


. 6523, 6630. . 6800, 


D / Oo . .6783 




D / UD . . DO lO ^ 


7 9 11 
/ Z X X 


7 "300 


7 9 ^30 


,7301, 7407. .7505, 


/411, ,7473 


beq. iNo . 










Seq. ID 


OJ000207 


1/1 r\ 0 1 c 0 /■ 

_14 , 0315 . 06 


Gene No. 


99423 








Strand 






Start 


5450 








End 


8220 




Name 


vJUUUUZU/ X 


. U J X 0 


. L^D . Oo . 


gs 


. Method 


GENSCAN 




o rar L 










End 


7595 






none 








Score 


.84 




Exons 


OfiDU. .DyoO/ 


^;o7 




tf^/l 1 9 
D41 XZ . 


.6514, 6630. . 6894, 


1 0 <c T 0 n 0 


















oeq . LMO . 










Seq. ID 


OJ000207 


1/1 AOIC c 
14 . U Jlo . Co 


Gene No. 


99423 








Strand 






Start 


5450 








End 


8220 




Name 


n 7000907 1 A 


0 1 
. U 0 X 0 


. L-D . ox . 


•t- r> 

L.C 


Method 


TBLASTX: 


Cress 


Q-i- -a -r-H 

o Lari, 










End ■ 


7505 






none 








Score 


98 




Exons 


Oft X J . . DOZ O , 


OD JU 


f^P 00 
. . DO UU , 


D / U J . 


.6783, 6' 


705. , 6782, 


7211. .7300, 




79'50 7^01 


7 /I 07 


7 c: 0 c; 
. . / DUO , 


/ 4 X X . 


. 7476 






beg . NO . 










Seq. ID 


OJ000207 


_14 . 0315 . C6 


Gene No, 


99423 








Strand 






Start 


5450 








End 


8220 




Name 


n 7000907 1 A 


0 1 c; 


^1 

. U D . 0 X , 


uS 


Method 


TBLASTX: 


Soybean 


o Larr 


CA 1 








End 


7484 




none 








Score 


89 




Exons 


Dfi X O . . DOZ D f 


1 n 
DO oU , 


Q n n 


7 n T 


.6783, 7211. .7300, 


1 ^Ql , . 74 84 ^ 




7/111 7yi7'5 














Seq. No. 


46796 








Seq. ID 


OJ000207 


_14.0315,C6 


Gene No. 


99423 








Strand 






o CdX L. 


O fJ o u 








End 


8220 




Name 


r\ 70 0 0 9 0 7 1/1 
UJUUU/U / X4I . 


. UO X D . 


. LD . oz . 


gp 


Method 


AAT/GAP 




o Lar L. 


7 9 "5 
/ Z O D 








End 


8220 




PT 


none 








Score 


660 . 




Exons 


790^ 79QQ 


7/1 1 9 
/ 4i XZ , 


7 c; Q Q 


Q n R Q 
0 uo y . 


.8220 






Seq. No. 










Seq. ID 


OJ000207 


_14 .0315.C7 


Gene No. 


99424 








Strand 


+ 




O T-O. IT L 


391 








End 


968 




Name 


OJ000207 14. 


,0315. 


,C7.ol, 


gs • 


Method 


GENSCAN 




o Lam 


391 






End 


968 




o X 


none 








Score 


.7 




Exons 


391.. 537, 863.. 968 










Seq. No. 


46797 








Seq. ID 


. OJ000207^ 


_14 .0315.C7 


Gene No. 


99425 








•Strand 


+ 




o nar L. 


2119 








'End 


2462 




Name 


OJ000207 14. 


0315. 


C7.01. 


gp 


Method 


AAT/GAP 




Start 


2119 








End 


2462 




GI 


none 








Score 


543 




Exons 


2119. .2462 














Seq. No. 


46797 








Seq. ID 


OJ000207_ 


_14.0315.C7 


Gene No. 


99426 








Strand 


+ 





48413 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



5060 End 7003 

OJ000207_14 . 0315 . C7 . o2 . np Method AAT/NAP 

5060 End 7003 

6996258 Score 105 

5060.. 5138, 6709.. 6849, 6876.. 7003 
{AL138657) putative protein [Arabidopsis thaliana] 





becj. iNo. 


A £^1 on 
4 D / y / 




Seq. ID 


OJOUOzUV 14. 0315. C7 




Gene No . 


y y 4 z / 




Strand 






btar L 


ZZ Z 4 




End 


/I O o 

4 9dZ 




Name 


OJ000207 14 


.0315.C7.ol.np 


Method 


AAT/NAP 




Start 


2221 




End 


2835 






/ Z / 1 Z 41 0 




Score 


O 4 0 




Exons 


0001 OQ'3C 

zZZ 1 . . zooo 










GI Descrip. 


(AJz4 oU do) 


red chlorophyll catabolite 


reductase [Hordeum 






vuigare ] 










Seq. No. 


4 0 / y / 




Seq. ID 


OJ000z07 14. 0315. C7 




bene no. 


Q Q /I O T 

y y 4 z / 




Strand 






Start 


2224 




End 


4962 




Name 


OJ000207_14 


.0315.C7.o2.gs 


Method 


GENSCAN 




btart 


o o o / 
ZZZ 4 




End 


4962 






none 




Score 


.48 


z 


Exons 


zZZ 4 . . ZO 1 D , 


2598 . . 2835, 3571 . 


3828, 4^ 


349. .4962 


'%S 


beq. NO. 


4 b / y / 




Seq. ID 


OJ000207_14.0315.C7 




Gene No . 


yy4z / 




Strand 






Start 


2224 




End 


4962 




Name 


OJ000207_14 


.0315.C7.ol.tm 


Method 


TBLASTX: Maize 




b L.ar t 






End 


2793 




bl 


none 




Score 


172 


ry 


Exons 


ZZZ D . . Z 4 yb , 


2227 . . 2553, 2228 . , 


2554, 2543. .2629, 2545. .2793 






ZDb4 . . Z /o4 , 


2687. .2791 








beq. NO. 


4 O / y / 




Seq. ID 


OJ000207_14 .0315.07 




Gene No. 


99427 




Strand 






Start 


2224 




End 


4962 




Name 


U J UUUZU/ 14 


.0315.C7.ol.ts 


Method 


TBLASTX: Soybean 




Start 


o o o 
ZZoU 




End 


2640 




bi 


none 




Score 


155 




Exons 


ZZoU . , Zo3 / , 


2231. .2626, 2500.. 


2640 






Seq, No. 






Seq. ID 


OJ000207_14.0315.C7 






-? -7 f± ^ O 




Strand 






Start 


6706 




End 


7001 




Name 


OJ000207 14 


.0315.C7.o2.tm 


Method 


TBLASTX: Maize 




Start 


6706 




End 


7001 




GI 


none 




Score 


128 




Exons 


6706. .6867, 


6839.. .6973, 6873.. 


7001 






Seq. No. 


46798 




Seq. ID 


OJ000207_14.0315.C8 




Gene No. 


99429 




Strand 


+ 




Start 


1 




End 


13461 




Name 


OJ000207 14 


.0315.C8.o2.np' 


Method 


AAT/NAP 




Start 


1 


End 


13461 




GI 


5821153 




Score 


192 




Exons 


1..28, 3083 


..3482, 9428.-9725, 


11570. . 


11789, 13268. .13461 



48414 





(AB016092) RNA binding protein [Homo sapiens] 






Seq. No. 


46798 




Seq.. ID 


OJ000207_14 . 


,0315. 


.C8 


Gene No. 


99429 




Strand 


+ 






C+- =, v-l- 
O L d i. L. 


1 




End 


13461 






N3ine 


OJ000207 14.0315.C8.ol.gs 




Method 


GENSCAN 






OX at C 


657 




End 


806 








*■ hone 




Score 


.73 






TT von Q 


657. .806 












Seq. No. 


46798 




Seq. ID 


OJ000207_14 . 


0315. 


,C8 


Gene No. 


99429 




Strand 


+ 






O t ci-L U 


1 




End 


13461 






Nsme 


OJ000207 14.0315.C8.ol.gp 




Method 


AAT/GAP 








1618 




End 


1984 








none 




Score 


722 






Exons 


1618. .1984 












o e q . LN o . 


46798' 




Seq. ID 


dJ000207_14'. 


U Jlo . 


Co 




99429 




Strand 


+ 






Start 


1 




End 


13461 






Name 


OJ000207 14.0315.C8.o2.gp 




Method 


AAT/GAP 






Start 


10454 




End 


10529 






\3 ± 


LIB34 77-003-P1-K1-E9 




Score 


117 






T c 


10454. .10529 












o-L uescrxp. 


*2498586/sp|Q40638 iMPOl ORYSA 


2.0e-24 


MAJOR .POLLEN 


ALLERGEN ORY 




S 1 PRECURSOR (ORY S I) >gi 


1173557 (U31771) Ory s 


1 [Oryza 




sativa] ' 












O £3 rr Mr* 
O c t.^ . L\ (J . 


46798 




Seq. ID 


OJ000207__14. 


0315. 


C8 


Gene No. 


99430 




Strand 


+ 






Start 


16368 




End 


18172 






Name 


OJ000207 14 . 0315.C8 .o3.np 




Method 


AAT/NAP 








16368 




End 


18172 








6721512 




Score 


57 






Hi 1 o 


16368. .16391, 17983 18074 , 


1^ 


3102. .18172 








(AP001072) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46798 




Seq. ID 


OJ000207_14. 


0315. 


C8' 


Gene No. 


99431 




Strand 


+ 






Start 


18917 




End 


21047 






Name 


OJ000207 14.0315.C8.o4.np 




Method 


AAT/NAP 






Start 


18917 




End 


20928 






GI 


6721558 




Score 


225 







Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



18917. . 19016, 19717. .19841, 20722. .20928 
(AP001073) hypothetical protein [Oryza sativa] 
gi|6815083|dbj IBAA90369.il (AP001081) hypothetical protein 
[Oryza sativa] . . 



46798 
99431 
18917 

OJ000207_14.0315.C8.o5.np 
19252 
6721561 



Seq. ID ' OJ000207_14.0315.C8 
Strand + 

21047 
AAT/NAP 
21047 ■ 
972 



End 

Method 
End 
Score 

19252. .19320, 19908 .. 20087 , 20155 20213 , 20285. .21047 
{AP001073) EST AU082058 (C12976) corresponds to a region of the 



48415 



predicted gene,; hypothetical protein [Oryza sativa] 
gi|6815086|dbj iBAA90372.1| (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 





O e . IM O . 


46798 


Seq. ID 


OJ000207_ 


14 . U Jlo 


. Co 






99432 


Strand 


+ 








q-|- -i yf- 


27204 


End 


30526 








Name 


OJ000207 14.0315.C8.o7.np 


Method 


AAT/NAP 








Start 


27204 


End 


30526 








GI 


6721512 


Score 


56 








Cj A(JI 1 o 


27204. .27258, 28805 .. 28910, 


28938. .29078, 30503. 


Q n R 0 








(AP001072) hypothetical protein [Oryza 


sativa] 








O e q . LN O . 


46798 


Seq. ID 




1/1 n "3 1 R 
14 . U Jlo 


. Co 




oene wo . 


99433 


Strand 










o tar L. 


1740 


End 










Name 


OJ000207 14 .0315.C8.o2-.gs 


Method 












1740 


End 


"ion A 








GI 


none 


Score 


. y4 








Exons 


1740. .2357, 3095. .3274 












oeg. wo. 


46798 


Seq. ID 


UJUUUzU / 


_14.0315, 


.C8 




t^ene ino . 


99433 


Strand 








w 


q-l- a r-4- 

oi-ar L 


1740 ■ 


End 


o o ~7 yi 






in 


Name 


OJ000207 14 .0315.C8.ol.np 


Method 


AAT/NAP 






?; H 




1743 


End 


o T c: T 
Zoo f 








GI 


7271245 


Score 


o c; o 






□ 


Exons 


1 /4 J . . zi57 














(AJ243066) red chlorophyll 


catabolite 


reductase 


[Hordeum 






vulgare] 












oeq . LNo . 


46798 


Seq. ID 


OJ000207_ 


14.0315. 


.C8 


s 




99434 


Strand 












7328 


End 


9660 








Name 


OJ000207 14.0315.C8.o3.gs 


Method 


GENS CAN 








Start " 


7328 


End 


9660 






L ~ 


GI 


none 


Score 


.99 






T. ^ 


Exons 


7328. .7966, 9421. .9660 












oeq. wo. 


46798 


Seq. ID 


OJ000207_ 


14.0315. 


,C8 




oene ino • 


99435 


Strand 










C +- -1 v- V 

ouar L 


10900- • 


End 


13423 








Name 


OJ000207 14.0315.C8.o4.gs 


Method 


GENSCAN 








o rar L 


10900 


End 


13423 








GI 


none 


Score 


.51 








Exons 


10900. .10980, 11560. .11717, 


11905. .11980, 12487.. 


-.127 5,4, 








13314 . .13423 












Seq. No. 


46798 


Seq. ID 


OJ000207_ 


14.0315. 


C8 




Gene No. 


99435 


Strand 










Start 


10900 


End 


13423 








Name 


OJ000207 14.0315.C8.o3.gp 


Method 


AAT/GAP 








Start 


11567 


End 


11658 








GI 


2799534 


Score 


104 








Exons 


11567. .11658 











48416 



Seq. No. 


46798 


Seq. ID 


OJ000207 


_14 .0315 


.C8 


Gene No. 


99436 


Strand 








Start 


22506 


End 


30361 






Name 


OJ00.0207 14.0315.C8.ol.tm 


Method 


TBLASTX: 


Maize 




Start 


1737 


End 


7912 






GI 


none 


Score 


275 






Exons 


1737. .2075, 1747. .2076, 2065. .2151, 2067. .2315, 


2076. .2306, 




2209.. 2313, 7601.. 7657, 7658.. 7717, 7712,. 7912 






Seq. No. 


46798 


Seq. ID 


OJ000207 


_14.0315 


.08 


Gene No. 


99436 


Strand 








Start 


22506 


End 


30361 






Name 


OJ000207 14.0315.C8.o2.ts 


Method 


TBLASTX: 


Soybean 




Start 


1743 


End 


7714 




GI 


none 


Score 


161 






Exons 


1743. .2159, 1744. .2148, 2022. .2162, 7511. .7597, 


7601. .7714 


Seq. No. 


46798 


Seq. ID 


OJ000207 


_14.0315 


.C8 


Gene No. 


99436 • - 


Strand 








Start 


22506 


End 


30361 






Name 


OJ000207 14.0315.C8.o5.tm 


Method 


TBLASTX : 


Maize 




Start 


16015 


End 


16390 






GI 


none 


Score 


107 






Exons 


16015. .16203, 16016. .16129, 


16017. . 16205, 16248 


. . 16379, 






16294. .16377, 16301. .16390 










Seq. No, 


46798 


Seq. ID 


OJ000207 


_14.0315 


.C8 


Gene No. 


99436 


Strand 








Start 


22506 


End 


30361 






Name 


OJ000207 14.0315.C8.o6.gs 


Method 


GENSCAN 






Start 


22506 


End 


30361 






GI 


none 


Score 


.57 






Exons 


22506. .22960, 23018 .. 234 14 , 


23447. .25129, 25154 


. .25690, 






25805. .26471, 26480 .. 28847 , 


30292. .30361 






beq. NO. 


46798 


Seq. ID 


OJ000207 


_14 .0315 


.C8 


Gene No . 


99436 


Strand 








o Lart 


22506- 


End 


30361 






Name 


OJ000207 14 .0315.C8,o6.np 


Method 


AAT/NAP 






Start 


22509 


End 


28908 






r" T 
bl 


7228457 


Score 


3232 






Exons 


22509. .24046, 24 113 .. 25777 , 


25832,-27380, 28859 


. .28908 




GI Descrip. 


(AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 


type 






retrotransposon RetroSorl, 


polyprotein 


. (AF0988 


06) [Oryza 




sativa] 










Seq. No. 


46798 


Seq. ID 


OJ000207 


_14 ,0315, 


.C8 


Gene No. 


• 99436 


Strand 








Start 


22506 


End 


30361 






Name 


OJ000207 14.0315.C8.o3.tw 


Method 


TBLASTX:! 


Wheat 




Start 


22518 


End 


23127 






GI 


none 


Score 


74 






Exons . 


22518« .22649, 22519 .. 2264 4 , 


22674 . .23126,,. 22870 


. .22977, 






22936. .23127, 23026. .23112 










Seq. No. 


46798 


Seq. ID 


OJ000207_ 


_14 .0315. 


.C8 


Gene No, 


99436 


Strand 









48417 



Start 

Name 

Start 

GI- 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



22506 

OJ000207_14.0315.C8.o6.tm 

22554 

none 

22554. .22637, 22638. .22802 



46798 
99436 
22506 

OJ000207_14.0315.C8, 

23250 

none 

23250. .23294, 23251, 



End 

Method 

End 

Score 



30361 

TBLASTX: Maize 

22802 

148 



Seq. ID OJ000207_14.0315.C8 
Strand 

30361 

TBLASTX: Wheat 
23632 
45 



End 

Method 
End 
Score 



o5 . tw 

.23292, 23291. .23632, 23316.. 23624 



46798 
99436 
22506 

OJ000207_14 . 0315 . C8 . o3 . tm 

23309 

none 

23309. .23632, 23328.. 23615 

46798 
99436 
22506 

OJ000207_14 . 0315 . C8 . o8 . tw 

23837 

none 

23837. .24094, 23964. .24095 



Seq. ID OJ000207_14 .0315.08 
Strand 

End 30361 

Method TBLASTX : Mai ze 

End 23632 

Score 182 



Seq. ID OJ000207_14 .0315.C8 
Strand 

End 30361 

Method TBLASTX : Wheat 

End 24095 

Score 70 



46798 
99436 
22506 

OJ000207_14 .0315.C8.o6.tw 
24134 
none 

24134 . .24199, 24 134 .. 24307, 24315 .. 24542 , 24317. .24541 



Seq. ID OJ000207_14.0315.C8 
Strand 

30361 

TBLASTX: Wheat 
24542 
51 



End 

Method 

End 

Score 



46798 
99436 
22506 

OJ000207_14.0315.C8.ol.ts 

24632 

none 

24632. .25057, 24693. .24998 



Seq. ID OJ000207_14 .0315.08 
Strand 

End 30361 

Method TBLASTX : Soybean 

End 25057 

Score 118 



46798 
99436 
22506 

OJ000207_14 .O315.08.o2.tw 
24687 
none 

24687. .25001, 24 689 .. 25111, 24707 .. 25066, 24709. .25071 



Seq. ID OJ000207_14.0315.O8 
Strand - . 

30361 

TBLASTX: Wheat 
25111 
224 



End 

Method 

End 

Score 



46798 
99436 
22506 



Seq. ID OJ000207_14 .0315.08 
Strand 

End 30361 



48418 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name , 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene~ No . 
Start * ■ 
Name 
Start 
GI 

Exons 

Seq. No. 
Gene No. 
Start 



OJ000207_14 . 0315 . C8 . o4 . tm 

24785 

none 

24785. .25168, 24786.. 25001 



46798 
99436 
22506 

OJ000207_14.0315.C8, 

25196 

none 

25196. .25552, 25209. 



Method 

End 

Score 



TBLASTX: Maize 

25168 

117 



o2. tm 
.25490, 25322.-25498 



Seq. ID OJ000207_14.0315.C8 
Strand 

30361 

TBLASTX: Maize 
25552 
229 



End 

Method 
End 
Score 



46798 
99436 
22506 

OJ000207_14.0315.C8.ol. tw 

25226 

none 

25226. ,25681, 25227.-25676 

46798 
99436 
22506 

OJ000207_I4 .0315.C8 .o3.ts 

25277 

none 

25277. .25411, 25418. .25642 



Seq. ID OJ000207_14 .0315.C8 
Strand 

End 30361 

Method TBLASTX: Wheat 

End 25681 

Score 396 



Seq. ID OJ000207_14 .0315.C8 
Strand 

End 30361 

Method TBLASTX : Soybean 

End 25642 

Score 111 



46798 
99436 
22506 

OJ000207_14.0315.C8 .o4 .tw 
25874 
none 

25874. .26110, 25884 .. 26108, 26147 26329, 26220. .26321 



Seq. ID OJ000207_14 .0315.C8 
Strand 

30361 

TBLASTX: Wheat 
26329 
151 



End 

Method 

End 

Score 



46798 
99436 
22506 

OJ000207_14 . 0315 . C8 . o7 . tw 

26959 

none 

26959. .27234, 26960 .. 27187, 
27245. .27295, 27307. .27357 

46798 
99436 
22506 

OJ000207_14. 0315.C8.o7. tm 

27073 
none 

27073. .27312 

46799 
99437 
1344 



Seq. ID OJ000207_14 .0315.C8 
Strand 

End 30361 

Method TBLASTX: Wheat 

End 27357 

Score 103 
26998. .27228, 27193 27306, 



Seq. ID OJ000207_14.0315.C8 
Strand 

End 30361 

Method TBLASTX : Mai ze 

End 27312 

Score 187 



Seq. ID OJ000207_14.0315.C9 
Strand 

End 6689 



48419 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000207_14 .0315.C9.ol.np 

1344 

6063557 

1344. .1397, 4600. .4752, 5001, 



Method AAT/NAP 
End 6689 
Score 258 
.5190, 6648.. 6689 



(AP000615) similar to dJ522J7.2 (Z98885) [Oryza sativa] 



Seq. ID 
Strand ' 
End 

Method 

End 

Score 



OJ000207 14. 0315. CIO 



.3231 
AAT/NAP 
3231 
1924 



46800 
99438 
1 

OJ000207_14 .0315.G10.ol.np 
1 

7489783 

1..117, 229. .359, 541. .676, 902. .1173, 1553. .1842, 1933. .2234, 
2308.. 2373, 2455.. 2520, 2596.-2667, 2804.. 2875, 2962.. 3033, 
3156. ,3231 

leucine-rich repeat transmembrane protein kinase 1 - maize 
(fragment) gi | 3360289 | gb | AAC27894 . 1 | (AF023164) leucine-rich 
repeat transmembrane protein kinase 1 [Zea mays] 



46800 Seq. ID 

99438 Strand 

1 End 

OJ000207_14 . 0315. CIO. ol.tm Method 

1 End 

none Score' 



OJ000207_14 .0315. CIO 
3231 

TBLASTX: Maize 

2273 

176 



l.,120, 3. .119, 229... 363, 231. .359, 526. .675, 533. .676, 
540. .728, 695. .727, 854. .1174, 899. .1174, 901 . . 1 17 6, . 154 2 . . 1718, 
1542. .1721, 1684. .1734, 1686. .1844, 1736. .1843, 1933. .2010, 
1933. .2010, .1934. .2014, 1935. .2051, 2007. .2129, 2047. .2130, 
2207.. 2236, 2208.. 2273 



III Seq. No. 46800 

Gene No. 99438 

:^ Start 1 

Name OJ000207_14 . 0315 . CIO . ol . ts 

H start 1 

GI none 
; Exons 



Seq. ID OJ000207_14 .0315. CIO 
Strand 

End 3231 

Method TBLASTX : Soybean 

End 1702 

Score- 101 



1..132, 3. .119, 229. .348, 231. .353, 231. .356, 550. .675, 
553. .669, 557. .676, 695. .727, 899. .1102, 899, .1102, 901. .1116, 
928. .1110, 1105. .1176, 1548. .1697, 1548. .1700, 1550. .1702 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46800 
99438 
1 

OJ000207_14 . 0315. CIO. o2.tw 
12 

none 

12. .116, 228. .341, 244. .342 



46800 
99438 
1 

OJ000207_14 .0315. CIO. ol.gs 
39 

none 



Seq. ID OJ000207_14 .0315. CIO 
Strand 

End 3231 

Method TBLASTX : Wheat 

End 342 

Score 109 



Seq. ID OJ000207_14. 0315. CIO 
Strand 

3231 
GENSCAN 
3033 
.87 



End 

Method 
End 
Score 

39. .117, 229. .359, 541. .676, 902. .1173, 1553. .1842, 1933. .2234, 
2308. .2373, 2455. .2520, 2962. .3033 



48420 




Seq. No. 


46800 




Seq. ID 


OJ000207_14. 0315. CIO 








o t rana* 






1 






9 "3 1 
JZ J 1 


Name 


UJUUUZU/ Ifl-.UJID. 


Pin o +- 
UlU . oz . tC 


Method 


1 bLAb i A : Lress 


o tart 


/I 9 




bna 


o4 Z 


P T 


none 




Score 






AO 11Q 1*^9 


9 9 Q yi 9 


9 1 '5/11 




Seq. No. 


46800 




Seq. ID 


OJ000207_14. 0315. CIO 


Gene No. 


99438 




Strand 




o tax L. 


1 




End 


3231 


Name 


OJ000207 14.0315. 


ClO.ol.tc 


Method 


TBLASTX: Cress 


otar t 


569 




End 


1766 




none 




Score 


82 


Exons 


569. .676, 571, .675, 899. .1174, 901. .1176, 1548. .1766, 




1548.. 1673, 1550. 


.1765 






Spa No 


46800 




Seq. ID 


■OJ000207_14. 0315. CIO 


Gene No. 


99438 




Strand 




Start 


1 




End 


3231 


Name 


OJ000207 14.0315. 


ClO.ol.gp 


Method 


AAT/GAP 


Start 


939 




End 


2015 


GI 


23700 1.R1084 




Score 


1153 


Exons 


939.. 1173, 1553.. 


1842, 1933. 


. .2015 




GI Descrip. 


.'3360289 l.Oe-48 


{AF023164) 


leucine-rich repeat transmembrar 



protein kinase 1 [Zea mays] ' . 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46800 
99438 
1 

OJ000207_14. 0315. CIO. o2.gp 
2132 

30231 1.R1084 



Seq. ID OJ000207_14 .0315. CIO 
Strand 

End 3231 

Method AAT/GAP 

End 3033 

Score 779 



2132. .2234, 2308. .2373, 2455. .2520, 2596. .2667, 2804. .2875, 
2962. .3033 

'3360291 l.Oe-102 (AF023165) leucine-rich repeat transmembrane 
protein kinase 2 [Zea mays] ' 



46800 
99438 
1 

OJ000207_14 . 0315 .CIO .o2 . tm 

2132 

none 

2132. .2167, 2307. .2372, 2311. 
2456. .2518, 2464. .2520, 2487, 
2594.. 2659, 2628.. 2666 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 14. 0315. CIO 



3231 

TBLASTX:Maize 
2667 
90 

.2373, 2451.. 2519, 2452. 
.2525, 2593. .2667, 2593. 



.2526, 
.2655, 



Seq. No. 46800 

Gene No. 99438 

Start 1 

Name OJ000207_14'. 0315 . CIO . ol . tw 

Start . 2207 

GI none 

Exons 2207.. 2272, 2307.. 2372, 2309. 

2452. .2526, 2456. .2518, 2487. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2383, 2311 
.2525, 2593 



OJ000207 14. 0315. CIO 



3231 

TBLASTX: Wheat 
2874 
85 

2373, 2451. .2519, 
2667, 2628.. 2666, 



48421 



2792. .2863, 2792. .2863, 2821. .2871, 2830. .2874 



Seq. No. 46801 Seq. ID 

Gene No. 99439 Strand 

Start 2563 End 

Name OJ000207_10 . 0314 . CI . ol . np Method 

Start 2563 End 

GI 5295967 Score 

Exons, 2563.. 3220 

GI Descrip. (AB026295) Similar to Lycopersicon esculentum pT53 mRNA for 

wound-repressed gene, partial cds. (X59883) [Oryza sativa] 



OJ000207_10.0314.C1 
+ 

3220 
AAT/NAP 
3220 
263 



OJ000207_10.0314.C1 
+ 

10821 
AAT/NAP 
10821 
88 



Seq. No. 46801 Seq. ID 

Gene No. 99440 Strand 

Start 10632 End 

Name OJ000207_10 . 0314 . CI . o2 . np Method 

Start 10632 End 

GI 6069646 Score 

Exons 10632.'. 10821 ' ' ■ 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq. No. 46801 Seq. ID 

Gene No. 99441 . Strand 

Start 11396 End 

Name OJ000207_10 . 0314 . CI . ol . gp Method 

Start 11396 End 

GI 5142_1.R1084 Score 

Exons 11396. .12007 

GI Descrip. M 835757/gb i AAD30224 . 1 | AC007202_6 6.0e-18 (AC007202) EST 

gb_AA404917 comes from this gene. [Arabidopsis thaliana] * 



OJ000207_10.0314.C1 
+ 

12007 
AAT/GAP 
12007 
1193 



Seq. No. 46801 

Gene No. 99442 

Start 14 84 6 

Name OJ000207_10 . 0314 . CI . o3 . gs 

Start 14846 

GI none 
Exons 



Seq. ID OJ000207 10. 0314. CI 



Strand 
End 

Method 

End 

Score 



+ 

16141 
GENSCAN 
16141 
.93 



14846. .14983, 15294 .. 15486, 15966. .16141 



Seq. No. 46801 

Gene No. 99443 

Start 2213 

Name . OJ000207_10 . 0314 . CI . ol . gs 

Start 2213 

GI none 

Exons 2213.. 2245, 2493.. 2668, 2976. 
8592. .8881 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_10.0314.C1 

8881 
GENSCAN 
8881 
.54 . 



,3151, 4077. .4106, 4801. .5007, 



Seq. No. 46801 Seq. ID 

Gene No. ' 99444 Strand 

Start 10284 End 

Name OJ000207_10 . 0314 . CI . o2 . gs Method 

Start 10284 End 



OJ000207_10.q314 .CI - 

18504 

GENSCAN 

13253 



48-422 





none 




Score 


.9 


Exons 


THOO/l inTQ'S 


. IZ 1 / 1 , 


12211. .12441, 12810. .13055, 




1'30n'3 IVOR'S 








beq. NO, 


4 bo Ul 




Seq. ID 


OJ000207_10.0314 


Gene No . 


Q Q /I / /i 




Strand 




Start 


10284 




End 


18504 


Name 


OJ000207_10.0314.C1. 


ol . tm 


Method * 


TBLASTX: Maize 


o rar L 


1 1 7 P 9 




End 


12891 




none 




Score 


415 


Exons 


ITTQO IIQQc; 11TQO 

ii / oz . . iioyo, ii/oo. 


. iz Id y , 


11790. .12137, 12205. .12444, 




10010 10CL/I1 


, Iz bio , 


12542. .12619, 12542 .. 12622 , 




loorio lOQQi lOQin 


. izo yu 






O rt « M rt 

beq. NO. 


4 DO U 1 




Seq. ID 


OJ000207_10.0314 


Gene No . 


y y 4 4 4 




Strand 




Start 


10284 




■End 


18504 


Name 


OJ000207_10.0314.C1. 


o3 . np 


Method 


AAT/NAP 


btart 


1 1 / y y 




End 


18375 


rt -T- 


A n Q c o 
4 y OD ODZ 




Score 


1148 


Exons 


TITQQ TOIT? 10011 

1 1 / y y . . iz lo / , izzii. 


. 12418, 


12519. .12618, 12810. .13055, 




IQOnT ITTTQ TDIQT 


.18375 






GI Descrip. 


tAbUUbo4i) >roUy.li 


[Arabidopsis thaliana] 


Seq. No. 


46801 




Seq. ID 


OJ000207_10.0314 


Gene No. 


99444 




Strand 




b tar L 


lUZ o 4 




End 


18504 


Name 


UJUUUZU/ iU.UJi4.bi. 


ol .ts 


Method 


TBLASTX: Soybean 


btart 






End 


12273 




none 




Score 


219 


Exons 


IIQHQ 101T7 IIQnQ 


. 12159, 


12205. . 12273 


beq. NO, 


/I O A 1 

4 boUi 




Seq. ID 


OJ000207_10.0314 


Gene No. 


99444 




Strand 




Start 


10284 




End 


18504 


Name 


UJUUUZU/ XU.UJi4.bl, 


ol . tc 


Method 


TBLASTX: Cress 




iiy iy 




End 


12924 


bl 


■ none 




Score 


196 


Exons 


11Q1Q lOIT? 11QO£; 

iiy ly . . izio / , iiyzb. 


. 12159, 


12205. .12417, 12215. .124 00, 




looon lo/ino ioc^qq 
IZZZU . . 1Z4 Uo , IZO Jo . 


. 12618, 


12805. .12924, 12810. .128 96 


Seq. No. 


>i £r o n T 
4 bo Ul 




Seq. ID 


OJ000207_10.0314 


Gene No . 


y y4 4 4 




Strand 




b car c 


1 n 0 Q /! 
1 UZ o 4 




End 


18504 


Name 


OJ000207 10. 0314. CI. 


o2 . gp 


Method 


AAT/GAP 


Start 


12271 




End 


18504 


bl 


6055 1.R1084 




Score 


1679 


Exons 


12271. .12441,. 12538: 


. 12618, 


12810. . 13055, 13203; .13318, 




18202. .18504 








GI Descrip. 


M966352/gb| AAD34683 


.1IAC006341 11 7.0e-58 (AC006341) >] 




[Arabidopsis thaliana] ' 






Seq. No. 


46801 




Seq. ID 


OJ000207_10.0314 


Gene No. 


99444 




Strand 




Start 


10284 ■ 




End 


18504 


Name 


OJ000207 10. 0314. CI. 


o2. ts 


Method 


TBLASTX : Soybean 


Start 


12274 




End 


13055 



XI 



.CI 



>F309.11 



48423 



GI 

Exons 



none Score 90 

12274, . 12408, 12274 124 17, 12275 124 15, 12538 12618, 

12805. .13038, 12805 .. 13017 , 12810. .13055 



Seq. No. 


46801 


Seq. ID 


OJ000207_10.0314 


.CI 


Gene No. 


99444 


Strand 






Start 


10284 


End 


18504 




Name 


OJ000207 10.0314.Cl.o2.tm 


Method 


TBLASTX: Maize 




Start 


13199 


End 


14784 




GI 


none 


Score 


88 




Exons 


13199. .13315, 13200. .13316, 13201. .13320, 13203. .13319, 






14 707. . 14 784, 14 708. . 14761 








Seq. No. 


46801 


Seq. ID 


OJ000207_10.0314 


. CI 


Gene No. 


994 4 4 


Strand 






Start 


10284 


End 


18504 




Name 


OJ00Q207 10 . 0314 . CI . o4 . gs 


Method 


GENSCAN 




Start 


16992 


End 


17210 




GI 


none 


Score 


.83 




Exons 


16992. . 17210 








Seq. No. 


46802 


Seq. ID 


OJ000207_10.0314 


. C2 


Gene No . 


99445 


Strand 


+ 




Start 


8502 


End 


12826 




Name 


OJ000207 10.0314 .C2.o2.gs 


Method 


GENSCAN 




o tar L 


8502 


End 


12826 




GI 


none 


Score 


.85 




Exons 


8502.. 8746, 9009.. 9033, 9173. 


.9863, 10809. .12625, 12755 


. .1282 


Seq. No. 


46802 


Seq. ID 


OJ000207_10.0314 


.C2 


Gene No. 


99445 


Strand 






Start 


8502 


End 


12826 




Name 


OJ000207 10.0314.C2.ol.np 


Method 


AAT/NAP 




Start 


8535 


End 


12688 




GI 


4163997 


Score 


3086 




Exons 


8535.. 8746, 9205.. 9863, 10809, 


. .12688 







GI Descrip. (AF087483) alpha-xylosidase precursor [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000207_10.0314.C2 
+ 

12826 
AAT/GAP 
12195 
804 



46802 Seq. ID 

99445 Strand 
8502 End 
OJ000207_10. 0314 .C2.ol.gp Method 
11752 End 
2311478 Score 
11752. .12195 

5002212/gb|AAD37363. 1 |AF144078_1 l.Oe-46 (AF144078) 
alpha-xylosidase precursor [Arabidopsis thaliana] 
>gi_5734722_gb_AAD49987. 1_AC008075_20 (AC008075) Identical to 
gb_AF144078 alpha-xylosidase precursor from Arabidopsis 
thaliana. ESTs gb_W43892, gb_N96165, gb_T46694, gb_N37141, 
gb_R64965, gb_R90271, gb_AA651443, gb_AA712305, gb_T04189 and 
gb_AA597852 c 



Seq. No. 
Gene No. 
Start 
Name 



46802 ' Seq. ID 

99446 Strand 

12357 End 

OJ000207_10 . 0314 . C2 . o2 . gp Method 



OJ000207_10.0314 .C2 

12857 
T^T/GAP 



48424 



start 12357 End 12857 

GI 40932_1.R1084 Score 949 

Exons 12357.. 12857 

GI Descrip. » 5002212/gb i AAD37363 . 1 1 AF144078_1 4.0e-10 (AF144078.) 

alpha-xylosidase precursor ' [Arabidopsis thaliana] 
>gi_5734722_gb_AAD49987,l_AC008075_20 (AC008075) Identical to 
gb_AF144078 alpha-xylosidase precursor from Arabidopsis 
thaliana.' ESTs gb_W43892, gb_N96165, gb_T46694, gb_N37141, 
gb_R64965, gb_R90271, gb_AA6514 4 3, ' gb_AA712305, gb_T04189 and 
gb_AA597852 c* 



Seq. No. 46802 Seq. ID 

Gene No. 99447 Strand 

Start 13225 End 

Name OJ000207_10 . 0314 , 02 . o3 . gs Method 

Start 13225 End 

GI none Score 
Exons 



OJ000207_10.0314 .C2 

14407 
GENSCAN 
14407 
.9 



13225. .13340, 13367 .. 13512 , 14316. .14407 



Seq. No. 46802 Seq. ID 

Gene No. 99448 Strand 

Start 19645 End 

Name ' OJ000207_10 . 0314 . C2 . o3 . tc Method 

Start 9548 End 

GI none Score 

Exons 9548.-9865, 9553.. 9864 



OJ000207_10.0314.C2 
20122 

TBLASTX: Cress 

9865 

454 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46802^ ■ • 

99448 

19645 

OJ000207 

9614 

none 



10.0314.C2.o2.ts 



Seq. ID OJ000207_10.0314 .C2 
Strand 
End 

Method 
End 
Score 



20122 

TBLASTX: Soybean 

10924 

395 



9614. .9865, 9616. .9864, 9719. .9871, 10804 .. 10905, 10808. .10924 



Seq. No.' 46802 

Gene No. 994 4 8 

Start 19645 ' 

Name OJ000207_10 . 0314 . 02 . o3 . tm 

Start 9670 

GI none 

Exons 9670.. 9864, 9671.. 9865, 9789. 
10959.. 11003 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_10.0314.C2 
20122 

TBLASTX: Maize 

11003 

341 



,9872, 10807. .11001, 10808 .. 11002 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46802 Seq. ID 

99448 Strand 

19645 End 

OJ000207_10 . 0314 . 02 . o2 . tc Method 

10783 .. ' End 

none Score 



OJ000207_10.0314.O2 
20122 

TBLASTX :Oress 

11467 

91 



10783. .11025, 10795. .11310, 10808 .. 11311 , 11333 .. 114 67 , 
11333. .11464, 11335.. 11466 



Seq. No, 
Gene No. 
Start 
Name 



46802 
99448 
19645 
OJ000207 



10.0314 .02.01. tm 



Seq. ID 

Strand 

End 

Method 



OJ000207_10.0314 .02 
20122 

TBLASTX: Maize 



48425 





C -4- -1 -v- V 

otart 


1 1 n o Q 




End 


12102 






none 




Score 


187 




Exons 


iiriQQ iiiQ"? iinon 


1 1 1 Q 0 

. 1 1 loo , 


11186. .11584, 11187. ,11348, 






111QQ lie;'?'? 111QQ 


1 o 1 n 0 
. 1 z 1 uz , 


11189. .12100, 11983. .12102 




C j-^ M /-V 

beq. NO. 


/I c Q n o 
H bo 




Seq. ID 


OJ000207_10.0314 




Gene No.. 


•99448 




Strand 






Start * 


19645' 




End 


20122 




Name 


UJUUUZU/ lU.UoXft.bZ. 


Ol.ts 


Method 


TBLASTX: Soybean 




otart 


1 1 o / o 
1 1 Z 4 Z 




End 


12679 






none 




Score 


73 




Exons 


T10/10 11*501 IIO/t'3 


1 T O O O 

. 1 iz , 


11332. .12270, 11333. .12517, 






lOTtf^i lORit; iot;£;Q 


. IZ b / y 








Seq. No. 


46802 




Seq. ID 


OJ000207_10.0314 




Gene No. 


99448 




Strand 






otart , 


1 D fi D 




End 


20122 




Name 


UOUUUzU / lU.Uoi4.bz. 


1 rt 
Ol . t c 


Method 


TBLASTX: Cress 




btart 






End 


12268 




T 
bi 


none 




Score 


969 




Exons 


IICIOC 1001/I IICLOQ 

llozo , . lzzl4 , liooy. 


1 O O 1 T 

. Izz lo , 


12206. .12268, 12217. .12267 




Seq. No. 


/I /r Q A O 
4 DO Uz 




Seq. ID 


OJ000207_10.0314 




Gene No. 


99448 




Strand 






Start 


19645 




End 


20122 


r n 


Name 


UJUUUZU/ lU.Uol4.LZ. 


rt O 4-T« 

oz . tm 


Method 


TBLASTX: Maize 


If 


Start 


Iz 14z 




End 


12708 


P 


bl 


none 




Score 


614 




Exons 


lOI/IO lORCLC lOI/IT 

IZ 14 Z . . IZOOO , 1Z14J. 


. izoo y , 


12302. .12559, 12525. .12698, 






Tocci lOTnn iocn/i 
IZ OO 1 . , 1 Z / UU / 1ZdU4, 


. izbyy, 


12635. .12703, 12652. .12708 




O C . LN O . 


4 D O U Z 




Seq. ID 


OJ000207_10.0314 




Gene No. 


99448 




Strand 






Start 


19645 




End 


20122 




Name 


OJ000207 10. 0314. 02. 


o4 . tc 


Method 


TBLASTX: Cress 




Start 


12302 




End 


12685 




GI ■ 


none 




Score 


178 


i 1 


Exons 


12302. . 12529, 12349. 


.12489, 


12596. .12685, 12 610. .12 684 



Seq. No. 46802 Seq. ID 

Gene No. 99448 Strand 

Start 19645 End 

Name OJ000207_10 . 0314 . C2 . o5 . gs Method 

Start 19645 End 

GI none Score 

Exons 19645. .19680, 20069.. 20122 



.C2 



OJ000207__10.0314 .C2 

20122 

GENSCAN 

20122 



Seq. No. 46803 - Seq. ID OJ000207 

Gene No. .99449 Strand + 

Start ' 120 End 297 

Name OJ000207_10 . 0314 . C3 . ol . gs Method GENSCAN 

Start 120 End 297 

GI none Score . 97 

Exons 120.. 297 



•10. 0314. C3 



Seq. No. 
Gene No. 



46803 
99450 



Seq. ID 
Strand 



OJ000207 10. 0314. C3 



48426 




start 


lo lo 










End 


2 J42 


Name 


OJ000207 10 


0314 


. C3 


ol 


.gp 


Method 


AAT/GAP 


Start 


1627 










End 


2058 


GI 


c /" r\ T yi o n 

560 /4 










Score 


843 


Exons 


loZ / . . zUbcf 














Seq. No. 


46803 










Seq. ID 


OJ000207 10 


Gene No. 


99450 










Strand 




Start 


181'8 










End 


2342 


Name 


OJ000207 10. 


0314 


C3. 


o2 


.gs 


Method 


GENSCAN 


Start 


1818 










End 


2342 


GI 


none 










Score 


1 


Exons 


1818. .2342 















Seq. No. 46803 

Gene No. 99451 

Start 2717 

Name OJ000207_10 . 0314 . C3 . ol .tm 

Start 1857 

GI none 
Exons 



Seq. ID OJ000207_10.0314.C3 
Strand 
End 

Method 
End 
Score 



4042 

TBLASTX: Maize 

2103 

143 



1857. .1985, 1858. .1983, 1980. .2075, 2073. .2102, 2074. .2103 



Seq. No. 46803 Seq. ID 

Gene No. 99451 Strand 

Start 2717 End 

Name OJ000207_10 . 0314 . C3 . o3 . gs Method 

Start 27 17' ' End 

GI none Score 

Exons 2717.. 2743, 2819.. 2961, 3957.. 4042 



OJ000207_10.0314.C3 

4042 
GENSCAN 
4042 
.78 



Seq. No. 


46804 




Seq. ID 


OJ000207_10.0314 


.C4 


Gene No. 


99452 




Strand 






Start 


187 




End 


776 




Name 


OJ000207 10. 0314. C4. 


ol . gs 


Method 


GENSCAN 




Start 


187 




End 


776 




GI 


none 




Score 


.76 




Exons 


187. .279, 601. .776 










Seq. No. 


46805 




Seq. ID 


OJ000207_10.0314 


.C5 


Gene No. 


99453 




Strand 






Start 


580 




End 


707 




Name 


OJ000207 10. 0314. C5. 


ol.gp 


Method 


AAT/GAP 




Start 


580 




End 


707- 




GI 


18989 1.R1084 




Score 


248 




Exons 


580. .707 










GI Descrip. 


'409007/bbs|132625 4 


.Oe-32 


BBI-M=Bowman-Birk trypsin 





inhibitor-related protein [Zea mays=corn, Peptide, 102 aa] 

>gi_447268_prf 1914I41A trypsin inhibitor-related prot'ein [Zea 

mays] ' 



Seq. No. 46806 

Gene No. 99454 

Start 310 

Name OJ000207_10 . 0314 . C6 . ol . gs 

Start 310 

GI none 
Exons 



Seq. ID OJ000207 10. 0314. C6 



Strand 
End 

Method 

End 

Score 



+ 

5233 
GENSCAN 
5213 
.41 



310. .404, 890. .933, 1451. .1615, 1656. .1831, 2197. .2266,. 



48427 



2272. .2404, 4087. .5213 



Seq. No. 46806 Seq. ID OJ000207_10 . 0314 . C6 

Gene No. 99454 Strand + 

Start 310 ' '. End 5233 

Name OJ000207_10 . 0314 . C6 . ol . np Method AAT/NAP 

Start , 4105 End 5233 

GI '7488987 Score 176 

Exons 4105.. 4604, 4665.. 4775, 4944.. 5233 

GI Descrip. disease resistance protein D - tomato gi | 423564 1 1 gb | AAD13301 . 1 1 
(AF119040) NLOD [Lycopersicon esculentum] 



Seq. No. 46806 Seq. ID 

Gene No. . 994 55 Strand 
Start 1 End 

Name OJ000207_10 . 0314 . C6 . ol . gp Method 

Start 1 End 

GI 18989_1.R1084 Score 

Exons 1. . 128 

GI Descrip. M 09007/bbs | 132625 4.0e-32 BBI-M=Bowman-Birk trypsin 

inhibitor-related protein [Zea mays^corn. Peptide, 102 aa] 

>gi_447268_prf 1914141A trypsin inhibitor-related protein [Zea 

mays] * 



OJ000207_10.0314.C6 
128 

AAT/GAP 
128 
205 ■ 



Seq. No. 46807 Seq. ID OJ000207 

Gene No. 994 5 6 Strand + 

Start 117 End 198 

Name OJ000207_10 . 0314 . C9 . ol . gs Method GENSCAN 

Start 117 End 198 

GI none Score .71 

Exons 117.. 198 



10. 0314. C9 



Seq. No. 46807 Seq. ID 

Gene No. 99457 Strand 

Start 1365 End 

Name OJ000207_10 . 0314 .09 . o2 . gs Method 

Start 1365 End 

GI none ^ ' Score 
Exons 



OJ000207_10.0314.C9 

,5721 
GENSCAN 
5721 
.76 



1365. .2098, 2188. .2299, 2337. .2447, 5519. .5721 



Seq. No. 


46807 






Seq. ID 


OJ000207_10.0314 


.09 


Gene No. 


99457 






Strand 






Start 


1365 






End 


5721 




Name 


OJ000207 10 


.0314,C9.ol. 


np 


Method 


AAT/NAP 




Start 


1383 




End 


2377 




GI 


4204277 






Score 


504 




Exons 


1383. .1523, 


1592. .1687, 


1842. 


.2098, 2188.. 2377 




GI Descrip. 


. (AC004146) 


Hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


46807 






Seq. ID 


OJ000207_10.0314 


.09 


Gene No. 


99457 






Strand 






Start 


1365 






End 


5721 




Name 


OJ000207 10 


.0314 .09. ol. 


tc 


Method 


TBLASTXrOress 




Start 


1962 






End 


2378 




GI 


none 






Score 


125 




Exons 


1962. .2096, 


1966. .2097, 


2184 . 


.2378, 2186.. 2377 





48428 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46807 
99457 
1365 

OJ000207_10.0314.C9.ol.ts 

1962 

none 



Seq. ID OJ000207_10,0314 .C9 
Strand 

End 5721 

Method TBLASTX : Soybean 

End 2378 

Score 130 



1962. .2099, 1963. .2100, 2003. .2104, 2184. .2378, 2189. .2377 



Seq. No. 46807 

Gene No. 99457 

Start 1365 

Name OJ000207_10 . 0314 . C9 . ol . tm 

Start 1963 

GI none 
Exons 



Seq. ID OJ000207_10.0314 .C9 
Strand 

End 5721 

Method TBLASTX : Maize 

End 2364 

Score 125 



1963. .2172, 1971. .2099, 2189. .2362, 2190. .2363, 2274. .2363, 
2275. .2364 



Seq. No. . . 46807 

Gene No. 99457 ^ ■ 

Start 1365 

Name OJ000207_10 . 0314 . C9 . ol . tw 

Start 2222 

GI none 

Exons 2222.. 2371, 2226.. 2402, 2274, 



Seq. ID . OJ000207_10.0314 .C9 
Strand 

End 5721 

Method TBLASTX : Wheat 

End 2402 

Score 157 
.2372 



Seq. No. 46808 

Gene No. 994 58 

Start 50 

Name OJ000207_10 . 0314 . CIO . ol . gs 

Start 50 

GI none 

Exons 50.. 82, 793.. 900 



Seq. ID OJ000207_10. 0314. .CIO 
Strand 

End 900 

Method GENSCAN 

End . 900 

Score .48 



Seq. No. 46809 

Gene No. 99459 

Start 656 

Name . OJ000207_10 . 0314 .,C11 . ol . gs 

Start 656 

GI none 

Exons 656.. 716, 1592.. 1705 



Seq. ID OJ000207_10.0314 .Cll 
Strand 

End 1705 

Method GENSCAN 

End 1705 

Score .74 



Seq. No. 46810 

Gene No. 99460 

Start 378 

Name OJ000207_10 . 0314 . C12 . ol . gs 

Start 378 

GI none 

Exons 378.. 456, 805.. 928, 1533.. 1638 



Seq. ID OJ000207_10.0314 .C12 
Strand 

End 1638 

Method GENSCAN 

End 1638 

Score .53 



Seq. No. 46811 

Gene No. 99461 

Start 1 

Name OJ000207_10 . 0314 .C13 . ol . gp 

Start 1 

GI none 

Exons 1. .294 



Seq. ID OJ000207_10.0314 .C13 

Strand + 

End 2117 

Method AAT/GAP 

End ' 294 

Score 535 



48429 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip, 

Seq. No. 
Gene No. 
Start " 
Name 
Start 
GI 

Exons 



46811 
99461 
1 

OJ000207_10.0314 .C13.ol.np 
1 

6692748 



Seq. ID OJ000207_10.0314.C13 

Strand + 

End 2117 

Method AAT/NAP 

End 2117 

Score 397 



1..57, 1168. .1405, 1623. .2117 

(AC012679) unknown protein [Arabidopsis thaliana] 



46811 
99461 
1 

OJ000207_10.0314.C13.ol.gs 

137 

none 



Seq. ID OJ000207_10.0314.C13 

Strand + 

End 2117 

Method GENSCAN 

End 1930 

Score .89 



137 . .417, 512. .918, 1007. .1405, 1623. .1930 



Seq. No. 46811 

Gene No. 99461 

Start 1 

Name OJ000207_10 . 0314 . C13 . ol . tc 

Start 1197 

GI none 
Exons 



Seq. ID OJ000207_10.0314.C13 

Strand + 

End 2117 ■ 

Method TBLASTX: Cress 

End 1960 

Score 106 



1197. .1268, 1273. .1401, 1275. .1394, 1619. .1687, 1742. .1807, 
1747. .1800, 1835. .1960, 1837. .1944 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46811 
99461 
1 

OJ000207_10. 0314 .C13.01. tm 

1706 

none 



Seq. ID OJ000207_10.0314 .C13 

Strand + 

End 2117 

Method TBLASTX : Maize 

End 1906 

Score 191 



1706. .1816, 1708. .1869, 1810. .1905, 1814. .1906 



46811 
99461 
1 

OJ000207_10.0314 .C13.01. ts 

1718 

none 



Seq. ID OJ000207_10. 0314 .C13 

Strand + 

End- .2117 

Method TBLASTX : Soybean 

End 1942 

Score 96 



1718. .1795, 1835. ,1942, 1849. .1941 



Seq. No. 46812 

Gene No. 99462 

Start 532 

Name OJ000207_10 . 0314 . C16 . ol . gs 

Start 532 

GI none -: 

Exons 532.. 621 



Seq. ID OJ000207_10.0314.C16 

Strand + 

End 621 

Method GENSCAN 

End 621 

Score .89 



Seq. No. 46813 

Gene No. 994 63 

Start - 1 

Name OJ000207_10 . 0314 . C17 . ol . np 

Start 1 

GI 409007 

Exons 1..282 



Seq. ID OJ000207_10.0314.C17 

Strand + 

End 291 

Method AAT/NAP 

End 282 

Score 216 



48430 



GI Descrip. BBI-M=Bowman-Birk trypsin inhibitor-related protein [Zea 







mays=corn. Peptide, 102 aa 


«-! i A A 1 /I O \ 

gi 1 4 4 /z 00 1 


prr 1 |iyi4141A trypsin 






inhibitor-related protein 


[Zea mays] 






Seq. No. 


46813 


Seq. ID 


OJ000207_10.0314.C17 




Gene No . 


y)pH Do 


Strand 


+ 




o rar L 


1 

I 


hnd 


2 91 




Name 


ujuuu^iu/ lu . Uoi4 . CI / . oi . gs 


Method 


GENSCAN 




b tart 


/ 1 


tp ^ _j 
hnd 


OAT 




GI 


none 


Score 


1 




Exons 


/ 1 . . z y I 








Seq. No. 


46813 


Seq. ID 


OJ000207_10.0314.C17 




Gene No. 


99464 


Strand 


+ 




o tart 


15128 


End 


1 f 1/i / 




Name 


OJ000207 10.0314.C17.o4.np 


Method 


AAT/NAP 




O 4- -t v4- 

ot art 


15128 


End 


L 112. 1 




bi 


6069657 


Score 


o o c 




Exons 


15128, .15432, 17104.. 17127 








GI Descrip. 


(AP000616) hypothetical protein [Oryza 


sativa] 




Seq. No. 


46813 


Seq. ID 


OJ000207_10.0314.C17 




Gene No. 


99465 


Strand 


■ + 




btart 


19942 


End 


26550 




Name 


OJ000207 10.0314.C17.o5.gs 


Method 


GENSCAN 


r.~ 


Start 


19942 


End 


26550 




GI 


none 


Score 


.5 




Exons 


19942. .20115, 22675. .22821, 


24643. .24758, 2560 9 .. 257 93, 






26174.. 26550 






%J 


Seq. No. 


46813 


Seq. ID 


OJ000207_10.0314.C17 




Gene No . 


99466 


Strand 






Start 


722 


End 


3709 




Name 


OJ000207 10.0314.C17.o2.gs 


Method 


GENSCAN 




bt art 


722 


End 


3709 




Lrl 


none 


Score 


.95 




Exons 


722. .850, 944. .1030, 1590.. 


1643, 2951. 


.2998, 3584. .3709 




Seq. No. 


46813 


Seq. ID 


OJ000207_10.0314.C17 




Gene No. 


99466 


Strand 






Start 


722 


End 


3709 




Name 


OJ000207 10.0314.C17.o2.np 


Method 


AAT/NAP 




Start 


728 


End 


3709 ■ 




GI 


6729033 


Score 


299 




Exons 


728. .850, 944. .1030, 1590,. 


1643, 2101. 


.2163, 2951. .2998, 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3584, .3709 

(AC009177) unknown protein [Arabidopsis thaliana] 



OJ000207 10.0314.C17 



46813 
99467 
9077 

OJ000207_10.0314 .C17.o3.np 
9077 
7531110 
9077. .9094, 10363. .10743 

ETHYLENE RESPONSIVE ELEMENT BINDING FACTOR 4 {ATERF4 ) 

gi| 3434973|dbj IBAA32421.1 I (AB008106) ethylene responsive 



Seq. ID 

Strand 

End 

Method 

End 

Score 



10743 
AAT/NAP 
10743 
146 



48431 



element binding factor 4 [Arabidopsis thaliana] 

gi I 6997167 I gb IAAF34830.il (AC023839) ethylene responsive element 
binding factor 4 [Arabidopsis thaliana] 





beg . NO . 


46813 


Seq. ID 


OJ000207_10.0314.C17 




Gene No. 


99467 


Strand 






Start 


9077 


End 


. 10743 




Name 


OJ000207 10.0314.C17.ol.gp 


Method 


AAT/GAP 




Start 


9559 


End 


1064 9 




GI 


939 1.R1084 


Score 


2043 




Exons 


9559. . 10649 








vj± uescrip , 


'5051932/gb|AF141965.1|AF141965 l.Oe-108 Oryza sativa MADS-box 






protein FDRMADS8 mRNA, complete cds ' 








46813 


Seq. ID 


OJ000207_10.0314 .C17 




bene no . 


99468 


Strand 






bt art 


18341 


End 


19231 




Name 


'OJ000207 10.0314.C17.o2.gp 


Method 


AAT/GAP 




Start 


18341 


■ End 


19231 




r* T 


10883 1.R1084 


Score 


1710 




Exons 


18341. .19231 








GI Descrip. 


'5002212/gb|AAD37363.1 IAF144078 1 1 . Oe 


-46 {AF144078) 






alpha-xylosidase precursor [Arabidopsis thaliana] 






>gi 5734722 gb AAD49987.1 AC008075 20 


(AC008075) Identical to 


i ^ 




gb_AF144078 alpha-xylosidase 


precursor 


from Arabidopsis 






thaliana. ESTs gb W43892, gb 


^ N96165, 


gb T46694; gb- N37141, 


rif 




gb R64965, gb R90271, gb AA651443, gb AA712305, gb T04189 and 


r" ^ 




gb_AA597852 c* 






i : § 


beq. No. 


46813 


Seq. ID 


OJ000207_10.0314.C17 


%J 


bene No. 


99468 


Strand 




r 1 5 


b tare 


18341 


End 


19231 




Name 


OJ000207 10.0314.C17.o4.gs 


Method 


GENSCAN 




Start 


18611 


End 


19138 




GI 


none 


Score 


1 




Exons 


18611. .19138 






?~ 


beq. No. 


4 6813 


Seq. ID 


OJ000207_10.0314 .C17 




. Gene No . 


99469 


Strand 






btart 


28499 


End 


31437 




Name 


OJ000207 10.0314.C17.o3.tm 


Method 


TBLASTX: Maize 




O Let J, t_ 


97 


End 


282 




GI 


none 


Score 


179 




Exons 


97. ,213, 138. .212, 183. .218, 


231. .275, 


235. .282, 237. .275 




Seq. No. 


46813 


Seq. ID 


OJ000207_10.0314.C17 




Gene No. 


99469 


Strand 






Start 


28499 


End 


31437- 




Name 


OJ000207 10.0314.C17.ol.tm 


Method 


TBLASTX: Maize 




Start 


9907 


End 


10673 




GI 


none 


Score 


38 




Exons 


9907.. 9927, 9908.. 9928, 9987. 


.10040, 9994. .10044, 10152 .. 10316, 



10155. .10340, 10399. .10425, 10509 .. 10670, 10510 .. 1067 1 , 
10578. .10673 ' • ' 



Seq. No. 
Gene No. 



46813 
99469 



Seq. ID OJ000207_10.0314 .C17 
Strand 



48432 



• 





Start 


28499 




End 


31437 




Name 


OJ000207 10.0314.C17. 


o2. tm 


Method 


TBLASTX: Maize 




Start 


10911 




End 


11667 




GI 


none 




Score 


40 ' 




Exons 


10911 .. 10937, 10912.. 


11022, 


10914 .. 11024, 11019. .11078, 






'1'lrtyi/~ IIAAO 1ir\/"T 

11046 .. 11093, 11067.. 


11237, 


11128. .11238, 11128. .11238, 






11100 IIOTO ■11t/"0 

11 129 .. 11239, 11168.. 


11239, 


11411. .11464, 11412. .11465, 






IIjITO TI/I/'C I'IC'30 

114 12 .. 114 65 , 11532.. 


11573, 


11538 .. 11573, 11593. .11667 




Seq. No. 


46813 




Seq. ID 


OJ000207_10.0314.C17 




Gene No. 


99469 




Strand 






Start 


O O /I o o 

28 4 99 




End 


31437 




Name 


OJ000207_10 . 0314 . C17 . 


o6 . gs 


Method 


GENSCAN 




Start 


28499 




End 


31437 




GI 


none 




Score 


.57 




Exons 


oo/ino ooinri ononn 

284 99 287 99, 29899.. 


30017 , 


30170. .30224, 31394.. 31437 




Seq. No. 


46814 




Seq. .ID 


. OJ000207_10.0314 .C18 




Gene No . • 


. 99470 




Strand 


+ 




Start 


470 




End 


1790 




Name 


OJ000207 10.0314.C18. 


ol . gs 


Method 


GENSCAN 




Start 


470 




End 


1790 




GI 


none 




Score 


.47 




Exons 


470. .607, 1077. .1104, 


1316. . 


1471, 1627 


..1790 




Seq. No. 


46815 , 




Seq. ID 


OJ000217_10.0315.C2 


it - * 
: 


Gene No. 


99471 




Strand 






Start 


1 




End 


13853 




Name 


OJ000217 10.0315.C2.ol.np 


Method 


AAT/NAP 


E : ; 


Start 


1 




End 


2510 


w 


GI 


7486726 




Score 


449 




Exons 


1. .113, 211. .1124, 24 


80. .2510 






GI Descrip. 


hypothetical protein 


F9D12.2 


- Arabidopsis thaliana 






. gi|3319345|gb|AAC26234.1| (AF077407) contains similarity to 






maize transposon MuDR 


. (GB:M76978) [Arabidopsis thaliana] 


*^ 


Seq. No. 


46815 




Seq. . ID 


OJ000217_10.0315.C2 




Gene No. 


99471 




Strand 


+ 




Start 


1 




End 


13853 




Name 


OJ000217 10.0315.C2.ol.gs 


Method 


GENSCAN 




Start 


76 




End 


13853 




GI 


none 




Score 


. 67 




Exons 


76. .113, 1288. .1312, 


1394 . . 1604, 4843. 


.4929, 5048. .6498, 






6700.. 6921, 7002.. 7002, 7079 


..7138, 7271. .7320, 8846. .9533, 






10512. .10679, 10770.. 


11265, 


12109. . 122? 


34, 13468. .13853 




Seq. No. 


46815 




Seq. ID 


OJ000217_10.0315.C2 




Gene No . 


99471 




Strand 


+ 




Start 


■ 1 




End 


13853 




Name 


OJ000217 10.0315.C2.o2.np 


Method 


AAT/NAP 




Start 


2748 




End 


11249 




GI 


6523547 




Score 


351 




Exons 


2748.. 2925, 4738.. 4906, 7207 


..7230, 8819. .8961, 10372. .1049* 






10585. .10907, 10947.. 


11249 







GI Descrip. (AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



48433 



Seq. No. 


46815 


Seq. ID 


OJ000217 


Gene No. 


99472 


Strand 


+ 




1 /I T Q "5 - 


End 


16293 


Name 


ujuuuzi / lu . Uoio . . oz . gs 


Method 


GENSCAN 


b tart 




End 


16293 




none 


Score 


.85 


Exons 


I/ITQT l/QOO IRIR'S 
X4 /o J . . 14 yiD, 14yzz..lOl3J 


, 15401. .15467, 16154 


beq. NO. 


4 DO 10 


Seq. ID 


OJ000217 




QQ47 ^ 


Strand 


+ 


Start 


18840 


End 


19876 


Name 


OJ000217_10.0315.C2.o6.np 


Method 


AAT/NAP 


C ■(- a -r-i- 

ouart 


1 Q Q y1 fi 
1 O O 4 U 


End 


19876 




/- c o T /I "7 


Score 


279 


Exons 


ioo4U. .lyo / o 






GI Descrip. 


iAuz4^.D4U; nyaroxyproiine— 


rich glycoprotein DZ-: 




carter! f . nagariensis] 






beq. NO. 


4 DO ID 


Seq. ID 


Oj000217_ 




99474 


Strand 




start 


7823 


End 


7934 


Name 


OJ000217 10.0315.C2.ol.gp 


Method 


AAT/GAP 


Start 


7823 


End 


7934 


GI 


uC-osficyp088bl2bl 


Score 


160 


Exons 


7823. .7934 






GI Descrip. 


'5257255/dbj | AP000364 . 1 | AP000364 3.0e- 


36 Oryza ; 



10. 0315. C2 



DNA, chromosome 8, clone : P0026F07 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46815 Seq. ID OJ000217__10 . 0315 . C2 

99475 Strand 

11371 End 11647 

OJ000217_10 . 0315 . C2 . o2 , gp Method AAT/GAP 

11371 End 11647 

61605_1.R1084 Score 407 

11371. .11647 

'5852170/emb|AL117265.1|OST17804 l.Oe-137 Oryza sativa 
indica{GLA4) genomic DNA, chromosome 4, BAG clone : t 17804 ' 



46815 Seq. ID 

99476 Strand 

12017 End 

OJ000217_10.0315.C2.ol.tm Method 

244 End 

none Score 

244. .318, 319. .660, 736. .840 



OJ000217_10.0315.C2 
20686 

TBLASTX: Maize 

840 

49 



Seq. No. 46815 Seq. ID 

Gene No.. 99476 Strand 

Start 12017 End 

Name OJ000217_10 . 0315 . C2 . o2 . ts Method ' 

Start 4 93 End 

GI none Score 

Exons 493. . 888- 



OJ000217_10.0315.C2 
20686 

TBLASTX: Soybean 

888 

206 



Seq. No. 
Gene No. 
Start 



46815 
99476 
12017 



Seq. ID 

Strand 

End 



OJ000217 10. 0315. C2 



20686 



48434 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



OJ000217_10.0315.C2.o2.tm Method 
889 End 
none Score 
889. .990, 890. .1093, 968, .1018 



Seq. ID 

Strand 

End 

Method 

End 

Score 



TBLASTX: Maize 

1093 

189 



OJ000217 10. 0315. C2 



46815 
99476 
12017. 

OJ000217_10.0315.C2.o3,np 
12017 
6063554 
12017 . . 12188, 
17563. .17608 

(AP000615) ESTs AU075609 (C63344 ) , C71850 {E04 64 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



20686 
AAT/NAP 
17608 
148 



12809. .12841, 134 54. .13622, 13881. .1414 0, 



Seq. No. 


46815 


Seq. ID 


OJ000217 


_10.0315 


.02 


Gene No . 


99476 


'"Strand 








Start 


12017 


End 


20686 






Name 


OJ000217 10.0315,C2.o4.np 


Method 


AAT/NAP 






Start 


15868 


End 


15988 






GI 


4680183 


Score 


120 






Exons 


15868. .15988 










GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


46815 


Seq. ID 


OJ000217 


_10.0315 


.02 


Gene No. 


99476 ^ 


Strand 








Start 


12017 


End 


20686 






Name 


OJ000217 10.0315.C2.o7.np 


Method 


AAT/NAP 






Start 


16686 


End 


20686 






GI 


5852180 


Score 


540 






Exons 


16686. .16818, 19308 .. 19716, 


19768. .19891, 20638 


. .20686 




GI Descrip. 


{AL117265) zhbOOOlO.l [Oryza sativa] 









Seq. No. 


46815 




Seq. ID 


OJ000217_10.0315 


02 


Gene No. 


99476 




Strand 






Start 


12017 




End 


20686 




Name 


OJ000217 10.0315.02 


. o3 . gs 


Method 


GENSOAN 




Start 


17376 




End 


19729 




GI 


none 




Score 


.75 




Exons 


17376. . 17515, 17615 


. .17867, 


18995. .19729 




Seq. No. 


46815 




Seq. ID 


OJ000217_10.0315 


02 


Gene No. 


99476 




Strand 






Start 


12017 




End 


20686 




Name 


- OJ000217 10.0315.02 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


17605 




End 


17855 




GI 


none 




. Score 


162 




Exons 


17605. . 17853, 17610 


. .17855, 


17616. .17855 




Seq. No. 


46815 




Seq. ID 


OJ000217_10.0315, 


02 


Gene No. 


99476 




Strand 






Start 


12017 




End 


20686 




Name 


OJ000217 10.0315.02 


. o5 . np 


Method 


AAT/NAP 




Start 


17616 




End 


20686 




GI 


4544372 




Score 


382 





48435 




Exons 


17616. .18594, 20621.. 20686 








GI Descrip. 


(AC006920) putative retroelement pol polyprotein [Arabidops. 




thaliana] 








Seq. No.' 


4 DO Id 


Seq. ID 


OJ000217 10.0315. 


. C2 


Gene No. 


yy4 lb 


Strand 






o La.ru 


1^ U 1 / 


End 


20686 




Name 


OJUUUzi / iU . Uoib . C2 . Ol . tw 


Method 


TBLASTX: Wheat 




C -1- v4- 

ouaru 


1 / ooi 


End 


18038 






none 


Score 


58 




Exons 


17 631. .18038, 17692. .17838 








Seq. No. 


4 bo ID 


Seq. ID 


OJ000217 10.0315 


.C2 


Gene No. 


y y 4 / D 


Strand 






o Lai L 


IzUl / 


End 


20686 




Name 


OJuUU^l / 10 . Uolo , C2 . o3 . tm 


Method 


TBLASTX : Maize 






loziy 


End 


18584 






none 


Score 


74 




Exons 


TrtOTrt Irtylvl'l' "lO/lJll. l(^r~/^ji' 

18219. . 18443, 18441: . 18584 








beq. No. 


46815 


Seq. ID 


OJ000217_10.0315 


.02 


Gene No. 


99476 


Strand 






Start 


12017 


End 


20686 




Name 


OJ000217 10.0315.C2.o8.np 


Method 


AAT/NAP 




otart 


20574 


End 


20686 






4680186 


Score 


175 




Exons 


20574. .20686 








GI Descrip . 


(AF111709) unknown [Oryza sativa subsp 


. indica] 




beq . iNo . 


46816 


Seq. ID 


OJ000217_10.0315, 


.04 


Gene No. 


99477 


Strand 


+ 




Start 


2530 


End 


7265 




Name 


OJ000217 10.0315.C4.o2.gs 


Method 


GENSCAN 




b Lar L 


2530 


End 


7265 






none 


Score 


.68 




Exons 


2530.. 2541, 2806.. 2839, 3569. 


.3659, 5673. .5787, 5802. .5984, 




6041. .6221, 7120. .7265 








beq. INO. 


46816 


Seq. ID 


OJ000217_10.0315, 


.04 


Gene No. 


.99477 


Strand 


+ 




Start 


2530 


End 


7265 




Name 


OJ000217 10.0315.C4.o2.np 


Method 


AAT/NAP 




b rar L 


5658 


End 


5803 




C T 


7340868 


Score 


29 




Exons 


5658. .5803 








GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 




beq. INO. 


46816 


Seq. ID 


OJ000217_10.0315. 


,04 


Gene No.- 


99477 


Strand 


+ 




Start 


2530 


End 


7265 




Name 


OJ000217 10.0315.C4.o3.np 


Method 


AAT/NAP 




Start 


5829 


End 


6158 




GI 


7248393 


Score 


153 




Exons 


5829. .6158 








GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 




Seq. No. 


46816 


Seq. ID 


OJ000217_10.0315. 


04 



4 8-4 36' 





Gene No. 


99478 


Strand 


- 






Start 


619 


End 


1637 






Name 


OJ000217_10. 0315.C4 .ol.gs 


Method 


GENSCAN 






Start 


619 


End 


1637 






GI 


none 


Score 


. 64 






Exons 


619.. 750/ 808.. 1293, 1365.. 


1637 








Seq. No. 


46816 


Seq. ID 


OJ000217_10 . 


0315 . C4 




Gene No. 


99478 


Strand 








Start 


619 


End 


1637 






Name 


OJ000217 10,0315.C4.ol.np 


Method 


AAT/NAP 






Start 


1036 


End 


1637 






GI 


7248393 


Score 


477 






Exons 


1036. .1637 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46816 


Seq. ID 


OJ000217_10. 


0315.04 




Gene No. . ,{ 


99479 


Strand 








Start 


8020 


End 


8499 






Name 


OJ000217 10.0315.C4.o3.gs 


Method 


GENSCAN 






Start 


8020 


End 


8499 






GI 


none 


Score 


.59 






Exons 


8020.. 8499 










Seq. No. 


46817 


Seq. ID 


OJ000217_10. 


0315.05 




Gene No. 


99480 


Strand 


+ ■ 




ry 


Start 


1 


End * 


7216 






Name 


OJ000217 10.0315.e5.o4.np 


Method 


AAT/NAP 






Start 


1 


End 


7216 




i 


GI 


5852180 


Score 


380 






Exons 


1..60, 1386. .1479, 5779. .5835, 6844. .7216 






GI Descrip. 


(AL117265) zhbOOOlO.l [Oryza sativa] 






i ST 


Seq. No. 


46817 


Seq. ID 


OJ000217_10. 


0315.05 




Gene No. 


99480 


Strand 


+ 






Start 


1 


End 


7216 






Name;:-. - 


OJ000217 10'.0315.C5.ol.gp 


Method 


AAT/GAP 






Start 


5179 


End 


5477 






GI 


61605 3.R1084 


' Score 


448 






Exons 


5179. .5477 










GI Descrip. 


*1402920/emb|CAA66965| 2 . Oe 


-20 (X98321) 


peroxidase 


[Arabidopsis 






thaliana] * 










.Seq. No. 


46817 


Seq. ID 


OJ000217_10. 


0315-.O5 




Gene No. 


99481 


Strand 


+ 






Start 


9700 


End 


15630 






Name 


OJ000217 10.0315.C5.o6.np 


Method 


AAT/NAP 






Start 


9700 


End 


11356 






GI 


7248393 


Score 


305 






Exons 


9700. .9739, 11044. .11356 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46817 


Seq. ID 


OJ000217_10. 


0315.05 




Gene No.' 


99481 


Strand 


+ 






Start 


9700 


End 


15630 






Name 


OJ000217 10. 0315.C5.o7.np 


Method 


AAT/NAP 






Start 


10295 


End 


15491 





48437 



GI 


5852180 




Score 


608 








Exons 


■i/\onc looo/" T'irtTrr 

10295 .. 10326, 13875 


. .13928, 


14911. .15028, 15080. 


.15491 




GI Descrip. 


(AL117z6o) znbOOOlO 


. 1 [Oryza sativa] 










Seq. No. 


46817 




Seq. ID 


OJ000217_ 


10 


. 0315 . 


C5 


Gene No. 


99481 . 




Strand 


+ 








o tar t 


Q "7 n n 
y / UU 




End 


15630 








Name 


OJUUUzl / 10.0ol5.C5 


. o4 . gs 


Method 


GENSCAN 








Start 


1 T A >1 A 




End 


13052 








GI 


none 




Score 


.49 








Exons 


T1A>lO "lAT/"/^ TACA>I 

11942 Izl66, 12504 


. . 12638, 


12879. . 13052 








Seq. No. 


46817 




Seq. ID 


OJ000217_ 


10 


0315 . 


C5 


Gene No. 


99481 




Strand 


+ 








Start 


m A A 




End 


15630 








Name 


/"ntaaaait ia a'^ic /^c 

OJUUU217 10. 0315. C5 


. o6 . gs 


Method 


GENSCAN 








Start 


1 C A "7 "3 

15U7 J 




End 


15630 








GI 


none 




Score 


.64 








Exons 


ioU / 3 . . 1od3U 














Seq. No. 


46817 




Seq. ID 


OJ000217_ 


10 . 


0315 . 


C5 


Gene No. 


99482 




Strand 


+ 








Start 


1d242 




End 


23410 








Name 


OJ000217_10 . 0315 . C5 


. o7 , gs 


Method 


GENSCAN 








Start 


16242 




End 


17365 








GI 


none 




Score 


.92 








Exons 


1/~A>1A T/*'^"!/^ I^r'/"'^ 

16242 16310, 16562 


. .17365 












oeq . NO , 


4 DO 1 / 




Seq. ID 


OJ000217_ 


10. 


0315. 


C5 


Gene No. 


99482 




Strand 


+ 








Start 


16242 




End 


23410 








Name 


OJ000217 10. 0315. C5 


. o8 . np 


Method 


AAT/NAP 








Start 


16688 




End 


20464 








GI 


■7248394 




Score 


1340 








Exons 


16688. . 17610, 17878 


. .18491, 


20414. .20464 









GI Descrip. (AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana* chromosome II' BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 46817 Seq. ID 

Gene No. 99482 Strand 

Start 16242 End 

Name OJ000217_10 . 0315 . C5 . o8 . gs Method 

Start 17595 End 

GI none Score 

Exons 17595. .18692 



OJ000217_10.0315.C5 

,+ 

23410 
GENSCAN 
18692 
.47 



Seq. No. 46817 Seq. ID 

Gene No. 99482 Strand 

Start 16242 End 

Name OJ000217_10 . 0315 . C5 . o9 . gs Method 

Start 20174 End 

GI none Score 

Exons 20174 . .23410 



OJ000217_10.0315.C5 
+ 

23410 
GENSCAN 
23410 
.96 



48438 



beq. NO. 


4 Dol / 


Seq. ID 


OJ000217 


_10 


. 0315 . C5 


Gene No. 


99482 


Strand 


+ 






Start 


16242 


End 


23410 






Name 


OJ000217 10.0315.C5.o9.np 


Method 


TV 7\ rn / M TV o 

AAT/NAP 






b tar L 


20174 


End 


O O /I A T 

z j4 07 








6907089 


Score 


414 7 






Exons 


20174. .21435, 21529. .23407 










bi uescrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 






beq. JNo. 


46817 


Seq. ID 


OJUUUzl / 


10 , 


A O T C r^C 

. 0315 . C5 


vjene iNtj . 


99483 


Strand 


T 








30275 


End 


30881 






Name 


OJ000217 10.0315.C5.oll.np 


Method 


AAT/NAP 






Start 


30275 


End 


30881 








5922623 


Score 


182 






Exons 


30275. .30382, 30778. .30881 










GI Descrxp. 


(AP0004 92) hypothetical protein [Oryza 


sativa] 








gil 6016856|dbj IBAA85199.il (AP000570) . 


hypothetical 


protein 




[Oryza sativa] 










beq. wo. 


46817 


Seq. ID 


OJ000217_ 


_10. 


.0315. C5 




99484 


Strand 








Start 


15 


End 


8226 






Name 


OJ000217 10.0315.C5.ol.gs 


Method 


GENSCAN 






Start 


15 


End 


5079 






GI 


none 


Score 


.48 






Exons 


15. .236, 772. .885, 1608. .1701, 


1780.. 1834, 1902 


. .2866, 




2919. .4047, 4230. .4386, 4424.. 


4544, 4689. .4919, 


5069. .5079 



u 



Seq. No. 46817 Seq. ID OJ0002 17__10 . 0315 . C5 

Gene No. 99484 Strand 

Start 15 End 8226 

Name OJ000217__10 . 0315 . C5 . ol . np Method AAT/NAP 

Start 1213 End 4314 

GI 6630685 Score 4649 

Exons 1213.. 3953, 4243.. 4314 

GI Descrip. (AP000969) Similar to copia-type pol polyprotein. (AF105716) 
[Oryza sativa] 



fj Seq. No. 


46817 


Seq. ID 


OJ000217_10.0315. 


Gene No. 


99484 


Strand 




Start 


15 


End 


8226 


Name 


OJ000217 10.0315.C5.o3.np 


Method 


AAT/NAP 


Start 


4400 


End 


8226 


GI' 


4416301 


Score 


116 


Exons 


4400. .4595, 8184. .8226 






GI Descrip. 


(AF105716) gag protein [Zea 


mays] 




Seq. No. 


46817 


Seq. ID 


OJ000217_10.0315. 


Gene No. 


99484 


Strand 




Start 


15 


End 


8226 


Name 


OJ000217 10.0315.C5.o2.gp 


Method 


AAT/GAP 


Start 


6006 


End 


6433 


GI 


2428185 


Score 


801 


Exons 


6006. . 6433 






GI Descrip. 


5852170/emb|AL117265.1|OST17804 l.Oe-177 Oryza sativa 




indica(GLA4) genomic DNA, chromosome 4 


, BAG clone:tl7804 



48439 



Seq, No. 
Gene No. 
Start - 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



46817 Seq. ID OJ000217_10 . 0315 . C5 

99484 Strand - • 
15 End 8226 
OJ000217_10 . 0315 . C5 . o3 . gp Method AAT/GAP 
6451 End ' 7185 
101153_1.R1084 Score 578 
6451. .6679, 6997. .7185 

»5852170/emb|AL117265.1|OST17804 l.Oe-115 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone : 1 17 804 * 

46817 Seq. ID OJ0002 17_10 . 0315 . 05 

99485 Strand 

8286 End 10670 

OJ000217_10 . 0315 . 05 . o5 . np Method AAT/NAP 

8123 End 10670 ■ 

7489737 Score 498 

8123. .9391, 10602. .10670 

gag protein hom'olog' - maize retrotransposon Opie-2 
gi|3645898|gb|AAC49501.1| (U68408) in-frame stop codon; possibly 
a post-transposition mutation [Zea mays] 





beq. Mo. 


46817 


Seq. ID 


OJ000217_10.0315 


.05 




Gene No . 


99485 


Strand 








Start 


8286 


End 


10670 






• Name 


OJ000217 10.0315.05.o3.gs 


Method 


GENSOAN 






Start 


8286 


End 


9467 




i J 


GI 


none 


Score 


.56 






Exons 


8286. .9467 










Seq. No. 


46817 


Seq. ID 


OJ000217_10.0315 


.05 




Gene No. 


99486 


Strand 








Start 


13300 


End 


14158 






Name 


OJ000217 10.0315.C5.o5.gs 


Method 


GENSCAN 






Start 


13300 


End 


13980 






GI 


none 


Score 


.6 






Exons 


13300. .13337, 13905.. 13980 










Seq. No. 


46817 


Seq. ID 


OJ000217_10.0315 


05 




Gene No. 


99486 


Strand 








Start 


13300 


End 


14158 






Name 


OJ000217 10.0315.05.o4.gp 


Method 


AAT/GAP 






Start 


13777 


End 


14158 






GI 


uO-osflcyp033a04bl 


Score 


683 ■ • 






Exons 


13777. .14158 










GI Descrip. 


' 601684 5/dbj I AP000570 . 1 | AP000570 3.0e- 


59 Oryza sativa genomic 






DNA, chromosome 1, clone : P07 1 lElO ' 








Seq. No. 


46817 


Seq. ID 


OJ000217_10.0315. 


05 




Gene No. 


99487 


Strand 








Start 


24043 


End 


30881 






Name 


OJ000217 10.0315.C5.ol.tm 


Method 


TBLASTX: Maize 






Start 


1180 


End 


1887 






GI 


none 


Score 


189 






Exons 


1180. .1539, 1183. .1887, 1190. 


.1879 








Seq. No. 


46817 


Seq. ID 


OJ000217_10.0315. 


05 



48440 



Gene No. 


99487 






Strand 






o tar L 








End 


30881 




Name 


UJ UUU^ 1 / 1 U 


. U oXo 


. Co . oz . ts 


Method 


TBLASTX: Soybean 






1 o O Q 






End 


1869 






none 






Score 


106 




iiiXons 




1 /I n 


ip/rQ 1401 


.1645, 1741. .1857 




Seq. No. 


46817 






Seq. ID 


OJ000217_10,0315 


.C5 


Gene No. 


99487 • 






Strand 






o uar L 








End 


30881 




Name 


UJ UUUZ X / iU 


. U JXO , 


/^C^ rt1>1 4-TT 

. L>D . O X 4 . lW 


Method 


TBLASTX: Wheat 




C-l- -3 >-+- 

o Lart- 








Ehd 


1644 






none 






Score 


50 




Exons 




10 7 7 

X z / / . 


1'DQ'D 1/71 

. . XO yo / X4 / X . 


.1644, 1496. .1576 




Seq. No. 


46817 






Seq. ID 


OJ000217_10.0315 


.C5 


Gene No. 


99487 






Strand 






oLaru , 


Z *i U 4 J 






End 


30881 




Name 


/^TnnnoiT in 
UJ UU UZ 1 / 1 U , 




. UO . OXZ . uW 


Method 


.TBLASTX: Wheat 




o Lari, 


1 ^ C /I 






End 


2070 






none 






Score 


87 




Exons 


ic:c/i iQQn 


1 Q1 Q 

X y X o . 


. . ZU / U 








Seq. No. 


46817 






Seq. ID 


OJ000217_10.0315 


.05 


Gene No. 


99487 






Strand 








0 A Ci A ^ 






End 


30881 




Name 


ptTHnnoi"? in 
UJ UUUz 1 / iU . 


. U JXO . 


, v^o , oo . rm 


Method 


TBLASTX: Maize 




o uar L 


o n n o 
z U UZ 






End 


2438 




T 


none 






Score 


467 




Exons 


ZUUZ . . Z4 OD, 


o n n Q 


9/]'37 omi 
, . Z4 o / / ZUoX . 


,2438 






oeq . NO . 








Seq. ID 


OJ000217_10.0315 


. 


Gene No. 


99487 






Strand 






Start 


24043 . 






End 


30881 




Name 


n mn n 9 1 7 in 


, U J X o . 


uo . ox . US 


Method 


TBLASTX : Soybean 




b tar L 


ZZ4 u 






End 


2848 












Score 


.-3.01 




Exons 


ZZfl U . . Z dZ o , 


Z Z 4 Z . 


O ^0 O 9C39 

. z bz z , z boz . 


.2847, 2633.. '2848 




GI Descrip. 














beq . NO . 


4 DO 1 / 






Seq. ID 


OJ000217_10.0315 


.C5 


Gene No. 


99487 






Strand 






Start 


24 04 3 






End 


30881 




Name 


Tnnn 9 1 7 in 


U O X 0 . 


L^O , 04 , tW 


Method 


TBLASTX: Wheat 




ot art 


O 0 R /I 

ZZo4 






End 


2722 






none 






Score 


277 




Exons 


o 0 ^ A o 
ZZ04. .ZoUi, 


O O C 7 
ZZ D / . 


. zoyy , Zoy / . 


.2603, 2456-. .2611, 2603. .2638, 




zdjz. .z/Ub, 


O C "5 T 

Z boo . 


9 7 9 9 

, z / z z 








O c q . LN O . 


i^I (^P 1 7 
4 DO X / 






Seq. ID 


OJ000217_10.0315 


.05 


Gene No. 


99487 






Strand 






Start 


24043 






End 


30881 




Name 


OJ000217 10. 


0315. 


C5.o2. tc 


Method 


TBLASTX: Cress 




Start 


2359 






End 


2640 




GI 


none 






■ Score 


83 




Exons 


2359. .2640, 


2393. 


.2638 









48441 



Seq. No. 46817 

Gene No. 99487 

Start 24043 

Name ' OJ000217_10 . 0315 . C5 . o5 . tm 

Start 2555 

GI none 

Exons 2555.. 2872, 2557,. 2871 



Seq. ID OJ000217_10.0315.C5 
Strand 

End 30881 

Method TBLASTX : Mai ze 

End 2872 

Score 343 



Seq. No. 46817 
Gene- No. 99487 

Start ' 24043 

Name OJ000217_10 . 0315 . C5 . o2 . tm 

Start 2953 
GI none 

Exons 2953.-2997, 2989.-3594, 2999, 

24553. -24711 



Seq- ID OJ000217_10.0315.C5 
Strand 

End 30881 

Method TBLASTX : Mai ze 

End 24711 

Score 571 

.3673, 3000. .3740, 3674.-3745, 



Seq. No. 46817 

Gene No. 99487 

Start 24043 

Name OJ000217_10 . 0315 .C5 . o9 . tw 

Start 2999 

GI none 

Exons 2999.. 3058, 3069.. 3233, 3080, 
3246. .3320 



Seq. ID OJ000217_10.0315.C5 
Strand 

End 30881 

Method TBLASTX : Wheat 

End 3322 

Score 109 

.3244, 3083.. 3247, 3233.-3322, 



Seq- No. 46817 

Gene No. 99487 

Start . 24043 

Name OJ000217_10 . 0315 . C5 . o3 . ts 

Start 3104 

GI none 

Exons 3104.. 3565, 3255.. 3545 



Seq. ID OJ000217_10.0315.C5 
Strand 

End 30881 

Method TBLASTX : Soybean 

End 3565 

Score 141 



Seq. No. 46817 

Gene No. 99487 

Start 24043 

Name " OJ000217_10 . 0315 - C5 . ol . tc 

Start 3107 

GI none 

Exons 3107.. 3529 



Seq. ID OJ000217_10.0315.C5 
Strand. 

End 30881 

Method TBLASTX: Cress 

End 3529 

Score 226 



Seq. No. 46817 

Gene No. 99487 

Start 24043 

Name OJ000217_10 . 0315 - 05 . o2 . tw 

Start 3410 

GI none 

Exons 3410.. 3691, 3411.. 3698, 3679. 

3750. .3974, 24580. .24708 



Seq. ID OJ000217_10-0315.C5 
Strand 

End 30881 

Method TBLASTX : Wheat 

End * 24708 

Score 184 

.3723, 3682. .3810, 3734. .3982, 



Seq. No. 46817 

Gene No. 99487 

Start 24043 

Name OJ000217_10 . 0315 . C5 . o6 . tm 

Start 3746 

GI none 



Seq. ID OJ000217_10.0315.C5 
Strand 

End 30881 

Method TBLASTX: Maize 

End 4140 

Score 272 



48442 




EjXons 


-37 4 c /I m fl 

.flUXO/ 


'^7 4 7 
J / 4 / 


4099 4094 
* * H\J f 4UZfl. 


.4140, 4025. .4132 




Seq. No. 


46817 






Seq. ID 


OJ000217 10.0315 


.C5 


Gene No. 


99487 






Strand 


- 






^ *i U *± J 






End 


30881 




Nsme 


vJUUUUZX / xu 


UO X o 


PR /^1 1 -l-t-T 


Method 


TBLASTX: Wheat 




o Ldl. U 


4 U D *J 






End 


4362 






none 






Score 


77 




Elxons 


4 rift? 4^fi9 


41 4ft 
4 X 4 O 


4 9T3 4 ^90 


.4357 






o e q . IN (J . 


4 fifl 1 7 
4 D O X / 






Seq. ID 


OJ000217_1G.0315 


C5 


Gene No. 


99487 






Strand 






Start 


24043 






End 


30881 




Na.me 


n.Tnnn9i 7 in 

VJUUUUZX/ xu. 


U O X 0 


. . u y . UIU 


Method 


TBLASTX: Maize 






4 14 1 ~ 

fl X fi X 






End 


4482 






none 






Score 


160 




Exons 


4141 4 ^ft 


4 14 9 
4 X 4 Z 




.4393, 4403. .4480, 4407. .4481 




4 4 08 -4489 

44UO. .440Z 












Seq. No. 


46817 






Seq. ID 


OJ000217_10.0315, 


05 


Gene No. 


99487 






Strand 






o t_ d I. L 


^ 4 U 4 O 






End 


30881 




Name 


Pi TH n n 0 1 7 in 

VJJUUUZX/ xu. 


U o 1 D 


. L-D . OO . t S 


Method 


TBLASTX: Soybean 




O Lax. L. 


4 9 "^4 ~ 
4 Z s3 4 






End 


9365 






none 






Score 


73 






49'^4 4'^^^9 
4^04. .'lODZ, 


4 "5 P Q 


/1y19Q QQ1Q 


.9254, 9258. .9365 




Seq. No. 


46817 






Seq. ID 


OJ000217_10.0315. 


C5 


Gene No, 


99487 






Strand 








94 04^ 

4 U 4 O 






End 


30881 




NaiTie 


n inn n 9 1 7 in 
vjuuuuzx/ xu. 


U O i 0 


. . 01 u . tim 


Method 


TBLASTX: Maize 




O L di. C 


o o u o 






End 


9209 






none 






Score 


68 






oouo • • -j^uy. 


0 y O 0 


Qn 

. . y U DO 








Seq. No. 


46817 






Seq. ID 


OJ000217_10.0315. 


05 


Gene No. 


99487 






Strand 






O l_ di. L 


94 04'^ 

^ 4 U 4 O 






End 


30881 




Name 


n TO n n 0 1 7 in 


U J 1 0 


PR >^in +-TT 
. UD . 01 U . ZVJ 


Method 


TBLASTX: Wheat 




O UdX L 


O D / 






End 


9362 






none 






Score 


65 






o^o/ . » y o D y f 






.9362 






Seq. No. 


46817 






Seq. ID 


OJ000217_10.0315. 


05 


Gene No. 


99487 






Strand 






c;h a ri- 

O L. d X u 


24043 






End 


30881 




Name 


OJ000217 10. 


0315 


C5.oll.tm 


Method 


TBLASTX: Maize 




o Lax t 


12092 






End 


29536 




oX 


none 






Score 


77 . 




Exons 


12092. .12268, 29251 .. 294 99, 29252. .29536 




Seq. No. 


46817 






Seq. ID 


OJ000217_10.0315. 


05 


Gene No. 


99487 






Strand 






Start 


24043 






End 


30881 




Name 


OJ000217 10. 


0315, 


C5.o8.tw 


Method 


TBLASTX: Wheat 




Start 


12155 






End 


29541 




GI 


none 






Score 


79 





48443 



Exons 


TOIRc; 100QQ lOTOQ 


1 9 '5 t; Q 


29149. .29406, 29183 29422 , 






'^Q'^QQ OQTQn 


9 Q/1 7 n 


29494. .29541 




Seq. No. 


46817 




Seq. ID 


9J000217^10.0315 


.C5 


Gene No. 


99487 




Strand 












End 


30881 








. o / .us 


Method 


TBLASTX: Soybean 






1 DO UO 




End 


28389 






none 




Score 


188 




Exons 


l^^flrm 17170 97Q^1 


9 P 1 "^7 
, . Z O X J / , 


28201. .28389 




oeq . iNo . 


4 f^fl 1 7 
<i Do 1 / 




Seq. ID 


OJ000217_10.0315, 


pc; 


Gene No. 


99487 




Strand 






Start 


24043 




End 


30881 




Nsme 


nT000917 10 0*^1 pn, 


. ol . tw 


Method 


TBLASTX: Wheat 






1 7 R /I 1 




End 


27760 






none 




Score 


318 




Exons 


17^,41 17Qft4 M^OkA 


1 7 Q7 1 

. . X / y / X , 


17793. .17981, 17 929. . 18000, 






979QP 977RQ 979QQ 


oil an 
. . z / / DU 








beq. JNo. 


4 Do 1 / 




Seq. ID 


OJ000217_10.0315. 


. Co 


Gene No. 


99487 




Strand 






Start 


24043 




End 


30881 




Naitie 


01000917 1 0 0*^1 t; pc; 


. OD . uS 


Method 


TBLASTX : Soybean 




o car L 


1 7 c; Q r> 
J- / O p U 




End 


27720 




r* T 


none 




Score 


139 -V 




Exons 


17c;Qn 17Qn/l 17c;Qyl 


1 7 7 7 n 

. . X / / / u , 


17811. . 17945, 27355. .27489, 






97/lQf^ 97790 










Seq. No. 


46817 




Seq. ID 


OJ000217_10.0315. 


,05 


Gene No. 


99487 




Strand 






o t air L 


9 4 0 4"^ 




End 


30881 




Name 


nT0009i7 10 O'^ic; pc; 


. o7 . tm 


Method 


TBLASTX: Maize 




Q-f- a r-l- 

oT_ar u 


1 7 ^7 




End 


27630 






none 




Score 


249 




Exons 


17f;7'^ 17QQ0 17f^fi4 


1 7 P Q Q 

, , X / o y y , 


27283. .27630, 27284.. 27595 




oeq. iNo. 


4 DO X / 




Seq. ID 


OJ000217_10.0315. 


Co 


Gene No. 


99487 




Strand 






Start 


24043 




End 


30881 




Name 


O.T00091 7 1 0 O'^l ^ P^ 


, o4 . tm 


Method 


TBLASTX: Maize 




otar L 


ionic; 
1 o u 1 D 




End 


27276 . 






none 




Score 


532 




Exons 


IftOIR 1^47"^ IfiOIR 


1 fl 9 Q ^ 

. X 0 z y D / 


18164. .184 


75, 26899.-27276, 






OfZQ'ia 971^(^ 










Seq. No. 


46817 




Seq. ID 


OJ000217_10.0315. 


C5 


Gene No.; • 


99487 




Strand 






Q+- a r•^- 
0 Ua J. t 


9 /} n /} '5 

Z 4 U 4 O 




-End 


30881 




Name 


PTnnnoi7 in mit; pr 


oo . tw 


Method 


TBLASTX: Wheat 




o Tzarr. 


1 Q 1 9 n 
XoXZU 




End 


27189 




GI 


none 




Score 


222 




Exons 


18120. .18467, 18221. 


.1;8427, 


26765. .,271 


84, 26770.. 27189 




Seq. No. 


46817 




Seq. ID 


OJ000217_10.0315. 


C5 


Gene No. 


99487 




Strand 






Start 


24043 




End 


30881 





48444 



Name 


(jJUUU^:! / lU.OJlb.Co 


. o4 . ts 


Method 


TBLASTX : Soybean 




Start 


lo 1 




End 


27111 






none 




Score 


221 




Exons 


lQ/1/1'3 TQonn 




26740. .27111, 26,551. .27094 




Seq. No. 


46817 




Seq. ID 


OJ000217_10.0315 


.05 


Gene No. 


99487 




Strand 






C4- -\ -v-t- 


0 yi n /) T 

z 4 U 4 J . 




End 


30881 




Name 


(JJUUU^l/ iU.UJlO.CD 


. olz . tm 


Method 


TBLASTX: Maize 




Start 


0 /I n n 0 
Z4 UUZ 




End 


24183 






none 




Score 


125 




Exons 


o/nno o/iiTO o/inin 
Z4 uu*;: . . z4 1 / 0 , z4Uiy 










beq. NO. 


4 bo 1 / 




Seq. ID 


OJ000217_10.0315 


. 05 


Gene No. 


y y 4 0 / 




Strand 






o L. ar L. 


Z 4 U 4 0 




End 


30881 




Name 


OJ000217 10. 0315. C5 


. 0 1 0 . np 


Method 


AAT/NAP 




Start 


24043 




End 


30198 




GI 


.-7228457 * 




Score 


9181 




Exons 


24043. .25593, 25660 


. .26811, 


26934. .27768, 27832 .. 29767, 






29832. .30198 










GI Descrip. 


{AP001366) Similar 


to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon RetroSorl, 


polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


46817 




Seq. ID 


OJ000217__10.0315 


.05 


Gene No. 


994 87 




Strand 






buar L 


24043 




' End 


30881 




Name 


OJ000217 10. 0315. C5 


. ol5 . tw 


Method 


TBLASTX: Wheat- 




Start 


24052 




End 


24574 






none 




Score 


83 




Exons 


24052. .24177, 24056 


. .24178, 


24370. .24573, 24371. .24574 




Seq. No. 


46817 




Seq. ID 


OJ000217_10.0315 


.05 


Gene No. 


99487 




Strand 






b tar L 


24043 




End 


30881 




Name 


OJ000217 10. 0315. 05 


. 06 . tw 


Method 


TBLASTX: Wheat 




btart 


24781 




End 


25170 






none 




Score 


154 




Exons 


24781. .25170, 24857 


. .25147 








Seq. No. 


46817 




Seq. ID 


OJ000217_10.0315 


.05 


Gene No. 


99487 




Strand 






bear L 


24043 




End 


30881 




Name 


OJ000217 10.0315.05 


.08. tm 


Method 


TBLASTX: Maize 




Start 


24850 




End 


25173 






none 




Score 


177 




Exons 


24850. .25173, 24863 


. ^25144 








o e q . lm o . 


46817 




Seq. ID 


OJ000217_10.0315 


.05 


Gene No. 


99487 




Strand 






Start 


24043 




End 


30881 




Name 


OJ000217 10.0315.05 


.ol3. tw 


Method 


TBLASTX: Wheat . 




Start 


25366 




End 


25678 




GI 


none 




Score 


56 




Exons 


25366. .25626, 25477 


. .25665, 


25502. .25678 





48445 



beq. NO. 


A CO n 
4 DO i / 




Seq. ID 


OJ000217 


10 . 0315 


. 05 


Gene No. 


99487 




Strand 








Start 


24043 




End 


30881 






Name 


OJ000217 10. 0315. C5 


. o6 . ts 


Method 


TBLASTX: 


Soybean 




O 4- -1 v-t- 

otart . 


25426 




End 


25992 






5666795 




Score 


68 






Exons 


25426.-25626, 25681 


. .25818, 


25894.. 25992 






uesciTip. 


4206306 2.0e-10 (AF049110) 


prpol [Zea 


mays] 






beg. NO. 


46817 




Seq. ID 


OJ000217 


10 . 0315 


. 05 


Gene No. 


y y 4 o / 




Strand 








Start 


24043 




End 


30881 






Name 


OJ000217 10. 0315.05 


. o7 . tw 


Method 


TBLASTX: 


Wheat 




o tar L 


25681 




End 


26139 








none 




Score 


87 






Exons 


25681. .25830, 25682 


. .25819, 


25684 . .25821, 25877 


. . 26050 , 






25891. .26139, 25891 


. .26115. 










Seq. No. 


46817 




. ,. Seq. ID 


OJ000217 


_10.0315 


.05 


Gene No. 


y y 4 O / 




Strand 








bcart: 


24043 




End 


30881 






Name 


OJ000217 10.0315,05 


.o5.tw 


Method 


TBLASTX: 


Wheat 




bt art 


27925 




End 


28411 








none 




Score 


168 






Exons 


27925. .28410, 27929 


. .28216, 


28238. .28411 






beq. NO. 


46817 




Seq. ID 


OJ000217 


_10 . 0315 


. 05 


Gene No. 


99487 




Strand 








Start 






End 


30881 






Name 


OJ000217 10.0315.05 


ol3.np 


Method 


AAT/NAP 






b tar L 


29668 




End 


30868 








5042454 




Score 


1306 






Exons 


29668. .30216, 30272 


.30382, 


30722. .30868 






GI Descrip. 


(AO007789) putative 


polyprotein [Oryza 


sativa] 






O rt y-» M rt 

beq . NO . 


46817 




Seq. ID 


OJ000217 


_10 . 0315 


05 


Gene No. 


99487 ' 




Strand 








Start 


24043 




End 


30881 






Name 


OJ000217 10.0315.05, 


ol2 . np 


Method 


AAT/NAP 






bt art 


30435 




End 


30881 








5042454 




Score 


316 






Exons 


30435. . 30488, 30722. 


.30881 










GI Descrip. 


(AO007789) putative 


polyprotein [Oryza 


sativa] 






O rt /-T M rt 

beq . NO . 


46818 




Seq. ID 


OJ000217_ 


10 . 0315 , 


06 




99488 




Strand 


+ 






start 


1 




End 


1404 






Name 


OJ000217 10.0315.06. 


ol . np 


Method 


AAT/NAP 






Start 


1 




End 


588 






GI 


7248394' 




Score 


382 






Exons 


1..41, 137. .588 












GI Descrip. 


(AP001389) ESTs 097394 (060113) ,AU075824 (R0165) , D38985 (R0165) 



correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromo'some II BAO F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AO006446) 



48446 




Seq. No. 


46818 


Seq. ID 


OJ000217 10.0315 


.06 


Gene No. 


99488 


Strand 


+ 




o tar U 


1 

X 


bna . 


1 / n /I 
X 4 U 4 




Name 


vjjuuu^i / iu . u J 1 D . Co . O-L . gs 


Metnod 








"5 Q c; 

0 y 0 


hna 


1 / n /I 
14 U4 






none 


Score 


. 4 / 




Exons 


'^Q^ Tn9R iriQQ 19'59 1*500 


X 4 U4 






Seq. No. - 


46818 


Seq. ID 


OJ000217_10.0315 


.C6 


Gene No. 


99488 


Strand 


+ 




O Lax U 


1 
± 


bna 


1 /I n yl 
X 4 U 4 




Name 


UJUUUZl / iU . UolO . CD . Ol . t s 


Method 


TBLASTX : Soybean 




ocari: 


/I c; n 


End 


o oU 






none 


Score 


1 c; T 
lb / 




Exons 


fiou..oo/, 4o^:,.bUl, oUo..//o, 


c n Q o c n 
buy . . 0 dU 






Seq. No. 


46818 


Seq. ID 


OJ000217 10.0315 


.06 


Gene No. 


99488 


Strand 






C-t- a ^4- 
oI_ a j: L 


1 

X 


bna 


1 /I n / 
X 4 U 4 




Name 


vJJUUU^X / XU . UolD . Co . OX . tw 


Method 


m "P> T 7\ o m \7 _ r.T _ J_ 

TBLASTX : Wheat . 




C -h ^ v-t- 

o tiar L 


41 y 0 


End 


o ri o 

o y J 






none 


Score 


/ / 




Exons 


/IQc; RQ/I CO/1 00*3 








Seq. No. 


46819 


Seq. ID 


OJ000217_10.0315, 


.07 


Gene No. 


99489 


Strand 








'5 R 

' J DO 


T-l _^ _] 

bna 






Name 


OJUUUzl/ l(j . U olo . C / . ol . gs 


Method 


GENSCAN 






'SCR 
ODD 


End 


4879 






none 


Score 


. 69 




Exons 


"scc^ yim'^ yiioo /lOTn 
OD0..4U/J, 4i^o.,4o/y 








beq. NO. 


/ C Q 1 Q 

4 Do X y 


Seq. ID 


OJ000217 10.0315, 


. 07 


Gene No. 


99489 


Strand 






Start 


365 


End 


4885 




Name 


cjuuuzx/ X u . u jxo . c / . ox . np 


Method 


AAT/NAP 




buar L. 


"5 C Q 
Job 


End 


4885 




P T 


A com T Q 

4 DO u X / y 


Score 


5396 




Exons 


'^CQ "3 T C Q T Q n T /I Q Q c: 








oj. uescnp. 


lArxxx/uy; poiyprotem L^i^yza 


sativa subsp. indica] 




Seq. No. 


46819 


Seq. ID 


OJ000217_10.0315. 


,07 


Gene No. 


99490 


Strand 






o t ar U 


0 X o4 


End 


5943 




Name 


p\Tnnnoi "7 i n mi c r'n 


Method 


TBLASTX: Maize 




bcar u 


Q c; Q 

oo y 


End 


589 






none 


Score 


43 




Exons 


TciQ TQi "icn "30 Q QQO con 

oDy.,oyi, jDU..Joy, jyz.,5o9. 


483. .578 








ft D 0 X ^ 


Seq. ID 


OJ000217_10.0315. 


C / 


Gene No. 


99490 


Strand 






Start 


5134 


End 


5943 




Name 


OJ000217 10.0315.C7.o6.tw • 


Method 


TBLASTX: Wheat 




Start 


413 . :,. 


End 


746 




GI 


none 


Score 


134 




Exons 


413. .745, 434. .742, 477. .746 









.48447 




Seq. No. 46819 Seq. ID OJ000217_10 . 0315 . C7 

Gene No. 99490 Strand 



Start 


blJ4 






End 


5943 




Name 


OJOUUzl / lU 


rt 0 T C 

. 0ol5 


.C7.ol.tm 


Method 


TBLASTX : Maize 




otart 


R Q "3 






End 


1192 




GI 


none 






Score 


111 




Exons 


593. .1033, 


608. . 


871, 732. .1034, 1031.. 


1192, 1038.. 1184 




beq. NO. 


4 DO 1 y 






Seq. ID 


Trt rtrtOTT Irt rt'^'IfT 

OJ000217 10.0315 


. C7 


Gene No . 


y y4 yu 






Strand 






Start 


CIO/ 






End 


5943 




Name 


OJUUUz 1 / lU 


rt 0 1 c 

. Oolb 


.C7.ol. tw 


Method 


TBLASTX : Wheat 




otar L 


/ 4 D 






End 


1 0 T rt 

1372 




GI 


none 






Score 


75 




Exons 


746. .1372, 


749. . 


1000, 858. .1316 






beq. NO. 


/I C Q 1 Q 






Seq. ID 


r\ Trt rtrtOTT -Irt rt-^TC 

OJ000217 10.0315 


. C7 


Gene No. 


9 9 4 9.0 






Strand 






Start 








End 


594 3 




Name 


OJUuUzl / lU 


. 0 Jib 


.C7 .o4 .tm 


Method 


TBLASTX : Mai ze 




Start 








End 


1533 




GI 


none 






Score 


208 




Exons 


1241. .1531, 


1245 


..1532, 1372 


.1533 






C? rt XT rt 

beq. No. 


4 bo 1 y 






Seq. ID 


OJ000217 10.0315 


. C7 


Gene No. 


rt rt /I O rt 

994 90 






Strand 






Start 


d1 o4 






End 


5943 




Name 


OJUUU^:! / 10 


rt "3 1 c 

. 0315 


.C7.o2.ts 


Method 


TBLASTX : Soybean 




btar u 








End 


1591 




GI 


none 






Score 


148 




Exons 


1331. .1591, 


1332 


. .1586 








C7 rt XT rt 

beq. NO. 


/I ^ O T rt 

4 bo ly 






Seq. ID 


OJ000217 10.0315 


C7 


Gene No . 


rt rt yi rt rt 

y y 49 0 






Strand 






Start 


d1o4 






End 


5943 




Name 


/^TrtrtrtOiT irt 

OJOOOzl / 10 


rt 0 1 [T 

. 0315 


.C7.ol.tc 


Method 


TBLASTX : Cress 




b tart 


1 "3 c; c 
1 ODD 






End 


1672 






none 






Score 


85 




Exons 


1355. .1498, 


1356 


..1496, 1499. 


.1672 






O rt XI rt 

beq. No. 


/I CO 1 Q 

4 bo 1 y 






Seq. ID 


rt -r rt -1 1 ■ y-\ rt rt -1 r- 

OJ000217 10.0315. 


C7 


Gene No . 


rt rt >i rt rt 

994 90 






Strand 






Start 


ol34 






End 


5943 




Name 


^TrtrtrtOT"? Trt 

OJOOO^IT 10 


. 0315 


.C7.o2.tw 


Method 


TBLASTX : Wheat 




btart 


1-3-70 

1 J / y 






End 


5186 




GI 


none 






Score 


343 




Exons 


1379. .1915, 


1380 


..1946, 5124. 


.5186 






Seq. No. 


46819 






Seq. ID 




n 


Gene No. 


99490 






Strand 






Start 


5134 






End 


5943 




Name 


OJ000217 10 


.0315 


.C7.o2.tm 


Method 


TBLASTX:Maize 




Start 


1937 






End 


2300 




GI 


none 






Score 


174 




Exons 


1937. .2299, 


1946 


..2299, 1950. 


.2300 






Seq. No. 


46819 






Seq. ID 


OJ000217_10.0315. 


CI 



48448 



Gene No. 


99490 








strand 




^ r-f- 


U ± OH 








iiinu 


O ft O 


Ns-iue 










Metnoa 


1 Dij/\o i A : wnea L. 












iiina 


9 "^7 1 




none 








Score 


^^7 


1-1 io 














9p»rT No 


46819 










0.7000917 10 0*^1 s 


Gene No. 


99490 








Strand 




Start ■ 


5134 








End 


5943 


Name 


OJ000217 10, 


. 0315 


.C7.03, 


.ts 


Method 


TBLASTX : Soybean 


Start 


2120 








End 


2365 


GI 


none 








Score 


99 


Exons 


2120. .2365, 


2121 


. ,2363 









Seq. No. 46819 

Gene No. 99490 

Start 5134 

Name OJ000217_10 . 0315 . C7 . o3 . tm 

Start 2336 

GI none 

Exons 2336.. 2650, 2379.. 2429, 2457, 



Seq. ID pJ000217_10.0315.C7 
Strand 

End 5943 

Method TBLASTX: Maize 

End 2836 

Score 50 

.2510, 2657. .2836, 2682. .2828 



Seq. No. 46819 

Gene No. 99490 

Start 5134 

Name OJ000217_10 . 0315 . C7 . o5 . tw 

Start 2372 

GI none 

Exons 2372.. 2674, 2388.. 2672 



Seq. ID OJ000217_10.0315.C7 
Strand 

End 5 94 3 

Method TBLASTX : Wheat 

End ' 2 67 4 

Score 267 



Seq. No. 46819 

Gene No. 99490 

Start 5134 

Name OJ000217_10 . 0315 . C7 . ol . ts 

Start 2387 

GI none 

Exons 2387.. 2746, 2388.. 2678, 2706. 



Seq. ID OJ000217_10.0315.C7 
Strand 

End 5 94 3 

Method TBLASTX : Soybean 

End 2782 

Score ■ 199.. 

.2744, 2750.. 2782,' 2751. .2780 



Seq. No. 46819 

Gene No. 99490 

Start 5134 

Name OJ000217_10 . 0315 . C7 . o4 . tw 

Start 2723 

GI none 

Exons 2723.. 3100, 2766.. 3209, 3155. 



Seq. ID OJ000217_10.0315.C7 
Strand 

End 5943 

Method • TBLASTX: Wheat 

End 3209 

Score 259 

3205 



Seq. No. 46819 

Gene No. -99490 

Start 5134 

Name OJ000217_10 . 0315 . C7 . o5 . tm 

Start 2904 

GI none 

Exons 2904.. 3194, 2906.. 3193 



Seq. ID" OJ000217_10.0315.C7 
Strand 

End 5943 

Method TBLASTX: Maize 

End 3194 

Score 185 



Seq. No. 
Gene No. 



46819 
99490 



Seq. ID OJ000217_10.0315.C7 
Strand 



48449 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5134 End 

OJ000217_10 . 0315 . 07 . 08 . tw Method 

3305 End 

none Score 



5943 

TBLASTX: Wheat 

3742 

69 



3305. .3346, 3374. .3487, 3375. .3488, 3533. .3742, 3534. .3686 

OJ000217 10. 0315. C7 



46819 
99490 
5134 

OJ000217_10 . 0315 . C7 . 08 . tm 

3425 

none 

3425. .3778 

46819 
99490 
5134 

OJ000217_10.0315.C7.o7.tw 

4061 

none 

4061. .4411, 4218. .4412 

46819 
99490 
5134 

OJ000217_10.0315.C7 .o6.tm 

4106 

none 

4106. .4411, 4281. .4397 

46819 
99490 
5134 

OJ000217_10.0315.C7.o9.tw 

4445 

none 

4445. .4537, 4446. .4643, 4448. 

46819 
99490 
5134 

OJ000217_10 . 0315 . C7 . o2 . gs 

5134 

none 

5134 . .5943 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End-- 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



5943 

TBLASTX: Maize 

3778 

188 



OJ000217_10.0315.C7 
5943 

TBLASTX: Wheat 

4412 

112 



OJ000217_10.0315.C7 
5943 

TBLASTX: Maize 

4411 

90 



Seq. ID OJ000217_10.0315.C7 
Strand 

End 5943 

Method TBLASTX : Wheat 

End 4705 

Score 66 

.4645, 4658.. 4705 :■ 

Seq. ID. OJ000217_10.0315.C7 
Strand 

End 5943 

Method GENSCAN 

End 5943 

Score .84 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



46820 Seq. ID 

99491 Strand 

413 End 

OJ000217_10.0315.C8 .ol.gs Method 

413 End 

none Score 



OJ000217_10.0315.C8 
+ 

3813 
GENSCAN 
3778 
.44 



413. .461, 1185. .1286, 2013. .2132, 2815. .2931, 2972. .3778 



46820 
99491 
413 



Seq. ID OJ000217_10.0315.C8 
Strand + 
End 3813 



48450 






Name 


OJ000217 


10.0315.C8.ol.tw 


Method 


i oLiAb i A : wnea L 






btart 


3607 




bno 


JO U 








none 




Score 


1 / y 






Exons 


3607. .3813, 3669. .3788 










beq. NO. 


46821 




beq . lu 


riTnnnoi'7 in n'^ic^ 
UJUUUZl/ lU.Uolo 


. by 




Gene No. 


99492 




Strand 


+ 






Start 


1 




End 


1677 






Name 


OJ000217 


10.0315.C9.ol.np 


Method 


AAT/NAP 






ot art 


1 




End 


1677 








DD y 1 1 y 1 




Score 


1622 






Exons 


1. .1677 












GI Descrip. 


(AC007534 


) F7F22.15 [Arabidopsis thaliana] 






Seq, No. 


46821 




Seq. ID 


OJ000217_10.0315 


.C9 




Gene No. 


99492 




Strand 








o rar L 


1 




End 


1677 






Name. 


OJ00p217_ 


lL).Uoib.cy.o4. tw 


MetnoQ 


TBLASTX : Wheat 






o uar L 


i 




End 


216 






GI 


none 




Score 


256 






Exons 


1..216, 4 


..183, 12. .215 










Seq. No. 


46821 




Seq. ID 


OJG00217_10.0315 


,09 


vi 


■ Gene No. 


99492 




Strand 


+ 






btart 


1 




End 


1677 




a: s 


Name 


OJ000217_ 


10.0315.Cy.ol. tm 


Method 


TBLASTX : Mai ze 






Start 






End 


591 




r ^ 

"■^ 




none 




Score 


241 






Exons 


43. .456, 


135. .281, 363. .449, 


448, .591 






\J 


Seq. No. 


46821 




Seq. ID 


OJ000217_10.0315 


.09 


i — 


Gene No. 


99492 




Strand 


+ 






Start 


1 




End 


1677 






Name 


OJ000217_ 


10 . 0315 . C9 . ol . gs 


Method 


GEN SCAN 






o tar L 


y 1 




End 


1302 








none 




Score 


.89 






Exons 


91. . 1127, 


1143. .1302 








L -i 


Seq. No. 


46821 




Seq. ID 


OJ000217 10.0315 


,09 




Gene No. 


99492 




Strand 


+ 






b rar L 


1 




End 


1677 






Name 


OJ000217_ 


10.0315.C9.ol.ts 


Method 


TBLASTX : Soybean 






C 4- ■w4- 

btar u 


1 by 




End 


522 






bX 


none 




Score 


64 






Exons 


169. .234, 


177. ,233, 234. .467, 


235. .522 








Seq. No. 


46821 




Seq. ID 


OJ000217_10.0315 


,09 




Gene No .' 


99492 




Strand 


+ 






C 4 1 ■»-4- 

b tiarr 


1 




End 


1677 






Name 


OJ000217 


10.0315.C9.ol.tw 


Method 


TBLASTX: Wheat 






Start 


217 




End 


616 






GI 


none 




Score 


4 62 






Exons 


217. .615, 


225. .281, 313. .615, 


443. . 616 








Seq. No. 


46821 




Seq. ID 


OJ000217_10.0315 


.09 




Gene No. 


99492 




Strand 


+ 






Start 


1 




End 


1677 





48451 






nTnnri0i7 in n'^ic: no rsO +-t.? 
ujuuuzi/ lu . u J i D . . oz . r. w 


Method 


TBLASTX: Wheat 






9 P 


End 


1098 




(ZT 


none 


Score 


182 




Exons 


f^9ft Rl"^ f^'^n l^f^ 


820. ,891, 895. .1098 




Seq. No. 


46821 


Seq. ID 


OJ000217_10.0315 


,C9 


Gene No. 


99492 


"Strand 


+ 




O L d J. L 


1 


End 


1677 




Name 




Method 


TBLASTX : Soybean 




O UaJ- L 


DO fi 


End 


7 7 9 






none 


Score 


192 




Exons 


f^'^Zl 7^^fi 7Rn 7*^7 
OOfl. . / DO/ D-34. . / DU f DflO. . /Off 


677, .772 






Seq. No. 


46821 


Seq, ID 


OJ000217_10,0315 


.C9 


Gene No. 


99492 


Strand 


+ 






1 


End 


1677 




Name 


OJ000217 10.0315.C9.ol.tc 


Method • 


TBLASTX: Cress 




q+- a vi- 
ol, d. J- 1- 


811 


• End ■ 


1194 






none - , • 


Score 


52 




Exons 


811. .888, 900. .1193, 901. .1194 






O c q . LN o . 


46821 


Seq, ID 


OJ000217_10.0315, 


.C9 


Gene No, 


99492 


Strand 


+ 




Start 


1 


End 


1677 




Narne 


OJ000217 10.0315.C9.o2.ts 


Method 


TBLASTX: Soybean 




o uar L 


1216 


End 


1559 




P T 


none 


Score 


67 




Exons 


1216.. 1257, 1218,. 1256, 1254. 


,1340, 1255. ,1329, 1322. .1516, 




1326. ,1559, 1377. .1559 








Seq. No. 


46821 


Seq. ID 


OJ000217_10,0315. 


.C9 


Gene No. 


99492 


Strand 


+ 




O I. dl. L 


1 


End 


1677 




Name 


OJ000217 10.0315.C9.o3,tw 


Method . 


TBLASTX: Wheat 






1221 


End • 


1661 






none 


Score 


96 • 




HiXOIlb 


• 1221,, 1328, 1222.. 1329, 1350. 


.1661, 1352., 1426, 1589.. 1660 


Seq. No. 


46822 


Seq. ID 


OJ000217 10,0315, 


,C10 


Gene No. 


99493 


Strand 


+ 






4251 


End 


4754 




Name 


OJ000217 10.0315.C10.o3,gs 


Method 


GENSCAN 






4251 


End 


4754 






none 


Score 


,87 




Exons 


4251. .4754 








Seq. No. 


46822 


Seq, ID 


OJ000217_10.0315, 


CIO 


Gene No. 


99494 


Strand 








1711 


End 


2195 




Name 


OJ000217 10.0315.C10,o2.gs 


Method 


GENSCAN 




oTzarti 


1711 


End 


2195 




GI 


none 


Score 


.83 




Exons 


' 171,1., 1815, 2145,.219'5- 








Seq." No. 


46822 


Seq. ID 


OJ000217_10.0315, 


CIO 


Gene No. 


99495 


Strand 






Start 


9444 


End 


25562 





48452 



Name 
.Start 
GI 

Exons 



OJ000217_10. 0315. CIO. o4 .gs 
9444 



Method GENSCAN 
End 25299 
Score .47 

9444. .9493, 9685. .9873, 9875. .10146, 10208 10339, 1204 6 12149, 
13715. .13779, 1394 9 .. 14 056, 16543 .. 16616, 16948 .. 17113, 
18412, 19441. .19910, 19966 1 9995 , 21227 .. 214 92 , 
21964, 22270. .22784, 22799 .. 2314 9, 23418 .. 23560, 
23867, 24408. .24600, 25249. .25299 



none 



18343 
21765 
23657 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46822 
99495 
9444 

OJ000217_10. 0315. CIO. o2.np 
21069 
4680179 
21069. .24904, 25541. .25562 

(AF111709) polyprotein [Oryza sativa subsp. indica] 



Seq. ID OJ000217_10. 0315. CIO 
Strand 

End 25562 
Method ' AAT/NAP 
End ' 25562 
Score 4829 



46822 
99495 
9444 

OJ000217_10. 0315. CIO. o5.tw 

21114 

none 



Seq'. ID OJ000217_10. 0315. CIO 
Strand 

End 25562 

Method TBLASTX : Wheat 

End 21441 

Score 65 



21114 . .21440, 21115. .21201, 21330 .. 2 1422 , 21337-. . 214 4 1 



Seq. No. 46822 

Gene No. 99495 

Start 9444 

Name OJ000217_10 . 0315 . CIO . ol . tm 

Start 21306 

GI none 
Exons 



Seq. ID OJ000217_10. 0315. CIO 
Strand 

End 25562 

Method TBLASTX: Maize 

End 21892 

Score 81 



21306. .21467, 214 4 9 .. 21733, 21582 .. 21713, 21731 .. 218 92 , 
21747. .21884 



Seq. No. 46822 

Gene No. 994 95 ... 

Start 9444 

Name OJ000217_10 . 0315 . CIO . ol . tw 

Start 21449 

GI none 

Exons 21449. .22072, 214 91 .. 22006, 



Seq. ID OJ000217_10. 0315. CIO 
Strand 

End 25562 

Method TBLASTX : Wheat 

End 22072 

Score 192 
21558. .22016 



Seq. No. 46822 

Gene No. 99495 

Start 9444 

Name OJ000217_10 . 0315 ..C.IO . o3 . tm 

Start 21941 

GI none 

Exons 21941. .22129, 21945 .. 22130, 
22180. .22227, 22184. .22228 



Seq. ID OJ000217_10. 0315. CIO 
Strand 

End 25562 

Method TBLASTX : Mai ze 

End 22228 

Score 157 
22129. .22182, 22133 .. 22180, 



Seq. No. 46822 

Gene No. 99495 

Start 9444 

Name OJ000217_10 . 0315 . CIO . o2 . ts 

Start 22031 



Seq. ID OJ000217_10. 0315. CIO 
Strand 

End. 25562 

Method TBLASTX : Soybean 

End 22287 



48453 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

22031. .22132, 22032 .. 22127, 
22132. .22191, 22 180 .. 22287 , 

46822 . . 

99495 

9444 

OJ000217_10. 0315. CIO. o4.tw 

22079 

none 

22079. .22132, 22083 .. 2214 8, 
22180. .22482, 22184. .22483 

46822 
99495 
9444 

OJ000217_10, 0315. CIO. o2.tw 

22543 

none 

22543. .22782, 22 631 .. 22783, 
22781. .22891, 22785. .23054 



Score 92 
22130. .22168, 22 132 .. 22218 , 
22181. .22282, 22195. .22284 

Seq. ID -OJ000217_10. 0315. CIO 
Strand 

End 25562 

Method TBLASTX: Wheat 

End 22483 

Score 55 
22130. .22180, 22 132 .. 22 182 , 



Seq. ID OJ000217_10. 0315. CIO 
Strand 

End 25562 

Method TBLASTX : Wheat 

End 23054 

Score 116 
22642. .22788, . 227 65. .23022, 



46822 
99495 
9444 

OJ000.217_10. 0315. CIO. o2.tm 
22624 
none 

22624. .22782, 22 631 22777 , 22791 .. 22982 , 227 98 ,. 22878 , 
22897. .22980 



Seq. ID OJ000217_10;0315.C10 
Strand 

End 25562 

Method TBLASTX: Maize 

End 22982 

Score 74 ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46822 
99495 
9444 

OJ000217_10. 0315. CIO. o3.ts 

22803 

none 

22803. .23048 

46822 
99495 
9444 

OJ000217_10. 0315. CIO. o5.tm 

22989 

none 

22989. .23261, 22993.. 23241 



46822 
99495 
9444 

OJ000217_10. 0315. CIO. 

23055 

none 

23055. .23288, 23062.. 
23265. .23342 



Seq. ID OJ000217_10. 0315. CIO 
Strand 

End 25562 

Method TBLASTX : Soybean 

End 23048 

Score 199 

Seq. ID OJ000217_10. 0315. CIO 
Strand 

End 25562 

Method TBLASTX: Maize 

End 23261 

Score 97 



Seq. ID OJ000217_10. 0315. CIO 
Strand 

End 25562 

Method TBLASTX : Wheat 

End 23353 

Score 155 



o6 . tw 

23262, 23079. .23279, 232 64 23353, 



Seq. No. 



46822 



Seq. ID OJ000217_10. 0315. CIO 



'4 84 54 



Gene No. 


99495 




Strand 






Start 


9444 




End 


25562 




Name 


UJUUUzl / iU.UjlD.biU 


. Ol . ts 


Method 


TBLASTX: Soybean 




otart 


o o A T n 
Z JU /U 




End. 


23460 




Oil 


none 




Score 


110 




Exons 




O Q O C O 
. Z OZDZ , 


23264. .23389, 23276 .. 23428 , 






z 04Zcf . . z Du / zo4zy. 


O Q /I C Q 

. z o4 DO 








Seq. No. 


46822 




Seq. ID 


0 JO 00217 10.0315 


.CIO 


Gene No. 


99495 




Strand 






o caru 


Q/l /I /I 

y 4 41 fi 




End 


25562 




Name 


UJUUUzl/ lU.UolO.C_lU 


o3 . tw 


Method 


TBLASTX: Wheat 




O +- -1 v4- 

o uart 


O /I T A 

zo4 lU 




End 


23883 






none 




Score ■ 


220 




Exons 


O'5/IIA 0'3QQ'5 OT/l/lyi 
Z J 1 U . . Z JO 0 J / ZJ444, 


O '3 Q A 

z ob by 








Seq. No. 


46822 




Seq. ID 


OJ000217__10.0315 


.CIO 


Gene No. 


99495 ' 




Strand 






o car L 


Q A A A' 

y 4 41 4 




End • 


25562' 




Name 


/^TAAAOIT ta aotc oia 

OJUUUzl/ lU.UJlo.ClO, 


o4 . tm 


•Method 


TBLASTX: Maize 






O o c o /t 
Z Job 4 




End 


23866 






none 




Score 


98 




Exons 


OOCO/I OQTOn ooco^ 

z Job 4 . . ZO / jy / zoOo4 , . 


z io DO , 


23585. .23773, 23801.. 23866 




Seq. No. 


46822 




Seq. ID 


OJ000217_10.0315 


.CIO 


Gene No. 


99495 




Strand 






o tar t 


Q A A A 

y 4 4 4 




End 


25562 




Name 


rNTAAAOT"? TA AOTC OIA 
OJUUUzl/ lU.UJlD.ClU. 


o7 . tw 


Method 


TBLASTX: Wheat 




o -1 — 1 -wt- 
ci cart 


z4 UOO 




End 


24409 




bl 


none 




Score 


92 




Exons 


O/IACC Oyi/IAO OytO^A 

z 4 Udo . . z 4 4 Uo , z4zDy.. 


24409 








beq. NO, 


/I Q o Q 
4 DOZ J 




Seq. ID 


OJ000217_10.0315 


.Cll 


Gene No. 


99496 




Strand 


+ 




Start 


1 




End 


1752 




Name 


OJ000217 10.0315.C11. 


ol . np 


Method 


AAT/NAP 




o tar L 


1 




End 


1752 




bl 


5042463 




Score 


91 




Exons 


1..38, 499.. 697, 162C 


. .1752 








GI Descrip. 


(AC007789) unknown protein 


[Oryza sativa] 




Seq. No. 


46823 




Seq. ID 


OJ000217_10.0315 


.Cll 


Gene No . 


99496 




Strand 


+ 




o t art 


1 




End 


1752 




Name 


OJ000217 10.0315.C11. 


ol . gs 


Method 


GENSCAN 




ot art 


169 


End 


254 




bl 


none 




Score 


.81 




Exons 


169.. 254 










Seq. No. 


46823 




Seq. ID 


OJ000217_10.0315 


Cll 


Gene No . 


99497 




Strand 






Start 


1148 




End 


1352 




Name 


OJ000217 10.0315.C11. 


o2 . gs 


Method 


GENSCAN 




Start 


1148 




End 


1352 




GI 


none 




Score 


.59 




Exons 


1148, .1352 











48455 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46824 Seq. ID 

99498 Strand 

1 End 

OJ000207_11 . 0306 . 01 . ol . np Method 

1 End 

2626753 Score 



OJ000207_11.0306.C1 

6996 
AAT/NAP 
3131 
397 



1,.20, 1439. .1705, 1805. .1853, 2811. .3131 

(AB008782) sulfate transporter [Arabidopsis thaliana] 



46824 Seq. ID 

99498 Strand 

1 End 

OJ000207_11 . 0306 . CI . ol . tm Method 

1487 End 

none Score 



OJ000207_11.0306.C1 
6996 

TBLASTX: Maize 

2852 

184 



1487... 1705, 1503. .1706, 1503. .1703, 1634. .1705, 1804. .1863, 
1809. .1856, 1811. .1873, 1815. . 1871, 2802. .2852, 2803. .2850 



Seq. No. 46824 

Gene No. 994 98 

Start 1 

Name OJ000207_11 . 0306 . CI . ol . tc 
Start . 1489 

GI ■ ' none 

Exons 1489.. 1698, 1494.. 1703, 1501", 



1815. .1871, 2802. .2951, 2803. .2958 



Seq. ID OJ000207_11.0306.C1 

Strand - ' 

End 6996 

Method TBLASTX : Cress 

End 2958 

Score 90 

,1695, 1804. .1872, 1813. .1863, 



Seq. No. 
Gene No. 
•Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46824 
99498 
1 

O JO 0020 7_1 1.0306. CI. ol.gs 

1504 

none 

1504. .1615, 2811. .3116, 3198. 
5877. .6000, 6121. .6311, 6365. 

46824 
99498 
1 

OJ000207_11.0306.Cl.ol.ts 

1551 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 11. 0306. CI 



6996 
GENSCAN 
6550 
.58 

,3425, 3467. .3674, 3846... 3979, 
,6550 



Seq. ID OJ000207_11.0306.C1 
Strand 
End 

Method 
End 
Score 



6996 

TBLASTX : Soybean 

3020 

95 



1551. .1703, 1567. .1701, 1804. .1851, 1807. .1851, 2811. .2903, 
2811. .2951, 2815. .2970, 2976. .3020 . 



Seq. No. 46824 Seq. ID OJ000207_11 . 0306 . CI 

Gene No. 994 98 Strand 

Start 1 End -6996 

Name OJ000207_11 . 0306 . CI . o3 . np Method AAT/NAP 

Start 2612 End 6996 

GI 4325354 Score 137 

Exons 2612. .2641, 5977. .6149, 6237. .6595, 6967 .. 6996 

GI Descrip. (AF128395) contains similarity to retroyirus-related 

polyproteins and to CCHC zinc finger protein (Pfam: PF00098, 
Score=16.3, E=0.051, E= 1) [Arabidopsis thaliana] 



Seq. No. 



46824 



Seq. ID OJ00020.7 11. 0306. CI 



"48456 





Gene No. 


99498 




Strand 












1 

X 




End 


6996 








Name 


UJ uu u<c u / 11 


none r"\ ^0 -i-m 

.ujud.ui.oz, um 


Method 


TBLASTX: Maize 






o rare 


0 Q c: 0 




End 


3090 










none 




Score 


112 








Exons 




9ftt:zl 907*^ 90^"^ 


..3090, 2967.. 3020 








Seq. No. 


46824 




Seq. ID 


OJ000207_11. 


0 ^o ^; 
UoU D < 






Gene No. 


99498 




Strand 


- 








O L ciX L 


1 

X 




End 


6996 








Naiue 


UO UUUZU/ XX 


0'50£^ PI /-\1 r^*^ 

•UjUd.ui.oi. gp 


Method 


AAT /nap 








0 uar u 


0 Q T 0 




End 


3393' 








r* T 

0 JL 


none 




Score 


839 








Exons 


zcs / u, .01x0, 


0 1 y 0 . , 00 yj 












0 e cj . IN 0 . 


4 D 0 ^ 3 




Seq. ID 


OJ000207_11. 


0 "^O 
UoU D , 


p c 

. UD 




Gene No. 


99499 




Strand 










Start 


1 




End 


720 








Name 


vJu UUUZU/ XX 


.0306.C6.ol.np 


Method 


A 7\ T" /mad 








0 Lax u 


X 




End 


111 








C T 


DO X 0 UO^: 




Score 


364 








Exons 


1 1 0 0 A A 


..318, 599. .717 














^nDnoinpo\ 


hypothetical protein [Oryza 


sativa] 








Seq. No. 


46825 




Seq. ID 


OJ000207_11. 


0 TO C 
U OU D . 


,C6 




Gene No. 


99499 




Strand 


+ 






~,- - 


Q-i- a vi- 
ol- air T_ 


1 

X 




End 


790 
/ z u 






fU 


Name 


r\ TO n 0 9 n T i 1 
UJ UUUzU / XX 


. 0306.C6.ol.gs 


Method 


GENSCAN 








0 tarn. 






End 


720 








P T 


none 




Score 


.91 






W= 


Exons 


Q ^ ^0 ^QQ 


..720 










: 


Seq. No. 


46826 




Seq. ID 


OJ000207_11. 


0 TO C 

UoU b , 


C7 




Gene No. 


99500 




Strand 


+ 








ptairT- 


1 7 9 
0 X / z 




End 


5388 








Name 


Pi 7000907 1 1 


.03p6.C7.ol.gs 


Method 


GENSCAN 








0 rar L 


s3l /.Z 




End 


5388 










none 




Score 


. 6 ^. , 






- Z 

•!==■ 


Exons 


"^179 '57Qt; 


4691. .4943, 5264, 


. .5388 








1% 


0 e q . LM 0 . 


0 15 Z D 




Seq. ID 


OJ000207_11. 


0306. 


L / 






99500 




Strand 


+ 








Start 


3172 




End 


5388 








Name 


OJ000207 11 


.0306.C7.ol.np 


Method 


AAT /NAP 








0 L a.X L 


3172 




End 


3807 










7489604 




Score 


1095 








Exons 


3172. .3807 














GI Descrip. 


zinc-finger protein S12569 - 


rice gi|3618318|dbj IBAA33205.il 






.(AB001887) : 


sine finger protein [Oryza sativa] 








Seq. No. 


46826 




Seq. ID 


OJ000207_11. 


0306. 


C7 " 




Gene No. 


99501 




Strand 










Start 


3144 




End 


12781 








Name 


OJ000207 11, 


.0306.C7.ol.gp 


Method 


AAT /GAP 








Start 


3144 


End 


3801 








GI 


6 1.R1084 




Score 


1272 








Exons 


3144. .3801 













48457 



GI Descrip. * 3618318/dbj | BAA33205 I l.Oe-143 {AB001887 ) ' zinc finger protein 
[Oryza sativa] ' 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46826 ■ Seq. ID 

99501 Strand 
3144 End 
OJ000207_11 . 0306 . C7 , o2 . np Method 
3330 End 
119714 Score 
3330. ,3404, 4715. .5097, 7821. .8101, 
12384. .12781 

EXTENSIN PRECURSOR (CELL WALL HYDROXYPROLINE-RICH GLYCOPROTEIN) 
gi I 82169 Ipir I I S06733 hydroxyproline-rich glycoprotein precursor 
- common tobacco gi | 198 67 | emb | CAA32090 | {X13885) extensin (AA 
1-620) [Nicotiana. tabacum] 



OJ000207_11.0306.C7 

12781 
AAT/NAP 
12781 
246 

9839. .10452, 10919. .11005, 



9f=»rr Kin 


46827 




Seq. ID 


OJ000207 


_11 


.0306 


.C8 


VjCliC IN (J. 


99502 




Strand 


+ 








Start 


156 




End 


363 








Name 


OJ000207 ll.0306.C8.ol, 


-gs . 


Method 


GENSCAN 










156 




End 


363 










none 




Score 


.57 








Exons 


156. .250, 354. .363 














O C . IN w . 


46827 




Seq. ID 


OJ000207 


_11, 


.0306 


.C8 




99503 , 




Strand 


+ 








start 


3054 




End 


3413 








Name 


OJ000207 ll.0306.C8.ol. 


np 


Method 


AAT/NAP 








O U CI i. L. 


3030 




End 


3410 








O J. 


7489604 




Score 


614 








Exons 


3030. .3410 
















zinc-finger protein S12569 - 


rice gi 1 3618318 1 dbj IBAA33205. 




(AB001887) zinc finger 


protein [Oryza 


sativa] 










46827 




Seq. ID 


OJ000207_ 


11, 


.0306 


.C8 


Gene No. 


99503 




Strand 


+ 








start 


3054 




End 


3413 








Name 


OJ000207 ll.0306.C8.o3. 


gs 


Method 


GENSCAN 








Start 


3054 




End 


3413 








GI 


none 




Score 


.91 








Exons 


3054. .3413 














Seq. No. 


46827 




Seq. ID 


OJ000207_ 


11. 


,0306 


.C8 


Gene No. 


99504 




Strand 


+ 








Start 


9311 




End 


10064 








Name 


OJ000207 ll.0306.C8.o5. 


gs 


Method 


GENSCAN 








Start 


9311 




End 


10064 








GI 


none 




Score 


.5 








Exons 


9311. .9342, 9365. .9535, 


9854. 


. 10064 










Seq. No. 


46827 




Seq. ID 


OJ000207_ 


11. 


0306, 


.C8 


Gene No. 


99505 




■ Strand 










Start 


710 




End 


1448 - 








Name 


' OJ000207 ll.0306.C8.o2. 


gs 


Method 


GENSCAN 








Start 


710 




End 


1448 








GI 


none 




Score 


,77 








Exons 


710. .868, 1353. .1448 















48458 



Q o Kfr\ 
O o Lj . IN O . 


46827 






Seq. ID 


OJ000207__11.0306.C8 


Gene No. 


99506 






Strand 




Start 


3010 






End 


3761 


Na.ine 


OJ000207 11.0306, 


,C8.ol. 


gp 


Method 


AAT/GAP 




3010 






End 


3761 




6 1.R1084 






Score 


1382 


Exons 


3010. .3761 










\j1 uescnp. 


'3618318/dbji BAA33205I 


X . ue- 


143 (AB001887) zinc finger protein 




[Oryza sativa] * 










Seq. No. 


46827 






Seq. ID 


OJ000207_11.0306.C8 


Gene No. 


C A T 

yybu / 






Strand 




brar L 


5781 






End 


8103 


Name 


OJ000207 11.0306. 


C8 . ol . 


ts 


Method 


TBLASTX : Soybean 


brari: 


o o A n 

3200 






End 


3371 




none 






Score 


114 


Exons 


3200 . . 3358 , 3209 . 


.,334.3, 


-} A T A 


. . 3371 




Seq. No. 


46827 






Seq. ID 


OJ000207_11.0306.C8 


Gene No . 


99507 






Strand 






5781 






End 


8103 


N^ine 


TAAAAA'^ TT A'DA^ 

OJUOOzO/ 11.0306. 


C8 . o4 . 


gs 


Method 


GEN SCAN 


be arc 


5781 






End 


8103 




none 






Score 


. 67 


Exons 


CTOI CO/~T /"OAO 

o / ol . .58 6 / 6303 . 


. 6 4 62 , 


/oo / 


..7650,, 77( 


59. .8103 


beq. No. 








Seq. ID 


OJ000207_11.0306.C9 


Gene No. 


A A C A A 

y y ou 0 






Strand 


+ 


Start 


523 






End 


5702 


Name 


OJ000207 11.0306. 


C9.01. 


gs 


Method 


GENSCAN 


Oh — 1 V-+- 

brar L 


523 






End 


5702 


(aX 


none 






Score 


.72 


Exons 


523.. 896, 930.. 12 


;88, 14 


48. .1543, 1799., 


.1879, 2084. .2229, 




2292.. 2650, 2685. 


.2976, 


3181 


..3269, 3696. .3843,. 4631. .4905, 




4994.. 5066, 5589-. 


.5702 








Seq. No. 


46828 






Seq. ID 


OJ000207_11. 0306.09 


Gene No. 


99508 






Strand 


+ 


Start 


523 






End 


5702 


Name 


OJ000207 11.0306. 


09. ol. 


np 


Method 


AAT/NAP 


Start 


600 






End 


2743 


GI 


4325357 






Score 


372 


Exons 


600. .1309, 1875. . 


2024, 


2254. 


.2743 





GI Descrip. (AF128395) contains similarity to Arabidopsis thaliana 

retrotransposon Athila hypothetical protein 1 (GB:X81801) 
[Arabidopsis thaliana] 



Seq. No. 46828 

Gene No. 99508 

Start 523 

Name OJ000207_11 . 0306 . 09 . ol . tw 

Start 829 

GI ■ none 

Exons 829.. 945, 961.. 1176 



Seq. ID OJ000207_11. 0306.09 

Strand + 

End 5702 

Method TBLASTX : Wheat 

End 1176 

Score 94 



Seq. No. 



46828 



Seq. ID OJ000207_11. 0306.09 



48459 



Gene No. 99508 Strand 

Start 523 End 

Name OJ000207_1 1 . 0306 . C9 . ol . tc Method 

Start 97 6 ^ . End 

GI none " Score 

Exons 976.. 1284 



+ 

5702 

TBLASTX: Cress 

1284 

190 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46829 - Seq. ID 

99509 Strand 

1 End 1050 

OJ000207_11 . 0306 . CIO . ol . np Method i\AT/NAP 

1 End 1050 

6815052 Score 271 
1..95, 488. ,652, 951. .1050 

(AP001080) hypothetical protein [Oryza sativa] 



OJ000207 11. 0306. CIO 



46830 



99510 
1 

OJ000207_11.0306.Cll.ol.np 

1 

2626753 



Seq. ID OJ000207_11.0306.C11 



Strand + 

End ' 2001 

Method AAT/NAP 

End 2001 

Score 441 

1..22, 548. .686, 786. .871, 1024. .1100, 1197. .1334, 1894. .2001 
(AB008782) sulfate transporter [Arabidopsis thaliana] 



46830 Seq. ID 

99510 Strand 

1 End 
OJ000207_11.0306.Cll.ol.gs Method 

548 End 

none Score 

548. .686, 786. .871, 1024. .1100, 1197. 



OJ000207__11.0306.€11 
+ 

2001 
GENSCAN 
1508 
.77 
1508 



Seq. No. 46830 Seq. ID OJ000207 11.0306.C11 

Gene No. 99510 

Start 1 

Na'me , OJ000207_I1 . 03G'6 . Cll . ol . gp 

Start 608 ' 

GI 6613_1.R1084 

Exons 608,. 690, 789.. 871, 1024, 

GI Descrip. ' 262 6753/dbj | BAA23424 | 2.0e-23 {AB008782) sulfate transporter 
[Arabidopsis thaliana] * 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1100, 1197. 



OJ000207_ 
+ 

2001 
AAT/GAP 
1410 
704 
1410 



Seq. No. 


46830 










Seq. ID 


OJ000207 


Gene No. 


99510 










Strand 


+ 


Start 


1 










End 


2001 


Name 


OJ000207 11 


0306 


.Cll 


.o2 


.gp 


Method 


AAT/GAP 


Start 


1483 










End 


1841 


GI 


none 










Score 


693 


Exons 


1483. .1841 














Seq. No. 


46830 










Seq. ID 


OJ000207 


Gene No. 


99511 










Strand 


+ 


Start 


3024 










End- 


4706 


Name 


OJ000207 11 


0306 


.Cll 


o2 


gs 


Method 


GENSCAN 


Start 


3024 










End 


4706 


GI 


none 










Score 


.71 



48460 



Exons 3024.. 3204, 3374.. 3632, 4493.. 4706 



o e q . IN o . 


A CO on 
ft DO jU 




Seq. ID 


OJ000207_11 


n q n C PIT 


Gene No . 


Q Q 1 0 




Strand 


+ 






c; Q T T 




End 


7581 




Nam© 


UJUUUZU / ll.UJUD.Ull.Ofi 


. gs 


Method 


GENSCAN 






c, P T 
0 O -5 J 




End 


7581 






• non© 




Score 


.41 




Exons 


dooj. .dido, dzdi. .Doyu, 


D4 Z D . 


.6941, 7558. .7581 




o e . IN o . 


*i DO O U 




Seq. ID 


OJ000207_11 


. U J U D . 1 1 




-3 -? 3 X O 




Strand 






Start 


2748 




End 


2828 




Name 


OJ000207 ll.0306.Cll.o3 


.gp 


Method 


AAT/GAP 




Start 


2748 




End 


2828 




GI 


LIB3477-003-P1-K1-E9 




Score 


94 




Exons 


2748. .2828 










GI Descrip. 


'24 98586/sp|Q4 0638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S I PRECURSOR (ORY SI)' 


>gi 1173557 (U31771) ' Ory s 


1 [Oryza 




sativa] * 











oeq. JNo . 


46830 






Seq. ID 


OJ000207_11.0306.C11 


Gene No . 


99514 






Strand 




btart 


5036 






End 


5576 


Name 


OJ000207 11.0306 


.Cll.ol 


. tc 


Method 


TBLASTX: Cress 


Start 


546 






End 


1333 




none 






Score 


226 • 


Exons 


546. .686, 547. .6« 


37, 813 


. .869, 


1013. .1084, 1014. .1115, 




1191. .1328, 1199, 


. .1333 








Seq. No. 


46830 






Seq. ID 


OJ000207_11 .0306.C11 


Gene No. 


99514 






Strand 




Start 


5036 






End 


5576 


Name 


OJ000207 11.0306, 


.Cll.ol 


.ts 


Method 


TBLASTX: Soybean 


Start 


546 






End ■ 


1333 


GI 


none 






Score 


223 


Exons 


.546. .689, 547. .687, 599 


. . 691, 


784. .825, 


814. .870, 1013. .1090, 




1014. .1115, 1020. 


. .1103, 


1191. 


.1328, 1194.. 1301, 1196.:-.. 1333 


Seq. No. 


46830 






Seq. ID 


OJ000207_11.0306.C11 


Gene No. 


99514 






Strand 




Start 


5036 






End 


5576 


Name 


OJ000207 11.0306, 


.Cll.ol 


. tm 


Method 


TBLASTX: Maize 


Start 


783 






End 


1418 


GI 


none 






Score 


68 


Exons 


783. .827, 784. .828, 809 


. .871, 


820. .870, 


1013. .1096, 1014. .111 




1026. .1103, 1191. 


, .1418, 


1195. 


.1371, 1196. .1411 


.Seq. No. ■ 


46830 






Seq. ID 


OJ000207_11.0306.C11 


Gene No. 


99514 






Strand 




Start 


5036 






End 


5576 


Name 


OJ000207 11.0306. 


,Cll.o3, 


.gs 


Method 


GENSCAN 


Start 


5036 






End 


5576 


GI 


none 






Score 


.83 


Exons 


5036. .5264, 5497. 


, .5576 








Seq. No. 


4 6831 






Seq. ID 


OJ000207__11.0306.C12 



48461 






Gene No. 


99515 








Strand 








A 0 










Q 1 




Name 


OJUUUzU / IX. 


U JUb . 


biz . Oi 


. LW 


Method 


TBLASTX : Wheat 




Start 


/- 

D 








End 


o ri T 

zy J 






none 








Score 


O /I T 




Exons 


C O Q Q IT 


o c; T 
ZOO 












Seq. No. 


yl C Q "3 1 








beq. ID 


/^TAAnOAT 11 HQA^ r^io 

OJUUUzU / 11.UoUd.C1z 




Gene No. 


99515 








Strand 


+ 




Start 


42 








End 


815 




Name 


OJ000207 11, 


0306. 


C12.01 


, um 


Met no a 


1 bLAb i A : Maize 




btart 


11 








bna 


QIC; 
O 1 0 






none 








Score 


'5 1 T 
Ol O 




Exons 


11. .325, 12. 


.362, 


360. . 


ft D 1 , 


/too /I c. / 
ft Zz . . 41 D ft , 


A O"^ c: o Q c: o o c:£;o 
ftyo. .OZo, OOO. .ODo, 






534. .815, 615. .752 










Seq. No. 


46831 








Seq. ID 


OJ000207_11. 0306. 012 




Gene No. 


Q Q C 1 C 








• Strand ^ • 


+ 




otart 


42 ■ 








bnu 


Q 1 'c; 
O 1 0 




Name 


OJ000207 11. 


0306. 


C12.01 


. gs 


Method 


TP "M O A XT 

bLNbLAN 




Start 


42 








bna 


c n ^ 
OU D 




Oil 


none 








Score 


, yy 




Exons 


42. .143, All 


. ,506 










Seq. No. 


46831 








Seq. ID 


OJ000207_11.0306.C12 


\^ 


Gene No, 


99516 








- Strand " 






otart 


1288 








hjna 


1 ^: 1 Q 

1 DlO 


r 1 s 


Name 


OJ000207 11. 


0306. 


C12.02 


. tw 


Metnod 


TBLASTX : Wneat 




Start 


1288 








hna 


1 CI "3 

1 blo 


IJ 


r* T 
bi 


none 








Score 


A O 

4 o 




Exons 


1288. .1320, 


1341. 


.1514, 


1 c n Q 


1 1 Q 
. . 1 b i o 




?! 5 


Seq. No, 


46831 








Seq. ID 


OJ000207_11.0306.C12 




Gene No, 


99517 








Strand 






otarc 


1691 








End 


1984 




Name 


OJ000207 11. 


0.306. 


C12.02 


, tm 


Method 


TBLASTX: Maize 


L ^ 


Start 


1691 








End 


1984 




bl 


none 








Score 


134 




Exons 


1691. .1852, 


1699. 


.1803, 


1 T 'J T 


..1858, 1743. .1865, 1871. .1984 




Seq. No. 


46832 








Seq. ID 


OJ000207_11. 0306, 013 




Gene No. 


99518 








Strand 


+ 




o Lar t 


336 








End 


1144 




Name 


OJ000207 11. 


0306, 


C13.01 


. gs 


Method 


GENSOAN 




o tart 


336 








End 


1144 




bi 


none 








Score 


, 69 




Exons 


336. .350, 1088. .1144 










Seq. No. 


46832 








Seq. ID 


OJ000207_11. 0306. 013 




Gene No. 


99519 








Strand 


+ 




Q -1- :=> -K- -1- 


3442 








End 


13484 




Name 


OJ000207 11. 


0306. 


C13.03 


.gs 


Method 


GENSOAN 




Start 


3442 








End 


11444 




GI 


none 








Score 


.57 




Exons 


3442. .3483, 


3593. 


.3686, 


3734 


..3804, 4532. .4683, 4722. .4840, 






5043. .5156, 


6898. 


.7053, 


7207 


..7446, 7551. .7777, 8188. .8397, 






8493. .8640, 


8673. 


.9259, 


9470 


..9691, 9732. .10032, 10337. .105 



48462 



10771. .10822, 10885. .10990, 11064 11161, 11265. .11444 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46832 Seq. ID 

99519 Strand 
34 4 2 End 
OJ000207_11.0306.C13.ol.np Method 
6917 End 
7228457 / • Score 

6917. .7291, 7346. .9274, 9335. .10171, 
13440. .13484 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. (AF098806) [Oryza 
sativa] 



OJ000207_11.0306.C13 
+ 

13484 
AAT/NAP 
13484 
3358 
10294. .10649, 



10731. .10794, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46832 
99520 
1665 

OJ000207_11.0306.C13.o2.gs 
. 1665 
none 



Seq. ID OJ000207_11.0306.C13 
Strand 

End 3160 

Method . GENSCAN 

End 3160 

Score .64 



1665. .1687, 2043. .2103, 2128. .2438, 2717. .2968, 3085. .3160 

OJ000207 11.0306.C13 



46832 
99521 
8695 

OJ000207_11.0306.C13.o2.tw 

8695 

none 

8695. .8841, 8696. .9184, 8896 



Seq. ID 
Strand 
End 

Method 

End 

Score 



11521 

TBLASTX: Wheat 

11521 

386 



,9183, 11357. .11521 



Seq. No. 


46832 








Seq. ID 


OJ000207_11.0306.C13 


Gene No. 


99521 








Strand 




Start 


8695 








End 


11521 


Name 


OJ000207 11 


.0306, 


.C13.01. 


tw 


Method 


TBLASTX: Wheat 


Start 


9343 








End 


9766 


GI 


none 








Score 


482 


Exons 


9343. . 9765, 


9344 , 


. .9766 








Seq. No. 


46832 








Seq. ID 


OJ000207_11.0306.C13 


Gene No. 


99521 








Strand 




Start 


8695 ' 








End 


11521 


Name 


OJ000207 11 


.0306, 


.C13.01. 


tm 


Method 


TBLASTX: Maize 


Start 


9514 • 








End 


9830 


GI 


none 








Score 


291 


Exons 


9514. . 9762, 


9515. 


. .9769, 


9770. 


.9820, 9771. .9830 


Seq. No. 


-46832 








Seq. ID 


OJ000207_11.0306.C13 


Gene No. 


99521 








Strand 




Start 


8695 








End 


11521 


Name 


OJ000207 11 


.0306. 


.C13.02. 


tm 


Method 


TBLASTX: Maize 


Start 


9858 








End 


10242 


GI 


none 








Score 


80 


Exons 


9858. . 9944, 


9927, 


. . 10136, 


9992 


. .10135, 


10147. .10242, 10164. .10223 


Seq. No. 


46832 








Seq. ID 


OJ000207_11.0306.C13 


Gene No. 


99521 








Strand 




Start 


8695 








End 


11521 



48463 




N3IT16 


vJJUUU^iU/ 1 X . UOUD . J . OO . tw 


lYie L-flOCl 


I oLiHb i A : wnea L 






Q Q 1 ^ 


Eino 


lU J j4 






none 


Score 


9 n Q 
z u y 




Exons 


yyi4. .yy^D, yyz/. .luuo/ yyy^i 


1 n 1 1 7 
. , 1 u 1 1 / , 


lUUl / . . luiol , 






ini/i/i iri'51'7 ini/itf; 

1U14 4 . . XU Jl / , lUl 4 b . , lU^ J4l 








Seq. No. 


46832 


Seq. ID 


OJ000207_11.0306. 


013 


Gene No. 


99521 


Strand 








0 0 y o 




1 X 1 




Name 


ujuuuzu/ X X . u oUo . uio . oi . rs 


Method 


i DiiAb i A ; boyoean 






y y DD , 


tna 


X Uo X / 






none 


Score 


1 /I n 
X 4 u 




Exons 


yyDD..iuxoU/ iuifi/..iuji/ 








Seq. No. 


46833 


Seq. ID 


OJ000207_11.0306. 


C14 


Gene No. 


99522 


Strand 


+ 




O La. J- C 


Z O DO 


End 


4439 




Name 


ujuuuzu/ ii.ujUD.L^i^.oi.qs. 


Method 


GENSCAN 




o tare 


0 c C Q 


End 


4405 






none 


Score 


.56 




Exons 


OR^^Q 0Q7Q OQQH /t c: T "XIQC. 


.4144, 4239. .4405 




beq . NO . 


yl Q "5 ^5 
fl DO 3 J 


Seq. ID 


OJ000207_11.0306. 


014 


Gene No. 


99522 


Strand 


+ 




Start 


2568 ' 


End 


'4439 




Name 


OJ000207 11.0306.C14.ol.np 


Method ■ 


AAT/NAP 




buarti 


3835 


End 


4439 






7523391 


Score 


355 




Exons 


3835. .3991, 4025. .4144, 4239., 


.4439 






GI Descrip , 


(AL138640) putative protein [Arabiddpsis thaliana] 




beq. NO. 


46833 


Seq. ID 


OJ000207_11,0306. 


C14 




99522 


Strand 


+ 






2568 


End ■ 


4439 




Name 


OJ000207 11.0306.C14.ol.gp 


Method 


AAT/GAP 




Start 


3913 


End 


4439 




P T 


uC-osroM202'031b07bl 


Score 


838 




Exons 


3913. .4144, 4239. .4439 








GI Descrip. 


•5901892/ref INP 009017 . 1 | pAND- 


-11 3.0e- 


11 AND-1 protein 






>gi_3287173_emb_CAA06932_ {AJ006266) AND-1 protein [Homo 




sapiens] * 








beq . NO . 


46834 


Seq. ID 


OJ000207_11.0306. 


C15 




99523 


Strand 


+ 




Start 


1 


End 


3277 




Name 


OJ000207 11.0306.C15,ol.np 


Method 


AAT/NAP 




o Lar L. 


1 . • .. 


End 


3277 . • 






7523391 


Score 


1384 




Exons 


1..881, 980. .1156, 1254. .1367, 


2333. .2437, 2649. .2783, 






2867.. 2923, 3006.. 3101, 3233.. 


3277 






GI Descrip. 


{AL138640) putative protein [Arabidopsis thaliana] 




Seq. No. 


46834 


Seq. ID 


OJ000207_11.0306, 


015 


Gene No. 


99523 


Strand 


+ 




Start 


1 


End 


3277 




Name 


OJ000207 11.0306-.C15,ol.gs 


Method 


GENSCAN 




Start 


150 


End 


3101 





48464 



GI none . Score .95 

Exons 150.. 881, 980.. 1156, 2333.. 2437, 2649.. 2783, 2943.. 3101 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46835 
99524 
1 

OJ000207_11 . 0306 . CI 6 . ol . np 
1 

7523391 ■ 



Seq. ID OJ000207_11.0306.C16 

Strand + 

End 1047 

Method AAT/NAP • 

End 94 8 

Score 233 



1..151, 235. .365, 484. .732, 796. .948 

(AL138640') putative protein [Arabidopsis thaliana] 



46835 
99524 
1 

OJ000207_11.0306.C16.ol.gs 
46 

none 

46. .151, 235. .365, 484. .1047 



Seq. ID OJ000207_11.0306.C16 

Strand + 

End 1047 

Method GENSCAN 

End 1047 

Score .87 



Seq. No. 46835 

Gene No. 99525 

Start 4701 

Name • OJ000207_11 . 0306 . C16 . o3 . gs 

Start 4701 

GI none - 
Exons 



Seq. ID OJ000207_11.0306.C16 

Strand + 

End 6324 

Method GENSCAN 

End 6324 

Score .63 



4701. .4785, 4958. .5175, 5275. .6324 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46835 
99526 
2094 

OJ000207_11.0306.C16.o2.gs 

2094 

none 



Seq. ID OJ000207_11.0306.C16 
Strand 

End 4 52 6 

Method GENSCAN 

End 3750 

Score .63 



•2094. .2263, 2931. .3060, 3203. .3260, 3746. .3750 



46835 
99526 
2094 

OJ000207_11.0306.C16.o2.np 

3338 

5042463 



Seq. ID OJQ00207_11.0306.C16 

Strand ' - ' ' 

End 4526 

Method AAT/NAP 

End 4 52 6 

Score 167 



3338. .3448, 3493. .3647, 4346. .4526 
(AC007789) unknown protein [Oryza sativa] 



46836 
99527 
1055^^ 

OJ000207_11 . 0306.C17.ol.gs 

1055 

none 

1055. .1189 



Seq. ID OJ000207_11.0306.C17 

Strand + 

End 1189 

Method GENSCAN 

End 1189 

Score .49 



Seq. No. 46837 

Gene No. 99528 

Start 1510 

Name OJ000207_11 . 0306 . C18 . ol . np 



Seq. ID OJ000207_11.0306.C18' 
Strand 

End 1741 

Method AAT/NAP 



48465 



o car u 


1510 End 


1741 




P T 


2626753 Score 


78 




Exons 


1510. .1612, 1691. .1741 






GI Descrip. 


(AB008782) sulfate transporter [Arabidopsis thaliana] 




oecj . INO . 


■ 46838 Seq. ID 


OJ000207_11.0306 


. CI 9 


Gene No. 


99529 Strand 






Start 


750 End ' 


982 




Name 


OJ000207 11..0306.C19.ol.np* Method 


AAT/NAP 




o rar t 


750 . End 


982 






2626753 Score 


62 




Exons 


750. .982 






oj. uesciTip. 


{AB008782) sulfate transporter [Arabidopsis thaliana] 




Seq. No. 


46839 Seq. ID 


OJ000207_11.0306 


.C20 


Gene No. 


99530 Strand 


+ 




C; -1- a -r t- 


283 End 


■649 




Name 


OJ000207 11.0306.C20.ol.qs Method 


GENSCAN 




o tar r. 


283. ' End 


649 






none Score 


.44 




Exons 


283. .408, 479. .649 






Seq. No. 


46840 Seq. ID 


OJ000207_11.0306, 


.C21 


Gene No. 


99531 Strand 


+ 




Q-h 3 r--|- 


12 End 


293 




Name 


OJ000207 11.0306.C21.ol.gs Method 


GENSCAN 




o liar t 


12, End 


293 






none Score 


1 




Exons 


12. .293 






o e q . LN o . 


46840 Seq, ID 


OJ000207_11.0306. 


. Cz 1 




99532 Strand 






Start 


188 End 


3115 




Name . 


OJ000207 ll.G306.C21.o2.np Method 


AAT/NAP 






188 End 


3115 




PT 


4263831 Score 


379 




Exons 


188. .209, 20.10. .2592, 2718. .3115 






ol uescrip. 


{AC006067) putative retr.oelement pol polyprotein [Arabidopsis 




thaliana] 






Seq. No. 


46840 Seq. ID 


OJ000207_11.0306, 


,C21 


Gene No. 


99532 Strand 






o Lar u 


188 ■ End 


3115 




Name 


OJ000207 11.0306.C21.o2.gs Method 


GENSCAN 




o L.arr. 


383 End 


3044 




ol 


none Score 


.42 




Exons 


383. .407, 584. .647, 1295. .1375, 2165.. 


2459, 2664.. 3044 




o e q . iM o . 


46840 Seq. ID 


OJ000207_11.0306. 


C21 


Genp No 


99532 Strand 






Start 


188 End 


3115 




Name 


OJ000207 11.0306.C21.ol.np Method 


AAT/NAP 




Start 


1926 End 


3088 




GI 


629693 Score 


481 




Exons 


1926. .3088 






GI Descrip. 


probable integrase - common tobacco (fragment) 





gi|530742|emb|CAA56791| {X80830) integrase [Nicotiana tabacum] 



48466 






Seq. No. 


46840 








Seq. ID 


OJ000207_11.0306 


.C21 




Kl 

(jene no . 










ourana 








bcar u 


loo 








bna 


Jllo 






Naine 




. UoUd , 


, CZ 1 . OZ 


. ts 


Metnoa 


TBLASTX : Soybean 








1 no A 








hna 


zz 1 0 








none 








Score 


XUo 






Exons 




or\n A 
Z\j 1 H , 


0 1 Q^; 

, . z 1 y D , 


0 n T Q 

zu / y , 


. zz 1 0 








Seq. No. 


46840 








Seq. ID 


OJ000207_11.0306 


.C21 




Gene No . 


y y D 








0 4- -fc- -1 -r^ ^ 

b trano 








btart 


1 Q Q 

loo 








hna 


ol lb 






Naine 


UJ UUUZU / 11, 


. UoUd . 


> LZ 1,01 


4- T T 


Me tnoa 


TBLASTX ; Wheat 






0 rar u 


1 y 0 y 








hna 


0 "3 Q tf; 

zjy b 








none 








Score 


ZU / 






Exons 


1QQQ OTQ^: 

lyb y , . zjy D 
















Seq. No. 


46840 








Seq. ID 


OJ000207_11.0306, 


.C21 




Gene No . 


y y D 








b trana 








btart 


1 Q Q 

loo 








T-l _ -J 

End 


Jl lo 






Name 


UJ UUUzU / 11, 


none 
. U oUd . 


, bZ 1 . OZ 


4- T T 

. tw 


Metnoa 


TBLASTX ; Wheat 






btart 


0 Q 0 
z boz 








End 


zy /o 








none 








Score 


1 "3 
1 Jb 






Exons 


ZDOZ . . Z / 0 D , 


zoll , 


, . Z9 /D 










I ~: 

in 


Seq.. No. 


46840 








Seq. ID 


OJ000207_11.0306, 


.C21 




Gene No . 


yyo jz 








btrand 








btart 


loo 








End 


olio 




□ 


Name 


OJUUUzU / 11 , 


n "3 n 
, UoUd , 


Cz 1 . Ol 


. t s 


Method 


TBLASTX : Soyoean 






bt art 


0 T c: T 
Z / 0 / 








End 


'3 0 "3 0 








none 








Score 


£1 "3 






Exons 


Z / 0 / . . JUoo , 


0 T R Q 
Z / Do . 


0 Q c n 
. ZooU 












Seq. No. 


46840 








Seq. ID 


OJ000207_11.0306. 


.C21 




Gene No . 


QQ c; "50 

y y 0 oz 








Strand 








C4- vi- 

btar L 


1 Q Q 

loo 








End 


'3 T T C 

Jl Id 






Name 


OJUUUZU / 11 , 


, U JUb . 


Cz 1 . Ol 


. tm 


Method 


TBLASTX : Maize 






C 4- ^ ■t«4- 


0 7 Q T 
Z / 0 / 








Lnd 


"3 1 1 T 

ol 1 J 






bl 


none 








Score 


0 A A 
ZUU 




f "5 


Exons 


Z/0/..0110 
















Seq. No. 


46841 








Seq. ID 


OJ000207_11.0306. 


.C22 




Gene No , 


99533 








Strand 


+ 






C 4- -5 >"4- 


812 








End 


14 lb 






Name 


OJ000207 11. 


0306. 


C22.02 


.gs 


Method 


GENSCAN 






otart 


812 








End 


1 /I T 0 

1418 








none 








Score ■ 


0 0 

. OZ 






Exons 


812. .885,- 977. .1117, 1265. .1418 








Seq. No. 


46841* 








Seq. ID 


OJ000207_11.0306. 


,C22 




Gene No. 


99534 








Strand 


+ 






Start 


2521 








End 


3795 






Name 


OJ000207 11. 


0306. 


C22.03, 


.gs 


Method 


GENSCAN 






Start 


2521 








End 


3795 






GI 


none 








Score 


.99 






Exons 


2521. .3795 















48467 



Seq. No. 46841 Seq. ID OJ000207_11 . 0306 . C22 

Gene No, 99535 Strand 

Start 1 End 447 

Name OJ000207_11 . 0306 . C22 . ol . np Method AAT/NAP 

Start 1 End 447 

GI 7248394 Score 473 

Exons . 1 . . 447 

GI Descrip, (AP001389) ESTs C97394 {060113 ), AU075824 (R0165 ), D38985 (R0165 ) 
correspond to a region of the predicted gene . --Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
{AC006446) 



Seq. No. 46841 Seq. ID 

Gene No. 99536 Strand 

Start 5790 End 

Name OJ000207_11 . 0306 . C22 . ol . tm Method 

Start 9 , End 

GI none Score 

Exons * 9. .353, 76. .201, 289. .351 



OJ000207_11.0306.C22 
5990 

TBLASTX: Maize 
353 . - 

120 ' 



Seq. No. 46841 Seq. ID 

Gene No. 99536 Strand 

Start 5790 End 

Name OJ000207__11 . 0306 . C22 . ol . tw . Method 

Start 225 , End 

GI none Score 

Exons 225.. 446, 252.. ,449, 271.. 450 



OJ000207_11.0306.C22 
5990 

TBLASTX: Wheat 

450 

112 



Seq. No. 46841 Seq. ID 

Gene No. 99536 Strand 

Start 5790 End 

Name OJ000207_11 . 0306 .C22 . o4 . gs Method 

Start 57 90 End 

GI none Score 

Exons 5790.. 5990 



OJ000207_11.0306.C22 

5990 
GENSCAN 
5990 
.66 



Seq. No. • 46842 
Gene No. 99537 
Start 403 

Name OJ000207__11 . 0306 . C23 . ol . gp 

Start 403 

GI LIB3474-011-P1-K1-A9 

Exons 403.. 807 

GI Descrip. * 604 1757/gb | AC011806 

Oryza sativa Clone 10P20, 
■complete sequence* 



Seq. ID 

Strand 
End 

Method 

End 

Score 



OJ000207_ 
+ 

807 

AAT/GAP 

807 

782 



11. 0306. 023 



1IAC011806 O.Oe+00 Genomic Sequence For 
Lemont Strain, Complete Sequence, 



Seq. No. 46842 

Gene No. 99538 

Start 7.2 6 

Name OJ000207_11 . 0306 . C23 . ol . np 

Start ,726 

GI 7228448 

Exons 726.. 974, 1067.. 1231, 2285. 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.2308 

(AP001366) ESTs AU068685 (C30691) , AU068684 (C30691) correspond to 
a region of the predicted gene.; Similar to Genomic sequence for 



OJ000207_11.0306.C23 
+ 

2308 
AAT/NAP 
2308 
441 



48468 



Arabidopsis thaliana BAG F21J9, F21J9.24. (AC000103) [Oryza 
sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



46842 
99538 
726 

OJ000207_11.0306.C23.ol.gs 
883 
none 

883. .974, 1067. .1822 

46842 
99538 
726 

OJ000207_11.0306.C23.ol.tm 
1067 
none 

1067. .1213, 1072. .1260, 1073. .1225 



OJ000207_11.0306.C23 
+ 

2308 
GENSCAN 
1822 
.92 



Seq. ID OJ000207_11.0306.C23 
Strand + 

2308 

TBLASTX: Maize 
1260 
200 



End 

Method 
End . 
Score 



46843 Seq. ID 

99539 Strand 

1 End 
OJ000207_11.0306.C24 .ol.gp Method 

1 End 

5003535 ^ Score 
1..196 

6069570/dbj IBAA85461. 1 1 3.0e-22 (AB022081) ORF-c [Brassica rapa] 



OJ000207_11.0306.C24 
196 

AAT/GAP 

196 

365 



46843 Seq. ID 

99540 ' Strand 

1640 End 

OJ000207_11 . 0306 . C24 . ol . np Method 

1640 End 

6063554 Score 



OJ000207__11.0306.C24 

4300 
AAT/NAP 
4300 
98 



1640. .1809, 3871. .3899, 4280. .4300 

{AP000615) ESTs AU075609 (C63344 ) , C71850 (E04 64 ) , C98 611 (E0464) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46843 Seq. ID OJ000207_11 . 0306 . C24 

99540 Strand 

1640 End 4300 

OJ000207_11.0306.C24.o2.gp Method AAT/GAP 

2736 End 3308 

4879016 Score 802 

2736. .3308 

6041757/gb|AC011806. 1 1 AC011806 O.Oe+00 Genomic Sequence For 
Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 
complete sequence 



46844 Seq. ID 

99541 Strand 

2584 End 
OJ000207_11.0306.C25.ol.gs Method ' 

2584 End 

none Score 

2584. .2634, 2927. .3160 



OJ000207_11.0306.C25 
+ 

3160 
GENSCAN 
3160 
.92 



48469 



Seq. No. 46845 
Gene No. 99542 
Start 36 

Name ' OJ000117_19 . 0315 . CI . ol . tw 
Start 36 

GI ' none 
Exons 



Seq. ID OJ000117_19.0315.C1 
Strand 

End* 743 

Method TBLASTX: Wheat ' 

End 371 

Score 73 



36. .65, 66. ..185, 73, .180, 180. .371, 283. .351 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 



46845 
99542 
36 

0 JO 0011 7_19. 0315. CI. ol.tm 

75 

none 



Seq. ID OJ000117_19.G315.C1 
Strand 

End 743 

Method TBLASTX : Mai ze 

End 573 

Score 54 



75. .176, 79. .174, 204. .428, 265. .420, 420. .572, 421. .573 



Seq. No. ^ 46845 

Gene No. ' 99542 
Start 36 

Name OJ000117_19 . 0315 . CI . ol . ts 

Start 183 
GI none 

Exons 183.. 368, 396.. 530, 516.. 743 



Seq. ID OJ000li7_19.0315.Cl 
Strand 

End 743 

Method • TBLASTX: Soybean 

End 743 

Score 97 



Seq. No: 46845 

Gene No. 9954 3 

Start 792 

Name OJOOOl 17_19 . 0315 . CI . o2 . tm 

Start 792 

GI none 

Exons 792. .848, 793. .849, 834. .962, 



Seq. ID OJ000117_19.0315.C1 

Strand • 

End 1034 

Method TBLASTX : Mai ze 

End 1034 

Score 60 

874. .963, 975. .1034 



Seq. No. 46846 

Gene No. 99544 

Start 444 

Name OJ000117_19 . 0315 .,C2 . ol . ts 

Start 1 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000117_19.0315.C2 

Strand - • 

End 1381 

Method TBLASTX : Soybean 

End 1381 

Score 977 



1..828, 2. .829, 626. .835, 1056. .1361, 1064. .1381 



46846 
99544 
444 

OJ000117_19.0315.C2.ol.tc 
40 

none 



Seq. ID OJ000117_19.0315.C2 
Strand 

End 1381 

Method TBLASTX : Cress 

End 1151 

Score 788 



40...J.28, 49.. 84.9, 626.. 835, 1071.. 1151, 1079.. 1150 



46846 
99544 
444 

'■ O JO 0011 7_19. 0315. C2.o2.tw 
186 
none 



Seq. ID OJ000117_19.0315.C2 
Strand 

End 1381 

Method TBLASTX: Wheat 

End 303 

Score 187 



186. .302, 186. .299, 187. .303, 187. .300 



48470 





Seq. No. 


46846 




Seq. ID 


OJ000117_19.0315.C2 




Gene No. 


99544 




Strand 






O La J. L 


444 




t^na 


loo 1 




Naine 


OJ000117 19 


.0315.C2.o2.tin 


Metnoa 


TBLASTX : Mai ze 






359 




bna 


coo 






none 




Score 






Exons 


359. .526, 360. .527, 361, .528 








beq . INO . 


46846 




beq. iu 


CJJUUUll / ly.UJlO.CZ 






99544 




Strand 






q+- a T~-l- 


444 




End 


1381 






OJ000117 19 


.0315.C2.ol.gp 


Method 


AAT/GAP 




a -ri- 
ot. dX L 


444 




End 


885 




GI 


uC-osflM202092b08bl 


Score 


827 




Exons 


444 . .885 










(jI uescnp. 


'118048/spl 


P07888ICYF ORYSA 5 


.Oe-65 APOCYTOCHROME F PRECURSOR 






>gi_65615_pir CFR2 plastoquinol — plastocyanin reductase (EG 






1.10.99.1) 


cytochrome f precursor.- rice chloroplast 






>gx 12'000 emb CAA33961 (X15901) cytochrome f [Oryza sativa] 






>gi_226621_ 


prf 1603356AU cytochrome f 


[Oryza sativa] ' 




Seq. No. 


46846 




Seq. ID 


OJ000117_19.0315.C2 




Gene No. 


99544 




Strand 






o TLdlTc 


444 




End 


1381 




Name 


OJ000117 19 


.0315.C2.ol.tm 


Method 


TBLASTX: Maize 


tn 


C -1 1 v-l- 

■ otiarti 


528 




End 


1008 


1.1 


C T 


none 




Score 


586 




Exons 


528. .971, 528. .968, 529. .972, 


626. .973, 


962. .1006, 970. .1008' 




oeq , MO . 


46846 




Seq. ID 


OJ000117_19.0315.C2 


h.1 ■ 


Gene No . 


99544 




Strand 






Start 


444 




End 


1381 




Name 


OJ000117 19 


.0315.C2.ol.tw 


Method 


TBLASTX: Wheat 




oT-dx; L 


634 




End 


1060 






none 




Score 


195 




Exons 


634. .759, 635. .754, 637. .756, 


761. .862, 


762. .974, 763. .954, 






889. . 1014, 


910.. 1029, 958.. 1029, 959.. 1030, 102-0. .1058, 






1024 . . 1059, 


1034. .1060 








Seq. No. 


46846 




Seq. ID 


OJ000117__19.0315.C2 




Gene No. 


99544 




Strand 






O L ai L 


444 




End 


1381 




Name 


OJ000117 19 


.C)315.C2.o2.tc 


Method 


TBLASTX: Cress 




OT-diTI. 


1152 




End 


1369 






none 




Score 


151 




Exons 


1152. .1367, 


1154. .1369 ' - 








oeq . NO . 


46846 




Seq. ID 


OJ000117_19.0315.C2 




Gene No. 


99545 




Strand 






Start 


1381 




End 


1626 




Name 


OJ000117 19 


.0315.C2.o2.ts 


Method 


TBLASTX: Soybean 




Start 


1381 




End 


1626 




GI 


none 




Score 


100 




Exons 


1381. . 1482, 


1385. .1489, 1386. . 


1484, 1490. .1615, 1493. .1615, 






1500. .1619, 


1501. .1626 








Seq. No. 


46847 




Seq. ID 


OJ000117_19.0315.C4 



48471 




Gene No. 


99546 








strand 






O L d I. L. 


X 0 ^ 0 








IjIICI 


1 D 1 D 




Na.in.e 


nTnnnii7 iq 


. U J 1 0 , 


P4 r\Q. 


L. W 


Method 


i d1j/\o i A . wnea L 




o Uo. J. I, 


lOZ D 










1 1 
1 D 1 0 




PT 


none 








Score 


0 07 
zu / 




Exons 


XO^D. . XDXO/ 


X 0 f± *i 1 


1 S^9 


1 f± D D , 


1 R7 Q 






Seq. No." 


.46847 








Seq. ID 


OJ000117_19.0315 


.C4 


Gene No, 


■99547 








Strand 






O L d i- L 


^ I? 0 J 








iitna. 


3592 




Nsirie 


p TH nn 117 1 Q 

UU UUUll/ Ir 


. U J 1 0 . 


P/1 /^9 


■1- T.I 


Method 


TBLASTX: Wheat 






^ o 0 








r^no. 


3549 




PT 


none 








Score 


53 




ill Avji lo 


^ y ^ 0 , m 0\J 1 ^ f 


0 u 0 0 . 


, * O D H J f 




'3-370 0 0 ! 

•Oj/O/ 0Z< 


37. .3388, 3440. .3529 


Seq. No. 


46847 








Seq. ID 


OJ000117__19.0315 


.C4 


Gene No. 


99547 








Strand 
















End 


3592 




N3iTie 


P TfV'n 0117 1 Q 
U J UUUll/ Ij. 


, u 0 10 . 


P/! ry^A 


urn 


Method. • 


TBLASTX: Maize 




O UaT L 


9 Q7 /I 








End 


3228 




PT 


none 








Score 


100 




U" V y-^ n C! 


9Q74 ^07^ 


9 Q7 


07 *^ 

. J U / D / 


0 ^ R 
J u o o . 


.3228, 3056.. 3181 




Seq. No. 


46847 • 








Seq. ' ID 


OJ000117_19.0315 


.C4 


Gene No. 


99547 








Strand 








9 Q R ^ 
^1 ^ 0 J 
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4288 
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4412 
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4694 
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IN TRNI INTRON (ORE 133) >gi_82518_pir JQ0279 hypothetical 

14. 5K protein (trni intron) - rice chloroplast 

>gi_12041_emb_CAA3394 5_ (X15901) ORF133; ORE within trnI intron 
[Oryza sativa] >gi_12061_einb_CAA33915_ . (X15901) ORF133; ORE 

within trnI intron [Oryza sativa] >gi_226660_prf 1603356CL trnI 
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663. .779, 668. .799, 670. .777, 795. .857, 796. .903, 821. .889, 
858. .926, 859. .930, 859. .927, 922. .1002, 923. .1003, 927. .1004, 
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9 n '^n 

Z U -3 U 


9 fi 
. . Z O DO , 


9 "^7 R 
z 0 / 0 . 


,2434 




Seq. No. 


46851 








Seq. ID 


OJ000117_19.0315.C9 


Gene No. 


99558 








Strand 


+ 


Start 


1223 








End 


5130 


Name 


OJ000117 19. 


0315 


.C9.04 . 


ts 


Method 


TBLASTX: Soybean 


Start 


2302 . 








End 


2704 


GI 


none 








Score 


235 



ry Exons 2302.. 2457, 2303.. 2455, 2304.. 2483, 2456.. 2569, 2456.. 2569, 

O 2581.. 2703, 2582.. 2704 





Seq. No. 


46851 








Seq. ID 


OJ000117_19.0315.C9 




Gene No. 


99558 








Strand 


+ 




Start 


1223 








End 


5130 




Name 


OJ000117 19, 


.0315. 


09. o4. 


tc 


Method 


TBLASTX: Cress 




Start 


2689 








End 


2849 




GI 


none 








Score 


190 




Exons 


2689. .2829, 


2694. 


.2831, 


2694. 


.2849, 2728.. 2838 




Seq. No. 


46851 








Seq. ID 


OJ000117_I9.0315.C9 




Gene No. 


99558 








Strand 


+ 


r ~ 


Start 


1223 








End 


5130 




Name 


OJ000117 19. 


0315. 


C9.01. 


ts 


Method 


TBLASTX: Soybean 




Start 


2706 








End 


" 3430 




GI 


none 








Score 


199 




Exons 


2706. .2831, 


2706. 


.2831, 


2711. 


.2833, 2E 


J24..3132, 2825. .2869, 






2885. .3085, 


2886. 


.3131, 


3138. 


.3383, 3143.. 3382, 3157.. 3387, 






3383. .3430, 


3386. 


.3427 










Seq. No. 


46851 








Seq. ID 


OJ000117_19.0315.C9 




Gene No. 


99558 








Strand 


+ 




Start 


1223 








End 


■5130 




Name 


OJ000117 19. 


0315. 


09. o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


2810 








End 


3029 




GI 


none 








Score 


59 




Exons 


2810. .2842, 


2811. 


.2843, 


2831. 


.2962, 28 


t47..2960, 2848. .2961, 






2919. .3029, 


2942. 


.3025, 


2946. 


.3026 





48478 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46851 Seq. ID 

99558 Strand 

1223 End 

OJ000117_19 . 0315 . C9 . o3 . tc Method 

2896 End 

none Score 



OJ000117_19.0315.C9 
+ 

5130 

TBLASTX: Cress 

3418'' 

119 



2896.. 3003, 2909.. 3001, 2993.. 3019, 2997.. 3131, 3011.. 3133, 
3019. -.3132, 3138.. 3383, 3155.. 3382, 3383.. 3418, 3386.. 3415 



46851 Seq. ID 

99558 Strand 

1223 End 

OJ000117_19.0315.C9.o2.tm Method 

3106 End 

none Score 

3106.. 3459, 3107.. 3457, 3143.. 3460 



OJ000117_19.0315.C9 
+ 

5130 

TBLASTX: Maize 

3460 

585 





Seq. No. 


46851 








Seq. ID 


OJ000117 


_19.0315.C9 




Gene No. 


■ 99558 ■ 








Strand 


+ 






Start 


1223 








End 


5130 






Name 


OJ000117 19. 


0315. 


.C9.o3. 


tm 


Method 


TBLASTX: 


Maize 




Start 


3474 








End 


3598 






GI 


none 








Score 


181 






Exons 


3474. .3593, 


3495, 


, .3593, 


3496. 


.3594, 3511. .3597, 


3512. .3598 




Seq. NOi 


46851 








Seq. TD 


OJ000117 


_19.0315.C9 




Gene No. 


99558 








Strand 


+ 






Start 


1223 








End 


5130 






Name 


OJ000117 19. 


0315. 


X9.03. 


ts 


Method 


TBLASTX: 


Soybean 




Start . 


3543 








End 


3994 






GI 


none 








Score 


96 






Exons 


3543. .3629, 


3543, 


, .3629, 


3544. 


.3660, 3545.. 3658, 


3613. .3690, 






3614. .3673, 


3616, 


, .3690, 


3687. 


.3962, 368 


!8. .3990, 


3688. .3993, 






3692. .3994, 


3695, 


, .3994 











Seq. No. 


46851 








Seq. ID 


OJ000117 19. 0315. C9 


Gene No. 


99558 








Strand 


+ -^-^ 


Start 


1223 








End 


5130 


Name 


OJ000117 19, 


.0315 


.09. o6. 


ts 


Method 


TBLASTX : Soybean 


Start 


3995 








End 


4221 


GI 


none 








Score 


372 


Exons 


3995. .4219, 


3997 


. .4221, 


3997. 


.4221 




Seq. No. 


46851 








Seq. ID 


OJ000117_19.0315.C9 


Gene No. 


99559 








Strand 




Start 


5427 








End 


6200 


Name 


OJ000117 19. 


,0315 


.C9.o2. 


ts 


Method 


TBLASTX : Soybean 


Start 


5427 








End 


5920 


GI 


none 








Score 


205 


Exons 


5427. .5549, 


5427 


. .5762, 


5429. 


.5908, 5429. .5920, 5512. .5910 


Seq. No. 


46851 








Seq. ID 


OJ000117_19.0315.C9 


Gene No. 


99559 








Strand 




Start ' 


5427 








End 


6200 


Name 


OJ000117 19. 


,0315 


.C9.02. 


tw 


Method 


TBLASTX: Wheat 


Start 


5715 








End 


6200 


GI 


none 








Score 


271 



48479 



Exons 



5715. .5897, 5716. .5949, 5717. .5956, 5717. .5956, 5903. .5995, 

5945. .5995, 5946. .5996, 5955. .5996, 5981. .6049, 5994. ,6059, 

6001. .6021, 6007. .6084, 6007. .6048, 6009. .6086, 6011. .6091, 

6013.. 6075, 6066.. 6200, 6066.. 6200 ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46851 
99559 
5427 

OJ000117_19.0315.C9.o6.tc 
5903 



none 

5903. 

5981. 

6009. 

6079. 



Seq. ID OJ000117_19.0315.C9 
Strand 

End 6200 
Method TBLASTX: Cress 
End 6135 
Score 54 

5995, 5917. .5949, 5945. .5995, 5946. .5996, 5955. .5996, 
6049, 5994.. 6059, 6001. .6021, 6007. .6084, 6007. .6048, 
6086, 6011. .6091, 6013. .6075, 6066. .6134, 6066. .6134, 
6135 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI - 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46852 
99560 
10937 

OJ000117_19.0315.Cll.ol.tm 

10937 

none 



Seq. ID OJ000117_19.0315.C11 
Strand 

End 15730 

Method TBLASTX: Maize 

End 15730 

Score 4 6 



10937. .11041, 11021. .11113, 15401. .15730 



46853 
99561 
272 

OJ000117_19 . 0315 .-C12 . o2 . tw 

272 

none 

272. .655, 308. .463, 324. .521 



Seq.^ ID OJ000117_19.0315.C12 
Strand 

End ,655 

Method TBLASTX : Wheat 

End 655 

Score 81 



-3 



Seq. No. 

Gene- No. 

Start 

Name 

Start 

GI 



'^^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 

Seq. No. 



46853 
99562 
3887 

OJ000117_19,0315.C12.o3.tw 

3887 

none 

3887. .4285, 3978. .4160 

46853 
99563 
6620 

OJ000117_19.0315.C12.ol.tw 

6620 

none 



Seq. ID OJ000117_19.0315.C12 
Strand 

End 4285 

Method • TBLASTX: Wheat 

End 4285 

Score 73 



Seq. ID OJ000117_19.0315.C12 
Strand 

End 7030 

Method TBLASTX : Wheat 

End 7030 

Score 160 



6620.. 6844, 6633. .'6845, 6833.. 7027, 6839.. 7030 



46854 
99564 
1 

OJ000117_19. 0315.C13.o3. tc 
1 

none 



Seq. ID OJ000117_19.0315.C13 
Strand 

End 199 

Method TBLASTX : Cress 

End 199 

Score 168 
195 



1..153, 5. .154, 7. .168, 155. .199, 160 
46854 Seq. ID OJ000117_19 . 0315 . C13 



48480 




Gene No. 


99565 




Strand 




Start 


353 




End 


2457 


Name 


UJUUUiX / i y . U JiD . bio . OZ 




Metnoa 


i BLAb i A : wneat 


C -4- -\ -v--!- 

o tarr 


'3 c; T 




bna 


/ oy 




none 




Score 


o n n 
Z UU 


Exons 


oco /IQQ c^on 


. . bob. 


c O 1 CCA 

Dz 1 . . bb4 , 


coo ^no con t c t 
OZZ. .bUo, bZU. . / Ol, 




0^1. . 1 D/L f 0^^:. . / O^? 








O n XT 

bec^. NO. 


4 bo 04 




beq. lU 


UuUUUll / iy.UoiO.bXo 


Gene No . 


O Q c c 

y y 0 DO 




Strand 




otart 


"3 R '5 




End 


2457 


Name 


OJ000117 19.0315.C13.ol 


.to 


Method 


TBLASTX: Cress 


Start 


429 




End 


1722 




none 




Score 


85 


Exons 


^9Q C^IR /ITI t;i^ /'iQ 


. • 0 1 y / 


520. . 636, 


521. .664, 522. .608, 




£^90 7 1^1 C^OA 7 9 QQ9 


. . X 4 U U 


, 891. .959, 895. .966, 896. .1402, 




QQ(^ ITQQ 11QC; lyin/l 


i 4 U o . . 


1527, 1412 


. .1528, 1515. .1646, 




1R9Q 1799 1R/Q 1799 








beq. NO. 


4 0004 




Seq. ID 


OJ000117_19.0315.C13 


Gene No . 


99565 




Strand 




Start 


353 




End 


2457 


Name 


OJ000117 19.0315.C13.o2 


. tm 


Method 


TBLASTX: Maize 


btart: 


552 




End , 


1404 


bl 


none 




Score 


79 


Exons 


552.. 617, 553.. 624, 553 


. . 624, 


618. .752, 


621. .752, 882. .1151, 




891. .959, 896. .1159, 896. .1150, 901. .1170, 1152. .1325, 




1153.. 1218, 1154.. 1402, 


1154. 


.1399, 1195. .1404 


Seq. No. 


46854 




Seq. ID 


OJ000117_19.0315.C13 


Gene No. 


99565 




Strand 




brart 


353 




End 


2457 


Name 


OJ000117 19.0315.C13,o2 


. ts 


Method 


TBLASTX : Soybean 


btar L 


618 




End 


1272 


bl 


none 




Score 


166 


Exons 


618. .752, 650. .751, 882 


. .1268 


, 887. .1267, 899. .1270, 1195. .1272 


Seq. No. 


46854 




Seq.' ID 


OJ000117_J19.0315,C13 


Gene No. 


99565 




Strand 




b Lam 


353 




End 


2457 


Name 


OJ000117 19.0315.C13.o3 


. tw 


Method 


TBLASTX: Wheat 


b Liar L. 


887 




End 


1033 


bl 


none 




Score 


241 


Exons 


887. .1033, 896. .1033 








beq. NO. 


46854 




Seq. ID 


OJ000117_19.0315.C13 


Gene No . 


99565 




Strand 




Start 


353 




End 


2457 


Name 


OJ000117 19.0315.C13.ol 


. ts 


Method 


TBLASTX: Soybean 


Start 


1273 




End 


2457 




none 




Score 


452 


Exons 


1273. .1668, 1361. .1654, 


1646. 


.1723, 1647. .1724, 1678. .1905, 




1729. .1908, 1730. .1906, 


1908. 


.1952, 190 


8. .1949, 1909. .1950, 




1911. .2057, 1944. .2042, 


2028. 


.2126, 2029.. 2226, 2044.. 2253, 




2159. .2455, 2188. .2457, 


2194. 


.2457 




Seq. No. 


46854 




Seq. ID 


OJ000117_19.0315.C13 



48481 



Gene No. 


99565 








Strand 




O La.J_ I, 










End 


2457 


Name 


vJJ UUU 11/ 1 y 


. UOlD 


. Ulo . Ol 


. Zm 


Method 


TBLASTX: Maize 




1 tf^ O Q 
1 0 








End 


2457 




none 








Score 


1295 


Exons 


1 f^9ft 1 QQQ 


1 

J. D s3 J 




1 D JO . 


.2456, 1636. .2457 


beq . iNO . 










Seq. ID 


OJ000117_19. 0315. 013 


Gene No. 


99565 








Strand 




Start 


353 








End 


2457 


Name 




. U O J- O 


PI r\9 


L C 


Method 


TBLASTX: Cress 


ar L 


1 Q7 Q 








End 


2457 




none 








Score 


358 


Exons 


1Q7P 00 


uoo 


919^ 


9 n c; Q 

Z U D y . 


.2307, 2064. .2303, 2317. .2457, 




^SOIO . ■ ^lOO, 


9 9 9 


9 4 ^ 


9 9 
Z O Z J . 


.2457 






*i O O -J T 








Seq. ID 


OJ000117_19. 0315.C13 


Gene No. 


99565 








Strand 




Start 


353 








End 


2457 


Name 


OJ000117 19 


.0315 


.C13.01 


tw 


Method 


TBLASTX: Wheat 


Start 


2010 








End 


2317 


GI 


none 








Score ■ 


514 


Exons 


2010. .2126, 


2011 


. .2316, 


2011. 


.2316, 2042.. 2317 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46855 
99566 
3084 

OJ000117_19.0315.ei4 .o3.gp 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000117_ 
+ :.*. 
367tf 
AAT/GAP 
3670 
1016 



19.0315.C14 



3084 

481_1.R1084 
3084. .3670 

'132672/spl P12137 |RK14_0RYSA 6.0e-57 CHLOROPLAST 50S RIBOSOMAL 

PROTEIN L14 >gi_71224_pir R5RZ14 ribosomal protein L14 - rice 

chloroplast >gi_12023_emb_CAA33932_ (X15901) ribosomal protein 

L14 [Oryza sativa] >gi_22664 4_prf 1603356BU ribosomal protein 

L14 [Oryza sativa] * 

46855 Seq. ID OJ000117_19 . 0315 . C14 

99567 Strand + 

5409 End 5804 

OJ000117_19 . 0315 . C14 . o5 . gp Method AAT/GAP 

5409 End 5804 

2798177 Score 676 

5409. .5804 

5881726/dbj IBAA84417.1 I 3.0e-24 (AP000423) RNA polymerase alpha 
subunit [Arabidopsis thaliana] 



• Seq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons ' 

GI Descrip. 



46855 Seq. ID OJOOOl 17_19 . 0315 . 014 

99568 Strand 

1 End 1324 

OJ000117_19.0315.C14 .ol.gp Method AAT/GAP 

1 End 1324 

3073__1.R1084 Score 2621 

1. .1324 1^.- . 

'133936/spi'Pl2I46|RR3_ORYSA 5.0e-95 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_70867_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 



48482 



S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] ' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117 19.0315.C14 ' 



2441 
AAT/GAP 
2441 
2131 



Seq. No. 46855 
Gene No. ' 99569 
Start 1339 

Name OJ000117_19 . 0315 . C14 . o2 . gp 

Start 1339 
GI 2291_1.R1084 
Exons 1339.. 2441 

GI Descrip. ' 133936/sp | P12146 | RR3_0RYSA 3.0e-27 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S3 >gi_708 67_pir R3RZ3 ribosomal protein S3 - rice 

chloroplast >gi_12025_emb_CAA33934_ (X15901) ribosomal protein 

S3 [Oryza sativa] >gi_22664 6_prf 1603356BW ribosomal protein S3 

[Oryza sativa] * 



Seq. No. 46855 Seq. ID 

Gene No. 99570 Strand 

Start 3857 End 

Name OJ000117_19 . 0315 . Cl4 . ol . ts Method 

Start 2 End 

GI none Score 
Exons 



OJ000117_19.0315.C14 
5025 

TBLASTX : Soybean 

4165 

239 



2. .187, 3. .197, 49. .201, 782. .811, 801. .896, 806. .955, 806. .955, 



1019.. 1126, 1130, 

2729.. 2863, 2734, 

3309.. 3503, 3321. 

3691. .3717, 3715, 

3949. .4158, 3953. 



.1510, 1141. .1509, 2724. .3110, 2726. .3115, 

.3129, 2767. .3111, -3207. .3326, 3232. .3333, 

.3623, 3322. .3612, 3609. .3674, 3630. .3938, 

.3936, 3751. .3942, 3752. .3958, 3931. .4158, 

,4165, 4001. .4165 



Seq. No. 46855 
Gene No. 99570 
Start 3857 

Name OJ000117_19 . 0315 . C14 . o2 , 

Start 2 
GI none 

Exons 2. .229, 3. .245, 6. .236, 

283. .396, 344. .790, 344, 
1016.. 1123, 1018.. 1566, 



Seq. ID OJ000117_19.0315.C14 ■ 
Strand 

End 5025 
tm Method TBLASTX : Maize 

End 1597 

Score 398 
46. .264, 229. .333, 278 .. 352, '^279 .. 335, 
.802, 782. .1021, 785. .1063, 1016. .1588, 
1175. .1573, 1368. .1586, 1565. .1597 



Seq. No. 46855 

Gene No. 99570 

Start 3857 

Name ■OJ000117_19 . 0315 . C14 . o7 . 

Start 2 

GI none 

Exons 2. .187, 2. .178, 3. .197, 



Seq. ID OJ000117_19.0315.C14 
Strand 

End 5025 

tc Method TBLASTX: Cress 

End 239 

Score 165 
203. .229, 204. .239 



Seq. No. 46855 

Gene No. 99570 

Start 3857 

Name OJ000117_19 . 0315 . C14 . ol . 

Start 350 

GI none 

Exons 350.. 745, 353.. 751, 782. 

Seq. No. 46855 

Gene No. 99570 



^■'•-.Seq. ID OJ000117_19.0315.C14 
Strand 

End 5025 

tw Method TBLASTX : Wheat 

End 1116 

Score 638 
.1114, 785. .1114, 982. .1116 

Seq. ID OJ000117_19.0315.C14 
Strand 



48483 




start 


3857 










bna 


RAO c: 
OUZO 




Name 


OJ000117 19 


.0315. 


014 .o3 


. ts 


Method 


fOT TV CTIV . 

i pLAb i A : 


Soybean 


Start 


401 










End 


T 0 Q 

/z y 




GI 


none 










Score 


ZD/ 




Exons 


401. . 


727", 434.. 715, 439 


T 0 Q 








Seq. No. - 


46855 










Seq. ID 


OJ000117 


_19. 0315.014 


Gene No. 


99570 










Strand. 






Start 


3857 










tna 


5025 




Name 


OJ000117 19 


.0315. 


014 .o5 


. lC 


Metnoa 


TBLASTX : 


Oress 


Start 


404 










hna 


919 




GI 


none 










Score 


317 




Exons 


404. . 


727, 440. .736, 651 




0 u / . . yuo , 


808. .912, 809. .919 


Seq. No. 


46855 










Seq. ID 


OJ000117 


iy . Uoio . ui4 


Gene No . 


99570 










Strand 






Start 


3857 










End 


5025 




Name 


OJ000117 19 


0315. 


014 .o4 


tc 


Method 


TBLASTX: 


Cress 


Start 


1151 










End 


2383 




GI 


none 










Score 


451 




Exons 


1151. 


.1525, 


1168. 


.1524, 


1 1 y D . 


.1567, 1332. .1574, 


1647. . 1694, 




1664 . 


.1690, 


1815. 


.1877, 


T 0 0 C 


.2029, 2025. .2051, 


2172. .2264, 




2178. 


.2267, 


2179. 


.2268, 


0 0 ^: 1 


.2323, 2261. .2305, 


2342. .2383, 




2355. 


.2375 














Seq. No. 


46855 










Seq. ID 


OJ000117 


10 AOTC /"'I/I 

1 y . Uolo . C14 


Gene No. 


99570 










Strand 






Start 


3857 










End 


5025 




Name 


.OJ000117 19 


0315. 


014 .o3 


tm 


Method 


TBLASTX: 


Maize 


Start 


1641 










End 


3471 




GI 


none 










Score 


639 




Exons 


1641. 


.1697, 


2726. 


.3145, 


0 T 0 1 


.3150, 2767. .3126, 


3087. .3203, 




3135. 


.3425, 


3136. 


.3426, 


0 1 by . 


.3426, 3426. .3470, 


3426. .3470, 




3427. 


.3471 














Seq. No. 


46855 










Seq. ID 


OJ000117 


1 y . 0 Jio . C14 


Gene No. 


99570 










Strand 






Start 


3857 










End 


5025 




Name 


OJ000117 19 


0315. 


014. o3 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1667 










End 


2299 




GI 


none 










Score 


35 




Exons 


1667. 


.1699, 


1668. 


.1700, 




.1867, 1743. .1904, 


1743, , 1952, 




1884 . 


.1973, 


1884 . 


.1979, 


1001 

1 y 0 1 . 


.2088, 1986. .2093, 


1989. .2102, 




2087. 


.2173, 


2088. 


.2174, 


zuyu . 


.2164, 2121. .2297, 


2126. .2176, 




2141. 


.2299, 


2149. 


.2298 










Seq. No. 


46855 










Seq. ID 


OJ000117 


_19. 0315.014 


Gene No . 


99570 










Strand 






Start 


3857 










End 


5025 




Name 


OJ000117 19. 


0315. 


014 .06, 


tm 


Method 


TBLASTX: 


Maize 


^t;^ rt 


1743 










End 


2058 




GI 


none 










Score 


87 




Exons 


1743. 


.1952, 


1744 . 


.1803, 


1755. 


.1898, 1858. .1899, 


1884. .1934, 




1920. 


.2027, 


1923. 


.2027, 


1930. 


.2028, 1985. .2032, 


1991. .2032, 




2022. 


.2057, 


2025. 


.2057, 


2029. 


.2058 






Seq. No. 


46855 










Seq. ID 


OJ000117 


_19. 0315.014 



48484 



Gene No. 


99570 










Strand 






Start 


3857 












R n O R 

oUZo 




Name 


OJ000117 19 


. UolD . 


Llfl . OO 


. rm 


Method 


■POT 7\ cyv • 


Maize 


Start 


2103 










bna 


Z 4 b b 






none 










Score 


"3 R '5 
OO J 




Exons 


2103. , 


.2456, 


O 1 1 Q 


. Z 4 OD , 


Z 1 / J . 


. Z4 Ob 






Seq. No, 


46855 










Seq. ID 


OJ000117 


ly . Uolo . C14 


Gene No , 


99570 










Strand 






Start 


3857 










End 


5025 




Name 


OJ000117 19 


.0315. 


014. o6 


. tw 


Method 


TBLASTX: 


Wheat 


btaru 


2388 










End 


2783 




GI 


none 










Score 


49 




Exons 


2388.. 


.2453, 


O O O Q 


. Z 4 Z 1 / 


Z4 00 . 


.2538, 2459. .2527, 


z4bU. .Zozo, 




2523. . 


.2570, 


O CL C Q 


O R Q O 

. zoyz , 


O R T 1 

Z 0 / 1 . 


.2594, 2578. .2703, 


Z bUo . , 2. I li. f 




2613. . 


.2738, 


O £^ 1 Q 


. Z / Uo , 


O T n Q 
Z / Uo . 


.2782, 2709, .2783 




Seq. No. 


46855 










Seq. ID 


OJ000117 


ly , Uolo . C14 


Gene No . 


99570 










Strand 






Start 


3857 










End 


5025 




Name 


OJ000117 19 


. Uolo . 


CI4 , O J 


. tc 


Method 


TBLASTX: 


Cress 


Start 


2724 










End 


3198 




GI 


none 










Score 


2 90 




Exons 


2724 . . 


.3035, 


O T O ^ 

Z / Z D . 


. JU4 0 , 


O T '3 O 

Z / oZ . 


.3031, 2770. .3045, 


oUz b . . oU yi , 




3037. . 


,3084, 


O 1 DO . 


. Jiyb 










Seq. No. 


46855' 










Seq, ID 


OJ000117 


ly . Oolo . C14 


Gene No. 


99570 










Strand 






Start 


3857 










End 


5025 




Name 


OJ000117 19 




Ol 4 . 04 


■f- T T 


Method 


TBLASTX: 


wneaL 


Start 


2815 










End 


3207 




GI 


none 










Score 


524 




Exons 


2815. . 


,3126, 


ZoId . 


. oiyy , 


Z O I D.. 


.3127, 3090. .3164, 


oloO , , oZOo, 




3153. . 


,3206, 


tire; 


T o n c; 


o 1 by . 


.3207 






beq. NO. 


46855 










Seq. ID 


OJ000117 


iy.Uolo,C14 


Gene No'. 


99570. 










Strand 






Start 


3857 










End 


5025 




Name 


OJ000117 19 


. U J lO . 


C14 . OD 


. t c 


Method 


TBLASTX: 


Cress 


o uart 


3232 










End 


3619 




CjI 


none 










Score 


135 




Exons 


3232. . 


3333, 


oZ o4 . 


"3 "3 O 
. JoZ D , 


T o n Q 

J juy . 


.3413, 3314. .3346, 


ooZ 1 . . o4 lo , 




3322. . 


3414, 


'3 Q "7 


. o4 14 , 


"3 j1 T jI 

o4 14 . 


.3611, 3415.. 3618, 


o4iy. .obiy 


Seq. No. 


46855 










Seq, ID 


OJ000117 


lA A'31R r^'y A 

1 y , Uolo . C14 


Gene No. 


99570 










Strand 






Start 


3857 










End 


5025 




Name 


OJ000117 19, 




C14 . OO 


. tw 


Method 


TBLASTX: 


Wheat 


Start 


3360 










•End 


3724 




GI 


none 










Score 


402 




Exons 


3360. . 


3638, 


3361 . 


. 3621, 


3363 . 


.3638, 3647.. 3703, 


3647 . ,3715, 




3649. . 


3705, 


3685. 


.3723, 


3689. 


.3724 






Seq. No. 


M6855 










Seq, ID 


OJ000117 


_19,0315,C14 


Gene No . 


• 99570 










Strand 






Start 


3857 










End 


5025 




Name 


OJ000117 19. 


.0315. 


C14 .ol. 


. tm 


Method 


TBLASTX: 


Maize 



48485 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3512 End 5025 

none Score 78 

3512. .3574, 3513..3947, 3514. .4158, 3530. .4177, 3647. .4177, 

4095. .4178, 4197. .4247, 4210. .4248, 4262. .4288, 4333. .4608, 

4 349. .4630, 4349. .4576, '4353. .4604, 4628. .4789, 4634. .4789, 

4735. .4851, 4790. .4873, 4791. .4871, 4890. .4907, 4891. .4962, 

4918. .5001, 4919. .4981, 4974. .5024, 4993. .5025 



46.855 
99570 
3857 

OJ000117_19.0315.C14 .o2.tc 

3645 

none 

3645.. 3683, 3686. .3727, 3694. 
3749. .3958, 3751. .3945, 3953. 

46855 

99570' 

3857 

OJ000117_19.0315.C14.o2.tw 

3796 

none 

3796.. 4158, 3803. .4177, 3804, 
4210, .4248 



Seq. ID OJ000117_19. 0315.C14 
Strand 

End 5025 

Method TBLASTX : Cress 

End 4165 

Score 36 

.3726, 3742. .3936, 3743. .3931, 
.4165, , 3961. .4158, 3992. .4162 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_19.0315.C14 
5025 

TBLASTX: Wheat 

4248 

531 



.4073, 3805. .4158, 4197. .4247, 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



46855 , ' 

99570 

3857 

OJ000117_19. 0315.C14 .o4 .gp 
3857 

uC-osflcyp086h07al 
3857. .4265 

»5881726/dbj IBAA84417.il 3, 



subunit [Arabidopsis thaliana] 

46855 
99570 
3857 

OJ000117_19.0315,C14.o5.ts 
4354 
none 

4354. .4542, 4358. .4543 

46855 
99571 
4986 

OJ000117_19.0315.C14 .o4 . ts 
4986 
none 

4986.. 5087, 4993.. 5082, 4994. 
5068. .5238, 5146. .5238 

46855 
99571 
4986 

OJ000117 19.0315.C14 .o4.tm 



Seq. ID OJ000117_19.0315.C14 
Strand 

End 5025 

Method AAT/GAP 

End 4265 

Score 782 

Oe-24 (AP000423) RNA polymerase alpha 



Seq. ID OJ000117_19.0315.C14 
Strand 

End 5025 

Method TBLASTX : Soybean 

End 4543 

Score 209 



Seq. ID OJ000117_19.0315.C14 
Strand 

End 5797 

Method TBLASTX : Soybean 

End .5238 

Score 84 

.5086, 5067. .5237, 5067. .5228, 



Seq. ID" OJ00011.7^19.0315.C14 
Strand ' ' 

End 5797 
Method TBLASTX: Maize 



48486 




bt art. 


c n o T 






End 


5313 






none 






Score 


270 




Exons 


oUz/..oiy/, 


CAOO C1AC 

OUZO . . Dl9o, 


C A O O 


.5198, 5196.. 53,12, 


5196 . . 5312, 




conn 












Seq. No. 


/I C Q c; c 
4 DO 03 






Seq. ID 


OJ000117 


_19 . 0315 . C14 


Gene No. 


y y 3 / 1 






Strand 






Start 


4986 






End 


5797 - 




Name 


OJ000117_19 


.0315.C14.ol, 


.to 


Method 


TBLASTX: 


Cress 


b uart 


D 1 y J 






End 


5797 






none 






Score 


100 




Exons 


cTfi'D com 

oiyj , . ozyi. 


cinyi coon 

oiy4 . . o^by , 


c o ^co 
OZ DO . 


.5393, 52 


!82. .5404, 


5291 . . 5392, 




o jyo . . 04 0 1 , 


COOC C/ICT 

DO yo . . D4 Ol , 


o4 4o . 


.5492, 5448. .5492, 


5465 . . 5524 , 




oou/. .o/y/, 


OOob. .0/ ZD 










beq. NO, 


/I ^ Q R R 
4 DO OO 






Seq. ID 


OJ000117 


19 . 0315 . C14 


Gene No . 


99571 






Strand 






Start 


4986 






End 


5797 




Name 


U J UUU 1-1 / 1 y 


. U J lO . bl4 . Oo . 




Method 


TBLASTX: 


Maize 


Start 


c o o c 






End 


5591 




GI 


none 






Score 


86 




Exons 


COOC RTQl 

oooo . . ooy 1 , 




COAT 

ojy / . 


.5450, 5398. .5463, 


o398 . .5448, 




CCTO CCTO 


ccTT ccm 
00 1 / . .00 91, 


C C T T 

ool / . 


.5570 






Seq. No. 


46855 






Seq. ID 


OJ000117 


_19.0315.C14 


Gene No. 


99571 






Strand 






Start 


yi n Q 
4 y 0 D 






End 


5797 




Name 


rsTfs c\'r\ T T T T ri 
OJUUUl 1 / 19 


note >.^o 

. Uolo . C14 , o2 . 


t 3 


Method 


TBLASTX: 


Soybean 


Start 


C C A T 






End 


5791 




Gl 


none 






Score 


373 




Exons 


oou / . . D / y 1 , 


CCT/! CTOO 

ool4,.o/oJ, 


C C O 

DO O D . 


.5790, 5561. .5791 




Seq. No. 


46855 






Seq. ID 


OJ000117 


_19.0315.C14 


Gene No. 


99571 






Strand 






b rar L 


H y O D 






End 


5797 




Name 


0 JUUui 1 / 1 y < 


. (J31o . C14 . o7 . 


tm 


Method 


TBLASTX: 


Maize 


Start 


c c o o 






End 


5792 




bl 


none 






Score 


292 




Exons 


•ccno C'*700 
DO yy . . O / 0 J, 


CCAO CTAA 

ooyy . . 0 / 90 , 


C ^ A A 

5600 . 


.5791, 5613. .5792 




Seq. No. 


46856 






Seq. ID 


OJ000117 


19 . 0315 . C15 




99572 






Strand 


+ 




Start ■ 


3281 






End 


3444 




Name 


OJ000117 19, 


.0315.C15.o2. 


gp 


Method 


AAT/GAP 




b car u 


3281 






End 


3444 




bl 


uC-osflcyp084g07al 




Score 


201 




Exons 


3281. .3444 












GI Descrip. 


' 11 957 /emb | X15901 | CHOSKX 


. 7 . Oe- 


-38 Rice 


complete 


chloroplast 




genome * 












Seq. No. 


46856 






Seq. ID 


OJ000117 


_19. 0315. C15 


Gene No . 


99573 






Strand 


+ 




Start 


3574 






End 


4025 




Name 


OJ000117 19, 


,0315..C15.o3. 


gp 


Method 


AAT/GAP' 




Start 


3574 






End 


4025 




GI 


uC-osflcyp003hllbl 




Score 


868 




Exons 


3574. .4025 













48487 



GI Descrip. 



* 131332/spl P09449I PSBH_ORYSA l.Oe-09 PHOTOSYSTEM II 10 KD 

PHOSPHOPROTEIN >gi__72716_pir F2RZ0P photosystem II 

phosphoprotein psbH - rice chloroplast >gi_11953_emb_CAA31204 
(X12695) 10 kD phosphoprotein (AA 1.- 73) [Oryza sativa] 
>gi_12016__emb_CAA33976_ (X15901) PSII lOkDa phosphoprotein 

[Oryza sativa] >gi_226635_prf 1603356BJ photosystem II lOkD 

phosphoprotein [Oryza sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000117_19. 0315. CIS 
+ 

7647 
AAT/GAP 
7647 
283 



46856 . Seq. ID 

99574 Strand 
7480 End 
OJ000117_19. 0315.C15.o6.gp Method 
7480 End 
LIB34 31-017-P1-K1-H4 Score 
7480. .7647 

' 1173189/spl P12340 I RR12_MAIZE 8.0e-18 CHLOROPLAST 30S RIBOSOMAL 

PROTEIN S12 >gi_2119091_pir S58629 ribosomal protein S12 - 

maize chloroplast >gi_342619 (M17841) ribosomal prot.ein S12 [Zea 
mays] >gi_12 1614 l_emb_CAA60309_ (X86563) ribosomal protein S12 

[Zea mays] ' 

46856 Seq. ID OJOOOl 17_19 . 0315 . C15 

99575 Strand 

2619 End 3124 

OJ000117_19 . 0315 . C15 . ol . gp Method AAT/GAP 
2619 End ' 3124 

uC-osflcypOllbOlbl Score 974 

2619. .3124 

'343210 5.0e-78 (M35995) apocytochrome b6 (alt.) [Oryza sativa] 
>gi_2267 62_prf 1604469A cytochrome b6 [Oryza sativa] ' 

46856 Seq. ID OJ000117__19 . 0315 . C15 

99576 Strand 

5179 End 5733 

OJ000117__19.0315.C15.o4 .gp Method AAT/GAP 
5179 End 5733 

2896_1.R1084 Score 1017 

5179. .5733 

' 131271/spl P12157 I PSBB_ORYSA 2.0e-88 PHOTOSYSTEM II P680 

CHLOROPHYLL A APOPROTEIN {CP-47 PROTEIN) >gi_727 05_pir QJRZ6A 

photosystem II chlorophyll a-binding protein psbB - rice 
chloroplast >gi_12013_emb_CAA33973_ (X15901) PSII 47kDa protein 
[Oryza sativa] >gi_226634_prf_1603356BH photosystem II 47kD 
protein [Oryza sativa] * 



Seq, No. 


46856 










Seq. ID 


OJ000117_19.0315 


C15 


Gene No. 


99577 










Strand 






Start 


6294 










End 


6431- 




Name 


OJ.000117 


_19.0315 


C15. 


o6 


. tm 


Method 


TBLASTX: Maize 




Start 


1 










End 


246 




GI 


none 










Score 


371 




Exons 


1. .246, 


1. .246 














Seq. No. 


46856 










Seq. ID 


OJ000117_19.0315 


C15 


Gene No. 


99577 










Strand 






Start 


6294 . 










End 


6431 




Name 


OJ000117 


_19.0315 


C15. 


o6 


. ts 


Method 


TBLASTX : Soybean 





4 8488 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq, No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1 

none 

1..444, 3. .431, 7. .447 



End 447 
Score 535 



46856 
99577 
6294 

OJ000117_19.0315.C15.o6.tc 
195 
none 
195 
542 



OJ000117 19.0315.C15 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

326, 195. .389, 206. .337, 208, .480, 208. .447, 486. .530, 
580, 547. .585, 571. .636 



6431 

TBLASTX: Cress 

636 

148 



46856 
99577 
6294 

OJ000117_19.0315,C15.o2,ts 
483 
none 
483. , 
942. , 
1741. 



659, 489. .656, 814. .894, 
1292, 1280.. 1480, 1293,, 
,1767, 1783. .1929, 1784, 



Seq. ID OJ000117_19.0315.C15 
Strand 
End 

Method 
End 
Score 
815. .871, 



6431 

TBLASTX : Soybean 
2024 
188 

913. , 1011, 919. . 1293, 



1487, 1617.. 1664, 1617.. 1658, 
,1873, 1905.. 2024, 1932.. 2024 



46856 
99577 
6294 

OJ000117_19.0315.C15.o5.tc 

1036 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_19.0315.C15 
6431 

TBLASTX: Cress 

1278 

325 



1036. ,1278, 1038. .1277, 1051. .1278 



46856 
99577 
6294 

OJ000117 

1280 

none 



Seq. ID OJ000117_19.0315.C15 



19.0315.C15.o7.tc 



Strand 
End 

Method 

End 

Score 



6431 

TBLASTX: Cress 

1488 

61 



1280. .1474, 1282. .1335, 1293, ,1487, 1393. .1488 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117 19.0315.C15 



46856 
99577 
6294 

OJ000117_19.0315.C15.o7.tm 
1932 
none 

1932. ,1976, 1933. .1977, 1935. .1976, 1979. .2173, 1981. .2172 



6431 

TBLASTX: Maize 

2173 

62 



46856 
99577 
6294 

OJ000117_19.0315.C15.ol.tc 
2109 
none 
2109 
2216 
2622 
3928 



..2147, 2110. .2163, 2110. 

..2284, 2322. .2612, 2339. 

..2984, 3818. .3844, 3915, 

..4158, 3990. .4163, 4157. 



Seq: ID OJ000117_19.0315.C15 
Strand 

End 6431 
Method TBLASTX : Cress 
End 4753 
Score 67 

.2163, ,.2207. .2281, 2215.. 2286, 
.2617, 2340. .2618, 2610. .2987, 
.4157, 3924. .3950, 3928. .4158, 
.4195, 4170. .4196, 4197. .4412, 



4 8489 



4203. .4400, 4207. .4407, 4428. .4556, 4435.-4557, 4464. .4556, 
4556. .4636, 4556. .4636, 4668. .4748, 4670. .4753, 4673. .4750 



Seq. No. 46856 
Gene No. 99577 
Start 6294 

Name - OJ000117_19 . 0315 . C15 . ol . ts 

Start • 2247 
GI none 
Exons 2247. 

2623. 

3347. 



Seq. ID OJ000117_19.0315.C15 
Strand 

6431 

TBLASTX : Soybean 
3491 
47 

3026, 
3066, 



End 

_ Method 

End 
Score 

.2282, 2254. .2283, 2312. .2617, 2313. .2618, 2622 
.2976, 2628.. 3014, 3003.. 3065, 3006.. 3065, 3022 
.3385, 3351. .3383, 3392. .3445, 3393. .3443, 3447. .3491 



Seq. No. 46856 

Gene No. 99577 

Start 6294 

Name . OJ000117_19 . 0315 . C15 . o3 . tm 

Start 2.339 

GI none 
Exons 



Seq. ID OJ000117_19.0315.C15 



Strand 
End 

Method 

End 

Score 



6431 

TBLASTX: Maize 

2981 

295 



2339. .2617, 2340. .2615, 2592. .2981, 2623. .2919, 2628. .2978 



Seq. No. 46856 
Gene No. 99577 
Start 6294 

Name OJ000117_19 . 0315 . C15 . o2 . tm 

Start 3621 
GI none 

Exons 3621.. 3647, 3653.. 3784, 3654. 

• 3774.. 3824, 3775.. 3825, 3775. 
3817. .3894, 3818. .3883, 3863. 
3879. .4385, 3990. .4385 

Seq. No. ' 46856 
Gene No. 99577 
Start 6294 

Name OJ000117_19 . 0315 . C15 . o4 . ts 

Start 3792 
GI none 

Exons 3792.. 3842, 3793.. 3843, 3793. 

3928. .4158, 3928. .4158, 3990. 
4251. .4391, 4252. .4428, 4253. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000117 19.0315.C15 



6431 

TBLASTX: Maize 
4385 
62 

,3695, 3683. .3769, 3741. 
,3825, 3812. .3883, 3813. 



.3773, 
.3842, 



3973, 3872. .4234, 3874. .4161, 



Seq. ID OJ000117_19.0315.C15 
Strand 

End 6431 

Method TBLASTX : Soybean 

End 4 4 67 

Score 75 

.3843, 3915. .4151, 3924. .3950, 
.4163, 4156. .4215, 4166. .4204, 
.4429, 4271. .4429, 4441. .4467 



Seq. No. 46856 

Gene No. 99577 

Start 6294 

Name OJ000117_19 . 0315 . C15 . o2 . tw 

Start 4054 

GI none 

Exons 4054.. 4134, 4065.. 4133, 
4136. .4303, 4138. .4302 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_19.0315.C15 
6431 

TBLASTX: Wheat 

4303 

73 



4 066. .4134, 4067. .4135, 4134. .4 301, 



Seq. No. 46856 Seq. ID 

Gene No. 99577 Strand 

Start 6294 End 

Name OJ000117_19 . 0315 . C15 . o3 . tc Method 

Start 4838 End 

GI none Score 



OJ000117_19.0315.C15 
.6431 

TBLASTX -Cress 

.5250 
218 



48490 




Exons 


4838. .5089, 


4838 


. .5083, 


4842. 


.5087, 4852. .5088, 5082. .5246, 




5082. .5249, 


5086 


. .5250 








Seq. No. 


46856 








Seq. ID 


OJ000117_19. 0315. 015 


Gene No. 


99577 








Strand ■ 




Start 


6294 








End 


6431 


Name 


OJ000117 19 


.0315 


.C15.04 , 


tm 


Method 


TBLASTX: Maize 


Start 


5128 








End 


5442 


GI 


none 








Score 


509 


Exons 


5128. .5442, 


5130 


. .5441 








Seq. No. 


46856 








Seq. ID 


OJ000117_19. 0315. 015 


Gene No. 


99577 








Strand 




Start 


6294 








End 


6431 


Name 


OJ000117 19 


.0315 


.015. o3. 


ts 


Method 


TBLASTX: Soybean 


Start 


5138 








End, 


5582 


GI 


none 








Score 


106 


Exons 


5138 . . 5239, 


5142 


. . 5582, 


5143 . 


.5580, 5276. .5581 , 


Seq. No. 


46856 








Seq. ID 


OJ000117_19. 0315. 015 


Gene No . 


99577 








Strand 




Start 


6294 








End 


6431 


Name 


OJ000117 19 


.0315 


.C15.02. 


tc 


Method 


TBLASTX :Oress 


Start 


5253 








End 


5799 


GI 


none 








Score 


418 


Exons 


5253.-. 5657, 


5253 


. .5654, 


5257. 


.5613, 5631. .5798, 5652. .5792, 




5653. . 5799, 


5674 


. .5793 








Seq. No. 


46856 








Seq. ID 


OJ000117_19. 0315. 015 


Gene No. 


99577 








Strand 




Start 


6294 








End 


6431 


Name 


OJ000117 19 


.0315 


.015. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


5262 








End 


5691 


GI 


none 








Score 


652 


Exons 


5262. .5690, 


5262 


. .5690, 


5647 . 


.5691 




Seq. No.^ 


46856 








Seq. ID 


OJ000117_19. 0315. 015 


Gene No. 


99577 








Strand 




Start 


6294 








End 


6431 


Name 


OJ000117 19 


.0315 


.015.010 


1 . tm 


Method 


TBLASTX: Maize 


Start 


5445 








End 


5654 


GI 


none 








Score 


82 


Exons 


5445. .5510, 


5514 


. .5654, 


5516. 


.5653 




Seq. No. 


46856 








Seq. ID 


OJ000117_19. 0315. 015 


Gene No. 


99577 








Strand 




Start 


6294 








End 


6431 


Name 


OJ000117 19 


.0315 


.015. o5; 


tm ■ 


Method 


TBLASTX: Maize 


Start 


6141 








End 


6431 


GI 


none 








Score 


311 


Exons 


6141. . 6311, 


6142 


. .6324, 


6145. 


.6312, 6315. .6431, 6315, .6431 


Seq. No. 


46856 








Seq. ID 


OJ000117_19. 0315. 015 


Gene No. - 


99577 








Strand 




Start 


6294 








End 


6431 


Name 


OJ000117 19 


.0315 


.015.05. 


gp 


Method 


AAT/GAP 


Start 


6294 








End 


6418 



48491 




r T 


LIB3432-057 


-P1-K1-A8 




Score 


1 "7 1 


Exons 


6294. .6418 














'11957/emb|X15901 ICHOSXX 7 . Oe 


— DZ Kice 


complete chloroplast 




genome ' . 












C c» /-t Klr\ 

o e q . In o . 


46856 








Seq. ID 


OJ000117_19.0315.C15 












Strand 




• Start 


6642 








End 


8324 ' 


Name 


OJ000117 19 


. 0315 . 


, C15 . ol 


. tm 


Method 


TBLASTX: Maize 




dd4z 








End 


7647 




none 








Score 


1284 


Exons 


bb^l . .74 48, 


C A A 

664 4. 


.7453, 


r r r c 

6665 . 


.7447, 7456. .7482, 7460. .7483, 




7484. .7528, 


7484. 


.7522, 


7515. 


.7646, 7515. .7646, 7516. .7647, 




7516. .7647 












Seq. No. 


4 6856 








Seq. ID 


OJ000117_19.0315.C15 


Gene No. 


C T O 

99578 








Strand 




ptai L. 


6642 








End 


8324 


^:Nartie 


OJ000117 19 


. 0315 . 


C15 . o5 


. ts 


Method 


TBLASTX : Soybean 


Q-l- a vt- 

onar L 


6687 








End 


7177 


P T 


none 








Score 


266 




6687. .6710, 


6729. 


.7166, 


6729. 


.6920, 6748. .7167, 6749. .7177 


Seq. No. 


46856 








Seq. ID 


OJ000117_19.0315.C15 


Gene No. 


99578 








Strand 




o Lax U 


6642 








End 


8324 


Name 


OJ000117 19 


. 0315 . 


C15 . o4 . 


. tc 


Method 


TBLASTX: Cress 


o ua J: L 


6729 








End 


7159 




none 








Score 


225 




6729 . .7115, 


6748 . 


. 7158, 


674 9 . 


.7159 




o e q . LN o . 


4 6856 








Seq. ID 


OJ000117_19. 0315.C15 




99578 








Strand 






6642 








End 


8324 


Name 


OJ000117 19, 


. 0315 . 


C15 . o7 , 


, ts 


Method 


TBLASTX : Soybean 


Start 


7179 








End 


8228 


GI 


none 








Score 


199 




717 9 . .7328, 


7181 . 


. 7336, 


7181 . , 


.7336, 74 


87. .7531, 7487. .7513, 




7514 , . 7 690, 


7516 . 


. 7692, 


7533 . . 


.7667, 7534. .7695, 7743. .7808, 




7748 . . 7801, 


774 9. 


. 7808 , 


7891 . . 


.7962, 7903. .7995, 7904. .7996, 




7904 . . 8002, 


7992 . 


.8045, 


7999 . . 


.8067, 8002. .8046, 8057. .8101, 




8063. .8140, 


8103. 


. 8144, 


8113. . 


.8139, 8170..8220, 8178. .8228 


o e q . LN o . 


4 6856 








Seq. ID 


OJ000117_19. 0315.C15 


Gene No. 


99578 








Strand 




Start 


6642 








End 


8324 


Name 


OJ000117_19 , 


, 0315 . 


C15 . o9 . 


, tm 


Method 


TBLASTX: Maize 


o tar L 


7647 








End • 


7840 




none 








Score 


226 


Exons 


7647. .7805, 


7648. 


.7806, 


7648. . 


,7809, 7649. .7807, 7649. .7810, 




7809. .7835, 


7809. 


.7835, 


7811. , 


.7840, 7811. .7837 


Seq. No.- 


46856 








Seq. ID 


OJ000117_19.0315.C15 


Gene No. 


9957 8 








Strand 




Start 


6642 








End 


8324 


Name 


OJ000117 19. 


0315. 


C15.09. 


tc 


Method 


TBLASTX: Cress 


Start 


11 Al 








End 


8324 



48492 




GI none 

Exons 11A1..1191, 
7905.. 8051, 
8062. .8136, 
8295. .8324 



7820. .7864, 
7947. .8045, 
8173. .8220,- 



Score 
7820. .7909, 
8008. .8046, 
8174. .8233, 




59 

7900. ,7962, 
8051. .8137, 
8223. .8258, 



7901. .8044, 
8061. .8135, 
8226. .8255, 



Seq. No. / 46856 ' 

Gene No. 99579 

Start 8923 

Name OJ000117_19 . 0315 . 015 . o8 

Start 8923 

GI none 

Exons 8923.. 9021, 9066.. 9227, 
9347.. 9424, 9636.. 9854, 



Seq. ID- OJ000117_19.0315.C15 
■ ' Strand 

End 9913 

.tc Method TBLASTX : Cress 

End 9854 

Score 252 
9079.. 9243, 9079.. 9243, 9324.. 9371, 
9637. .9837 



Seq. No. 

Gene No. 

Start. 

Name 

Start 

GI 

Exons 



46856 Seq. ID 

99579 Strand 

8923 End 

OJ000117_19. 0315,C15.o8 .ts Method 

9066 End 

none Score 



OJ000117_19.0315.C15 
9913 

TBLASTX : Soybean 

9877 

257 



9066. .9227, 9070. .924 3, 9075. .924 5, 907 9. .9243, 9255. .9317, 
9305. .9376, 9312. .9374, 9324. .9368, 9624. .9854, 9637. .9840, 
9637.. 9867, 9713.. 9877 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46856 
99579 
8923 

OJ000117_19.0315.C15.o8.tm 

9666 

none 



Seq. ID Oj000117_19.0315.C15 
Strand 
End 

Method 
End 
Score 



9913 

TBLASTX: Maize 

9913' 

314 



9666.. 9902, 9666.. 9860, 9670.. 9870, 9704 .. 9913 



Seq. No. 


46857 








Seq. ID 


OJ000117 


_19.0315.C18 


Gene No. 


99580 








Strand 






Start 


3 








End . 


264 




Name 


OJ000117 19 


0315. 


C18 


. ol . tw 


Method 


TBLASTX: 


Wheat 


Start 


3 








End 


' 264 




GI 


none 








Score 


67 




Exons 


3. .44, 4. .45, 4. . 


90, 


36. .95, 


36. . 110, 


37. .135, 


41. .127, 66. 




74. .262, 79 


.264, 


80 


. .262 








Seq. No. 


46858 








Seq. ID 


OJ000117 


_19.0315.C20 


Gene No. 


99581 








Strand 






Start 


28 








End 


969 




Name 


OJ000117 19 


0315. 


C20 


ol.gp 


Method 


AAT/GAP 




Start 


28 








End -v. ■■ 


969 




GI 


688 1.R1084- 








Score 


1834 




Exons 


28. .969 














GI Descrip. 


'226661/prf 


I1603356CM 6.0e- 


54 trnA intron ORE 


109 [Oryza 




sativa] ' 














Seq. No. 


46858 








Seq. ID 


OJ000117 


_19.0315.C20 


Gene No. 


99582 








Strand 






Start 


1001 








End 


1188 




Name 


OJ000117 19, 


0315. 


C20 


ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


1 








End ' 


547 





48493 




GI 

Exons 



Seq. No. 
Gene No, 
■Start 
Name 
Start 
GI 

Exons 



none Score 24 6 

1. .171, 3. .155, 147. .275, 150. .284, 154. .300, 157. .279, 
200. .280, 269. .475, 270. .461, 277. .465, 417. .545, 460. ,546, 
461. .547, 461. .547 



46858 
99582 

1001 . • ' 

OJ000117_19.0315.C20.o3.tc 

1 

none 

1..147, 2. .148, 3. .146 



Seq. ID OJ000117_19.0315.C20 
Strand 

End 1188 

Method TBLASTX : Ores s 

End 148 

Score 246 



Seq. No. 46858 
Gene No. 99582 
Start 1001 

Name OJ000117_19 . 0315 . C20 . o2 . tc 

Start 646 
GI none 

Exons 646., 681, 652.. 681, 653.. 685, 

682. .795, 695, .796, 743. .880, 
882. .1007, 882. .1007 



Seq. ID 
Strand 
End 

Method 
-End 
Score" 40 
657. .'770, 669 
799, .879, 831 



OJ000117 19.0315.C20 



1188 

TBLASTX: Cress 
1007 



,779, 
,887, 



682. 
839, 



.780, 
.880, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46858 
99582 
1001 

OJ000117__19.0315.C20.o2.ts 
799 



OJ000117 19.0315.C20 



Seq, ID 
Strand 
End 

Method 
End 

none Score 
799. .915, 800. .880, 831. .887, 894. .923, 906. .959, 919. .972, 
920. .973, 953. .1048, 962. .1054, 965. .1042, 970. .1044, 
1055. .1108, 1056. .1106, 1057. .1119, 1057. .1107, 1119. .1169, 
1124. .1186, 1144. .1170 



118 8 

TBLASTX : Soybean 

1186 

133 



Seq. No. . 46858 Seq, ID OJ000117_1 9 . 0315 . C20 

Gene No. 99582 Strand 

Start 1001 End . 1188 

Name OJ000117_19 . 0315 . C20 . o2 . gp Method AAT/GAP 

Start 1001 ' ^ End 1188 

GI 2669_1.R1084 Score 319 

Exons 1001.. 1188 

GI Descrip. » 3914 470/sp | Q40070 | PSBR_HORVU 8.0e-26 PHOTOSYSTEM II 10 KD 

POLYPEPTIDE PRECURSOR >gi_13218 68_emb_CAA6637 3_ {X97771) lOkD 
PSII protein [Hordeum vulgare] ' 



Seq. No. 


46858 








Gene No. 


99582 








Start 


1001 








Name 


OJ000117 19, 


.0315 


.C20, 


.ol 


Start 


1007 








GI 


none 








Exons 


1007. .1186, 


1008 


. , 11^ 


^7, 


Seq. No. 


46858 








Gene No. 


99582 








Start 


1001 








Name 


OJ000117 19, 


.0315 


.C20, 


.o4 



Seq, ID OJ000117_19.0315.C20 
Strand 

End 1188 

.tm Method TBLASTX : Maize 

End 1188 

Score 298 
1019. .1186, 1021. .1188 

Seq. ID OJ000117_19.0315.C20 
Strand 

End 1188 

.tc Method TBLASTX : Cress 



48494 



start 
GI 

Exons 



1016 End 1187 

none Score 191 

1016. .1141, 1020. .1142, 1021. .1143, 1025. .1144, 1074. .1187, 
1145. .1186 



Seq. No. 46858 

Gene No. 99582 

Start 1001 

Name . OJ000117_19 . 0315 . C20 . ol . tw 

Start 1082 

GI none 
Exons 



Seq. ID OJ000117_19.0315.C20 
Strand 

End 1188 

Method TBLASTX : Wheat 

End 1188 

Score 174 



1082. .1186, 1082. .1186, 1083. .1187, 1084. .1188 



Seq. No. 46859 

Gene No. 99583 

Start 678 

Name OJ000117_19 . 0315 . C24 . o2 . tm 

Start 1 

GI none 

Exons ■1..135, 1..108; 2. .109, 3. .113 



Seq. ID OJ000117 19.0315.C24 



Strand 
End 

Method 
End 
Score 



+ 

1018 

TBLASTX: Maize 

135 

167 



Seq. No. 46859 Seq. ID 

Gene No. 99583 Strand 

Start 678 End 

Name OJ000117_19 . 0315 . C24 . ol . tw Method 

Start 575 End 

GI none . Score 

Exons 575. .634, 575. .634, 576. .653, 617. .655, 

682. .948, 688. .963 



OJ000117_19.0315.C24 
+ 

1018 

TBLASTX: Wheat 

963 

83 

631. .654, 678. . 926, 



Seq. No. 


46859 




Seq. ID 


OJ000117_19.0315 


.C24 


Gene No. 


99583 




Strand 


+ 




Start 


678 




End 


1018 




Name 


OJ000117 19.0315.C24.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


659 ■ 




End 


975 




GI 


none 




Score 


380 




Exons 


659. ,955, 660. .968, 661 


. .975, 


661. .975 






Seq. No. 


•4'685 9 




Seq. ID 


OJ000117_19.0315 


.C24 


Gene No. 


99583 




Strand 


+ 




Start 


678 




End 


1018 




Name 


OJ000117 19.0315.C24.ol 


.gp 


Method 


AAT/GAP 




Start 


678 




End 


1018 




GI 


uC-osflm202104g03bl 




Score 


662 




Exons 


678. .1018 











GI Descrip. ' 131211/sp | P194 4 3 | PSAJ_MAIZE 6.0e-10 PHOTOSYSTEM I REACTION 

CENTRE SUBUNIT IX (PSI-J) >gi__1363533_pir S58571 photosystem I 

protein psaJ - maize chloroplast >gi_552734 {J04502) ORF42 [Zea 
mays] >gi_90224 l_emb_CAA60305_ {X86563) psaJ [Zea mays] ' 



Seq. No. 46859 

Gene No. 99583 

Start 678 

Name OJ000117_19 . 0315 . C24 . ol . ts 

Start 734 

GI none 

Exons 734. .841, 736. .888, 736. .888 



Seq. ID OJ000117_19.0315.C24 

Strand + 

End 1018 

Method TBLASTX : Soybean 

End 888 

Score 168 



48495 




Seq. No. 


46859 Seq. ID. 


OJ000117_19.0315.C24 




99583 Strand 


+ 


start 


67 8 " End 


1018 


Na.nis 


OJ000117 19 . 0315 . C24 . ol . tc Method 


TBLASTX : Cress 


Start 


737 End 


897 


GI 


none Score 


165 


F.xon s 

jLJ ^\ \^ 1 1 O 


'737. .841,'- 737. .883, 739. .888, 739. .8 97 




Seq. No. 


46860 Seq. ID 


OJ000217_11.0309.C1 


Gene No. 


99584 Strand 


+ 


Start 


337 End 


1636 


Name 


OJ000217 11.0309.Cl.ol.gp Method 


AAT/GAP 


Start 


337 End 


1604 ■ 


GI 


1427 1.R1084 Score 


474 


Exons 


337.. 422, 553.. 624, 961.. 1032, 1533.. 1604 




M504379/ref |NP 003658 . 1 | pHG38 1 2.0e-13 G protein-coupled 




receptor 49 >qi- 3366802 {AF062006) orphan G protein-coupled 




receptor HG38" [Homo sapiens]'' 




Seq. No. 


46860 Seq. ID 


OJ000217_11.0309.C1 


Gene No. 


99584 Strand 


+ 


Start 


337 End 


1636 


Name 


OJ000217 11.0309.Cl.ol.gs Method 


GENSCAN 


Start 


351 - End 


1604 


GI 


none Score 


.85 


Exons 


351. .422, 553. .624, 961. .1032, 1533. .1604 



Seq. No. 46860 Seq. ID 

Gene No. 99584 Strand 

Start 337 End 

Name OJ000217_11 . 0309 . CI . ol . tm Method 

Start ^ 359 End 

GI none Score 
Exons 



OJ000217_11.0309.C1 
+ 

1636 

TBLASTX: Maize 

1636 

114 



359. .439, 361. .423, 368. .427, 547. .624, 551. .655, 552. 
952.. 1050, 953. .1051, 954. .1031, 955.. 1032, 959.. 1033, 
1521. .1604, 1522. .1605, 1531 . .-1635, 1562. .1636 



626, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46861 
99585 
91 

OJ000217_11. 0309.C2.ol.gp 
91 

1427 1.R1084 



Seq. ID OJ000217_11. 0309.C2 
Strand + 
End 2759 
Method AAT/GAP 
End 2759 
Score • 2060 

91. .218, 783. .923, 1266. .1337, 1834. .1980, 2086. .2759 
M504379/ref |NP_003658.1|pHG38| 2.0e-13 G protein-coupled 
receptor 4 9 >gi_3366802 {AF062006) orphan G protein-coupled 
receptor HG38 [Homo sapiens] ' 



46861 
99585 
91 

OJ000217_11.0309.C2.ol .gs 

838 

none 



Seq. ID OJ000217_11. 0309.C2 



Strand 
End 

Method 

End 

Score 



+ 

2759 
GENSCAN 
2270 
.81 



838. .923, 1306. .1337, 1834. .1980, 2086. .2270 



48496 




beq. NO. 


/I C Q 1 
4 DO Di 




Seq. ID 


OJ000217_11.0309.C2 


Gene No . 


Q Q C Q 




Strand 


+ 


Start 


2854 




End 


6038 


Name 


OJ000217_11 


.0309.C2.ol.np 


Method 


AAT/NAP 


brart 


o Q t; ji 
Zo O 4 




End 


6032 




b4 D D y 4 O 




Score 


874 


Exons 


Zo o4 . . z you , 


4251.. 4300, 4337. 


.4431, 4508. .4862, 5343. .5583, 












bi uescrip. 


^ Ab u u y 1 / D / 


hypothetical protein [Arabidopsis thaliana] 


Seq. No. 


46861 




Seq. ID 


OJ000217__11.0309.C2 


Gene No. 


99586 




Strand 


+ 


buar L 


Z cS 0 4 




End 


6038 


Name 


UJUUUZl / il 


.0309.C2.o2.gs 


Method 


GENSCAN 


Start 


Q Q T Q 

oyoo 




End 


6038 


GI 


none 




Score 


. 67 


Exons 


oy~5o. .4144/ 


4241. .4418, 4432. 


.4866, 50E 


i0..5178, 5284. .6038 


Seq. No. 


46861 ■ 




Seq. ID 


OJ000217_11.0309.C2 


Gene No . 


99587 




Strand 




Start 


6918 




End 


8836 


Name 


OJ000217 11 


.0309.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


131 




End 


2270 


GI 


none 




Score 


67 


Exons 


131. .253, 158. .253, 805. .903, 


1250. .1336, 1267. .1323, 




1835. .1981, 


1839. .1985, 1842. 


.1934, 2070. .2228, 2082. .2270, 




2084 . .2269 








Seq. No. 


46861 




Seq. ID 


OJ000217_11.0309.C2 


Gene No . 


99587 




Strand 




Start 


6918 




End 


8836 


Name 


OJ000217 11 


.0309.C2.ol.tm 


Method 


TBLASTX: Maize 


Start 


145 




End 


2270 




none 




Score 


122 


Exons 


145. .249, 146. .250, 805. .903, 


807. .902, 


1265. .1336, 1267. .1 




1268. .1336, 


18,06.. 1943, 1812. 


.1934, 1835. .1981, 1836. .1985, 




1836. .1988, 


2064. .2225, ,2064. 


.2240, • 20£ 


i2..2270, 2084. .2269, 




2088. .2225, 


2091. .2270 






Seq. No. 


46861 




Seq. ID 


OJ000217_11.0309.C2 


Gene No. 


99587 




Strand 




b car L 


6918 




End 


8836 


Name 


OJ000217 11 


. 0309.C2.o2.tw 


Method 


TBLASTX ".Wheat 


btart 


146 




End 


2270 


Oil 


none 




Score 


64 


Exons 


146. .253, 2081. .2269, 2082. .2270 




Seq. No. 


46861 




Seq. ID 


OJ000217_11.0309.C2 


Gene No. 


99587 




Strand 




C 4 1 -^+- 

b Laru 


6918 




End 


8836 


Name 


OJ000217 11 


.0309.C2.o2,ts 


Method 


TBLASTX: Soybean 


Start 


1856 




End 


2273 


GI 


none 




Score 


167 


Exons 


1856. .1981, 


1857. .1985, 2082. 


.2273, -218 


!6. .2269 


Seq. No. 


46861 




Seq. ID 


OJ000217_11.0309.C2 


Gene No. 


99587 




Strand 





48497 




c+- a r h 


(^Ql ft 

U -7 X O 




End 


8836 




KJU U W ^ f XX.UOU-?.L»Z.OO. 




Method 


TBLASTX: Soybean 


Q-h a T-i- 
O L. ct i. L 






End 


4862 




none 




Score 


62 




4?7fi 44?? d^Ofi 4fi?4 


4 U J U • 


.4727, 4746. .4862, 4808. .4861. 


Seq. No. 


46861 




Seq. ID 


OJ000217_11.0309.C2 


Gene No.. 


99587 . 




Strand 


- 


OL.Cli.l- 


t> X o 




End 


8836 


N^me 


WUwUU^J./ XX.UOU_3.k./^.vJ4. 


■1- r- 


Method 


TBLASTX: Cress 




4 4 RR ~ 

*a 4 J O 




End 


4862 




none 




Score 


135 




44Sft 4700 4ftnn 4Rfi9 








Seq. No. 


46861 




Seq. ID 


OJ000217_11. 0.309. C2 


Gene No. 


99587 




Strand 




Start 


6918 




End 


8836 


Name- 


WUUUv^X/ XX.UOU-?.V*v^.(JX. 


L o 


Method 


TBLASTX'.: Soybean 


Q-h a r-t- 
O Lcil L 


R'^7'^ " .~ 




End 


5822 




■pi ^ T~S O 




Score 


200 


I1jA.\JLL o 


coTc SSft4 R?ff9 SSft9 


O U O 4 . 


.5822, 5696.. 5782 


Q /T M 
oeq . LN(J . 


4 DO D X 




Seq. ID 


OJ000217_11.0309.C2 


Gene No. 


99587 




Strand 




Start 


6918 




End 


8836 






"t- w 


Method 


TBLASTX: Wheat 


Q-h a f- 
O Co. J. u 


O fi ^ D 




End 


5924 


o J. 


none 




Score 


79 


Exons 


S4Q(^ RRft9 Rfi'^d R744 

Jf±^D..OOOZ/ 0DO4..0/44/ 




.5746, .5701. .5745, 5739. .5876, 












Seq. No. 


46861 




Seq. ID 


OJ000217_11.0309.C2 


Gene No. 


99587 




Strand 






fiQT ft 

D _? X O 




End 


8836 


Name 


WUUUUZX / XX . UOU-?.^wZ .oo. 


L C 


Method 


TBLASTX: Cress 




O D D4 




End 


6017 




none 




Score 


264 


III AtJi 1 o 


^fifid (^ni7 R^(^4 RC)|R7 








O C . LN (J . 


4 O O O X 




Seq. ID 


OJ000217_11.0309.C2 




99587 




Strand 




Start 


6918 




End 


8836 


Name 


OJ000217 ll.0309.C2.o2, 


gp 


Method 


AAT/GAP' 


O U d i. I- 


6915 




End 


7724 


X 


uC-osflcypl25h03bl 




Score 


909 


V o n c 


6915. .7130, 7358. .7477, 


7566. 


.7724 




ox UtJoOXX^. 


'2827631/emb|CAA16584.1| 3.0e- 


-35 {AL021636) putative protei] 




[Arabidopsis thaliana] ' 








Sen No 


46861 




Seq. ID 


OJ000217_11.0309.C2 


Gene No. 


99587 




Strand 




Start 


6918 




End • 


8836 


Name 


OJ000217 ll.0309.C2.o3. 




Method 


GENSCAN 


Start 


6918 




End 


8801 


GI 


none 




Score 


.78 


Exons 


6918. .7130, 7358. .7477, 


7566. 


.7742, 858 


18. .8801 



48498 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46861 Seq. ID OJ000217_11 . 0309 . C2 

99587 Strand 
6918 End 8836 

OJ000217_11.0309,C2,o2.np Method AAT/NAP 

6930 End 8801 

7485364 Score 601 

6930. .7130, 7358. .7477, 7566. .7742, 8588, .8801. 
hypothetical protein F10N7.140 - Arabidopsis thaliana 
gi|2827631|emb|CAA16584.1| {AL021636) putative protein 
[Arabidopsis thaliana] gi I 7270110 | emb I CAB79924 . 1 1 (AL161580) 
putative protein [Arabidopsis thaliana] 



46861 
99587 
6918 

OJ000217_11.0309.C2.o4.ts 

6948 

none 

6948. .7130, 6949. .7131, 6999. 
7565. ,7744, 7566. .7745, 8552. 

46861 
99587 ■ 
6918 

OJ000217_11 . 0309 . C2 . o2 . tm 

7086 

none 

7086. .7136, 
7565. .7744, 



Seq. ID 
Strand 
End 

Method 
End 

Score ■ 



OJ000217 11. 0309. C2 



8836 

TBLASTX: Soybean 
8814 
143 

7136, 7355.. 7480, 7365.-7478, 
8800, 8587, .8814, 8589. .8777 



7086.. 7130, 7355, 
7566. .7745, 8564. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.7480, 7365 
.8644, 8577 



OJ000217 11. 0309. C2 



8836 

TBLASTX: Maize 
8644 
64 

.7478, 7369. 
.8642, 8590, 



.7488, 
,8643 



Seq. No. 


46861 








Seq. ID 


OJ000217_11.0309.C2 


Gene No, 


99587 








Strand 




Start 


6918 








End 


8836 


Name 


OJ000217 11 


.0309 


.C2.02. 


tc 


Method 


TBLASTX: Cress 


Start 


7656 








End 


8836 


GI 


none 








Score 


115 


Exons 


7656. .7745, 


8552 


. .8836, 


8589, 


.8774, 8 


722, ,8802 


Seq. No. 


46861 








Seq. ID 


OJ000217_11.0309.C2 


Gene No. 


99587 








Strand 




Start 


6918 








End 


8836 


Name 


OJ000217 11 


.0309 


.C2.03. 


tm 


Method 


TBLASTX: Maize 


Start 


8645 








End 


8802 


GI 


none 








Score 


14 3 


Exons 


8645. .8800, 


8646 


. .8777, 


8646. 


.8801, 8 


647. .8802, 8647. ,8802 


Seq. No. 


46862 








Seq. ID 


OJ000217 11. 0309. C3 


Gene No. 


99588 








Strand 


+ 


Start 


394 








End 


7715 


Name 


OJ000217 11 


.0309 


.C3.01, 


gs 


Method 


GENSCAN 


Start 


394 








End 


7522 


GI 


none 








Score 


,52 


Exons 


394. .550, 753. .8: 


19, 1050.. 1420, 3614. 


.3707, 3916.. 4071, 




4579. .4622, 


4805 


. .4882, 


514-4. 


.5188, 5409.. 5563, 5610.. 5739. 




5997. .6193, 


6447 


. .6645, 


6876. 


.7522 




Seq. No. 


46862 








Seq. ID 


OJ000217_11.0309.C3 



4 8'4 99 



Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

GI Descrip. 



99588 Strand + 

394 End 7715 

OJ000217_11.0309.C3.o2.np Method AAT/NAP 

3360 End 4063 

133867 Score 230 

3360. .3514, 3614. .3707, 3965. .4063 

40S RIBOSOMAL PROTEIN Sll gi | 82722 | pir | | 81 6577 ribosomal protein 
Sll - maize gi | 22470 | emb | CAA394 38 | (X55967) ribosomal protein 
Sll [Zea mays] 

11. 0309. C3 



Seq. No. 


46862 


Seq. ID 


OJ000217 


Gene No. 


99588 


Strand 


+ 


Start 


394 


End 


7715 


Name 


OJ000217 ll.0309.C3.o4. 


np Method 


AAT/NAP 


Start 


5035 


End 


5688 


GI 


7228450 


Score 


120 


Exons . 


5035. .5269, 5401. .5478, 


5575. .5688 




GI Descrip. 


{AP001366) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


46862' 


Seq. ID 


OJ000217 


Gene No. 


99588 


Strand 


+ 


Start 


394 


End 


7715 


Name 


OJ000217 ll.0309.C3.o5. 


np Method 


AAT/NAP 


Start 


6716 


End - 


7450 


GI 


732003 


Score 


148 


Exons 


6716.. 6796, 6975.. 7450 







11. 0309. C3 



GI Descrip. 



OUTER MEMBRANE LIPOPROTEIN BLC PRECURSOR gi | 2125977 | pir | | 184 534 
outer membrane lipoprotein - Escherichia coli gi 1536993 (U14003) 
ORF_fl77 [Escherichia coli] gi 1.717134 {U21726) lipocalin 
precursor [Escherichia coli] gi 11790592 {AE000487) outer 
membrane lipoprotein (lipocalin) [Escherichia coli] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_ 
+ 

7715 
AAT/GAP 
7715 
1880 



11. 0309. C3 



46862 
99588 
394 

OJ000217_11.0309.C3.ol.gp 

'6763 

10619_1.R1084 
6763. .7715 

•732003/spl P39281 |BLC_ECOLI 2.0e-16 OUTER MEMBRANE LIPOPROTEIN 
BLC PRECURSOR >gi_2125977_pir_I84534 outer membrane lipoprotein 
- Escherichia coli >gi_536993 (U14003) ORF_fl77 [Escherichia 
coli] >gi_717134 (U21726) lipocalin precursor [Escherichia coli] 
>gi_1790592 (AE000487) outer membrane lipoprotein (lipocalin) 

[Escherichia coli] * 



Seq. No. 46862 Seq. ID OJ000217_11 . 0309 . C3 

Gene No. 99589 Strand 

Start 382 " End 781 

Name OJ000217_11 . 0309 . C3 . ol . np Method AAT/NAP 

Start 382 End 781 

GI 7485364 Score 309 

Exons 382. .605, 713. .781 

GI Descrip. hypothetical, protein FI0N7.140 - Arabidopsis thaliana 



gi|2827 631 |emb|CAA16584.1i (AL021636) 
[Arabidopsis thaliana] gi | 7270110 i emb i CAB79924 . 1 | 
putative protein [Arabidopsis thaliana] 



putative protein 

AL161580) 



48500 



Seq. No. 


46862 


Seq. ID 


OJ000217_11.0309.C3 


Gene No. 


99590 


Strand 




Start 


2547 • 


End 


• J u o u 


Name 


OJ000217 li.0309.C3.o3.np 


Method 


AAT /MAP 


Start 


2547 


End 


J D D O 


GI 


7106516 


Score 


177 


Exons 


. 2547. .2656, 4674. .4896, 5618. 


.5666 




W J. Ly*^ O \^ J. J. * 


(AP001278) hypothetical protein [Oryza 


o d L X V d J 


Seq. No. 


46862 


Seq. ID 


OJ0d0217_11.0309.C3 




99591 


Strand 




Start 


7989 


End 




Name 


OJ000217 11.0309.C3.o2.tc 


Method 




Start 


375 


End 


782 


GI 


none 


Score 


lis 

X X 




375. .545, 379. .552, 381. .608, 


502. .600, 


71^ 7R1 714 7ft9 


Seq. No. 


'46862 


Seq. ID 


OJ000217_11.0309.C3 


Gene No . 


99591 


Strand 




Start 


7989 


End 


o X ;? o 


Name 


OJ000217 11.0309.C3.o2.ts 


Method 


1 DXjMO J- a. . OLJyXJcall 


Start 


378 


End 


fins 


GI 


none 


Score 


ft ^ 


R X D n 


378. .569, 381. .605, 493. .600 






Seq. No. 


46862 


Seq. ID 


OJ000217_11.0309.C3 


Gene No. 


99591 


Strand 




Start 


7989 


End 


8198 


Name 


OJ000217 11.0309.C3.o2.tm 


Method 


TBLASTX: Maize 


Start 


379 


End 


789 


GI 


none 


Score 


217 


Exons 


379. .600, 381. .608, 388. .609, 


710. .781, 


713. .775, 714. .782, 



721. .789 



Seq. No. 


46862 








Seq. ID 


OJ000217 


_11.0309.C3 


Gene No. 


99591 








Strand 






Start 


7989 








End 


8198 




Name 


OJ000217 11, 


.0309. 


C3.04. 


tm 


Method 


TBLASTX: 


Maize 


Start 


3345 








End 


4063 




GI 


none 








Score 


84 




Exons 


3345. .3398, 


3361. 


.3423, 


3362. 


,3424, 3426. .3470, 


3426. ,3491, 




3446. .3532, 


3468. 


.3530, 


3611. 


.3649, 3612. .3653, 


3651. .3707, 




3652. .3708, 


3658. 


.3708, 


3960. 


.4007, 4010. .4063 




Seq. No. 


46862 








Seq. ID 


OJ000217 


_11.0309.C3 


Gene No. 


99591 








Strand 






Start- 


7989 








■ End 


• 8198 




Name 


OJ000217 11. 


.0309. 


C3.03. 


ts 


Method 


TBLASTX: 


Soybean 


Start 


3362 








End 


4007 


GI 


none 








Score 


77 




Exons 


3362. .3424, 


3367. 


.3396, 


3426. 


.3470, 3446. .3532, 


3459. .3530, 




3612. .3653, 


3651. 


,3707, 


3652. 


.3708, 3960.. 4007 




Seq. No. 


46862 








Seq. ID 


OJ000217 


_11.0309.*C3 


Gene No. 


99591 








Strand 






Start 


7989 








End 


8198 





48501 




Nqius 


OJ000217 11 


0309 


r3 n3 


L. \^ 


Method 


TBLASTX: Cress 


O U CI X. L. 


J J U *i 








End 


4007 


O X 










Score 


72 


F. V n n CI 


3364 3408 


336^ 

J J VJ 


3494 


34 96 


.3470, 3446. .3532, 3468. .3530 




3612 3653 


^ u ^ 


3708 




.3707, 3960.. 4007 




4 6862 








Seq. ID 


OJ000217^11.0309.C3 


Gene* No. ' 


99591 • 








Strand 




Start 


7989 








End 


8198 


Nsme 


OJ000217 11 


0309 


r3 nl 


tm 


Method 


TBLASTX: Maize 


Start 


6965 ~ 








End 


7354 


GI 


none 








Score 


41 


P. V n n s 


6965 6994 


6966 


69QS 


u ^ o ^ • 


.7054, 6990.-7013, 6997.. 7140 




6998 713R 


7138 

' i J o 


,1221 f 


7 1 3Q 

/ X J _7 * 


.7354, 7322.. 7354 


O C • ■ 


4 6862 








Seq. ID 


OJ000217_11.0309.C3 


Gene No. 


99591 








Strand 




Start 


7989 








End . . 


8198 


Name 


O JO 002 17 11 


0309 


r3 nl 




Method 


TBLASTX: Cress 


Start 


6Qfi7 ~ 
u ^ o / 








End 


7522 


GI 


none 








Score 


46 


I-jJ\.\JLl O 


6QR7 701 


\j zf y t 


7110 

. * / X X u , 


U 17 I/O . 


.7105, 7109. .7141, 7139. .7522, 




731 S 742S 


74 8 6 


7 S9 1 

. • / -J X 








Seq. No. 


46862 








Seq. ID 


OJ000217_11.0309.C3 


Gene No. 


-99591 








Strand 




Start 


798 9 








End 


8198 ' x^^- 


Name 


O.T00091 7 11 


030Q 

VJ J U -7 - 


r3 nl 




Method 


TBLASTX: Soybean 


9tart 


U _? -7 U 








End 


7417 


GI 










Score 


40 


F, V n n q 


6996 7013 


7000 


7119 

t . / X X _7 , 


7004 


.7105, 7109. .7141, 7139. .7417 


Seq. No. 


46862 








Seq. ID 


OJ000217_11.0309.C3 


Gene No. 


■ 99591 








Strand 




Start 


7989 








End 


8198 


Name 


O.T00091 7 1 1 

\JKJ \J \J\J J, 1 XX. 


030Q 


r3 o3 


-t-m 


Method 


TBLASTX: Maize 


Start • 


7 3 S4 ~ 

f J J *i 








End 


7716 


GI 










Score 


258 


R vnn *=; 
j*j i% \y 1 1 o 


7354 7425 


7355 , 


. 7522 , 


7473 . 


.7526, 7627. .7716 


Seq. No. 


46862 








Seq. ID 


OJ000217_11.0309.C3 


Gene No. 


99591 








Strand 




Start 


7989 








End 


8198 


Name 


OJOOOPl 7 1 1 


030Q 


r3 n9 




Method 


GENSCAN 


Start 


7 98 9 ~ 








End 


8198 


GI 










Score 


.96 


P. von q 


7989 81 Q8 












Seq. No. 


46863 








Seq. ID 


OJ000217_11.0309.C6 


Gene No. 


99592 








Strand 




Start 


372 








End 


2344 


Name 


OJ000217 11. 


0309. 


C6.01. 


tm 


Method 


TBLASTX:Maize 


Start 


369 








..End 


780 


GI 


none 








Score 


177 


Exons 


369. .566, 370. .567, 649 


. .780, 


663. .779 




Seq. No. 


46863 








Seq. ID 


OJ000217_11.0309.C6 



48502 ' 




Gene No. 


99592 


Strand 




O Lai L 


372 


End 


^ OH H 


Name 


OJ000217 11.0309.C6.ol.gs 


Method 




o rare 


372 . 


End 






none 


Score 




Exons 


372. .563, 666. .792, 1243. .1424, 2237. 


9 ^5 c; 


beq . wo , 


46863 


Seq. ID 


ujuuuzi/ ii.uouy 




99592 


Strand 




Start 


372 


End 


2344 


Name 


OJ000217 11.0309.C6.ol.np 


Method 


AAT/NAP 


O LalTL. 


422 


End 


Z J *i 




6503292 


Score 




Exons 


422.. 563, 666.. 792, 1243.. 1424 


, 1513. 


1704 O'^AA 


\j1 jjescnp . 


(AC011713) ESTs gb|Z34732, gb| 


R89948 


anQ go i ^ oo^fi d come 




this gene. [Arabidopsis thaliana] 




Seq. No. 


46863 


Seq. ID 


OJ000217_11.0309 


Gene No. 


99592 


Strand 




O L a J. L 


372 


End 


2344 


NaiTie 


OJ000217 11.0309.C6.ol.tc 


Method 


TBLASTX: Cress 




1242 


End 


1696 




none 


Score 


99 




1242. .14 30, 1252. .134 4, 14 96. . 


1600, 1513. .1692, 1634. .1 




46863 


Seq. ID 


OJ000217_11.0309 


Gene No. 


99592 


Strand 




Start 


"372 


End 


2344 


Name 


OJ000217 11.0309.C6.ol.ts 


Method 


TBLASTX : Soybean 


Start 


1495 


End 


2320 


GI 


none 


Score 


98 


Exons 


1495.. 1695, 1511.. 1693, 2240.. 


2320 





Seq. No. 46863 Seq. ID 

Gene No. 99592 Strand 

Start 372 End 

Name OJ000217_11 . 0309 . C6 . o2 . tm Method 

Start 1513 End 

GI none Score 

Exons 1513.. 1695, 1516.. 1698 



OJ000217_11.0309.C6 
2344 

TBLASTX: Maize 

1698 

128 



Seq. No. 


46864 






Seq. ID 


OJ000217_ 


11 


.0309 


.07 


Gene No. 


"99593 






Strand 










Start 


320 






End 


1336 








Name 


OJ000217 


11. 0309. 07 


. ol . gs 


Method 


GENSCAN 








Start 


320 






End 


1336 








GI 


none 






Score 


. 56 








Exons 


320. .568, 


615. .821, 


1273. . 


1336 










Seq. No. 


46865 






Seq. ID 


OJ000217_ 


11 


.0309 


.08 


Gene No. 


99594 






Strand 










Start 


277 






End 


387 








Name 


OJ000217 


11. 0309. C8 


ol.gp 


Method 


AAT/GAP 








Start 


277 






. End 


387 








GI 


5003747 






Score 


164 








Exons 


277. .387 

















48503 



Seq. No. 46866 Seq. ID OJ000217 

Gene No. 99595 Strand + 

Start 2201 End 2540 

Name OJ000217_11 . 0309 . C9 . o2 . gp Method AAT/GAP 

Start 2201 ■ End 2540 

GI 5771067 Score 655 
Exons , 2201.. 2540 



11. 0309. C9 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46866 
99596 
1 

OJ000217 
1 

5003747 
1. .121 



11.0309.C9.ol.gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_11.0309.C9 
121 

AAT/GAP 

121 

231 



Seq. No. 46867 

Gene. No. 99597 
Start ■ 6645 

Name OJ000217_11 . 0309 . CIO . o2'. gs 

Start 6645 

GI none 
Exons 



Seq. ID OJ000217 11. 0309. CIO 



Strand 
End 

Method 

End 

Score 



+ 

10339' 
GENSCAN ■ 
10339 
.52 



6645. .6801, 7321. .7421, 7769. .7976, 8363. .8387, 8479. .8641, 
9413. .9541, 9923. .10051, 10268. .10339 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46867 Seq. ID 

99598 Strand 
11012 End 
OJ000217_11. 0309. CIO. o3.gp Method 
10790 End 
29375_1.R1084 Score 
107 90. .1088 6, 11012. .114 04 

'2239091/emb|CAB06538 I 2.0e-25 (Z84571) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus ] ' 



OJ000217_11. 0309. CIO 
+ 

14686 
AAT/GAP 
11404 
952 



Seq. No. 

Gene . No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



46867 Seq. ID 

99598 Strand 

11012 End 

OJ000217_11 .0309. CIO. o2.np Method 

10997 End 

6469032 Score 



OJ000217_^11. 0309. CIO 
+ 

14686 ■ 
AAT/NAP 
14408 
1140 



10997. .11437, 13509. .13728, 13764.. 14408 

{AB035183) N-hydroxycinnamoyl/benzoyltransf erase [Ipomoea 
batatas] 



Seq. No. 46867 

Gene No. 99598 

Start 11012 

Name OJ000217_11 . 0309 . CIO . o3 

Start 11012 

GI none 

Exons 11012. .11437, 13050.. 13 

Seq. No. 46867 

Gene No. 99598 

Start 11012 

Name OJ000217 1 1 . 0309 . CIO . o4 



Seq. ID OJ000217_11. 0309. CIO 

Strand + 

End 14686 

.gs. Method GENSCAN 

End 14411 

Score .9 
112, 13509.. 14411 

Seq. ID OJ0d0217_ll. 0309. CIO 

Strand + 

End 14686 

.gp Method AAT/GAP 



48504 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



13549 End 14023 

uC-osflcyp011e02bl Score 905 

13549. .14023 

»2239083/enib|CAB06427| 7.0e-22 {Z84383) anthranilate 
N-hydroxycinnamoyl /benzoyl transferase [Dianthus. caryophyllus ] 
>gi_2239087_enib_CAB06429_ {Z84385) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] ' 



46867 Seq. ID 

99598 Strand 
11012 End 
OJ000217_11. 0309. CIO. o5.gp Method 
14171 End 
16713_1.R1084 Score 
14171. .14686 

•2239083/emb|CAB06427 I 2.0e-13 (Z84383) anthranilate 
N-hydroxycinnamoyl/benzoyltransf erase [Dianthus caryophyllus] 
>gi_2239087_emb_CAB064 29_ (Z84385) anthranilate 
N-hydroxycinnamoyl /benzoyl transferase [Dianthus caryophyllus] * 



OJ000217_11. 0309. CIO 
+ 

14686 
AAT/GAP 
14686 
969 



Seq. No. 


46867 


Seq. ID 


OJ000217 


_11. 0309. CIO 


Gene No. 


99599 


Strand 


+ 




Start 


15495 


End 


17435 




Name 


OJ000217 11.0309.C10.o4.gs 


Method 


GENSCAN 




Start 


15495 


End 


17435 




GI 


none 


Score 


.77 




Exons 


15495. .15535, 1598 1 .. 1 6106, 


16275. .16376, 17394 


. .17435 


Seq. No. 


46867 


Seq. ID 


OJ000217 


_11. 0309. CIO 


Gene No, 


99600 


Strand 






Start 


1 


End 


5457 




Name 


OJ000217 11.0309.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


4747 




GI 


951453 


Score 


1347 




Exons 


1..54, 521. .763, 993. .1343, 


1424 . . 1511, 


1863. .1969, 2516. .2727, 




2828. .2930, 3809. .3893, 4615 


. .4747 






GI Descrip. 


{M95746) initiation factor ( 


iso) 4f p82 


•subunit 


[Triticum 




aestivum] 








Seq. No. 


46867 


Seq. ID 


OJ000217 


_11. 0309. CIO 


Gene No. 


99600' 


Strand 






Start 


1 


End 


5457 




Name 


OJ000217 11.0309.C10.ol.gp 


Method 


AAT/GAP 




Start 


23 


End 


1080 




GI 


LIB34 7 9-007-Q6-K1-D7 


Score 


664 




Exons 


23. .54, 521. .763, 993. .1080 









GI Descrip. '951453 8.0e-46 (M95746) 
"■■[Triticum aestivum] ' 



initiation factor (iso)4f p82 subunit 



Seq. No. 46867 

Gene No. 99600 

Start 1 

Name OJ000217_11 . 0309 . CIO . ol . gs 

Start 521 

GI none 
Exons 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

End 5457 

Method GENSCAN ' • 

End 5457 

Score .76 



521. .763, 993. .1343, 1424. .1511, 1863. .1909, 2498. .2710, 
2835. .2930, 4592. .4757, 4961. .5004, 5440. .5457 



48505 



Seq. No. 46867 

Gene No. 99600 
Start. • 1 

Name ' OJ000217_11 . 0309 . CIO . o2 . gp 

Start 3799 

GI 577,1068 

Exons 37 9S.,:; 387 9, 4 592.. 4 837 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

End 54 57 

Method AAT/GAP 

End 4837 

Score 582 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46867 
99601 
15488 

OJ000217_11. 0309. CIO. o2.tm 
1 

none 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

17540 

TBLASTX: Maize 
3883 • 
64 



End 

Method 
End 
Score 

1..57, 1,.57, 499. .735, 500. .754, 515 . . 736, 522 . . 797 , 938. .1345, 
967. .1350, 996. .1346, 1422. .1508, 1424. .1510, 1845. .1964, 
1845. .1934, 18.62. .1969, 1865, .1969, 2495. .2566, 2496. .2522, 
2534. .2614, 2553. .2615, 2630 .. 2713, 2631 .. 27 14 , 2826.-. 2933, 
2829.-2933, 3806.. 3883 



Seq. No. 46867 

Gene No. 99601 

Start 15488 

Name OJ000217_11 . 0309 . CIO . o2 . ts 

Start 1 

GI none 
Exons 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

End 17540 

Method TBLASTX : Soybean 

End 1994 

Score 66 



1..57, l.,57, 499. .729, 515. .736, 518. .730, 519. .749, 621. .743, 
988. .1119, 989. .1132, 991. .1350, 993. .1340, 1162. .1350, 
1364. .1510, 1425. .1508, 1845. .1994, 1862. .1954 



Seq. No. 46867 

Gene No. 99601 

Start 15488 

Name OJ000217_11 . 0309 . CIO . o4 . tc 

Start 1 

GI none 
Exons 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

End 17540 

Method TBLASTX : Cress 

End 1052 

Score 103 



1..57, 515. .766, 518. .727, 522. .764, 991. .1050, 993. .1052 



U Seq. No. 4 68 67 

p Gene No. 99601 

Start 15488 

Name OJ000217_11 . 0309 . CIO . o2 .tc • 

Start 1053 

GI none 

Exons 1053.. 1199, 1053.. 1346, 1054 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

End 17540 

Method ■ TBLASTX: Cress 

End 1507 

Score 115 

.1344, 1364. .1507, 1422. .1505 



Seq. No. 46867 

Gene No. 99601 

Start 15488 

Name OJ000217_11 . 0309 . CIO . o3 . tm 

Start 10948 

GI none 

Exons 10948. .11130, 11009 11143, 11132 .. 114 4 3, ' 1 1200 .. 11439, 
13487. .13690, 13488. .13691 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

End 17540 

Method TBLASTX: Maize 

End 13691 

Score 196 



Seq, No. 



46867 



Seq. ID OJ000217_11. 0309. CIO 



48506 



Gene No. 


99601 






St rand 




Start 


,15488 






End 


17540 


Name 


OJ000217 11, 0309. CIO 


.ol.ts 


Method 


TBLASTX: Soybean 


Start 


10990 






End 


14453 


GI 


none 






Score 


166 


Exons 


10990 . 


. 11130, 11009. , 


.11140, 


11171 . .11 


317 11200 11337 




11299 . 


.11439, 11324. 


.11446, 


134 61 . . 13 


121 13506 13652 




13508 , 


.13708, 13785. 


. 14048, 


13892 14 


086 14075 14356 




14 076. 


. 14411, 14346. , 


. 14453 






Sea. No. 


46867 






Seq. ID 


OJ000217_11.0309 


Gene No. 


99601 






Strand 




Start 


15488 






End 


17540 


Name 


OJ0002 


17 11 0309 CIO 


.ol. tc 


Method 


TBLASTX: Cress 


Start 


11006 






End 


13736 


GI 


none 






Score 


186 


Exons 


11006. 


.11140, 11011., 


, 11130, 


1U71.. 11338, 11212. .11337, 




11327. 


.11443, 11335., 


> 11439, 


13461. .13736, 13503 13661 , 




13508. 


. 13708 








Seq. No. 


46867 






Seq. ID 


OJ000217_11.0309 


Gene No. 


99601 






Strand 




Start 


15488 






End 


17540 


Name 


OJ000217 11. 0309. CIO. 


,o2. tw 


Method 


TBLASTX: Wheat 


Start 


11009 






End 


11143 


GI 


none 






Score 


199 


Exons 


11009. 


.11143, 11011.. 


, 11130 







Seq. No. 46867 

Gene No. 99601 

Start 15488 

Name OJ000217_11 , 0309 . CIO . ol . tm 

Start 13695 

GI none 

Exons" 13695. .13739, 13784. .13909, 
13914. .14414 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

End 17540 

Method TBLASTX : Mai ze 

End 14414 

Score 4 5 
13785. .13916, 13913 .. 144 13, 



Seq. No. ' 46867 

Gene No. 99601 

Start 15488 

Name OJ000217_11 . 0309 . CIO . o5 . tc 

Start 13785 

GI none 

Exons 13785. . 13991, 1398 6 14048 , 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

End 17540 

Method TBLASTX : Cress 

End 14048 

Score . 164 
13991. .14047 



Seq. No. 4 68 67 

Gene No. 99601 

Start 15488 

Name OJ0002 17_11 . 0309 . CIO . o3 . tc 

Start 14097 

GI none 

Exons 14097. .14411, 14156.. 14386 



Seq. ID OJ000217_11. 0309. CIO 
Strand 

End 17540 

Method TBLASTX : Cress 

End 14411 

Score 359 



Seq. No. 46867 

Gene No. 99601 

Start 15488 

Name OJ0002 17_1 1 . 0309 . CIO . o3 . np 



Seq. ID OJ000217_11. 0309. CIO 
Strand- 
End 17540 
Method AAT/NAP 



48507 




start 15488 End 17540 

GI 7485171 Score 141 

Exons 15488. .15607, 17186 17540' 

GI Descrip. hypothetical protein - Arabidopsis thaliana 

gi I 2244915 |emb|CAB10337. 11 (Z97339) reverse transcriptase like, 
protein [Arabidopsis thaliana] gi I 7268307 | emb | CAB78 601 . 1 1 
(AL161542) reverse transcriptase like protein [Arabidopsis 
thaliana] 





Seq. No. 


46867 




Seq. ID 


OJ000217_11.0309 


.CIO 






99601 




Strand 








O L Ct i. L. 


X J T o o 




End 


17540 






Name 


n.Tono?i7 11 o^DQ no 


m KJ ^ m L W 


Method 


TBLASTX: Wheat 






O Cell. L 


T fi4 9 1 ~ 

X U '3 ^ X 




• End 


16758 








none 




Score 


181 










1 fi7 

. X O / J o 










Seq. No. 


46867 




Seq. ID 


OJ000217_11.0309 


.CIO 






_7 _? U VJ X 




Strand 










1 c: / Op 
X J T O O 




End 


17540 






Name 


0,7000917 11 o'^OQ no 


. o 4 . tm 


Method 


TBLASTX: Maize 






C-J- -a 

O L di. L 


1 7 0 S9 ~ 




End 


17474 








none 




Score 


65 








1 70R9 1 71 77 170^'^ 


1 71 fi*^ 
. X / X oo , 


17256. .17474, 17272. .17385 




^ al 


Seq. No. 


46867 




Seq. ID 


OJ000217_11.0309 


.CIO 


V'' 

?\ s 




_7 -7 U U X 




Strand 










X O 4 O O 




End 


17540 




r "1 


Name 


n.T000?i7 11 o^OQ Pin 

WUUUU^X / XX.UjU-7.V_,XU. 


- 

. 0 1 . t w 


Method 


TBLASTX: Wheat 




- ~ 


q-(- 


17 0^4 ~ 

X / U O *i 




End 


17511 






\j J. 


1 italic 




Score 


158 








170(^4 171 Q9 17919 


1 7 m 1 

. X / O X X / 


17214. .17492 




ft 


Seq. No. 


46868 




Seq. ID 


OJ000217_11.0309 


.Cll 






99609 
^ J \j \j ^ 




Strand 


+ 






o Ldl. t- 


^1 

O X D 




End 


1404 






Name 


n.T000917 1 1 O^OQ ri 1 


, Ol . gp 


Method 


AAT/GAP 






O d I. L. 


^1 fi ~ 

-J X u 




End 


1404 








none 




Score 


1939 






TT" v n CT 


"^Ifi "^RQ 4 '^7 14 04 












Seq. No. 


46868 




Seq. ID 


OJ0002I7_11.0309 


.Cll 




Gene No. 


99602 




Strand 


+ 






Start 


316 




End 


1404 






Name 


OJ000217 11.0309.C11, 


, ol . gs 


Method 


GENSCAN 






Start 


437 




End 


938 






GI 


none 




Score 


.73 






Exons 


437. .938' ■ 












Seq. No. 


46868 




Seq. ID 


OJ000217_11.0309 


.Cll 




Gene No . 


99603 




Strand 


+ 






Start 


4848 




End 


6221 






Name 


OJ000217 11.0309.C11. 


ol.np 


Method 


AAT/NAP 






Start 


■ 4848 




End 


6221 






GI 


2980772 




Score 


1379 






Exons 


4848, .4991, 5019. .6221 









GI Descrip. (AL022198) putative protein [Arabidopsis thaliana] 



48508 



Seq. No. 46868 Seq. ID OJ000217_11 . 0309 . Cll 

Gene No. 99604 Strand + 

Start 9218 End 9286 

Name OJ000217_11 .0309 . Cll . 62 . np Method AAT/NAP 

Start 9218 End 9286 

GI 7523516 Score 61 

Exons 9218. .9286 

GI Descrip. (AP001633) hypothetical protein [Oryza sativa] 





Seq. No. 


46868 




Seq. ID 


OJ000217_11. 0309. Cll 




Gene No. 


99605 




Strand 






Start 


11174 




End 


12371 




Narne 


OJ000217 11. 0309. Cll. o3 


.gs 


Method ■ 


GENSCAN 






11174 




End 


12371 




GI 


none 




Score 


.45 




P von Q 

1-1 Awl 1 o 


1117 4. .11210, 11300. .11347, 


12090. .12275, 12313. .12371 




O C . INVJ • 


46868 




Seq. ID 


OJ000217_11. 0309. Cll 




Gene No. 


99606 




Strand 






Start 


13904 




End 


17665 






OJ000217 11. 0309. Cll. ol 


. tm 


Method 


TBLASTX: Maize 


-■~ 

kJ 




303 




End 


1029 


L _J 




none 




Score 


56 






303. .389, 328. .372, 434 


. .526 


, 447. .479, 


462. .506, 514. .660, 


3 I i 




524. .634, -561. .662, 675 


. .812 


, 678. .797, 


898. .939, 910. .963, 


f\l 

f' ~; 




965.. 1006, 970.. 1029 








iy 


Seq. No. 


T \J o u o 




Seq. ID 


OJ000217_11, 0309. Cll 


Q 




99606 




Strand 








13904 




End 


17665 




Name 


OJ000217 11. 0309. Cll. ol 


.ts 


Method 


TBLASTX : Soybean 


„ 


^■f-a ri- 

O L. Cl J. 


4875 




End 


5672 




GI 


none 




Score 


81 


1. z 


P von ^ 


4875. .4958, 4899. .4973, 


5013 


..5162, 5022. .5420, 5168. .5341, 






5417. .5620, 5418;. 5672, 


5436 


. .5672 






O v3 . LN . 


46868 




Seq. ID 


OJ000217_11. 0309. Cll 






99606 




Strand 




f ^ 


*^"|-;^ r1- 


13904 




End 


17665 




Name 


OJ000217 11. 0309. Cll. o2 


. ts 


Method 


TBLASTX : Soybean 




Start 


5688 




End 


6029 




GI 


none 




Score 


95 




Exons 


5688. .5777, 5690. .5818, 


5769 


.".5918, 5771. .5914, 5994. .6029 




Seq. No. 


46868 




Seq. ID 


OJ000217_11. 03.09. Cll 




Gene No. 


99606 




" Strand 






Start 


13904 




End 


17665 




Name 


- OJ000217 11. 0309. Cll. o2 


.tm 


Method 


TBLASTX: Maize 




Start 


6069 




End 


6232 




GI 


none 




Score 


198 




Exons 


6069. .6203, 6071, .6232, 


6167 


. .6232 






Seq. No. 


46868 




Seq. ID 


OJ000217_11. 0309. Cll 




Gene No. 


99606 




Strand 






Start 


13904 




End 


17665 




Name 


OJ000217 11. 0309. Cll. o4 


.gs 


Method 


GENSCAN 



48509 



start 
GI 

Exons 

Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons- 



13904 End 17665 

none Score .46 

13904. .13974, 16433 .. 16447, 17569. .17665 



46869 
99607 
1 

OJ000217_11..0309.C13.ol.gp 
1 

none 
1. .132 



Seq. ID OJ000217_11.0309.C13 

Strand + 

End 132 

Method AAT/GAP 

End 132 

Score 264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' ■ 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
Gene No. 
Start 
Name 



46869 Seq. ID OJ000217_1 1 . 0309 . C13 

99608 ■ Strand + 

3671 End 3734 

OJ000217_11. 0309.C13.o2 .gp Method AAT/GAP 

3671 End 3734 

LIB3431-030-P1-N1-G8 Score 77 

3671.. 3734 " 

'5670155/gb|AF161269.1|AF161269 4,0e-86 Oryza sativa subsp. 
japonica BAC clone 34K24, complete sequence* 



46870 
99609 



Seq. ID OJ000217_11.0309.C14 
Strand + 



88 End 
OJ000217_11 . 0309 . C14 . ol . gs Method 
88 End 
none Score 
88. .292, 425. .1438, 1687. .2811, 3296. 
3698. .3720, 3851. .3931, 4044. .4220, 4284. .4409, 4923. .5038 



5886 
GENSCAN 
5038 
.41 

.3369, 3445. .3531, 



46870 Seq. ID 

99609 Strand 
88 End 
OJ000217_11.0309.C14 .ol .np Method 
90 End 
7228'4'42 Score 
90.. 2734, 3902.. 3920 

{AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



OJ000217_11.0309.C14 

+ 

5886 
AAT/NAP 
3920 
2870 



OJ000217_11.0309.C14 
+ 



46870 Seq. ID 

99609 Strand- 
88 End . 5886 

OJ000217_11. 0309.C14 .o3.np Method AAT/NAP 
271 End 5886 

7228438 Score 2046 

271. .2209, 3492. .3900, 3939. .4057, 4202. .5246, 5868. .5886 
(AP001366) EST C28952 {C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog {AC003981) [Oryza sativa] 



46870 Seq. ID 

99609 Strand 

88 End 

OJ000217_11.0309.C14 .o2.np Method 



OJ000217_11.0309.C14 
+ 

5886 
AAT/NAP 



48510 



start 557 End 3670 

GI 5441880 Score 1703 

Exons 557. .1567, 2012. .2043, 2302. .2628, 3230 .. 3369, ^3478 .. 3670 

GI Descrip. (AP000367) EST C28 952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein. 

(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46870 Seq. ID OJ0002 17_11 . 0309 , C14 

99609 Strand + 

88 End 5886 

Method AAT/NAP 
End 5886 
Score 1778 
.3900, 3939. .4057, 4202. .5246, 5868. .5886 
(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog {AC003981) [Oryza sativa] 



OJ000217_11.0309.C14.o4.np 
662 

7228438 

'662. .2209, 3492. 



Seq. No. 


46870 




Seq. ID 


OJ0.00217_11. 0309. 014 


Gene No. 


99609 




Strand 


+ 


Start 


88 




End 


5886 


Name 


OJ000217 11. 


0309. 014 .ol.tm 


Method 


TBLASTXiMaize 


Start 


1124 




End 


1719 


GI 


none 




Score 


256 


F* von Q 


1124. .1474, 


1129. .1476, 1476. 


.1580, 14 


30. .1590, 1648. .1719 


O C ^-^ . LN (J . 


46870 




Seq. ID 


OJ000217_11. 0309.014 


Gene No. 


99609 




Strand 


+ 


Start 


88 




End 


5886 


Name 


OJ000217 11. 


0309.C14 .ol. tw 


Method 


TBLASTX: Wheat 


Cf ^ ri- 


1417 




End 


1794 


J. 


none 




Score 


65 


Exons 


1417. .1566, 


1421. .1474, 1483. 


.1596, 1620. .1688, 1621. .1794, 




1643. .1783 








Seq. No. 


46870 




Seq., ID 


OJ000217_11. 0309.014 


Gene No. 


99609 




Strand 


-f 


Start 


88 




End 


5886 


Name 


OJ000217 11. 


0309.C14 .ol.gp 


Method 


AAT/GAP 


Start 


3484 




End 


3913 


GI 


LIB3433-020- 


P1-K1-A6 


Score 


825 


Exons 


3484 . .3913 








GI Descrip. 


'5670155/gb|AF161269.1|AF161269 2.0e-35 Oryza sativa subsp. 




japonica BAG 


clone 34K24, complete sequence' 


Seq. No. 


46871 




Seq. ID 


OJ000217_11. 0309.015 


Gene No. 


99610 




Strand 


+ 


Start 


81 




End 


354 


Name 


OJ000217 11. 


0309. 015. ol;gs 


Method 


GENSOAN 


Start 


81 




End 


354 


GI 


none 




Score 


.75 


Exons 


81. .179, 277 


. .354 






Seq. No. 


- 4-6871 




Seq. ID 


OJ000217_11. 0309.015 


Gene No. 


99611 




Strand 


+ 


Start 


5075 




End 


8225 


Name 


OJ000217 11. 


0309. 015. ol.gp 


Method 


AAT/GAP 



48511 




start 


4914 


End 


5408 


GI 


5005020 


Score 


697 


Rvnn S 

J-J Nh/ 1 i O 


4914, .5092, 5199. .5408 






GI Dp <=; p t* 1 n 


4768968./gb|AAD29697. 1 IAF140219 1 3.0e- 


17 (AF140219) nuclear 




cap-binding protein; CBP20 [Arabidopsis thaliana] 


Seq. No. 


46871 


Seq. ID 


OJ000217_11.0309.C15 


Gene No. 


99611 


Strand 


+ 


Start 


5075 


End 


8225 


Name 


OJ000217 11.0309.C15.o3.gs 


Method 


GENSCAN 


Start 


5075 


End 


7935 


GI 


none 


Score 


.8 




5075.. 5092, 5199.. 5422, 6440 


..6578, 7649. .7762, 7858. .7935 


Sea No 


46871 


Seq. ID 


OJ000217_11.0309.C15 


(^pnp No 


99611 


Strand 


+ 


Start 


5075 . 


End. 


8225 


Name. 


OJ000217 11.0309.C15.ol.np 


Method 


AAT/NAP 


Start" ■ 


5181 


End 


7929 


GI 


4768968 


Score 


690 


i_J 1 1 o 


5181. .5422, 6440. .6578, 6667 


..6700, 6940. .7038, 7546. .7607, 




7676. .7774, 7858. .7929 






CtT He p T"i D 

\_J U. O V-f J- -L « 


(AF140219) nuclear cap-binding protein 


; CBP20 [Arabidopsis 




thaliana] 






Sea No 


46871 , 


Seq. ID 


OJ000217_11.0309.C15 


fipnp No 


99611 


Strand 


+ 


start 


5075 


End 


8225 


Name 


OJ000217 11.0309.C15.o2.gp 


Method 


AAT/GAP 


Start 


6668 


End 


8225 " 


GI 


27779 1.R1084 


Score 


1084 


Rxon <=i 


6668.. 6700, 6940.. 7038, 7546 


..7599, 7677. .7762, 7858. .8225 


\J J. O J. _X- k-x . 


'4768968/gb|AAD29697.1|AF140219 1 2.0e 


-24 {AF140219) nucleai 




cap-binding protein; CBP20 [Arabidopsis thaliana] ' 


Seq. No. 


46871 


Seq. ID 


OJ000217 11.0309.C15 


Gene No. 


99612 


Strand 




Start 


8507 


End 


10078 • 


Name 


OJ000217 ll.0309.C15.o4 .gs 


Method 


GENSCAN 


Start 


8507 


End 


10078 


GI 


none 


Score 


. 65 


Exons 


8507. .10078 






Seq. No. 


46871 


Seq. ID 


OJ000217^11.0309.C15 


Cpnp No 


99613 


Strand 




Start 


10329 


End 


12964 


Name 


OJ000217 11.0309.C15.ol.tm 


Method 


TBLASTX: Maize 


Start 


5183' ^ 


End 


7945 


GI 


none 


Score 


371 


R V o n Q 


5183. .5425, 5187. .5420, 5345 


.5425, 5374. .5427, 6426. .6545, 




6439. .6579, 6441. .6542, 6666 


.6704, 6667. .6699, 6941. .7033, 




6942. .7034, 6999. .7076, 7537 


.7599, 7545.. 7601, 7676.. ■. 7717 , 




7682. .7738, 7841. .7945, 7856 


.7945 




Seq. No. 


46871 


Seq. ID 


OJ000217_11.0309.C15 


Gene No. 


99613 


Strand 




Start 


10329 


End 


12964 



48512 




Nam,6 


OJ000217 11.0309.C15.ol.ts 


Method 


TBLASTX: 


Soybean 




Start 


5190 


End 


7034 






GI 


none 


Score 


348 






p. vnn s 


5190. .5420, 5198. .5434, 6425. .6532, 6441.'. 6542, 


6457. .6573, 




6467. .6574, 6665.. 6703, 666"^ 


'..6699, 6941.. 7033, 


6942. .7034 


Se>a No 


46871 


Seq. ID 


OJ000217 


_11.0309. 


,C15 


Gene No. 


99613 


Strand 


- 






Start 


10329 


End 


12964 






Name 


OJ000217 11.0309.C15.o5.gs 


Method 


GENSCAN 






Start 


10329 ~ 


End 


12964 






GI 


none 


Score 


.83 






i—i /v v-^ i i. O 


10329. . 10535, 1054 1 .. 10595, 


10847. .110 


44, 12196 


. .12530, 






12809. . 12964 










Seq. No. 


46871 


Seq. ID 


OJ000217 


_11.0309. 


C15 


Gene No. 


99613 


Strand 








Start 


10329 


End 


12964 






Name 


OJ000217 11 . 0309. C15 . o2 . tm 


Method 


TBLASTX: 


Maize 




Start 


10788 ~ 


End 


10962 






GI 


none 


Score 


187 






TT von s 


10788. .10961, 10789. .10962, 


10807. .10962 






Spct No 


46871 


Seq. ID 


OJ000217 


_11.0309. 


C15 


f^pfip No 


99613 


Strand 








Start . 


10329 


End 


12964 






Name 


OJ000217 11.0309.C15 o2.nD 


Method 


AAT/NAP 






Start 


10798 ~ 


End 


12449 






GI 


6503297 


Score 


584 






Rvon 


10798 11044, 12196 12449 










npspTio 

U J. O v." J- h' ■ 


{AC011713) ESTs gb|AI994515 


and gb| T44 


237 come 


from this 


; gene 




[Arabidopsis thaliana] 










Spo No 


46871 


Seq. ID 


OJ000217 


_11.0309. 


C15 


Gene No. 


99613 


Strand 








Start 


10329 


End 


12964 






Name 


OJ000217 11 . 0309., CI 5 . ol . tc 


Method 


TBLASTX: 


Cress 




Start 


10871 ~ 


End 


12395 






GI 


none 


Score 


207 






Exon *5 


10871. .11050, 10873. .11049, 


10889. .110 


98, 12195 


. . 12338, 






12196. .12339, 12360. .12395 










Sea No 


46871 


Seq. ID 


OJ000217; 


_11.0309. 


C15 


Gene No. 


99613 


Strand 








Start 


10329 


End 


12964 






Name 


OJ000217 11 0309 C15 ol tw 


Method 


TBLASTX:' 


Wheat- 




Start 


10930 ^ ~ 


End 


12440 






GI 


none 


Score 


186 






P. von <^ 


10 930. .1104 9, 10931. .11050, 


10934. .11059, 12195 


. .12338, 






12196. .12339, 12360 .. 124 40, 


12361. .12417 






Seq. No. 


46871 


Seq. ID 


OJ000217 


_11.0309. 


C15 


Gene No. 


99613 


Strand- 








Start 


10329 


End 


12964 






Name 


OJ000217 11.0309.C15.o3.gp 


Method 


AAT/GAP 






Start 


12321 


. End 


12518 






GI 


428050 


Score 


388 







48513 




Exons 12321.. 12518 

Seq. No. * 46872 

Gene No. 99614 

Start 732 

Name OJ000217_11 . 0309 . CI 6 . ol 

Start 732 

GI 2312489 

Exons 732,. 1128 

Seq. No. 46872 

Gene No. 99615 

Start 784 

Name OJ000217_11 . 0309 .C16 . ol 

Start 784 

GI none 

Exons 784.. 870, 989.. 1034, 10 

Seq. No. 46872 

Gene No. 99615 

Start 784 

Name OJ000217_11 . 0309 . CI 6 . ol 

Start 978 

GI none 

Exons 978.. 1037, 1007.. 1030, 
r542. . 1916, 1543. . 1752, 

Seq. No. 46872 

Gene No. 99615 

Start 784 

Name OJ000217_11 . 0309 . C16 . ol 

Start 1092 

GI 4583546 

Exons 1092.. 1301, 1545.. 2006 

GI Descrip. {AJ010819) GrpE protein 

Seq. No. . 46872 

Gene No. 99615 

Start 784 

Name OJ000217_11 . 0309 . C16 . ol 

Start 1117 

GI none 

Exons 1117.. 1293, 1140. .1301, 

Seq. No. 46872 

Gene No. 99615 

Start 784 

Name OJ000217_11 . 0309 . CI 6 . ol 

Start 1209 

GI none 

Exons 1209.. 1301, 1210.. 1293, 

Seq. No. 46873 

Gene No. . 99616 

Start 43 

Name OJ000217__11 . 0309 . C17 . ol 

Start 43 






9(=>rr T n 
oc(^ . . ±u 








^1" t;:) nH 


-j. 












• yp 












X X z. o 






Score 


f OH 






Seq. ID 








Strand 








End 


904 ft 

U 'x O 




.gs 


Method 


o III LN O ^rilN 






End 


Z U *1 o 






Score 






63. .1301, 1545. 


.2048 






Seq. ID 


OJ00021'7_11.0309, 


.C16 




Strand 








End 


2048 




. tm 


Method 


TBLASTX: Maize 






End 


1916 






Score 


51 




1059. . 


.1301, 1105. .1293, 1159. .1302, 


1545. 


. .1916 








Seq. ' ID 


OJ000217_11.0309, 


.C16 




Strand 








End 


2048 




.np 


Method 


AAT /NAP 






End 


2006 






Score 


655 




[Arabidopsis thaliana] 






Seq.- ID 


OJ000217_11.0309. 


,C16 




Strand 








End 


2048 




.ts 


Method 


TBLASTX: Soybean 






End 


1985 






Score 


163 




1542. 


.1985, 1549. .1962 






Seq. ID 


OJ000217_11.0309. 


C16 




Strand 








End 


2048 




. tc 


Method 


TBLASTX: Cress 






End 


1763 






Score 


76 




1525. 


.1746, 1542. .1763 






Seq. ID 


OJ000217_11.0309. 


C17 




Strand 








End 


249 




.-gs 


Method 


GENSCAN 






End 


249 





48514 



GI none Score .99 

Exons 43. . 249 



kj C . Vi\J » 


46874 


ciciri T n 
o t;v^ • X u 


0.700091 7 


1 1 0*^00 PI 0 




99617 


q-j- ■r;:j nH 


-j- 




start 


57 


FnH 


1 OOfi 




Na.irie 


0.1000917 T1 O'^OQ rift n1 n<z 


IMC L I ivJU. 


O X_J LN o 




Start 


57 > ~ ' ■ 




1 OOfi 




GI 


none 


Score 


ft 7 




Exons 


57. .221, 484. .645, 917. .1006 








Seq. No. 


46875 


Seq. ID 


OJ000207 


_13.0303.C2 


Gene No. 


99618 


Strand 


+ 




Start 


510 


End 


1602 




Name 


OJ000207 13.0303.C2.ol.gp 


Method 


AAT/GAP 




Start 


510 


End 


1534 




GI 


1042 3.R1084 


Score 


727 




Exons 


510. .557, 632. .888, 1014. .1066, 1312. 


.1367, 148 


1..1534 


GI Descrip. 


'4 680178/gb|AF111709. 1IAF111709 1 . Oe- 


108 Oryza 


sativa subsp 



indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes* 



Seq. No. 46875 

Gene No. 99618 

Start 510 

Name OJ000207_13 . 0303 . C2 . ol . gs 

Start ■ 753 

GI none 
Exons 



Seq. ID OJ000207_13.0303.C2 



Strand 
End 

Method 

End 

Score 



1602 
GENSCAN 
1533 
.9 



753. .888, 1014. .1066, 1312. .1367, 1481. .1533 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46875 
99618 
510 

OJ000207_13. 0303.C2.ol.np 
765 

7443194 

765. .888,- 1014. .1066, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1312. .1367, 1481. 



OJ000207_ 
+ 

1602 

AAT/NAP 

1602 

394 

.1602 



13. 0303. C2 



photosystem II lOK proteih - rice gi | 1835731 | gb | AAB4 67 18 . 1 | 
{U86018) photosystem II 10 kDa polypeptide [Oryza sativa] 



46876 
99619 
1 

OJ000207_13.0303.C3.ol.np 
1 

7443194 

1..65, 347. .442 
photosystem II lOK protein 



Seq. ID OJ000207_13.0303.C3 

Strand + 

End 442 

Method AAT/NAP 

End 442 

Score 117 

rice gi|1835731|gb|AAB46718.1| 



(U86018) photosystem II 10 kDa polypeptide [Oryza sativa] 



46876 Seq. ID 

99620 Strand 

351 ' End 

OJ000207_13 . 0303 . C3 . ol . gp Method 

351 End 

1042_1.R1084 Score 
351. .673 



OJ000207_13.0303.C3 
+ 

673 

AAT/GAP 

673 

602 



■48515 



GI Descrip. '1835731 3.0e-61 (U86018) photosystem II 10 kDa polypeptide 
[Oryza sativa] ' 



Seq, No. 46876 Seq. ID OJ000207 

Gene No. 99621 Strand^ + 

Start 1592 End 1929 

Name OJ000207_13 . 0303 . C3 . pi . gs Method GENSCAN 

Start 1592 ^^29 

GI none Score . 54 

Exons ; 1592.. 1707, 1846.. 1929 



13. 0303. C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46877 
99622 
777 

OJ000207_ 

777 

none 

777. . 916 



13.0303.C4 .ol.gs 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_13.0303.C4 
916 

GENSCAN 
916 
. 91 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46878 
99623 
911 

OJ000207 

911 

none 



13. 0303. C6. ol.gs 



Seq. ID' 

Strand 

End 

Method 

End 

Score 



OJ000207_13.0303.C6 
+ 

3328 
GENSCAN 
3328 
.41 



911. .996, 1184. .1325, 3134. .3328 



Seq. No. 46878 Seq. ID 

Gene No. 99624 Strand 

Start • 5076 End 

Name OJ000207_13 . 0303 . C6 . ol . np Method 

Start 5076 End 

GI 6983690 Score 

Exons 5076.. 6125, 6322.. 6485 

GI Descrip. (AJ132636) AE9 stearoyl-ACP desaturase [Gossypium hirsutum] 



OJ000207_13.0303.C6 

6485 
AAT/NAP 
6485 
998 



Seq. .No. ■ 46878 
Gene No. 99624 
Start 5076 

Name OJ000207_13 . 0303 . C6 . ol . 

Start 5076 
GI none 

Exons 5076.. 5150, 5136. .5234, 

5982. . 6095 

Seq. No. 46878 

Gene No. ■■ .99624 . " • 

Start 5076 

Name OJ000207_13 . 0303 . C6 . ol . 

Start 5091 
GI none 

Exons 5091.. 5231, 5091.. 5231, 

5383. .5478 

Seq. No. 46878 
Gene No. 99624 
Start 5076 



Seq. ID OJ000207_13. 0303.C6 
Strand 

End 6485 

tm Method TBLASTX : Mai ze 

End 6095 

Score 80 
5241. .5936, ■ 5370. .54 62, 5383". .5937, 



Seq. ID OJ000207_13.0303.C6 
Strand 

End 6485 

tw Method . TBLASTX : Wheat 

End 5478 

Score 119 
5232. .5276, 5232. .5477, 5370. .5453, 



Seq. ID OJ000207_13.0303.C6 
Strand 

End 6485 



48516 





0.7000907 1 ^ 


. W J U J 


Cfi o1 




Method 


TBLASTX: 


Cres s 




O U Cl I. L 


^ ± 








End 


6095 






GI 


n on ^ 








Score 


306 






P von Q 


•J ±. A, ^ * * ^ ^ ^ rt f 


S94 1 


. . J J u / 


^ .J O J ■ 


.5922, 5982.. -■6095 






Seq. No. 


46878 








Seq. ID 


OJ000207 


_13.0303. 


.06 


Gene No. 


99624 








Strand 








O L d I. L 










End 


6485 








0.7000907 1 ^ 


0^0^ 
• u o u o 


Pf^ o1 

. O . (J X . 




Method 


TBLASTX: 


Soybean 




C j- a rt- 


SI ^fi ~ 

J X J u 








End 


6083 






ox 


n on o 








Score 


40 








S1^6 S234 


S24 1 

•.J ^ '3 X 


. • J J O / 


S?4 4 


.5279, 5383.. 5937, 


5982. .6083 


Seq, No,. 


46879 








Seq. ID 


OJ000207 


_13.0303, 


.07 


Gene No. 


99625 








Strand 


+ 






q-t- o r1- 


498 








End 


2242 






LNdiiit::? 


OJ000207 13 


.0303 


r7 n1 


gs 


Method 


GENSCAN 






q-|- 3 r1- 


4 98 








End 


2242 








none 








Score 


.98 






P von ^ 


498. .641, 1764..: 


?242 












Seq. No. 


46879 








Seq. ID 


OJ000207 


_13.0303. 


,07 


Gene No. 


99626 








Strand 


+ 






□ Start 


4632 








End 


7198 






i Name 


OJ000207 13 


.0303 


.C7.03. 


gs 


Method 


GENSCAN 






fi;; Start 


4632 








End 


7198 






GI 


none 








Score 


.74 






Exons 


4632. .4868, 


4977 


. .5080, 


5256. 


.5446, 7152. .7198 







Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46879 
99627 
10037 

OJ000207_13.0303.07.o4 .np 

10037 

5852096 



Seq. ID OJ000207_13.0303.C7 

Strand + 

End 13366 

Method AAT/NAP 

End 13366 

Score 607 



10037. .10286, 11239. . 11521,' 12925. .13366 
. (AL117264) zwhl9.'l [Oryza sativa] 



46879 Seq. ID 

99628 Strand 

3883 End 

OJ000207_13 . 0303 . 07 . o2 . gs Method 

3883 ■ End 

none Score 

3883. .4178, 4371. .4452 



OJ000207_13.0303.O7 

4452 
GENSCAN 
4452 
.84 



Seq. ID OJ000207_13.0303.C7 



Seq. No. 46879 

"Gene No. 99629 ' Strand 

Start 4372 End 8966 

Name OJ000207_13 . 0303 . 07 . o2 . np ' Method AAT/NAP 

Start 4372 End 8966 

GI 6069646 Score 887 

Exons'-- 4372.. 5433, 8928.. 8966 

GI Descrip. (AP000616) similar to putative reverse transcriptase (AC005315) 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 



48517 



[Oryza sativa] 



Sea No 


46879 






Seq. ID 


OJ000207_13.0303 


.07 


fZpnp No 


99629 






Strand 






Start 


'4372 






End " 


8966 




Name 


OJ000207 13. 0303. C7 


. o2 . tm 


Method 


TBLASTX: Maize 




Start 


4473 






End 


4928 




GI 


none 






. Score 


40 




Exons 


4473. . 


4547, 4598. .4708, 4608 


i..4823, 4617. .4928, 4699. .4824 


Secj. No. 


46879 






Seq. ID 


OJ000207_13.0303, 


.07 


(ipnp No. 


99629 






Strand 


- 




Start 


4372 






End 


8966 




Name 


OJ000207 13. 0303. C7 


.o2. tw 


Method 


TBLASTX: Wheat 




Start 


4632 






End 


4838 




GI 


none 






Score 


60 




Exons 


4632. . 


4838, 4699. .4803 








Seq. No. 


46879 






- Seq. ID 


OJ000207_13.0303, 


CI 


npnp No 


99629 






Strand 






Start 


4372 






End 


8966 




Name 


OJ000207 13. 0303. 07 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


5254 






End 


5587 






none 






Score 


134 






5254 . . 


5586, 5264.. 5587 








Seq. No. 


46879 






Seq. ID 


OJ000207_13.0303, 


.07 




99630 






Strand 






Start 


10004 






End 


13018 




Name 


OJ000207 13. 0303. C7 


. o3. tm 


Method 


TBLASTX: Maize 




Start 


10004 






End 


13018 




GI 


none 






Score 


92 




F! von s 


10004. 


.10117, 10166 


. .10213, 


11222. .11359, 11244. .11360, 






11426. 


.11515, 11427 


. .11516, 


12980. .13018 




Seq. No. 


46879 






Seq. ID 


OJ000207_13.0303, 


.07 




99630 






Strand 






Start 


10004 






End 


13018 




Name 


OJ000207 13. 0303. 07 


.ol. ts 


Method 


TBLASTX : Soybean 




Start 


10010 






End 


11510 




GI 


none 






Score 


136 




E von 


10010. 


.10117, 10018 


. .10077, 


10169. .10213, 10183. .10212, 






11213. 


.11359, 11238 


. .11360, 


11426. .11509, 11427. .11510 




Seq. No. 


46879 






Seq. ID 


OJ000207_13.0303. 


.07 


cpnp No 


99630 






Strand 






Start 


10004 






End 


13018 




Name 


OJ0P0207 13. 0303. 07 


.ol.tc 


Method 


TBLASTX: Cress 




Start 


10049 






End 


11516 




GI 


none 






Score 


92 




Exons 


10049. 


.10117, 10166 


. .10216, 


11213. .11359, 11244. .11360, 






11426. 


.11515, 11427 


. .11516 








Seq. No. 


46879 






Seq. ID 


OJ000207_13.0303. 


,07 


Gene No. 


99630 






Strand 






Start 


10004 






End 


13018 




Name 


OJ000207_13. 0303.07 


. ol . tw 


Method 


TBLASTX: Wheat 





48518 



start 
GI 

Exons 



11262 End 11515 

none Score 14 3 

11262. .11360, 11264. .11359, 11426 .. 11515, 11427. .11513 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 

GI Descrip. 



46880 Seq. ID OJ000207 

99631 Strand + 

1 End 2957 

OJ000207_13 . 0303 . C8 . ol ; np Method AAT/NAP 

1 End 2957 

133435 Score 351 
1..298, 2928 
DNA-DIRECTED 
DNA-directed 



13. 0303. C8 



.2957 

RNA POLYMERASE 
RNA polymerase 



BETA' CHAIN gi I 66983|pir I IRNRZCI 
(EC 2.7.7.6) beta*-l chain - rice 
chloroplast gi 1 11972 | emb I CAA33987 | {X15901) RNA polymerase beta' 
subunit-1 [Oryza sativa] gi | 226690 | prf | | 1603356Q RNA polymerase 
beta'-l [Oryza sativa] 





beq. NO. 


4i OO O U 








Seq. ID 


OJ000207_13. 0303,08 




Gene No. 


99632 








Strand 






Start 


1754 








End 


4938 




Name 


vJJ uuuzu / u 


.0303 


.08 .o2. 


ts 


Method 


TBLASTX : Soybean 




b tar u 


1 








End 


242 






none 








Score 


303 


" z 


Exons 


1 o 0 c; 0 


238, 


23. .241 


., 24.. 


.242 




Q 
vH 


beq. NO. 


yi ^- Q Q n 

4 bo oU 








Seq. ID 


OJ00.0207_13. 0303.08 














Strand 




; y 


Start 


1754 








End 


4938 


M 


Name 


OJ000207 13 


.0303 


.08.01. 


gs 


Method 


GENSCAN 




Start 


1754 








End'". , . 


3334 




GI 


none 








Score ■ 


.86 




Exons 


1754. .2098, 


2207 


. .2327, 


2445, 


-.2682, 2763. .2973, 3070. .3176 






3277. .3334 














Seq. No. 


46880 








Seq. ID 


OJ000207_13.0303.O8 




Gene No. 


99632 








Strand 






Start 


1754 








End 


4 938 




Name 


OJ000207 13 


.0303 


.O8.o2. 


np 


Method 


AAT/NAP 




Start 


1757 








End 


2973 




GI 


5679843 








Score 


1103 




Exons 


1757. .2098, 


2207 


. .2356, 


2445. 


-.2682, 2763. .2973 




GI Descrip. 


(AJ243961) 


Putitive Ser/Thr protein kinase [Oryza sativa] 




Seq. No. 


46880 








Seq. ID 


OJ000207_13.0303.08 




Gene No. 


99632 








Strand 






Start 


1754 








End 


4938 




Name 


OJ000207 13 


.0303 


.08.03. 


ts 


Method 


TBLASTX: Soybean 




Start 


1851 








End ■ 


^'2140 




GI 


none 








Score 


103 




Exons 


1851. .2012, 


1862 


. .2140 









Seq. No. 46880 Seq. ID 

Gene No. 99632 Strand 

Start 1754 End 

Name OJ000207_13 . 0303 . 08 . ol . tm Method 

Start 1886 End 

GI none Score 



OJ000207_13.0303.C8 
4938 

TBLASTX: Maize 

3180 

103 



48519 




Exons 1886. .2140, 1887. .2099, 1892. .2164, 2207. .2335, 2210. .2335, 









24 4 ft 

Z *i 4 O . 


. z o / z , 


2R01 
z O U X . 


.2677, 2616. .2702, 


27^2 2Q74 






2764 298? 


2771 


9Q74 


277 ^ 


.2988, 3065.. 3178, 
























Seq. No. 


46880 








Seq. ID 


OJ000207 


_13.0303.C8 




Gene No. 


99632 








Strand 










1 7 S4 








End.. 


4938 






N3ine 




. u O U J • 


PR n1 




Method 


TBLASTX: 


ovjyijea.n 






2210 ~ 








End 


3156 








none 








Score 


43 








^^XW. a £j ^ ^ 'J f 


^ z u o . 


• C O ^ \J f 


24 4 4 

*± 4 T . 


.2683, 2445. .2669, 


2720 2Q74 








27 fil 


2Qft 2 


'^070 


.3156, 3071.. 3148 






Seq. No. 


46880 








Seq. ID 


OJ000207 


_13.0303.C8 




Gene No. 


99632 








Strand 








O L. Cl i. U 


1754 








End 


4938 






Nsme 


n.T000207 1 ^ 


0^0 ^ 


rft oi 

V-/ O • vj X • 




Method 


TBLASTX: 


Cress . 




O I- d. i. L 


22 4 2 ~ 








End ■ 


.3160 






± 


none 








Score 


65 






l^" V o n Q 


2242 2^07 


224 ^ 

Z Z 4 O . 


. z o o o , 


Z ^ O U . 


.2362, 2444. .2665, 


244R 2*^'^Q 

Z44C). .ZOjjJ, 






27 fil 2 QQ1 


27ft 0 


. ^ o J , 




.3156, 3071. .3160 






Seq. No. ' ■ 


46880 








Seq. ID 


OJ000207 


_13.0303.C8 


i 3 




J? u J ^ 








Strand 










1 7 S4 








End 


4938 




1.: I 

?! 5 


Nsme 


n.T000207 1 'K 
wuuuu^u / xo 


• u o u o . 


. OX . 


■f-T-T 


Method 


TBLASTX: 


wnean 


1 ti 




2 ^ 2 ~ 








End 


2982 




-. _ 




none 








Score 


149 






Exons 




2 R 2ft 
Z z o . 


2 fift 


27 Rft 


,2982, 2762. .2974 




~= 

T' \ r 


Seq. No. 


46880 








Seq. ID 


OJ000207 


_13.0303.C8 




Gene No. 


99632 








Strand 








Start 


1754 








End 


4938 - 




% =^ 


Name 


OJ000207 13 


.0303. 


C8.01. 


gp 


Method 


AAT/GAP 






Start 


2763 








End 


4938 






GI 


. LIB3477-007- 


-Pl-Kl 


-A3 > 




Score 


976 






Exons 


2763. .2973, 


3070. 


.3176, 


3277. 


.337 4, 4 8 09.. -4 938. 





GI Descrip. ' 5852099/emb | CAB554 06 . 1 | 3.0e-41 {AL117264) zwh22.1 [Oryza 
sativa] ' 

Seq. No. 46881 

Gene No. 99633 

Start 594 

Name OJ000207_13 . 0303 . C9 . ol . gs 

Start 594 

GI none 

Exons •' 594. .2785 

Seq. No. 46881 

Gene No. 99633 

Start 594 

Name OJ000207__13 . 0303 . C9 . ol . np 

Start 594 

GI. 4680183 

Exons 594.. 2804 

GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 



Seq. ID OJ000207_13.0303.C9 

Strand' + ' 

End 2804 

Method GENSCAN 

End 2785 

Score .76 



Seq. ID OJ000207_13.0303.C9 

Strand + 

End 2804 

Method AAT/NAP 

End 2804 

Score 3638 



48520 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46881 Seq. ID. OJ000207_13 . 0303 . C9 

99634 Strand 

157 End 466 

Oja"&0207_13 . 0303 . C9 . ol . gp Method AAT/GAP 

157 End 466 

5816559 . Score 538 

157. .466 

4680178/gb|AF111709. 1 IAF111709 I.Oe-108 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46881 Seq. ID 

99635 Strand 

1883 End 

OJ000207_13 . 0303 . C9 . ol . tw Method 

1883 End 

none Score 

1883. .2152, 1884. .2285 



OJ000207_13.0303.C9 
2285 

TBLASTX: Wheat 

2285 

293 



Seq. No. 46882 Seq. ID 

Gene No. 99636 Strand 

Start 30 End 

Name OJ000207_13 . 0303 . CIO . o3 . tw Method 

Start 3 End 

GI none Score 

Exons 3.. 314, 29.. 295 



OJ000207_13. 0303. CIO 
+ 

1845 

TBLASTX: Wheat 

314 

279 



Seq. No. 46882 Seq. ID OJ000207 

Gene No. 99636 Strand + 

Start 30 End 1845 

Name OJ000207_13 . 0303 . CIO . ol . gs Method GENSCAN 

Start 30 End 1699 

GI none Score .84 

Exons 30.. 532, 629.. 1699 



13. 0303. CIO 



Seq. No. 46882 Seq. ID 

Gene No. 99636 * Strand 

Start 30 End 

Name OJ000207_13 . 0303 . CIO . o3 . tm Method 

Start 188 End 

GI none Score 

Exons 188.. 334, 189.. 335 



OJ000207_13. 0303. CIO 
+ 

1845 

TBLASTX: Maize 

335 

183 



Seq. No. ' 46882 Seq. ID 

Gene No. 99636 Strand 

Start 30 End 

.Name OJ000207_13 . 0303 . CIO . ol . tw Method 

Start 557 End 

GI none Score 

Exons 557.. 1012, 558.. 1013 



OJ000207_13. 0303. CIO 
+ 

1845 

TBLASTX: Wheat 

1013 

491 



Seq. No. 46882 Seq. ID 

Gene No. 99636 Strand 

Start 30 End 

Name OJ000207_13 . 0303 . CIO . o2 . ts Method 

Start 597 End 



OJ000207_13. 0303. CIO 

+ ■ 

1845 

TBLASTX : Soybean 
962 



48521 



GI none 

Exons 597.. 821, 828.-962 

Seq. No. 46882 

Gene No. 99636 

Start 30 

Name OJ000207_13 . 0303 .CIO . ol . np 

Start 612/ 

GI 5902445 

Exons 612 . . 1845 

GI Descrip. (AB030283) GAG-POL precursor 

Seq. No. 46882 

Gene No. 99636 

Start 30 

Name OJ000207_13 . 0303 . CIO . ol . tm 

Start '687 

GI none 

Exons 687. -.1043, 728.. 1033 

Seq. No. 46882 

Gene No. 99636 

Start 30 

Name OJ000207_13 . 0303 .CIO . o5 . tw 

Start 1013 

GI none 

Exons 1013.. 1126, 1014.. 1127 



Score 138 



Seq. ID OJ000207_13. 0303. CIO 

Strand + 

End 1845 

Method AAT/NAP 

End 1845 

Score 2081 



[Oryza sativa] 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
"Score 



OJ000207_13. 0303. CIO 
+ 

1845 

TBLASTX: Maize 

1043 

379 



OJ000207_13. 0303. CIO 

+ 

1845 

TBLASTX: Wheat 

1127 

169 



Seq. No. 46882 

Gene No. 99636 

Start 30 

Name OJ000207_13 . 0303 . CIO . o2 . tw 

Start 1128 

GI none 

Exons 1128.. 1547, 1172.. 1552, 1247. 

Seq.-' No. 46882 - 

Gene No. 99636 

Start 30 

Name OJ000207_13 . 0303 . CIO . ol . ts 

Start 1206 

GI none 

Exons 1206.. 1607, 1223.. 1366, 1403; 

Seq. No. 46882 

Gene No. 99636 

Start 30 

Name , OJ000207_13-. 0303 . CIO . o2 . tm 

Start 1274 

GI none 

Exons 1274.. 1528, 1275.. 1529, 1299. 
1692. . 1718 



Seq. ID OJ000207_13. 0303. CIO 
Strand + 

1845 

TBLASTX: Wheat 
1552 
446 



End 

Method 
End 
Score 
.1552 



Seq. ID OJ000207_13. 0303. CIO 
Strand + 

1845 

TBLASTX: Soybean 
1607 
312 



End 

Method 
End 
Score 
.1573 



Seq. ID OJ000207_13. 0303. CIO 

Strand + 

End 1845 

Method TBLASTX : Mai ze 

End 1718 

Score 272 

1535, 1550. .1681, 1551. .1682, 



Seq. No. 46882 

Gene No. 99636 

Start 30 

Name OJ000207 13 . 0303 . CIO . o4 . tw 



Seq. ID OJ000207_13. 0303. CIO 

Strand + 

End 1845 

Method TBLASTX : Wheat 



48522 



Start 


1556 




End 


1 o o o 

1832 


GI 


none 




Score 


O ^7 T 

27 / 


Exons 


1CC^r ICCI TOOO 

1556. .IbJo, 1557. .1gj2, 


T <^ n o 

1692 . 


TOOT 

. 1823 




Seq. No. 


/I ^ o o o 




Seq. ID 


OJUUU2U / 13.0303 


Gene No. 


99637 




Strand 


+ 


Start 


I 




End 


1614 


Naine 


OJ000207 13.0303.Cll.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


1611 


GI 


5902445 




Score 


2778 


Exons 


1. .1611 








GI Descrip. 


(AB030283) GAG-POL precursor 


[Oryza sativa] 


Seq. No. 


46883 




Seq. ID 


OJ000207_13.0303 


Gene No. 


99637 




Strand 


+ 


o car u 


1 




End 


1614 


Name 


OJ000207_13 . 0303 . Cll . ol , 


.gs 


Method 


GENSCAN 


btart 


62 




End 


1614 




none 




Score 


.73 


Exons 


62. .1614 








Seq. No. 


46883 




Seq. ID 


OJ000207_13.0303 


Gene No. 


99638 




Strand 


- ■ . 


Start 


1934 




End 


2049 


Name 


OJ000207_13.0303.Cll.o4. 


.tm 


Method 


■ TBLASTX: Maize 


Start 


1 




End 


252 - 


GI 


none 




Score 


' 18 9 


Exons 


1..252, 6. .113 








Seq. No. 


46883 




Seq. ID 


OJ000207_13.0303 


Gene No. 


99638 




Strand 


- 


btar L 


1934 




End 


2049 


Name 


OJ000207_13. 0303. Cll. o3. 


. tw 


Method 


TBLASTX: Wheat 


Start 


16 




End 


345 


bl 


none 




Score 


316 


Exons 


16. .345, 18. .125 








Seq. No: 


46883 




Seq. ID 


OJ000207_13.0303 


Gene No. 


99638 




Strand 




bear u 


1934 




End 


2049 


Name 


OJ000207 13. 0303. Cll. ol. 


, tm 


Method 


TBLASTX: Maize 


Start 


480 




End 


843 


Lri 


none 




Score 


450 


Exons 


480. .791, 481. .804, 501. 


, .824, 


795. .842 


, 796. .843 


Seq. No. 


46883 ■ 




Seq. ID 


OJ000207_13.0303 


Gene No. 


99638 




Strand 




o -1- -4 ■^^^- 


1934 




End 


2049 


Name 


OJ000207 13. 0303. Cll. ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


486 




End 


873 


GI 


none 




Score 


420 


Exons 


486. .797, 487. .873, 682. 


.873 






Seq. No. 


4 6883 - 




Seq. ID 


OJ000207_13;0303, 


Gene No . 


99638 




Strand 




Start 


1934 




End 


2049 


Name 


OJ000207 13. 0303. Cll. o3. 


tm 


Method 


TBLASTX: Maize 



48523 






945 




iinQ 


1 O 1 Q 
i O 




none 




Score 




XT' c 


945. .1052, 946. .1044, 1035.. 


lino 10*^0 


1100 11*59 101Q 


Seq. No. 


46883 




Seq. ID 


OJ000207_13.0303.C11 


Gene No. 


99638 




Strand 






1934 




End 


2049 


Name 


OJ000207 13. 0303.011. o2 


.tw 


Method 


"TBLASTX: Wheat 




988 




End 


1602 


T 


none 




Score 


273 


Exons 


988. .1266, 1008. .1097, 


1149. 


.1250, 1351. .1479, 1465. .1602 


Seq. No. 


46883 




Seq. ID 


OJ000207_13.0303.C11 


Gene No. 


99638 




Strand 






1934 




End 


2049 


Name 


OJ000207 13.0303.Cll.o2 


.tm 


Method 


TBLASTX: Maize 


o tare 


1354 




End 


1563 




none 




Score 


136 


Exons 


1. O ^ m •X'iO^, 1. *i ^ £. * •X'iOX, 


1461 


. .1562, 1462. .1563 


beq . Eno . 


46883 




Seq. ID 


OJ000207 13.0303.C11 


Gene No. 


99638 




Strand 


- 


Start 


1934 




End 


2049 


Name 


OJ000207 13.0303.Cll.o2 


. np 


Method 


A A m / M n D 
AAi / NA,r 


b tar L 


1934 




End 


2049 




5902446 




Score . 


158 


Exons 


1934 . .2049 








GI Descrip. 


(AB030283) orf5 [Oryza 


sativa] 




beq. NO. 


46884 




Seq. ID 


OJ000207 13. 0303. 012 


Gene No . 


;? D o ^ 




Strand 


- 




1 




End 


2598 




OJ000207 13.0303.C12.ol 


.np 


Method 


AAT/NAP 


Start 


1 




End 


2447 


GI 


6691716 




Score 


1847 




1..136, 287. .390, 466.. 


653, 


728. .890, 


984. .1104, 1186. .1378, 




1577. .2447 








GI Descrip. 


(AP000492) hypothetical 


protein [Oryza 


sativa] 




gi 1 6691717 | dbj | BAA89397 


.11 (AP000570) 


hypothetical protein 




[vjryza satxvaj 








beq . NO . 


46884 




Seq. ID 


OJ000207_13. 0303. 012 


Gene No. 


99639 




Strand 




Start 


1 




End, 


2598 


Name 


OJ000207 13.0303.C12.ol 


.gs 


Method 


GENSCAN 


b t art 


24 




End 


2598 




none 




Score 


.68 


Exons 


24. .128, 201. .390, 466. 


. 653, 


728, .1104 


, 1186. .1343, 1535. .15 




1651. .2598 








O c q , LN O . 


46884 




Seq. ID 


OJ000207_13. 0303.012 


Gene No. 


99640 




Strand 




Startv 


3525 




End 


3834 


Name 


OJ000207 13.0303.C12.ol 


. tw 


Method 


TBLASTX: Wheat 


Start 


2037 




End 


2327 


GI 


none 




Score 


53 


Exons 


2037. .2327, 2074. .2145 









48524 



Seq. No. 46884 Seq. ID OJ000207_13 . 0303 . C12 

Gene No. 99640 Strand 

Start 3525 End 3834 

Name OJ000207_13 . 0303 . C12 , ol . gp Method AAT/GAP 

Start 3525 End 3834 

GI 5816559 Score 538 

Exons 3525, .3834 

GI Descrip. 4 680178/gb | AF111709 . 1| AF111709 l.Oe-108 Oryza sativa subsp. 

indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes 



Seq. No. 


46885 


Seq. ID 


OJ000207_13 


.0303. 


,C13 






Strand 


+ 






o L.ar L 


lUUO 


End 


2436 






Name 


UJUUU^U/ iJ.UJUO.L/U.Ol 


.gs Method 


GENSCAN 






OT- a J- 1_ 


xuuo 


End 


2436 








none 


Score 


.77 






Exons 


1 nop 107^ 1*^10 ITQQ 


1833. .2003, 2'371. .2436 






Seq. No. 


46885 


Seq. ID 


OJ000207_13 


.0303. 


.C13 






Strand 








O ua.r L 




End 


2036 






Name 


UJUUUZU/ i J . U . do . Ol 


.np Method 


AAT/NAP 








D X 


End 


2036 






C T 




. Score 


163 






TP ^-T 


Q^^l in'5'7 199c: T'5/1'7 


1933. .2036 








uescrxp. 


t/\ruuu fi j nypocneuicax 


protein [Oryza 


. sativa] 








yX 1 DUXDO^JD 1 CIXJ J 1 orirlO O X Z? 


.11 (AP000570) 


hypothetical 


protein 




rOT'\7'73 o a "t" n Tra 1 
Lvyi.YZ.ci odLXVclJ 










Seq. No. 


46885 


Seq. ID 


OJ000207_13 


.0303. 


C13 


Gene No. 


99643 


Strand 








q-t- 

O L Ctl. L 


3410 


End 


3546 






Name 


OJ000207 13.0303.C13.o2 


. gs Method 


GENSCAN 








3410 


End 


3546 








none 


Score 


. .79 . 






Exons 


3410. .3546 










Seq. No. 


46886 


Seq. ID 


OJ000207_13 


.0303. 


C15 


Gene No. 


99644 


Strand 


+ 






Start 


1352 


End 


1914 






Name 


OJ000207 13.0303.C15.o2 


. np Method 


AAT/NAP 






Start 


1352 


End 


1914 






GI 


7486302 


Score 


319 






Exons 


1352. .1914 










GI Descrip. 


hypothetical protein F2( 


3J12.30 - Arabidopsis thaliana 






^gi 1 2832642 |emb|CAA16717 


.11 .{AL021710) 


putative protein 






[Arabidopsis thaliana] gi | 7268630 | emb | CAB78839 . 1 | 


(AL161548; 




putative protein [Arabidopsis thaliana 


] 






Seq. No. 


46886 


Seq. ID 


OJ000207_13 


.0303. 


C15 


Gene No. 


99645 


Strand 








Start 


1 


End 


2092 






Name 


OJ000207 13.0303.C15.ol, 


. np Method 


AAT/NAP 






Start 


1 


End 


2092 






GI 


6016874 


Score 


58 







48525 



Exons 


1..89, 187. .351, 2063. .2092 






LjI uescnp. 


(AP000570) ESTs C19143(E10020) ,D25076(R3116) correspond to 




region of the predicted gene. 


. ; Similar to putative AC9 




transposase. (PUJOlO) [Oryza 


sativa] 






46886 


Seq. ID 


OJ000207_13.0303.C15 


Gene No. 




Strand 




Start 


1 


End 


2092 


Name 


OJUUUz.U / IJ . OiOo . C15 . ol . tm 


Method 


TBLASTX: Maize 


o uam 


1 T /I n 
io4 U 


End 


1922 




none 


Score 


240 


Exons 


lO/in iCT^ i/"yir\ IT/"/" 

1o4(J..1o1d, 1344. .1640, 1366, 


.1653, 1414. .1653, 1642. .1719, 




1642. .1719, 1743. .1919, 1744. 


.1917, 1747. .1920, 1755. .1922 


Seq. No. 


A CO Q C 
4 OO O D 


Seq. ID 


OJ000207_13.0303.C15 


Gene No. 




Strand 




Q4- a y~-i- 


1 


End 


2092 


Name 


OJOUU^O / ■13.0303.Clo.ol.ts 


Method 


■ TBLASTX: Soybean 


o raru 


14 Z 9 


End ' 


1788 ' 




none 


Score 


257 


Exons 


1429. .1650, 1435. .1596, 1440. 


.1598, 1654. .1737, 1738. .1788 


Seq. No. 


A O O ^ 

4 DO O D 


Seq. ID 


OJ000207_13.0303.C15 


Gene No. 


99645 


Strand 




o rar u 


1 


End 


2092 


Name 


/^TAAA0A"7 to A'!1A0 — 1 J- 

OJUQUzO/ 13 . 0303 . C15 . ol . tw . 


Method 


TBLASTX: Wheat 




14 56 


End 


1927 




none 


Score 


89 


Exons 


1456. .1605, 1674. .1919, 1675. 


.1917, li 


n7..1927 


Seq. No. 


4 bo O / 


Seq. ID 


OJ000207_13.0303.C17 


Gene No. 


A A /I /" 

9964 6 


Strand 


+ 




/ion 
4 0 1 


End 


2520 


Name 


/^taaaoa"7 to AOAO /^II .-.1 ^ 

OJUUUzU/ 1 J . OoU J . CI / . ol . gs 


Method 


GENSCAN - 




y1 O 1 
4 0 1 


End 


2520 


PT 


none 


Score 


.68 • 


Exons 


A O ^^ ceo O/IOC ACOA 

4ol..boz, ^425. .2520 






oeq . iNO . 


46887 


Seq. ID 


OJ000207_13.0303.C17 


oene vto . 


99647 


Strand 


+ 




4033 


End 


4132 


Name 


OJ000207 13.0303.C17.ol.gp 


Method 


AAT/GAP 


Start 


4033 


End 


4132 


P T 


LIB3477-003-P1-K1-E9 


Score 


110 


Exons 


4033. .4132 






GI Descrip. 


*2498586/sp|Q40638 IMPOl ORYSi^ 


. 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 




sativa] * 






beq. JNo . 


46887 


Seq. ID 


OJ0b0207_13.0303.C17 


Gene No 


99648 


Strand 




start 


3298 


End 


3969 


Name 


OJ000207 13.0303.C17.ol.np 


Method 


AAT/NAP 


Start 


.3234 


End 


3363 


GI 


7106528 


Score 


68 


Exons 


3234. .3363 






GI Descrip. 


(AP001278) EST D40774 (S2920) 


corresponds to a region of the 



48526 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



predicted gene.; hypothetical protein [Oryza sativa] 



46887 
99648 
3298 

OJ000207_13.0303.C17.o2.gs 

3298 

none 

3298.. 3407, 3774.. 3969 



Seq. ID OJ000207_13.0303.C17 

Strt'nd - •-• 

End 3969 

Method GENSCAN 

End 3969 

Score .59 



46888 
99649 
1 

OJ000207_13.0303.C18.ol.gp 
1 

15492 1.R1084 



Seq. ID OJ000207_13.0303.C18 
Strand -f 

2709 
AAT/GAP 
2655 
933 



End 

Method 
End 

_ Score 
1..116, 717. .781, 869. .985, 1397. .1472, 2029. .2121, 2471. .2521, 
2611.. 2655 

M587514/gb|AAD25745. 1 |AC007060_3 l.'Oe-lOO (AC007060) Similar to 
W08E3.3 gi_3880615 putative GTP-binding protein from C; elegans 
cosmid gb_Z92773. EST gb_AA597331 comes from this gene. 
[Arabidopsis thaliana] * 



46888 
99649 
1 

OJ000207_13.0303.C18.ol.np 
1 

4587514 



Seq. ID OJ000207_13.0303.C18 

Strand + 

End 2709 

Method AAT/NAP 

End 2706 

Score 774 



1..116, 717. .781, 869. .985, 1397. .1472, 2029. .2121, 2471. .2521, 
2611. .2706 

(AC007060) Similar to W08E3.3 gi 13880615 putative GTP-binding 
protein from C. elegans cosmid gb|Z92773. EST gb|AA597331 comes 
from this gene. [Arabidopsis thaliana] 



46888 
9964 9 
1 

OJ000207_13.0303.C18.ol.gs 
587 
none 

587. .631, 717. .781, 869. .994, 1035. .1056, 2029. .-2121, 
2471. .2521, 2611. .2709 



Seq. ID OJ000207_13.0303.C18 

Strand + 

End 2709 

Method GENSCAN 

End 2709 

Score .56 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46888 
99650 
3280 

OJ000207_13 . 0303.. C18 . o2 . tm 
2 

none 



Seq. ID OJ000207_13.0303.C18 
Strand 

End . 5529 
Method TBLASTX : Mai ze^ 
End 2714 
Score 144 

2. .124, 2. .124, 3. .125, 717. .782, 758. .781, 867. .983, 869. .985, 
870. .980, 1395. .1475, 1398. .1475, 2021. .2122, 2026. .2127, 
2028. .2123, 2388. .'2420, 2470. .2520, 2471. .2521, 2601. .2714, 
2610. .2708 



Seq. No. 
Gene No. 



46888 
99650 



Seq. ID OJ000207_13.0303.C18 
Strand 



48527 



e e 



start 


3280 








End 


5529 


Name 


OJ000207 13 


.0303 


.C18.02 


.ts 


Method 


TBLASTX: Soybean 


Start 


2 








End 


2708 


GI 


none 








Score 


173 


TT von 


7 124 ^ 


125, 


717. .782, 868 


..966, 869. .979, 870. .977, 




1395 1475, 


1409 


. .1474, 


2026. 


.2127, 2028. .2123, 2455. .2520, 




2471 2521. 


2601 


. .2708, 


2611 . 


.2670 




Seq. No. 


46888 








Seq. ID 


OJ000207_13. 0303.018 


Gene No. 


99650 








Strand 




Start 


3280 








End 


5529 


NaiTie 


OJ000207 13 


. 0303 


. C18 .o2 


. to 


Method 


TBLASTX rOress 


Start 


2455 ~ 








End 


2711 


GI 


none 








Score 


70 


Exons 


2455 2517, 


2471 


. .2521, 


2610. 


.2711, 2611. .2670 


C \J . LN W . 


4 6888 








Seq. ID 


OJ000207_13. 0303. 018 


Gene No . ' 


99650 








Strand 




Start 


3280 








End 


5529 . 


Name 


OJ000207 13 


. 0303 


. C18 . ol 


. ts 


Method 


TBLASTX : Soybean 


Start 


3277 ~ 








End 


4293 


GI 


none 








Score 


100 


R von 


3277 3363 


334 9 


. .3450, 


3445. 


.3756, 3485. .3721, 3748. .4170, 




3773 4171 


4168 


. .4293, 


4169, 


.4213 




Qprr No 


4 6888 








Seq. ID 


OJ000207_13. 0303.018 


Gene No . 


99650 








Strand 




Start 


3280 








End 


5529 


Name 


OJ000207 13 


.0303 


.C18.02 


.np 


Method 


AAT/NAP 


Start 


3280 








• End 


5529 


GI 


6957724 








Score 


908 


F.xnn <^ 


3280. .4335, 


5506 


. .5529 










{AC021640) 


putative stearoyl- 


acyl carrier protein desaturas 




[Arabidopsis thaliana] 








Seq. No. 


46888 








Seq. ID 


OJ000207_13. 0303.018 


Gene No. 


99650 








Strand 




Start 


3280 








End 


5529 


Name 


OJ000207 13 


.0303 


.018. ol 


tw 


Method 


TBLASTX: Wheat 


Start 


3295 








End 


3682 


GI 


none 








Score 


44 


Rxon s 
■t-j ^\ \^ 1 1 


3295. .3435, 


3397 


. .3435, 


3436. 


,3525, 3436. .3681, 3485. .3682 


Spa No 


46888 








Seq. ID 


OJ000207_13. 0303. 018 


Gene No. 


99650 








Strand 




Start 


3280 








End 


5529 


Name 


OJ000207 13 


.0303 


018. ol 


tm 


Method 


TBLASTX: Maize 


Start 


3319 








End 


4305 


GI 


none 








Score 


97 


Rxon ^ 


3319. .3438, 


3445 


.3756, 


3485. 


.3718, 3766. .4170, 3773. .4171, 




4175. .4216, 


4183 


.4305 








Seq. No. 


46888 








Seq. ID 


OJ000207_13. 0303.018 


Gene No. 


■99650 








Strand 




Start 


3280 








End 


5529 


Name 


OJ000207 13 


.0303, 


018. ol. 


tc 


Method 


TBLASTX :Oress 


Start 


3346 








End 


4305 



48528 



vjt X 


none 








Score 


87 




O A. W i 1 O 




J 4 4 J 




■^4 R R 

O 4 O J . 


.3718, 3748. .4170, 


07-7 4171 






4 1 fiQ 

4 X O . 


49T 

■ . 4 ^ X ^ 










Seq. No. 


46888 








OC ^ * XL/ 


0.7000907 


_13. 0303.018 


Gene No. 


99650 








O L. X dllU 






q-j- a -rf 


^ ^ O \J 










o J ^ 




Nsnie 


n.Tnnn9n7- 

/ ;. X O 


. u o u o . 


t V*^ X O . vj^ 


• 9P 




A AT /PAP 




O LdX L 


4 -3 










4 Q1 9 

4 17 X ^ 






J D -3 X X U 








Score 


S9 

O ^ D 




F V ^ n Q 
















Seq. No. 


46889 








TO 

OCLj^ . XL/ 


0.70009 07 

\J KJ U \J \J ^ \J f 


_13. 0303. 019 


Gene No. 


99651 








O I- X di Kwl 


-|- 






1 no 

X u u u 










1 1 9 S 

X X ^ J 




Nsine 


WUUUU^U/ XJ 




PI Q n1 

1 X _? . L> X 


• qs 


Mo1~ h r%H 








1 OOf^ ~ 
X u u o 








FnH 


1 1 9 S 
X X ^ o 






n o n o 








OL-vjx e 






Hi AvJI lo 


1 00^^ 1 1 9R 














O . InU . 


d fifi QO 

4 D O U 








Seq. ID 


OJ000207 


i 0 . U J . U 


Gene No. 


99652 








Strand 


+ 




Start 


1478 








End 


2786 




Name 


OJ000207 13, 


.0303, 


.020. ol 


. np • 


Method 


AAT/NAP 




Q-i- a v-l- 

o uairu 


1478 








End 


2786 






. 5777617 








Score 


67 






1478. .1512, 


2689. 


, .2786 












(AJ245900) CAA30375.1 protein 


[Oryza sativa] 






46890 








Seq. ID 


OJ000207 


X 0 . u 0 U J . u 


Gene No. 


99653 








Strand 






Start 


2772 








End 


7415 




LNdillC 


OJ000207 13. 


.0303. 


C20.O2 


. gs 


Method 


GENSOAN 




O L d X l_ 


2772 








End 


7415 




X 


none 








Score 


.42 






2772. .2839, 


2957. 


.3127, 


3553. 


.3717, 37E 


!6. .4203, 


4208. .4215, 




45.60. .4'649, 


4687. 


.4837, 


4896. 


.4988, 6086. .6165, 


7206. .7415 


Seq. No. 


46890 








Seq. ID 


OJ000207_ 


_13. 0303.020 


Gene No. 


99653 








Strand 






o u d X u 


2772 








End 


7415 




Name 


OJ000207 13. 


.0303. 


020. ol 


. ts 


Method 


TBLASTX: Soybean 


O U dX L 


3515 








End 


4146 




O X 


none 








Score 


93 




T7" v o 


3515. .3661, 


3536. 


.3658, 


3783. 


.3833, 3829.. 3972, 


4072. ."4146 


Coo Mo 


46890- 








Seq. ID 


OJ000207_ 


_13. 0303.020 


Gene No. 


99653 ' 








Strand 






Start 


2772 








End 


7415 




Name 


OJ000207 13. 


,0303. 


020.O2 


.np 


Method 


AAT/NAP 




O CdX U 


3554 








End 


4197 




GI 


6016690 








Score 


317 




Exons 


3554 . .3662, 


3784. 


.4197 










GI Descrip. 


{AC009991) unknown protein [Arabidopsis 


; thaliana] 


Seq. No. 


46890 








Seq. ID 


OJ000207_ 


_13. 0303.020 


Gene No. 


99653 








Strand 







48529 



start 


2772 






End 


7415 




Nam© 


n.Tnon?n7 i 

yj \j \j ^ yj / j-j 


.0303.C20.o3. 


.np 








o c d I. u 










RO "^7 




CT 
\j J. 


.J / / / o ± / 






Score 


7 

i o 






4^7 9 4 4 QO 

m *i ri ^ \J f 


4853. .5037 












f AJ245900 ) 


CAA30375.1 protein 




Q a "i" "i 1 
o d X V d J 




Seq. No.- 


46891 






Seq. ID 


OJ000207_13.0303 


.C22 


Gene No. 


99654 






Strand 


+ 




C-|- a 


??4 9 








R7 




Name 


n. 1000907 1 ? 


.0303.C22.ol. 


,gs 








O L. d 1. 


2949 ~ 

^ ^ *i ^ 








O O J f 




GI 


none 






q OO T"0 


^ 7 




P von CI 


9949 94?S 


2672. .3048, 


3115. 


^7 






Seq. No. 


46891 






Seq. ID 


OJ000207_13.0303, 


.C22 


Gene No. 


99655 






Strand 






Start 


■2 707 






End 


3009 




KT a rn o 


0.70 00 9 07 1 ^ 


.0303.C22.ol. 


ts 


Method 


TBLASTX: Soybean 




O l_ CL i. L. 


9704 ~ 






End 


3006 






n on o 






Score 


96 




T^' von Q 


9704 9R47 


2713. .2880, 


2720. 


.2881, 2920.. 3006, 2953.. 3003 


Qc^rr Mo 


*a U O -7 X 






Seq. ID 


OJ000207_13.0303. 


.C22 


f^finp Xfn 


99655 






Strand 






Start 


2707 






End 


3009 




Name 


OJ000207 13 


.0303.C22.ol. 


np 


Method 


AAT/NAP 






2707 . 






End 


3003 






7340702 






Score 


236 




T^' von ^ 


2707. .3003 












C^T noQOY~io 


{AL162507) ATP-dependent 


: RNA helicase- 


-like protein [Arabidopsis 




thaliana] 












Seq. No. 


46891 






Seq. ID 


OJ000207_13.0303. 


.C22 


Gene No. 


99655 . 






Strand 






Start 


2707 






End 


3009 




Ma mo 


OJ000207 13 


.0303.C22.ol. 


tc 


Method 


TBLASTX: Cress V , 




O U Cli- L. 


2713 






End 


3006 




GI 


none 






Score 


134 




p. von Q 


2713. .2880, 


2717. .2881, 


2935. , 


.3006 






Seq. No. 


46891 






Seq. ID 


OJ000207_13.0303. 


,C22 


Gene No. 


99655 






Strand 






Start 


2707 






End 


3.009 




Ma mo 


OJ000207 13 


.0303.C22.ol. 


tm 


Method 


TBLASTX: Maize 




O L d i. u 


2797 






End 


3009 






none 






Score 


106 




Ih' V on Q 


2797. .3009, 


2798. .2887, 


2932. . 


.3009 






o e q . L\ o . 


46892 






Seq.. ID 


OJ000207_13.0303. 


,C23 


Gene No. 


99656 






Strand 






Start 


491 






End 


599 




Name 


OJ000207 13 


.0303.C23.ol. 


gs 


Method 


GENSCAN 




Start 


491 






End 


599 




GI 


none 






Score 


.77 




Exons 


491. .599 













48530 



e • 



Seq. No. 


46893 








Seq. ID 


OJ000307 


_17.0331.C1 


Gene No. 


99657 








Strand 


+ 




Of- a 7-4- 


J X *S *2 








Hjiivj. 


^^7ft 




Nsine 




U J J X . 


X . O X . 










O U a J- L 


J X *± *i 










OD 1 O 






n on o 








O t^UX c 


o o u 




Exons 


■31 Ad '^^Ifl 
-JXflfl. .OJ/O 














o tr q . In U . 


46893 








Seq. ID 


OJ000307 


X/ .UjOX.wX 




99658 








Strand 


+ 




Start 


5584 








End 


6655 




Name 


OJ000307 17. 


0331. 


Cl.o2. 


gp 


Method 


AAT/GAP 




OL.ax. U 


5584 








End 


6655 






uC-osflcyp065al2bl 




Score 


690 






5584. .5676, 


5819. 


.5891, 


6139. 


.6225, 6361.. 6438, 


6585. .6655 




'3080398/emb|CAA18718.1| 3 . Oe- 


-11 (AL022603) putative protein 




l^riXTaDXCiOpo X £: 


; thaliana] * 










o e q . In o . 


D 0 i?0 ■ 








Seq. ■ ID 


OJ0003'07 


17 D'^'^l PI 
X/ .UOOX.k^X 












Strand 


+ 




Start 


o u y y 








End 


10620 




Name 


OJ000307 17. 


0331. 


Cl.ol. 


tw 


Method 


TBLASTX : 


Wheat 


Ota. r L 


3280 








End 


10620 




PT 


none 








Score 


179 




Exons 


-300 n '^4 ft 


3331. 


.3378, 


'^4 4 R 


.3495, 3625.. 3666, 






30X^. .DO-?J/ 


5828. 


.5899, 


D X O / , 


.6241, 6137.. 6226, 






DjOD. . D40U/ 


6360. 


. 6428, 


X vJO O f± 


. .10620 






Seq. No. 


O 0 y o 








Seq. ID 


OJ000307 


17 DT^I PI 
X / . UjJX .^X 


Gene No. 


DO y 








Strand 


+ 




O Lai L 










End 


10620 




Name 


OJ000307 17. 


0331. 


C1.03. 


tm 


Method 


TBLASTX: 


Maize 


O Ua r L 


5352 








End 


5474 






none 








Score 


185 




Exons 




5354. 


.5473 










o e q . ln o . 


46893 








Seq. ID 


OJ000307 


_17.0331.C1 


Gene No. 


.99659 








Strand 


-f 




Start 


8099 








End 


10620 




IN ditic 


OJ000307 17. 


0331. 


Cl.ol. 


ts 


Method 


TBLASTX: 


Soybean 




5369 








End 


5682 




ox 


none 








Score 


90 




Exons 


5369. .5455, 


5370. 


.5477, 


5370. 


.5462, 5537. .5680, 


5574. .5663, 




5575. .5682/" 


5575. 


.5682 










o e q . In o . 


46893 








Seq.^ ID 


OJ000307 


_17.0331.C1 


oene lno . 


99659 








Strand . 


+ 




Start • 


8099 








End 


10620 




Name 


OJ000307 17. 


0331. 


Cl.ol. 


tm 


Method 


TBLASTX: 


Maize 


O LaX U 


6131 








End 


7374 




PT 


none 








Score 


96 




Exons 


6131. .6241, 


6136. 


.6225, 


6137. , 


.6226, 6334. .6441, 


6356. . 6439, 




6360. .6443, 


6360. 


.6449, 


6577. , 


.6666, 6578.-6664, 


7109. .7303, 




7109. .7315, 


7110. 


.7322, 


7123. . 


.7335, 7327. .7374, 


7327. .7368 


Seq. No. 


46893 








Seq. ID 


OJ000307 


_17.0331.C1 


Gene No. 


99659 








Strand 


+ 





48531 



• 



start 8099 End 10620 

Name OJ000307_17 . 0331 . CI . o3 . gp Method AAT/GAP 

Start 8099 End 8587 

GI 5667167 Score 847 

Exons 8099.. 8587 

GI Descrip. 3080398/ertib | CAA18718 . 1 1 3.0e-ll (AL022603) putative protein 
[Arabidopsis thaliana] 



Seq. No. 46893 ' ' 

Gene No. 99659 

Start 8099 

Name OJ000307_17 . 0331 . CI . o2 . tm 

Start 8152 

GI none 
Exons 



Seq. ID OJ000307_17.0331.C1 

Strand + 

End 10620 

Method TBLASTX : Mai ze 

End 8351 

Score 120 



8152. .8229, 8153. .8230, 8162. .8239, 8235. .8351, 8240. .8326 



Seq. No. 46894 
Gene No. 99660 
Start 945 

Name OJ000307_17 , 0331 . C2 . ol . gp 

Start 945 

GI LIB34 75-007-P1-K1-G8 

Exons 945. . 1128 

GI Descrip. ' 544 1880/dbj | BAA82378 . 1 1 5.0e-7*5 (AP000367) EST C28952 (C62945) 

corresponds to a region of the predicted gene.; Similar to maize 
transposon MuDR mudrA protein. (AC003^981) [Oryza sativa] * 



Seq. ID OJ000307_17.0331.C2 
Strand 

End 1128 

Method AAT/GAP 

End 1128 

Score 293 



Seq. No. 46895 

Gene No. 99661 

Start 1 

Name OJ000307_17 . 0331 . C5 . ol . tm 

Start 1 

GI none 

Exons 1..189, 1..183, 3. .188 



Seq. ID OJ000307_17.0331.C5 
Strand 

End 189 

Method TBLASTX : Mai ze 

End 189 

Score 215 



Seq. No. 46895 

Gene- No." 99662 

Start 104 

Name OJ000307_17 . 0331 . C5 . o2 . ts 

Start 104 

GI none 

Exons 104.. 247, 106.. 246 



Seq. ID OJ000307_17.0331.C5 
Strand 

End 247 

Method TBLASTX : Soybean 

End 247 

Score 126 



Seq. No. 46895 

Gene No. 99663 

Start 340 

Name OJ000307_17 . 0331 . C5 . ol . ts 

Start 340 

GI none 
Exons 



Seq. ID OJ000307_17.0331.C5 
Strand 

End 7 90 

Method TBLASTX : Soybean 

End 790 

Score 86 



340. .411, 399. .509, 463. .579, 619. .789, 641. .790 



Seq. No. 46896 

Gene No. 99664 

Start 3090 

Name OJ000307_17 . 0331 . C6 . ol . gp 

Start 3090 

GI 95376 1.R1084 



Seq. ID OJ000307_17.0331.C6 
Strand 

End 3554 
Method AAT/GAP 
End 3554 
Score . 893 



48532 



a 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



3090. .3554 

M768986/gb|AAD29706.1|AF140493_l l.Oe-66 {AF140493) 
hypothetical protein [Oryza sativa] ' 



46896 Seq. ID 

99665 Strand 

4119 End 

OJ000307_17 . 0331'. C6 . o2 . gp Method 

4119 . End 

4768985 Score 
4119. .4538 

4768986/gb|AAD29706.1|AF140493_l l.Oe-66 (AF140493) hypothetical 
protein [Oryza sativa] 

46896 
99666 
14243 

OJ000307_17.0331.C6.o3.gp 
14243 

LIB34 77-003-P1-K1-E9 
14243. .14340 

'24 98586/sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY SI) >gi_1173557 {U31771) Ory s 1 [Oryza 
sativa] ' 



OJ000307_17.0331.C6 

4538' 
AAT/GAP 
4538 
836 



Seq. ID OJ000307_17.0331.C6 
Strand 

End 14340 

Method AAT/GAP 

End 14340 

Score 102 



Seq. No. 46896 Seq. ID 

Gene No. 99667 Strand 

Start 26793 End 

Name OJ000307_17 . 0331 . 06 . o7 . tm Method 

Start 2501 End 

GI none Score 

Exons 2501.. 2782, 2502.. 2786, 2506.. 2784 



OJ000307_17.0331.C6 
26866 

TBLASTX: Maize 

2786 

268 



Seq. No. 46896 

Gene No. 99667 

Start 26793 

Name ' OJ000307_17 . 0331.. C6 . ol . tm 

Start ■ 2800 

GI none 

Exons 2800.. 3297, 2802.. 3296 

Seq. No. 46896 

Gene No. 99667 

Start 26793 

Name OJ000307_17 . 0331 . 06 . ol . ts 

Start 3120 

GI . none 

•Exons. 3120. .3200, ' 3282. .3815, 3483. 



Seq. ID 

Strand 

End 

Method 

End" 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_17. 0331.06 
26866 

TBLASTX :Maize 

3297 

600 



OJ000307_17.0331.C6 
26866 

TBLASTX : Soybean 

3816 

106 



,3794, 3712. .3816 



Seq. No. 46896 Seq. ID 

Gene No. 99667 Strand 

Start 26793 End 

Name OJ000307_17 . 0331 . 06 . o5 . tw Method 

Start 3225 ^ End 

GI none Score 

Exons 3225.. 3659 



OJ000307_17.0331.C6 
26866 

TBLASTX :J^heat 

3659 

240 



48533 



a 



Seq. No. 
Gene No. 
Start 
Name 
Start - 
GI 

Exons 



46896 
99667 
26793 

OJ000307_17, 

3297 

none 

3297. .3677, 



0331.C6.o5.tm 



3304. .3648, 3315. 



Seq. ID OJ000307_17.0331.C6 
Strand 

End 26866 

Method TBLASTX: Maize 

End 3677 

Score 195 
.3674 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46896 
99667 
26793 

OJ000307_17. 

3678 

none 

3678. .3815, 



0331.C6.ol0.tm 



Seq. ID OJ000307_17. 0331. C6 
Strand 

End 26866 

Method TBLASTX: Maize 

End 3935 

Score 88 



3703.. 3816, 3813.. 3935, 3833.. 3934 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46896 
99667 
26793 

OJ000307_17, 

4091 

none 

4091. .4243, 
4188. .4322, 
4553. .4702, 



0331.C6.o2.tm 



4152. .4253, 4152. 
4238. .4636, 4249. 
4566.. 4697, 4628. 



Seq. ID OJ000307_17.0331.C6 
Strand 

End ; 26866 
Method TBLASTX: Maize 
End 4805 
Score 101 

.4247, 4169. .4321, 4172. .4306, 
.4638, 4325. .4636, 4326. .4637, 
.4801, 4731. .4805 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46896 
99667 
26793 

OJ000307_17, 

8152 

none 

8152. .8250, 



0331.C6.o9. tm 



8245.. 8442, 8257. 



Seq. ID OJ000307_17.0331.C6 
Strand 

End 26866 

, Method TBLASTX : Mai ze 

End 8443 

Score 41 
.8307, 8330. .8443 



Seq. No. 
Gene No. 
Start 
' Name 
Start 
GI 

Exons 



46896 
99667 
26793 

OJ000307_17. 

8521 

none 

8521. .8562, 



0331.C6.ol.tw 



8563. .8886 



Seq. ID OJ000307_17.0331.C6 
Strand 

End . 26866 

Method TBLASTX : Wheat 

End 8886 

Score 292 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46896 
99667 
26793 

OJ000307_17. 

8611 

none 

8611. .8697, 



0331.C6.o4.tm 



Seq. ID OJ000307_17.0331.C6 
Strand 

End 26866 

Method TBLASTX: Maize 

End 9111 

Score *• 127 



8710. .9081, 8852. .9082, 8893. .9111 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



46896 
99667 
26793 

OJ000307_17. 

8980 

none 

8980. .9078, 



0331.C6.o4 .tw 



9170. .9295, 9271. 



Seq. ID OJ000307_17.0331.C6 
Strand 

End 26866 

Method TBLASTX: Wheat 

End 9531 

Score 151 
.9531 



48534 





Seq. No. 


46896 




Seq. ID 


OJ000307_17.0331 


.C6 






99667 




C -t- V- r» 

b L ranu 








C-l 1 -^-4- 


26793 




End 


z bo DO 






Name 


OJ000307 17, 0331. C6 


.03. ts 


Method 


i btiAb i A ; boyoean 








9170 




bno 


y bo 1 








none 




Score 


9 1 Q 

z 1 y 






Exons 


9170.. 9259, 9328.. 9681 










beq. No. 


46896 




Seq. ID 


OJ000307_17.0331 


,C6 




Gene No. 


99667 




Strand 








Start 


26793 




End 


26866 






Name 


OJ000307 17. 0331. C6 


. 06 . tm 


Method 


TBLASTX: Maize 








9282 




End 


13305 








none 




Score 


40 






Exons 


9282. .9317, 9286.-9849, 9406. .9729, 9626... 9763, 9627. .9764 






lOQQA 100/1"^ 10QQ9 




12 983. .13129, 13118. .13282, 








X JlZD . , JLooUo 












Seq. No. 


4 DO y D 




Seq. ID 


OJ000307_17.0331 


. Co 




Gene No. 


yybb / 




Strand 








0 car L 


26793 




End 


26866 






Name 


OJ000307_17.0331.C6 


o3 . tw 


Method 


TBLASTX: Wheat 






Start 


1 z y 4 D 




End 


13254 






GI 


none 




Score 


129 






Exons 


lOQ/l^; ITI/IQ lOOQ^ 


. i J i Jo , 


13142. : 13219, 1314 4. .13239, 


















£3 


Seq. No. 


ft DO y 0 




Seq. ID 


OJ000307_17.0331 


. Co 




Gene No . 


0 0 £r ^ T 

yybb / 




Strand 








b tar t 


z b / yj 




End 


26866 






Name 


UJUUUoU / i/.Uool.Cb. 


o2 . tw 


Method 


TBLASTX: Wheat 




1 y 


brart 


T T C Q 0 




End 


13918 






C T 

K3± 


none 




Score 


117 






Exons 


13582, .13896, 13592, 


. 13918 










Seq. No. 


46896 




Seq. ID 


OJ000307_17.0331 


.06 




Gene No. 


99667 




Strand 








0 uarr 


26793 




End 


26866 






Name 


OJ000307 17, 0331. C6. 


08. tm 


Method 


TBLASTX: Maize 




r": 


b rar c 


22301 




End 


22625 








none 




Score 


96 






Exons 


22301, .22393, 22305. 


.22433, 


22430. .224 


59, 22490. ,22564, 








22491. .22625, 22491. 


.22616 










Seq, No. 


46896 




Seq, ID 


OJ000307_17.0331 


.C6 




Gene No . 


99667 




Strand 








b carr 


26793 




End 


26866 






Name 


OJ000307 .17. 0331. C6. 


o3 . tm 


Method 


TBLASTX: Maize 






Start 


24103 




End 


26865 






GI 


none 




Score 


88 






Exons 


24103. .24201, 24110. 


.24295, 


24112. .24204, 24 125 .. 242 14 , 








24196. .24303, 24208. 


.24300, 


24303. .24368, 24380 ., 24619, 








24380. .24613, 24418, 


.24630,^ 


25411. .25-482,' 26023 ., 26145, 








26028. .26141, 26029. 


.26145, 


26030.. 26149, 26432 .. 26548, 








26767. .26865, 26769. 


.26864 









48535 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



a 



46896 
99667 
26793 
OJ000307 
24109 
none 
24109 
24380 
24545 



17.0331.C6.o2.t,s 



24333, 24128, 
24565, 24380. 
24607 



.24241, 
.24526, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
24301. .24375, 24341 
24418. .24564, 24436 



OJ000307 17. 0331. C6 



26866 

TBLASTX : Soybean 
24607 
68 

24394, 
24600, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46896 
99667 
26793 

OJ000307_17. 0331.C6.o4 .ts 

26028 

none 

26028. .26132, 26030.. 26134 

4 68 96 ' 

99667 

26793 

OJ000307_17.0331.C6.o6.tw 

26029 

none 



Seq. ID OJ000307_17.0331.C6 
Strand 

End 26866 

Method TBLASTX : Soybean 

End 26134 

Score 133 



Seq. ID 6j000307_17.0331.C6 
Strand 

End 26866 

Method TBLASTX : Wheat 

End 26866 

Score 162 



26029. .26145, 26030 2 614 9, 26031 .. 26144 , 26432 .. 2 654 8 , 
26465. .26545, 26767 .. 26865, 26768 .. 26866, 26769. .26864 



Seq. ID OJ000307_17.0331.C6 
Strand 

End 26866 

Method AAT/GAP 

End 26866 

Score 148 



46896 
99667 
26793 

OJ000307_17,0331.C6.o4.gp 
26793 

LIB3474-003-P1-K1-G9 
26793. .26866 

'1946371 3.0e-12 {U93215) regulatory, protein Viviparous-1 isolog 
[Arabidopsis thaliana] ' 



46897 
99668 
191 

OJ000307_17.0331.C7.ol. tc 

184 

none 



Seq. ID OJ000307_17.0331.C7 

Strand + 

End 1233 

Method TBLASTX : Cress 

End 1111 

Score 100 



184. .252, 192. .242, 337. .441, 350. .442, 351. .443, 352. .444, 
977. .1111 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



46897 
99668 
191 

OJ000307_17 . 0331 . C7 . ol . tm 

184 

none 



Seq. ID OJ000307_17 .0331.C7 . 

Strand + ' 

End 1233 

Method TBLASTX : Mai ze 

End 1185 

Score 100 



184. .252, 187. .258, 337 . . 44 1 , . 34 4 . . 4 39, 351. .443, 352. .444, 
977.. 1183, 987. .1154, 988..li73, 989. .1183, 994;, 1185 



46897 
99668 



Seq. ID OJ000307_17.0331.C7 
Strand + 



48536 




O L d i. L, 


X -7 i. 








LNctillC 


o.Tnnn'^n7 17 n?^i n 




Mot" h oH 


TRT ZiQTY • Qz-Nt/Hcinn 

X DLirio i A . ooyDean 




T fi d ~ 
± 0 *i 






±\JOKJ 










1 no 




lft4 IQO 




"^^l 441 

OJ/. .MIX, 


'^'^1 4 4? Q77 1 nfiO 


O vJ • L>l • 


46897 




Seq. ID 


0.7(100^07 1 7 O'^'^l r7 


Gene No , 


99668 




Strand- 


+ ■ ' ~ 


Start - 


191 




End ■ 


1233 


Name 


OJ000307 17. 0331. C7. 


Ol.gp 


Method 


AAT/GAP 


Start 


191 




End 


1233 


GI 


31129 1.R1084 




Score 


579 


Exons 


191. .247, 35.0. .440, 


988. .1233 






GI Descrip. 


'3880625/emb|CAB0785 


8.11 3.0e- 


-27 (Z93785) predicted using 



Genefinder; similar to RNA recognition motif, (aka RRM, RBD, or 
RNP domain); cDNA EST EMBL:T01682 comes from this gene; cDNA EST 
EMBL:M75823 comes from this gene; cDNA EST EMBL:D27559 comes 
from this ' 



Seq. No. 46898 Seq. ID 

Gene No. 99669 Strand 

Start 418 End 

Name OJ000307_17 . 0331 . C8 . ol . tm Method 

Start 81 . End 

GI none Score 
Exons 



OJ000307_17.0331.C8 
+ 

1531 

TBLASTX: Maize 

1109 

148 



81. .281, 98:. 274, 103. .297, 103. .276, 105 281,- 379 .. 435, 
381. .521, 381. .446, 440. .538, 441. .539, 441. .539, 551. .652, 
551. .652, 556. .654., 726. .785, 726 .. 785, -727 .. 786, 930. .1019, 
931. .987, 999. .1109, 999. .1103 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46898 Seq. ID 

99669 Strand 
418 End 
OJ000307_17 . 0331 . 08 . ol . gp Method 
418 End 
17884_1.R1084 ..-Score 
418. .651, 729. .784, 925. .1531 

•1330273/dbj ID85055IRICSINE11 2.0e-18 Rice retroposon 
p-SINEl-r31 gene' 



OJ000307_17.0331.C8 
+ 

1531 
AAT/GAP 
1531 
1624 . 



46898 
99669 
418 

OJ000307_17..0331.C8.ol.tw 

477 

none 



Seq. ID OJ000307_17.0331.C8 

Strand + 

End 1531 

Method TBLASTX : Wheat 

End 1287 

Score 62 



477. .512, 477. .527, 495. .632, 500. .634, 500. .643, 623. .652, 
633. .653, 726. .785, 727..771> 734. .784, 950. .991, 951. .995, 
951. .1013, 993. .1094, 993. .1076, 1024. .1140, 1234. .1287, 
1244. .1282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



46899 
99670 
37 

OJ000307 
37 

none 



17.0331.C9.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_17.0331.C9 
1548 

TBLASTX: Maize 

1548 

46 



48537 





Exons 




363, 95.. 


361, 103. .363, 108.. 






479 S7fi 473 S74 4fi3 S7S 


757. .1485, 758. .1489, 1085.. 






1 1 Q9 14Q1 1 489 1 S48 1 4 QO 


.1540 






Seq. No. 


46899 




n,Tnnn'^n7 17 n'^?i pq 




Gene No. 


99670 


q+- v~-i nH 

0 Lx dlLU 






Start 


37 


xjIIU 


±DHO 




IN dtiic 


r).Tnnn'^n7 n 033i C9 oi tr 




TRT a<^TY • Cr-a q q 
1 Dijf-1.0 1 A . v_/x e 0 0 






X vj z. 












Score 


1 91 

± Z X 






1 09 362 145 363 








O e q . IN U . 


46899 


Seq. ID 


OJ000307_17.0331.C9 




Gene No. 


99670 


Strand 






Start 


37 


End 


1 R4 ff 




Name 


OJ000307 17.0331.C9.ol.ts 


Method 






0 C d i- L. 


989 


End 


± J 0 -7 






none 


Score 


D D 




Ej AUiiO 


989... 1048, 991. .1056/ 1048. .1389, 1053 


11m in^^i i'^p4 






1198.. 1389 








0 ^ * lnu • 


'46900 


Seq. ID 


OJ000307_17.0331.Cli 




Gene No. 


99671 


Strand 






Start 


302 


End 


711 




Ma mo 


OJ000307 17.0331.C10.ol.tm 


Method 


TBLASTX: Maize 


V: 5 


0 L dx. L 


302 


End 


711 


flJ 


T 


none 


Score 


118 


£j 


Exons 


302. .391, 302. .373, 388. .504, 


389. .505, 390. .512, 391. .513, 






402. .530, 646. .711, 646. .711 








Sea No 


46901 


Seq. ID 


OJ000307_17.0331.Ci; 




Gene No. 


99672 


Strand 






Start 


1 


End 


1495 




Name 


OJ000307 17.0331.C12.ol.gp 


Method 


AAT/GAP 




Start 


1 


End • 


1495 


L -i. 


GI 


31129 1.R1084 


Score 


843 




Exons 


1..85, 549. .607, 1183. .1495 







GI Descrip. 



*3880625/emb|CAB07858.1| 3.0e-27 (Z93785) predicted using'' 
Genefinder; similar to RNA recognition motif, (aka RRM, RED, or 
RNP domain); cDNA EST EMBL:T01682 comes from this gene; cDNA EST 
EMBL:M75823 comes from this gene; cDNA EST EMBL:D27559 comes 
from this ' 



Seq. No. 


46901 








Seq. ID 


OJ000307_17.0331, 


.012 


Gene No. 


99673 








Strand 






Start 


7746 








End 


8069 




Name 


OJ000307 17 


.0331 


.CI2.0I, 


. tm 


Method 


TBLASTX: Maize 




Start : 


7746 








End 


8069 




GI 


none 








Score 


137 




Exons 


7746. .7880, 


7757 


. .7891, 


7944. 


.8069 






Seq. No. 


46902 








Seq. ID 


OJ000307_17.,0331. 


X13 


Gene No. 


99674 








Strand 






Start 


126 








End 


1907 




Name 


OJ000307 17 


.0331 


.013. o4, 


. tm 


Method 


TBLASTX: Maize 




Start 


126 








End 


516 




GI 


none 








Score 


101 





48538 



Exons 



126. .284, 127. .306, 128, .283, 129. .299, 289. .471, 342. .470, 
475. .516 



Seq. No. 46902 

Gene No.- 99674 

Start 126 

Name OJ000307_17 . 0331 . C13 . o4 . tw 

Start 151 

GI none 

Exons 151.. 459, 153.. 350, 867.. 926 

Seq. No. 46902 

Gene No. 99674 

Start 126 

Name OJ000307_17 . 0331 . C13 . o2 . ts 

Start 214 

GI none 

Exons 214. .471, 225. .467, 475. .570 



Seq. ID OJ000307_17.0331.C13 
Strand 

End 1907 

Method TBLASTX : Wheat 

End 926 

Score 290 



Seq. ID OJ000307_17.0331.C13 
Strand 

End 1907 

Method TBLASTX : Soybean 

End 570 

Score 224 



Seq. No. 46902 

Gene No. 99674 

Start 126 

Name OJ000307_17 . 0331 . C13 . o5 . tw 

Start 478 

GI none 
Exons 



Seq. ID OJ000307_17;0331.C13 
Strand 

End 1907 

Method TBLASTX : Wheat 

End 836 

Score 82 



478. .600, 501. .599, 603 719, 608 .. 7 15, 729. .836 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46902 
99674 
126 

OJ000307_17.0331.C13.o3.tm 

517 

none 



Seq. ID OJ00030.7_17.0331.C13 
Strand 

End 1907 

Method TBLASTX : Maize 

End 1133 

Score 65 



517. .600, 545. .1003, 600. .1043, 1038. .1133 



46902 
99674 
126 

OJ000307_17.0331.C13.o3.ts 

609 

none 

609. .848 



Seq. ID OJ000307__17.0331.C13 
Strand- 
End " 1907 
Method TBLASTX : Soybean 
End 848 
Score 189 



Seq. No. 46902 

Gene No. 99674 

Start 126 

Name OJ000307_17 . 0331 . C13 . o2 . tw 

Start 1032 

GI none 

Exons 1032.. 1427, *1161..1415 



Seq. ID OJ000307_17.033r,C13 
Strand 

End 1907 

Method TBLASTX: Wheat 

End ■ 1427 

Score 334 



Seq. No. 46902 

Gene No. 99674 

Start 126 

Name OJ000307_17 . 0331 . C13 . ol . tm 

Start 1260 

GI none 



Seq. ID OJ000307_17.0331.C13 
Strand 

End 1907 

Method TBLASTX : Maize 

End 1897 

Score 752 



48539 





liC DU . . io y D / 


1 T 1 

1 jOX 


1 Ci7 '3 


i 0 bz . 


.1895, 1688.. 1897 




Seq. No. 


46902 








Seq. ID 


OJ000307_17.0331 


C13 


Gene No. 


99674 








Strand 








1 9 
X z o 








End 


190.7" 




Naine 


PiTnnmm 1*7 


n "3 '5 1 
. U J 0 1 


. LU . 01 


. lS 


Method 


TBLASTX: Soybean 




OL L. 


xz y u 








End 


1667 






none 








Score 


322, • 




Exons 


xz yu . . xoo / f 


1 "5 ^ 7 

X Jo / 


1 t; 7 Q 
. .10/0 










Seq. No. 


46902 








Seq. ID 


OJ000307_17.0331. 


013 


Gene No. 


99674 








Strand 






O Udl. L 


1 9 

X Z D 








End 


1907 




Na.ine 


r> Tfinn "^m 1 "7 
UJ uuuou/ 1/ 


. U J J X 


. ui 0 . 00 




Method 


TBLASTX: Wheat 






X 0 X 0 








End 


1907 






none 








Score 


305 




Exons 


XjXO. . X^U / / 


1 R R Q 

X o o y 


. . X 0 y 










Seq. No. 


46902 








Seq. ID 


OJ000307_17.0331. 


013 


Gene No. 


99675 








Strand 








1 Qn9 








End 


2541 




Na.rne 


UJ uuuou / 1 / 


n "3 T 1 


, Ul 0 . Oz 


. tm 


Method 


TBLASTX: Maize 






1 QH 9 
1 y Uz 








End 


2541 




r" T 

Lai 


none 








Score 


380 




Exons 


1 Qn9 9 '5n'5 


9 n ri n 
z UU U 


. , z 1 d41 , 


0 0 Q Q 

zzoy . 


.2540, ' 2343. .2540, 2464. .2541 


Seq. No. 


46902 








Seq. ID 


OJ000307_17.0331. 


013 


Gene No. 


99675 








Strand 






o t air L 


1 009 

X y uz 








End 


2541 




Name 


UJ.UUU JU / X / 




. uio . 01 




Method 


TBLASTX: Wheat 






1 y DO 








End 


2369 






none 








Score 


341 




Exons 


xyoo. .zjoy. 


9 n nn 

Z U UU 


9 9 C. 7 
. . z z 0 / 










Seq. No. 


46903 








Seq. ID 


OJ000307_17.0331. 


014 


Gene No. 


99676 








Strand 


+ 




O UciXT- 


c c 0 c 

0 oz 0 








End 


6985 




Naiue 


U J UUUJU/ X/ 


n ^ "3 1 


. U14 . 0 1 . 


gp 


Method • 


AAT/GAP 






C\ R 9 






End ■ 


6117 




oX 


none 








Score 


1137 




Exons 


OOZO. .DXX/ 














Seq. No. 


46903 








Seq. ID 


OJ000307_17.0331. 


014 


Gene No. 


99676 








Strand 


+ 




O LdX L 


R9 ^ 

0 3 Z 0 








End 


6985 




Name 


UJ UUU JU / i / 


n '3 "3 1 


CI 4 . Oz . 


tm 


Method 


TBLASTX: Maize 




o tar L 


ODD / 








End 


5973 






none 








Score 


420 




Exons 


cccn c;Q7^ 


c: 7 c 


. Oy / 1 










Sea No 


4 6903 








Seq. ID 


OJ000307_17.0331. 


014 


Gene No. 


99676 








Strand 


+ 




■§;tart 


• 5525 








■End 


6985 




Name 


OJ00.0307 17. 


0331, 


014 .01. 


ts 


Method 


TBLASTX: Soybean 




Start 


5579 








End 


6777 




GI 


none 








Score 


65 




Exons 


5579. .5740, 


5903, 


.6301, 


6163. 


.6228, 6304. .6477, 6320. .64 


84, 



48540 



• 9 

6524.-6769, 6568.. 6777 



Seq. No. 


46903 








Seq. ID 


OJ000307_17.0331.C14 




i7D / 0 








Strand" 


+ ' 




c; 0 c: 








End 


6985 


Nfline 


uu UUUOU/ ±/, 




PI A rsA 
. L/1 fl . 0*1 


. um 


Method 


TBLASTX: Maize 


C 4- a y~i- 
O La J- L. 










End 


6484 


o J. 


none 








Score 


144 


Exons 


RQ7c; £:iOl 


R Q7 R 


. . ouy X , 


Du yo . 


.6262, 6142.. 6258, 6334. .6483, 
















Seq. No. 


46903 








Seq. ID 


OJ000307_17.0331.C14 




Z/ ^ 0 / D 








Strand 


+ 












End 


6985 


Nsine 


Pi Tfinn "^m i 7 

UJ UUUOU / L f , 


. U J -3 X . 


Pi A /^1 
, U X fi . 0 X 


-(- 


Method 


TBLASTX: Cress 












End 


6778 


PT 


none 








Score 


55 


ir^ v c 








"5 '57 


.6450, 6338. .6484, 6539. .6583, 




6593. .6778, 


6625, 


, . 6774 








o e q . o . 


4 0 J 








Seq. ID 


OJ000307_17.0331.C14 


Gene No . 


y y D / 0 








Strand 


+ 


0X.3.LL, 


R 0 R 








End 


6985 


Name 


Uu uuu JU / 1 / . 


n "3 "3 1 
u J J 1 . 


UX 4 . Oi 


. uw 


Method 


TBLASTX: Wheat 


0 LaJ. t. 










End 


6775 




none 








Score 


64 


Exons 


6430. .6477, 


6431. 


. 6484, 


.6542. 


.6775, 6542. .6706,- 6568. .6774 


0 e q . . . IN 0 . 


fi 0 y U 0 








Seq. ID 


OJ000307_17.0331.C14 


Cjiene no . 


y y D / D 








Strand 


+ 


0 Lar c 


R RO c; 








End 


6985 


Name 


UJ uuuou / 1 / . 


n "5 T 1 
u 0 J 1 . 


PI >i ^1 

Ul 4 . Oi 


. Lm 


Method 


TBLASTX: Maize 


C+- a 










End 


6985 


PT 


none 








Score 


339 


Exons 


6536. .6778, 


6568. 


.6777, 


6854. 


.6985, 6929. .6973 


0 e q . LN 0 . 


'i D y u 0 








Seq. ID 


OJ000307_17.0331.C14 


^ene no . 


Q Q 7 7 

yyc) / / 








Strand 




Q-i- a vi- 
ol, ail- 


QP 7 Q 
y 0 / y 








End 


10i78 


Name 


n in n n n 7 i 7 


n "5 1 
U J 0 1 . 


C14.03 


.tm 


Method 


TBLASTX: Maize 


0 L d X L 


qo 7 Q ~ 








End 


10178 


PT 


none 








Score 


73 


Exons 


9879. .10025, 


9927 


'..10178, 9928. .10149 




0 e q . NO. 


4i oy u 0 








Seq. ID 


OJ000307_17.0331.C14 


Gene No . 


Q Q T *7 

yyb / / 








Strand 






QQ 7 Q 

yo / y 








End 


10178 


Name 


UJ UUUoU / i / . 


m T 1 


C14 .02 


. ts 


Method 


TBLASTX: Soybean 




Q Q O Q 

y y J y 








End 


10160 


GI* 


none 








Score 


44 


Exons 


9939. .9995, 


9961. 


.9993, 


10014 


. . 10160, 


10018. . 10149 


Seq. No. 


46903 








Seq. ID 


OJ000307_17.0331.C14 


Gene No . 


99677 








Strand 




Start 


9879 








End • 


10178 


Name 


OJ000307 17. 


0331. 


C14.02, 


. tc 


Method 


TBLASTX: Cress 


Start 


9945 








End 


10154 



48541 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



6 



none Score 130 

9945. .10004, 10020. .10154, 10021. .10149 



46904 
99678 
5151 

OJ000307_17.0331.C15.ol.ts 

515^1 

none 



Seq. ID OJ000307_17.0331.C15 
Strand 

End 8523 

Method TBLASTX : Soybean 

End ' 8523 

Score 7 6 



5151. .5225, 5205. .5390, 8284. .8358, 8338. .8523 



46905 
99679 
1 

OJ000307_17.0331.C16.ol.tm 
1 

none 

1. .114, 2. .115, 3. .113 

46905 
99680 
799 

OJ000307_17 .0331.C16.ol,ts 

7.99 

none 



Seq. ID OJ000307_17.0331.C16 
Strand 

End 115 

Method TBLASTX : Mai ze 

End 115 

Score 159 



Seq. ID OJ000307_17.0331.C16 
Strand 

End 1488 

Method TBLASTX : Soybean 

End 1488 

Score 67 



799. .891, 803. .880, 994. .1056, 1001. .1078, 1387. .1440,. 
1388. .1435, 1438. .1488 



Seq. No. 46906 

Gene No. 99681 

Start 369 

Name OJ000307_16 . 0330 . CI . ol . gs 

Start 369 

GI none 

Exons 369. .493 



Seq. ID OJ000307_16.0330.C1 

Strand + 

End 4 93 

Method GENSCAN 

End 4 93 

Score .89 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 



Se.q. ID . OJ000307_16.0330.C1 
Strand' - • 
End 722 
Method AAT/NAP 
End 722 
Score 1092 



46906 
99682 
1 

OJ000307_16.0330.Cl.ol.np 
1 

6630696 
1. .722 

(AP000969) ESTs D22114 (C10364 ) , AU076106 {E20423 ) correspond to a 
region of the predicted -gene . ; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. {P10978) [Oryza sativa] 

46906 
99682 
1 

OJ000307_16.0330.Cl.ol.tm 
42 

none 

42. .104, 102. .422, 118. .42 

46907 
99683 



Seq. ID 


.OJ000307__16.0330 


.CI 


Strand 






End 


722 




Method 


TBLASTX: Maize 




End 


426 




Score 


249 




123. .422, 


139. .423 




Seq. ID 


OJ000307_16.0330 


C2 


Strand 


+ 





48542 



0 e 





1 1 ft 4 




99 RQ 










LYie unoa 


P IT M Q P Zi M 






o Lair t. 


1 1 ft 4 ~ 
X X 0 f± 


iiina 


9 9 c;Q 








none 


Score 


. o 






Exon s 


11ft4 1 ?1 R 91 '^7 












*4 D ^ U f 


Seq. ID 


OJ000307 


X D . U O J U 


r*9 


Gene No. 


99684 ' ■ ■ 


strand 


+ 






Start 


5327 


End 


8944 








OJ000307 16* 0330.C2.ol.np 


Method 


AAT/NAP 








5327 


End 


8944 








5042463 


Score 


177 








5327.. 5548, 6209. .6350, 6396. 


.6504, 8920. .8944 








(AC007789) unknown protein [Oryza sativa] 






O 4 . LN vj . 


46907 


Seq. ID 


OJ000307 


X D . U O O U 


P9 




99685 


Strand 








Start 


7553' 


End 


12005 






Name 


OJ000307 f6.0330.C2.o2.np 


Method 


AAT/NAP 






C-|- a yf- 

O Ldl. L 


7553 


End 


12005 








6815052 


Score 


1793 






Exons 


7553. .7671, 8248. .8322, 8404. 


.9138, 9187. .9331, 


xu i u . . 


1 n 9 n t; 
X U Z Uo , 




11068.. ...11167, 11465. .11586, 11869.. 12005 








(AP00i080) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46907 • ' 


Seq. ID 


UJ UUU oU / 


_16.0330 


.C2 


'Gene No. 


99685 


Strand 








O U d i- L 


7553 


End 


12005 






Name 


OJ000307 16.0330.C2.ol.tw 


Method 


TBLASTX: 


wnea L 




q-ha-r-h 
O L di. t- 


9392 


End 


9886 






PT 


none 


Score 


90 






Hj AvJi lo 


9392.. 9682, 9703.. 9855, 9707. 


. 9886 








Seq. No. 


46907 


Seq. ID 


OJ000307 


_16.0330 


.C2 


Gene No. 


99685 


Strand 








O U di. L. 


7553 


End 


12005 






Name 


OJ000307 16.0330.C2.ol.ts 


Method 


TBLASTX: 


Soybean 




q4- a t1- 


9494 


End 


9868 






none 


Score 


107 








9494. .9688, 9683. .9868 










Seq. No. 


46908 


Seq. ID 


OJ000307 


_16.0330 


.C3 


Gene No. 


99686 


Strand 


+ 






qi- 3 r-h 


344 


End 


3335 






Name 


OJ000307 16.0330.C3.ol.gs 


Method 


GENSCAN 






o Ldiru 


344 


End 


3335 








none 


Score 


.45 








344.. 452, 537.. 820, 2556.. 3335 








O . IN U • 


46908 


Seq. ID 


OJ000307 


lb . u o jU 






99687 


Strand 


+ 






Start 


3405 


End 


3543 






Name 


OJ000307 16.0330.C3.ol.gp 


Method 


AAT/GAP 






Start 


3405 


End 


3543 






GI 


LIB34 32-008-P1-K1-F11 


Score 


131 






Exons 


3405. .3430, 3461. .3543 










GI Descrip. 


'5852170/emb|AL117265.1|OST17i 


804 l.Oe-: 


151 Oryza 


sativa 





48543 



• 



indicaCGLA4 ) genomic DNA, chromosome 4, BAG clone : 1 17804 * 





Corr Mo 




oeq. lU 


uo U UU jU / 


i o 


n 9 T n 


. Co 




(aene wo 


y y DO o 


Strand 












Of- -a -r-t- 


DZ X J 


hna 


Q 1 O "7 

y iz / 










N3me 


nTfinn'^ni i n'^'^n p*^ r\9 rro 

VyUUUUOU/ X D . U J J U . J . Oz . y s 


Kyf ^ V* 


P TT M C P Z\ M 










D La J- L, 




tiTlCi 


0 z U 4 










PT 


none 


Score 














<^91'5 ^^ll"? QOfl/l 
DZIJ. .DZOj/ D/-L/. .0ZU4 














Seq. No. 


46908 


Seq. ID 


OJ000307_ 


_16 


.0330, 


.C3 




Q 1^ Q M 


99688 


Strand 


X 
T 










O Ca J- L 


6213 


End 


Q 1 O "7 

yiz / 










N3me 


OJ000307 16.0330.C3.o4 .np 


Method 












Q4- -1 v-H 


7221 


End 


yiz / 












7340909 


Score ■ 


z U fl 










Exons 


7221. .7276, 8564. .8757, 8810. 


.9127 












\jx uescrxp. 


{AP001550) hypothetical protein [Oryza 


sat iva] 










Seq. No. 


46908 


Seq. ID 


OJ000367_ 


_16. 


.0330. 


.C3 




oene lno . 


99689 


Strand 














1 


End 


A Q 'i C 

4 bob 










Name 


OJ000307 16.0330.C3.ol.np 


Method 


AAT / NAP 










O LSir L 


1 


End 


O Q T c; 

zo /b 












6815052 


Score 


ten 








I': = 


Exons 


1..122, 2284.. 2375 












ry 




(AP001080) hypothetical protein [Oryza 


sativa] 










Seq. No. 


46908 


Seq. ID 


OJ000307_ 


16, 


.0330, 


.C3 






99689 


Strand 












O tax L 


1 


End 


4836 








ru 


Name 


OJ000307 16.0330.C3.o2.np 


Method 


AAT /NAP 










o LaxT L 


2094 


End - 


4836 










C T 


6539570 


Score 


176 










Exons 


2094. .2241, 2876. .3313, 3579. 


.3601, 4386. .4452, 


4633. .4E 


S.3 6 


. "-^ 


GI Descirip. 


{AP000836) hypothetical protein [Oryza 


sativa] 










Seq. No. 


46908 


Seq. ID 


OJ000307_ 


16, 


,0330. 


C3 




Gene No. 


99690 


Strand 












Start 


4963 


End 


9074 








r' ^ 


Name 


OJ000307 16.0330.C3.o3.np 


Method 


AAT /NAP 










Start 


4963 


End 


9074 










GI 


6630699 


Score 


80 










Exons 


4963. .5052, 6828. .7044, 9032. 


.9074 












GI Descrip. 


{AP000969) hypothetical protein [Oryza 


sativa] 









gi I 6721536 I dbj IBAA89566.il {AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 46909 

Gene No. 99691 

Start 4479 

Name OJ000307_16 . 0330 . C4 . o3 . gp 

Start , 4479 

GI none 

Exons 4479. . 4740 



Seq. ID OJ000307_16.0330.C4 

Strand + 

End 4740 

Method AAT /GAP 

End • 4740 

Score 512 



Seq. No. 



46909 



Seq. ID OJ000307 16. 0330. C4 



48544 



• 9 



Gene No. 


99692 


Strand 


+ 




y / D 1 


bna 


1 n O Q Q 

lUzyo 


Name 


OJUUU JU / 1 D . Uo . C4 . 04 . gp 


Method 


AAT/GAP 


C 4- -1^+- 

otar L 


y / Di 


End 


1 A o n o 

lozys ^ 




none 


Score 


1 n o o " 


Exons 


y / Di . . luzyy 






beq, wo. 


/t tf; Q n Q 

^ oy uy 


Seq. ID 


OJUUUoU/ 1d.OooO.C4 




99693 


Strand 


+ 


start 


10591 


End 


11254 


Name 


OJ000307 16.0330.C4.o5.gp 


Method 


AAT/GAP 


o t aiT L 


10591 


End 




\dX. 


uC-osrocyp010bl2bl 


Score 


0 ol 


Exons 


10591. .10775, 10967. .11254 






GI Descrip. 


'5852170/emb|AL117265. 1IOST17804 3.0e- 


94 Oryza sativa 




indica(GLA4) genomic DNA, 


chromosome 4 


, BAC clone :ti/oU4 


O • IN • 


46909 


Seq. ID 


OJ000307_16.0330.C4 


Gene No. 


99694 


Strand 




Start 


13300 


End 


16295 


Name 


OJ000307 16.0330.C4.o2.np 


Method 


AAT/NAP 


Start 


13300 


End 


16286 


GI ; 


7430950 


Score 


1128 


Exons 


13300. .134 00, 14 765. .14878 


, 15316. . 15983, 16087.. 16286 



GI Descrip. cinnamyl-alcphol dehydrogenase (EC 1.1.1.195) ELI3 - common ice 



plant gil 1724110|gb|AAB38503.1| (U79770) cinnamyl-alcohol 
dehydrogenase Eli3 [Mesembryanthemum crystallinum] 



Seq. No. 


46909 - 


Seq. ID 


OJ000307_ 


_16 


.0330 


.C4 


Gene No. 


99694 


Strand 


+ 








Start 


13300 


End 


16295 








Name 


OJ000307 16.0330.C4.o3.gs 


Method 


GENSCAN 








Start 


15263 


End 


16295 








GI 


none 


Score 


.76 








Exons 


15263. .15983, 16156.. 16295 












Seq. No. 


46909 


Seq. ID 


OJ000307_ 


16 


0330 


.C4 


Gene No. 


99695 


Strand 










Start 


1 


End 


494 








Name 


OJ000307 16.0330.C4.ol.np 


Method 


AAT/NAP 








Start 


1 


End 


494 








GI 


7340909 


Score 


150 








Exons 


1..83, 240. .494 












GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 








Seq. No.^ 


46909 


Seq. ID 


OJ000307_ 


16. 


0330 


.C4 


Gene No. 


99696 


Strand 










Start - 


'2838 


End 


4294 








Name 


OJ000307 16.0330.C4.ol.gp 


Method 


AAT/GAP 








Start 


2602 


End 


2876 








GI 


3760533 


Score 


480 








Exons 


2602. .2876 












Seq. No. 


46909 


Seq. ID 


OJ000307_ 


16. 


0330 


.C4 


Gene No. 


99696 


Strand 










Start 


2838 


End 


4294 








Name 


OJ000307 16.0330.C4.ol.gs 


Method 


GENSCAN 









48545 



start 
GI 

Exons 



2838 End 4294 

none Score .96 

2838. .3041, 3123. .3357, 3481. .3551, 4121. .4294 



Seq. No. 46909 Seq. ID 

Gene No. 99696 Strand 

Start 2838 End 

Name OJ000307_16 . 0330 . C4 . o2 . gp Method 

Start 2966 End ■ 

GI none Score 

Exons 2966.. 3357, 3481.. 3551, 4121.. 4222 



OJ000307_16.0330.C4 

4294 
AAT/GAP 
4222 
977 



Seq. No. 46909 

Gene No. 99697 

Start 5916 

Name OJ000307_16 . 0330 . C4 . o2 . tm 

Start 2958 

GI none 

Exons ' 2958.. 3050, 3110.. 3313, 3121. 

3124.. 3360, 3469.. 3558, 3481. 

Seq. No. 46909 

Gene No. 99697 

Start 5916 

Name . OJ000307_16 . 0330 . C4 . o2 . gs 

Start 5916 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3234, 3123 
.3552 



OJ000307 16. 0330. 04 



13391 

TBLASTX: Maize 
3558 
41 

3356, 3123. .3374, 



Seq. ID OJ000307 16. 0330. C4 



Strand 
End 

Method 

End 

Score 



13391 
GENSCAN 
13391 
.51 



5916. .6007, 6039. .6167, 7687. .7857, 8005. .8089, 10613 10741, 
12319. .12390, 12619. .12698, 13253.. 13391 



Seq. No. 46909 

Gene No. 99698 

Start 14756 

Name OJ000307_16 . 0330 . C4 . ol . tc 

Start 14756 

GI none 

Exons , 14756. .14878, 14763 .. 14879, 
15575. .15715, 15694 .. 15987 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15316 

16085 



OJ000307 16. 0330. C4 



16303 

TBLASTX: Cress 
16303 
163 

15660, 15317. .15979, 
16303, 16092. .16280* 



Seq. No. 46909 

Gene No. 99698 

Start 14756 

Name OJ000307_16 . 0330 . C4 . ol . tm 

Start 14756 

GI none 

Exons 14756. . 14878, 147 60 .. 14 879, 
15319. . 15975, 15782. .15982, 

Seq. No. 46909 

Gene No. 99698 

Start 14756 

Name OJ000307_16 . 0330 . C4 . ol . ts 

Start 14762-; . 

GI none 

Exons 14762. . 14878, 14763 .. 14879, 
15317. .15997, 15694 .. 15981, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000307 16. 0330. C4 



16303 

TBLASTX: Maize 
16286 
208 

15317. . 1597 9, 15317. . 15388, 
16080. .,1628 6, 16088. . 1627 9 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000307 16..0330.C4 



16303 

TBLASTX: Soybean 
16274 
158 

14794. .14880, 15316 .. 15660, 
16080. .16274, 16103.. 16261 



48546 



# 



Seq. No. 


46909 




Seq. ID 


OJ000307_16.0330. 


04 


Gene No. 


99698 




Strand 






Q-l- a r--t- 
o L-dXT L 


X ft / O D 




End 


16303 




Nsme 




OZ . LW 


Method 


TBLASTX: Wheat 




o LalTL. 


X f± / 0 r± 




End 


15472 




PT 
J. 


none 




Score 


141 




Exons 




1 4 ft 7 ft 


15316. . 15471, 15317. .15472 




oeq . iNo . 


4 ^; on Q 




Seq. ID 


OJ000307_16.0330. 


p/1 

04! 


Gene No. 


99698 




Strand 






Start 


• 14756 




End 


16303 




Name 


UUUUUOU / XD. UJJU.L^ft . 


0 1 . t W 


Method 


TBLASTX: Wheat 






1 S4 7 ^ ~ 
X 4 / 0 




End 


16286 




r T 


none 




Score 


696 




EjXons 


XOfl / O. . XDyO^ f XQflOX. 


. X J D DU / 


15554 .. 15715, 15694 .. 15981 , 






± \j \j f y t » ± \j c. / \j f ± 0 \j t 


1 fi9ftfi 
. X u ^ 0 u 








Seq. No. 


46910 




Seq. ID 


OJ000307_16.0330. 


05 


Gene No. 


99699 




Strand 


t''-'- * • 




Q-i- =» v-H 
o uaJ. L. 


ft 9fi 
0 z 0 




End 


1180 




Name 




ol . tm 


Method 


TBLASTX: Maize 




OL air C. 


ft 9 P ~ 
0 z 0 




End 


1180 




r* T 


none 




Score 


88 




Cjxons 


ft9ft QOR Qn9 QA A 


QAQ QQft 


, 994. .1179, 998. .1180 




Seq. No.' 


46910 




Seq. ID 


OJ000307__16.0330. 


05 


Gene No. 


99699 




Strand 






OL a J- u 


R9ft 
0 z 0 




End 


1180 




Name 




ol . tw 


Method 


TBLASTX: Wheat 




O L a X L. 


ft R R ~ 

0 o o 




End 


1149 




PT 


none 




Score 


63 




Exons 


ftRCi QAA ft^(^ Q*^^ 


957. .998, 964. .1098, 997. .1149, 1004 


1 1 A A 
, , X X 41 41 


Seq. No. 


46911 




Seq. ID 


OJ000307_16.0330. 


012 


Gene No. 


99700 




Strand 






o t air L 


^^^^^ 

ODD 




End 


1345 - 




Name 




. ol . gs 


Method 


GENSCAN 




oLalTI, 


J D D 




End 


1036 




PT 


none 




Score 


.91 




Exons 


ODD. .OUD, 0 Jz? , ,XUjD 










o e q . ln o . 


fi D y X X 




Seq. ID 


OJ000307_16.0330. 


PI 9 

U Xz 








Strand 






Start 


366 




End 


1345 




Name 


OJ000307_16.0330.C12 


. ol . np 


Method 


AAT/NAP 




oT_a r u 


4 R 




End 


1345 




P T 


A ^ A A '^10 
41 D 41 41 J / Z 




Score > 


437 




Exons 


41 0 D . . X p 41 0 










ox uescrxp. 




retroelement pol polyprotein [Arabidopsis 




thaliana ] 










Seq. No. 


46912 




Seq. ID 


OJ000307_16.0330. 


013 


Gene No. 


99701 




Strand 






Start 


1 




End 


14 50 




Name 


OJ000307 16. 0330. 013 


. 0 1 . np 


Method 


AAT/NAP 




Start 


1 




End 


1450 




GI 


7489805 




Score 


805 





48547 



Exons 1..270, 304.. 1450 

GI Descrip. polyprotein - maize retrotransposon Cinful-1 

gi I 4206306|gb|AAD11615. 1 1 {AF049110) prpol [Zea mays] 



Seq. No. 46912 

Gene No. 99701 

Start 1 

Name OJ000307_16 . 0330 . C13 . ol . gs 

Start 430 

GI none 

Exons 430.. 1140 



Seq. ID OJ000307_16. 0330.013 
Strand 

End 1450 

Method ' GENSCAN 

End 1140 

Score . 4 



Seq. No. 46912 

Gene No. 99701 

Start 1 

Name OJ000307_1 6 . 0330 . C13 . ol . ts 

Start 517 

GI none 
Exons 



Seq. ID OJ000307_16.0330.C13 
Strand 

End 1450 

Method TBLASTX : Soybean 

End 1053 

Score 65 



517. .594,. 574 . .1053, 590. .721, 878. .997 



Seq. No. 46912 

Gene No. 99701 

Start 1 

Name OJ000307_1 6 . 0330 . C13 . ol . tw 

Start 679 

GI none 

Exons 679.. 1095, 680. .826, 869.. 1048 



Seq. ID OJ000307_16. 0330. 013 
Strand 

End 1450 

Method TBLASTX : Wheat 

End 1095 

Score 94 



U Seq. No. 4 6912 

ly Gene No. 99701 

.1 Start 1 

Name OJ000307_1 6 . 0330 . 013 . ol . tm 

Start 772 

GI none 

t3 Exons 772.. 1158, 878.. 1168 



Seq. ID OJ000307_16. 0330.013 
Strand 

End 1450 

Method TBLASTX : Mai ze 

End 1168 

Score 106 



Seq. No. 46912 

Gene No'; 99701 

Start 1 

Name OJ000307_16 . 0330 . 013 . o2 . tw 

Start 1157 

GI none 
Exons 



Seq. . ID OJ000307_16. 0330. 013 

Strand ■ - 

End 1450 

Method TBLASTX : Wheat 

End 1450 

Score 4 9 



1157. .1210, 1158. .1211, 1220. .1441, 1257. .1442, 1343. .1450 



Seq. No. 46912 

Gene No. 99701 

Start 1 

Name OJ000307__1 6 . 0330 . 013 . o2 . tm 

Start 1190 

GI none 

Exons 1190. .1450, 1191. .1241 



Seq. ID OJ000307_16. 0330.013 
Strand 

End 1450 

Method TBLASTX: Mai ze 

End 1450 

Score 53 



Seq. No. 
Gene No. 
Start 
Name 
Start 



46913 
99702 
98 

OJ000307_16. 0330.014 .ol.gs 



Seq-. ID OJ000307_16. 0330.014 
Strand 

End 1426 

Method GENSOAN 

End 7 91 



48548 





none 




Score 




Exons 


no c n c 








Q d /T \^r\ 

. o e q . LN o . 


ft Di? 1 J ^ 




oeq . X u 


UJ uuuou / 


Gene No. 


99702 ' 




Strand • 




Start 


98 




End 


1426 


Name 


OJ000307. 


16.0330.C14.ol.,np 


Method 


AAT/NAP 


Start 


• .330 




End 


■1426 


GI 


7248394 




Score 


86 


Exons 


330. .545, 


1394. .1426 







GI Descrip. (AP001389) ESTs C97394 (C60113 ) , AU075824 {R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequencer- 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



beq . NO . 


4 by i 4 








Seq. ID 


OJ000307_16. 0330. 015 


(jene wo . 


y y / u 0 








Strand 


+ 


O +• -1 v--t- 

btari: 


1 O D R 








End 


4525 


Name 


OJ000307 16 


.0330 


.C15.01. 


,gs 


Method 


GENSOAN 


Start 


1285 








End 


4525 


GI 


none 








Score 


.84 


Exons 


1285. .1520, 


1613 


. .1658, 


2837. 


.2869, 4014. .4068, 4314. .4525 


beq. No. 


46914 








Seq. ID 


OJ000307_16. 0330.015 


Gene No . 


99703 - 








Strand 


+ 


brar c 


1285 








End 


4525 


Name 


OJ000307 16, 


.0330, 


.C15.01. 


tm 


Method 


TBLASTX: Maize 


Start 


1408 








End 


4506 


GI 


none 








Score 


98 


Exons 


1408. .1500, 


1604. 


. .1663, 


1605. 


.1658, 4013. .4066, 4014. .4067, 




4015. .4068, 


4143. 


. .4229, 


4143. 


.4229, 4153. .4233, 4153. .4242, 




4294. .4338, 


4295, 


. .4369, 


4313. 


.4378, 4314. .4388, 4408. .4488, 




4408. .4506, 


4409, 


. .4495 








Seq. No. 


46915 








Seq, ID 


OJ000307_16. 0330. 017 


Gene No. 


99704 








Strand 




Start 


250 








End 


788'6 


Name 


OJ000307 16, 


.0330, 


.017. ol. 


gs 


Method 


GENSOAN 


Start 


250 








End 


7441 


GI 


none 








Score 


.66 


Exons 


250.. 364, 599.. 713, 1062 


:..1142, 1221.. 


2364, 3520. .5366, 




5603. .5870, 


5910. 


. .6110, 


6129.' 


.6176; 6475. .6939, 7258. .7441' 


Seq. No. 


46915 








Seq. ID 


OJ000307_16. 0330.017 


Gene No. 


99704 








Strand 




Start . 


250 








End 


7886 


Name 


. OJ000307 16. 


0330. 


.017. o3. 


ts 


Method 


TBLASTX: Soybean 


Start*' 


3377 








End 


3622 


GI 


none 








Score 


47 


Exons 


3377. .3622, 


3381, 


, .3416, 


3492. 


.3578 




Seq. No. 


46915 








Seq. ID 


OJ000307_16. 0330.017 


Gene No. 


99704 








Strand 




Start 


250 








End 


7886 


Name 


OJ000307 16. 


0330. 


017. o4 . 


ts 


Method 


TBLASTX: Soybean 


Start 


3965 








■End 


4360 



48549 



GI 

Exons 

-Seq. No. 
Gene No. 
Start • 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none Score 
3965. .4360, 4071. .4259, 4082. .4327 



86 



46915 
99704 
250 

OJ000307_16.0330.C17.o4.tw 

4133 

none 

4133. .4186, 4214. .4327, 4364. 

46915 
99704 
250 

OJ000307_16.0330.C17.o3.tm 

4214 

none 

4214. .4567 



Seq. ID OJ000307_16.0330.C17 
Strand - -■ • 

7886 

TBLASTX: Wheat 
4525 
119 



End 

Method 
End 
Score 
.4525 



Seq. ID OJ000307_16.0330.C17 
Strand 

End 788 6 

Method TBLASTX : Mai ze 

End 4567 

Score 225 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46915 
99704 
250 

OJ000307 
4516 
7248394 
4516. .4896, 
(AP001389) 
correspond 



Seq. ID OJ000307_16.0330.C17 
Strand 

End ' 7886 
Method . AAT/NAP 
End 7852 
Score 3136 

6951, 6995. .7510, 7724. .7852 
ESTs C97394 {C60113) ,AU075824 (R0165) , D38 985 '(R0165 ) 
to a region of the predicted gene . -Similar to 



16.0330.C17.ol.np 



5332.. 6399, 6670. 



Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 46915 

Gene No. 99704 

Start 250 

Name OJ000307_1 6 . 0330 . C17 . o2 . tw 

Start 5018 

GI none 

Exons 5018.. 5308, 5103.. 5309, 5362. 

Seq. No. 46915 

Gene No. 99704 

Start 250 

Name OJ000307_16 . 0330 . C17 . ol . ts 

Start 5081 

GI none 

Exons 5081.. 5311, 5085.. 5198, 5353. 

Seq. No. 46915.. 

Gene No. 99704 ' 

Start 250 

Name OJ000307__1 6 . 0330 . C17 . o2 . ts 

Start 5648 

GI none 

Exons 5648.. 5794, 5650.. 5835, 5839. 



Seq. ID OJ000307_16.0330.C17 
Strand 

7886 

TBLASTX: Wheat 
5451 
70 



End 

Method 
End 
Score 
.5451 



Seq. ID OJ000307_16.0330.C17 
Strand 

End 7886 

Method TBLASTX : Soybean 

End 54 97 

Score 7 6 

.5496, 5359.. 5496, 5363.. 5497 

Seq. ID OJ000307_16.0330.C17 
Strand 

End 7886 

Method TBLASTX : Soybean 

End 6117 

Score ■ 71 
.6117, 5879. .6082 



Seq. No. 



46915 



Seq. ID OJ000307_16.0330.C17 



48550 




Gene No. 


99704 








Strand 






Start 


PSD 
^ »j V 








TTnH 

iiinQ 


7 P R ^ 
/ODD 




Na.ine 


0.7000^07 1 

\JKJ \J \J \J f xD 






. LW 


LYie unoQ 
















iiina 








none 








Score 


DZ 




F' V on Q 


■■J / ^ ^ ■ 9 ij ^ -J f 


SR T ? 


. • U X X *i ^ 


S Q7 1 


. o u o u 






Seq. No. 


■ 46915 








Seq. ID 


OJ000307_16.0330 


.017 


Gene No. 


99704 








Strand 






Start 


250 








FnH 


7 R R 

/ D 0 D 




Name 






n 7 oi 
. X / .ox 


• Tim 


Method 


i dLiAo i a . riai ze 






J o y o 








ona 


OZ Dfi 




GI 


none 








Score 


J X D 




R von s 




^Rn4 


. . U X ^ ^ / 


u ^ u u . 


(=;9 fi9 






Seq. No. 


46915 








Seq. ID 


OJ000307_16.0330 


C17 


Gene No. 


99704 








Strand 






Start 


250 








End 


7886 




IN Clitic 




. uoou 


' n 7 oi 
. u X / .ox 




Method 


TBLASTX: Wheat 




o La.-t. u 


\J ± o o 








End 


6538 






n on o 








Score 


220 




P von <5 








^;'^R 

D O O D . 


.6538, 6393. .6521 




Seq. No. 


46915 








Seq. ID 


OJ000307_16.0330. 


C17 


Gene No. 


99704 








Strand 






O L. Cl J. L 


^ J VJ 








End 


7886,. • ' 




Name 






PI 7 o9 
. UX / . OZ 


-I-m 

. rm 


Method 


TBLASTX: Maize 














End 


6478 




GI 


non*i 








Score 


108 




■p. von c; 




O D D 




(^9 


.6382, 6386. .6478, 6393. .6476 


Seq. No. 


46915 








Seq. ID 


OJ000307_16.0330. 


C17 


Gene No. 


99704 








Strand 






Start 


250 








End 


7886 




Lvdiiic; 




u oou 


n 7 

. X / . OO 


US 


Method 


TBLASTX: Soybean 




91-^ r1- 


D J O D 








End 


6700 






none* 








• Score 


150^ 




F. von <^ 




D *i O ^ 












Seq. No. 


46915 








Seq. ID 


OJ000307_16.0330. 


C17 


Gene No. 


99704 








Strand 






Start 


^ J 








End 


7886 




Name 








cm 


Method 


TBLASTX :Maize 




Start 


77 1 R ~ 








End 


7886 




\j J. 


none 








Score 


118 




F von Q 




7 799 


7 R ^ 


7 7 9 Q 


.7884, 7731. .7886 




Seq. No. 


46916 








Seq. ID 


OJ000307_16.0330. 


C20 


Gene No. 


99705 








Strand 


+ 




O d i. L 


4 7 7 








End - 


863 




Name 


L^UUUUOU/ XD. 




U . OX . 




Method 


GEN SCAN 




Start 


477* 








End 


863 




GI 


none 








Score 


.64 




Exons 


477. .863 














Seq. No. 


46916 








Seq. ID 


OJ000307_16.0330. 


C20 


Gene No. 


99706 








Strand 







48551 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



End 

Method 
End 
Score 



6223 
AAT/NAP 
1897 
212 



OJ000307_16. 0330.C20.ol.np 
1 

7248394 
1..73, 1748. .1897 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . --Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 

(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000307_16.0330.C20 

6223 
AAT/NAP 
1897 
207 



46916 Seq. ID 

99706 Strand 
1 End 
OJ000307_16 . 0330 . C20 . o2 . np Method 
1088 End 
7248394 Score 
1088. .1133, 1748. .1897 

{AP001389) ESTs C9739.4 (C60113) , AU075824 (R0165) , D38985 (R0165 ) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
{AC006446) 



]:J Seq. No. 

Gene No. 
fy start 
12 Name 

start 

GI 

Exons 



46916 
99706 
1 

OJ000307_16.0330.C20.o2.gs 

1768 

none 



Seq. ID OJ000307_16. 0330.C20 
strand 

End 6223 

Method GENSCAN 

End 6223 

Score .69 

1768. .1818, 1883. .1988, 1997. .2282, 2336. .5026, 5511. .5667, 
5851. .6069, 6107. .6223 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 

GI Descrip. 



46916 
99706 
1 

OJ000307_16 . 0330 . C20 . ol . tm 

2862 

none 



Seq. ID 'OJ000307__16.0330.C20 
Strand 

End 6223 

Method TBLASTX: Maize 

End 3239 

Score 88 



2862. .3035, 3024. .3089, 3114. .3239, 3115. .3222 



46917 
99707 
1 

OJ000307__16. 0330.C23.ol.np 
1 

4335731 
1..1139 

(AC006248) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000307_16. 0330.C23 

Strand + 

End 1139 

Method AAT/NAP 

End 1139 

Score 749 



Seq. No. 46917 " 

Gene No. 99708 > . 

Start 1958 

Name OJ000307_1 6 . 0330 . C23 . o2 . np 

Start 1958 

GI 6862956 



Seq. ID OJ000307_16.0330.C23 
Strand 

End 5968 

Method AAT/NAP 

End 5968 

Score 430 



48552 




Exons 1958.. 2747, 5937.. 5968 

GI Descrip. (AC019018) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


46917 




Seq. ID 


OJ000307_16.0330 


.C23 


Gene No . 


99708 




Strand 






Start 


1958 




End 


5968 




Name 


OJ000307 16.0330.C23,ol, 




Method 


AAT/GAP • 




Start 


5567 




End 


5753 




GI 


4107129 




Score 


.297 




Exons 


5567. .5753 










GI Descrip. 


1330273/dbj | D85055 | RICSINEll 


2.0e-18 Rice retroposon p- 


sine: 




gene 










Seq. No. 


46917 




Seq. ID 


OJ000307_16.0330 


. C23 


Gene No. 


99709 




Strand 






Start 


7150 




End 


7264 




Name 


OJ000307_16. 0330.C23.ol . 


ts 


Method 


TBLASTX: Soybean 




Start 


257 




End 


688 




GI 


none 




Score 


174 




Exons 


257. .427, 268. .426, 420. 


. 542, 


424 . . 543, 


546. . 680, 549. . 


665, 




551. . 688 










Seq. No . ' 


46917 




Seq. ID . 


OJ000307_16. 0330 


. C23 


Gene No. 


99709 




Strand 






Start 


7150 




End 


7264 




Name 


OJ000307_16, 0330.C23.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


487 




End 


1097 




GI 


none 




Score 


85 




Exons 


487. .546, 546. .665, 686. 


.916, 


691. .747, 


793. .870, 914.. 


985, 




934. .987, 1044. .1097 










Seq. No. 


46917 




Seq. ID 


OJ000307_16.0330 


. C23 


Gene No . 


99709 




Strand 






Start 


7150 




End 


7264 




Name 


OJ000307_16. 0330.C23.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


676 




End 


985 




GI 


none 




Score' 


162 




Exons 


676. .870, 677. .895, 911. 


.985 








Seq. No. 


46917 




Seq. ID 


OJ000307_16.0330 


. C23 


Gene No. 


99709 




Strand 






Start 


7150 




End 


7264 




Name 


OJ000307 16.0330.C23.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


700 




End 


1009 




GI 


none 




Score 


254 




Exons 


700. .840, 701. .904, 884. 


.985, 


884. .1009 




Seq. No. 


46917 




Seq. ID 


OJ000307_16.0330 


.C23 


Gene No. 


99709 




Strand 






Start 


7150 




End 


7264 




Name 


'OJ000307 16.0330.C23.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


2066 




End 


2422 




GI 


none 




Score 


160 




Exons 


2066.. 2305, 2066.. 2422, 


2067. 


.2375 






Seq. No. 


46917 




Seq. ID 


OJ000307_16.0330 


.C23 


Gene No. 


99709 




Strand 







48553 



start 7150 

Name OJ000307_1 6 . 0330 . C23 . ol . tc 

Start 2150 

GI none 

Exons 2150.. 2380, 2247.. 2375 

Seq.No. 46917 

Gene No. 99709 

Start , 7150 

Name OJ000307_16 . 0330 . C23 . ol . tw 

Start 2261 

GI none 
Exons 



End 7264 

Method TBLASTX : Cress 

End 2380 

Score 65 



Seq. ID OJ000307_16.0330.C23 
Strand 

End 7264 

Method TBLASTX : Wheat 

End 2 64 7 

Score 85 



2261. .2485, 2262. .2354, 2489. .2545, 2534. .2647 



Seq. No. 46917 

Gene No. 99709 

Start 7150 

Name OJ000307_16 . 0330 . C23,. o2 . tw 

Start- 6659 

GI none 

Exons 6659.. 6763, 6704.. 6763, 6790. 

6867.. 6938, 6868.:6930, 6933. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
. 6867, 



OJ000307 16.0330.C23 



7264 

TBLASTX: Wheat 
7011 
81 

6797.. 6865, 6856. 



.7010, 6939.. 7010, 6940. 



.6936, 
.7011 





Seq. No. 


46917 


Seq. ID 


OJ000307_16. 0330.C23 


'%J 


Gene No. 


99709 


Strand 






Start 


7150 


End 


7264 




Name 


OJ000307 16.0330.C23.o3.np 


Method 


AAT/NAP 




Start 


7150 


End 


7264 


: . 1 


GI 


6630696 


Score 


144 




Exons 


7150. .7264 






\ :S 


GI Descrip. 


(AP000969) ESTs D22114 {C10364 ) , AU076106 (E20423) correspond to a 






region of the predicted gene 


. ; Similar 


to retrovirus-related pol 






polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 


^ a 


Seq. No. 


46918 


Seq. ID 


OJ000307__16.0330.C24 




Gene No. 


99710 


Strand 






Start 


1 ■ ' 


End , 


1153 




Name 


OJ000307 16.0330.C24.ol,np 


■Method 


AAT/NAP 




Start 


1 


End 


1153 


r ~£ 


GI 


6630696 


Score 


1739 




Exons 


1. .1153 








GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU076106 (E20423 ) correspond to a 






region of the predicted gene 


. ; Similar 


to retrovirus-related pol 






polyprotein from transposon 


Tnt 1-94. 


(P10978) [Oryza sativa] 




Seq. No. 


46918 


Seq. ID 


OJ000307_16.0330.C24 




Gene No. 


99710 


Strand 






Start 


1 ' 


End 


1153 




Name 


OJ000307 16.0330.C24.o2.tw 


Method 


TBLASTX: Wheat 




Start 


46 


End 


574 




GI 


none 


Score 


60 




Exons 


46. .222, 77. .205, 278. .574, 


411. .572 






Seq. No. 


46918 


Seq. ID 


OJ000307_16.0330.C24 




Gene No. 


99710 


Strand 






Start 


1 


End 


1153 




Name 


OJ000307 16.0330.C24.ol.tm 


Method 


TBLASTX: Maize 



48554 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 

.Seq. No. 
Gene No,. 
Start 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 




246 
none 

246. .338, 278. .583, 280. .432, 

46918 
99710 
1 

OJ000307_16.0330.C24.ol.ts 
271 

5509260 

271. .450, 278. .724, 468, .620 




End 583 

Score 63 

374... 436, 459. .575, 511. .576 

Seq. ID OJ000307_16.0330.C24 
Strand 

End 1153 • 

Method TBLASTX : Soybean 

End 724 

Score 77 



46918 Seq. ID OJ000307_1 6 . 0330 . C24 

99710 Strand 

1 End 1153 

OJ000307_16 . 0330 . C24 . ol . tc Method TBLASTX : Cress 

371 End 631 

none Score 232 

371. .631' 



46918 
99710 
1 

OJ000307_16.0330.C24 .ol.tw 

644 

none 

644. .892, 648. .827, 718. .879, 

46919 
99711 
69 

OJ000307_1 6 . 0330 . C25 . ol . gs 
69 

none 
69. . 151 



Seq. ID OJ000307__16.0330.C24 
Strand 

End 1153 

Method TBLASTX: Wheat 

End 1153 

Score 173 

895. .1152, 896. .1150, 929. .1153 

Seq. ID OJ000307_16.0330.C25 

Strand + 

End 151 

Method GENSCAN 

End 151 

Score .93 



Seq. ID 

Strand 

End 

Method 

End 

Score 



46919 Seq. ID OJ000307_16 . 0330 . C25 

99712 . Strand + 
97 End 750 
OJ000307_16 . 0330 . C25 . ol . np Method AAT/NAP 
97 End 750 
6498436 ' Score 373 

97. .750 

(AP000815) hypothetical protein [Oryza sativa] 

46920 ■ Seq. ID OJ000307_11 . 0330 . C6 

99713 Strand 

544 End 905 

OJ000307_11.0330.C6.ol. tm Method TBLASTX : Mai ze 

544 End 905 

none Score 136 

544. .642, 557. .661, 561. .749, 760. .807, 762. .857, 780. .905, 
833. .859 

46921 Seq. ID OJ000307_11 . 0330 . C7 

99714 Strand 



48555 




OLaJLL. 


0 T 1 
1 10 






jU fi D 




Nsni6 


UJUUUJU/ ll.UJoU.U/.Ol.tC 




Method 


i tsijM.b i A : uress 






"5 Q T 




hna 


/ O D 




C T 


none 




Score 






IT* C 


'5Q'5 T^e^ "^QQ ^^/IQ 










Seq. No.. 


46921. 




Seq. ID 


OJ000307_11.0330 


.C7 


Gene No'. 


997;a4 




Strand 






OLaJ- L 


2715 




bna 






N3ine 


OJ000307 11.0330.C7.o3.tm 




Method 


i bbAb 1 A : Mai ze 






404 




hina 


o4i 1 






none 




Score 


IZ D 




XT' 


404. .610, 404. .610, 420. .641, 


/ion C 1 /I 
4 z y . . D 1 41 






Seq. No. 


46921 




Seq. ID 


OJ000307_11.0330 


.C7 


Gene No. 


99714 




Strand 








2715 




Lna 


J U 4i D 




Name 


OJ000307 11.0330.C7.o2.ts 




Method 


1 bitAb i A ; boyDean 




b Larr 


464 




bna 


D Q c; ■ 






none 




Score 


1 U o 






464. .703, 465. .704, 7.31. .8 


95, 


T /TO Q on 






Seq. No. 


46921 




Seq. ID 


OJ000307_11.0330, 


.C7 


Gene No. 


99714 




Strand 






o ua J. T, 


2715 




End 


3046 




Name 


OJ000307 11.0330.C7.o2.tw 




Method 


TBLASTX: Wheat 




otarc 


479 




End 


1063 






none 




Score 


48 




Exons 


479. .607, 605. .724, 618. .722, 


753. . 1007, 770. . 1063 




beq, NO. 


46921 




Seq. ID 


OJ000307_11.0330, 


. C7 


oene ino . 


99714 




Strand 






Start 


2715 




End 


3046 




Name 


OJ000307 11.0330.C7.ol.gp 




Method 


AAT/GAP 






2715 




End 


3046 






2798886 




Score 


419 




Exons 


2715.. 3046 










\jJl uescj-ip. 


58067/emb|X52325|ARBLSKP 7 


.Oe 


-38 pBluescript " SK(+) vector DNA, 




phagemid excised from lambda 


ZAP 






beq . NO . 


46921 




Seq. ID 


OJ000307_11.0330. 


,C7 




99714 




Strand 






start 


2715 




End 


3046 




Name 


OJ000307 11.0330.C7.o2.gp 




Method 


AAT/GAP 




brarL 


2716 




End 


3036 






2798886 




Score 


415 




Exons 


2716. .3036 










GI ' Descr ip , 


58067/emb|X52325 1 ARBLSKP 7 


. Oe 


-38 pBluescript SK(+) vector DNA, 




phagemid excised from lambda 


ZAP 






Ot-L^ t LNvJ • 


46921 




Seq. ID 


OJ000307_11.0330. 


C7 


Gene No. 


99715 




Strand 






start 


8472 . 




End 


8804 




Name 


OJ000307 11;0330.C7.64 .tm 




Method 


TBLASTX: Maize 




Start 


■ 8472 




End 


8804 




GI 


none 




Score 


196 




Exons 


8472. .8678, 8498. .8533, 8564. 


.8797, 8742. .8804 





48556 




Seq. No. 


46921 








Seq. ID 


OJ000307_11.0330 


C7 




QQ7 1 S 








C -t- v r> 0 

0 L r ana 








/I 7 9 








Lna 


QQCl A 

ooU4 




Nsme 


^JUUUUjU/ XX 




. u / . 00 . 


r.s 




i hiiiAo i A : boyjDean 




Q-t- a y-H 


ft 4 7 7 ~~ 








tjna 


0 DOU 




oX 


none 








Score 


1 ft 
-Xo 0 




EjXons 




ft 4 7 ft 
0 ft / 0 


ft ^;^^n 










Seq. No. 


46921 








Seq. ID 


OJ000307_11.0330. 


C7 




QQ7 1 
^ ^ / X D 








Strand 






b tart 


0 / 0 / 








End 


9563 




Name 


UJ UUUOU/ XX. 


n "^n 

U JjU 


. U / - 01 . 




Method 


TBLASTX: Wheat 




o car L. 


07-37 








End 


9176 




n 


none 








Score 


56 




Exons 


0707 QCiAQ 


ft7/l 9 


Q1 7 ^ 
. . y 1 / D / 


ft 7 /I ^ 


. .9058, 9089. .9175 




Seq. No. 


46921 








oeq. lu 


UJUUUoU / ll.UJoU. 


C7 


^ ^S, KlT 

uene ino > 


Q Q7 1 








Strand 






ouair L, 


ft 7 7 








End 


9563 




Name 


UJ UUUJU/ XX, 


n "5 T n 

UO J u 


. U / . oz . 


■1- m 


Method 


TBLASTX: Maize 




o L a J: u 


ft ft R ~ 








End 


9098 






none 








Score 


282 




Exons 


ft Q t; T Qfi Qft 


ft ft ft 
0 0 Do 


. y u 0 / 










Seq. No. 


46921 








' Seq. ID 


OJ000307_11,0330. 


C7 


osne LNQ . 


QQ7 1 

^27 / X- D 








Strand 








ft T "5 T 








End 


9563 




Name 


^^ TO n n "5 n T 1 i 
UJ uuuju/ 11. 


n "5 ^ n 


PT 1 

u / . 01 . 


U S 


Method 


TBLASTX : Soybean 




OUa J. L 


0 Q/1 n ~ 








End 


9536 






none 








Score 


483 








ft Q /I 9 

0 y z 


. yu 0 / / 


y iz b 


. .9526 






Seq. No. 


46921. 








Seq. ID 


OJ000307_11.0330. 


C7 


OCIIG INO • 


QQ7 1 








Strand 






O L.a J. I, 


ft 7 "^7 








End 


9563 




Name 


UJUUUOU/ XX. 


uoou , 


u / , 01 . 


um 


Method 


TBLASTX: Maize 




0 ua J- 1. 


^ X U D 








End 


9530 






none 








Score 


144 




XT' V ^ 0 


;7XUD. . rZZO/ 


Qi n7 
y 1 u / . 


Q9 /i 1 
. yz H L f 


Q1 HQ 

y 1 Uo 


.9236, 92- 


0. . 9530, 9245. . 94 


0 A 

0 4 


Seq. No, 


46921 








Seq. ID 


OJ000307_11.0330. 


C7 


ociie lno . 


Q Q7 1 
^ ^ / X D 








Strand 






ona j_ n 


ft 7 7 








End 


9563 




Name 


UJ uuuo U / 11. 


Uoou . 


u / . oz . 


zc 


Method 


TBLASTX: Cress 




ota IT L 


y.i 1 ft 








End 


9563 




C T 
LrX 


none 








Score 


63 




Exons 


y 114 . . yzuo, 


yz lo . 


Q -3 0 Q 

. yjzy. 


yzby 


.9328, 93*68.. 9556, 9369.. 9563 


Sea. No 


46922 








Seq. ID 


OJ000307_11.0330. 


C8 


Gene No. 


99717 








Strand 


+ 




Start 


10091 








End 


10746 




Name 


OJ000307 11. 


0330. 


C8.0I. 


gp 


Method 


AAT/GAP 




Start 


10091 








End 


10746 




GI 


4714863 








Score 


1301 




Exons 


10091. . 10746 














GI Descrip. 


13218 67/emb|X97771 IHVPSIIIOK 


5.0e-14 H 


vulgare mRNA for 


PSII 



48557 



lOkD protein 

Seq. No. 46922 Seq. ID OJ000307_11 . 0330 . C8 

Gene No. 99718 Strand + 

Start 10749 End 11519 

Name OJ000307_11 . 0330 . C8 . o2 . gp Method AAT/GAP 

Start 10749 ' End 11519 

GI 4714864 Score' 1226 

Exons 10749. .10987, 11112.. 11519 

GI Descrip. 3914 470/sp | Q4 0070 | PSBR_HORVU 3.0e-16 PHOTOSYSTEM 
POLYPEPTIDE PRECURSOR >gi_132 1868_emb_CAA66373_ 
PSII protein [Hordeum vulgare] . 



II 10 KD 
;X97771) lOkD 



Seq. No. 46923 Seq. ID 

Gene No. 99719 Strand 

Start 3186 End 

Name OJ000117_18 . 0323 . C2 . o3 . gs Method 

Start 3186 End 

GI none Score 

Exons ^ 3186.. 3499, 3855.. 3997, 7169.. 7269 



OJ000117_18.0323.C2 
-t- 

7269 
GENSCAN 
7269 
.61 



Seq. No. 46923 Seq. ID OJ000117 

Gene No. 99720 Strand + 

Start 8000 • End 8089 

Name OJ000117_18 . 0323 . C2 . o3 . gp Method AAT/GAP 

Start 8000 End 8089 

GI . 5867_1.R1084 Score 129 

Exons 8000 . . 8089 

GI Descrip. ' 4 64 98 6/sp | P35132 | UBC9_ARATH 5.0e-58 
ENZYME E2-17 KD 9 { UBIQUITIN-PROTEIN 
CARRIER PROTEIN 9) (UBCAT4B) >gi_42 1857_pir_ 
ubiquitin — protein ligase (EC 6.3.2.19) UBC9 



18. 0323. C2 



UBIQUITIN-CONJUGATING 
LIGASE 9) (UBIQUITIN 
S32674 

Arabidopsis 



thaliana >gi_2 97884_emb_CAA7 8714_ {Z14990) ubiquitin conjugating 
enzyme homolog [Arabidopsis thaliana] >gi_349211 (L00639) 
ubiquitin conjugating enzyme [Arabidopsis' 



Seq. No. 


46923 








Seq. ID 


OJ000117 


_18. 


0323, 


.C2 


Gene No. 


99721 








Strand 










Start 


2126 








End 


2650 








Name 


OJ000117 18 


.0323.C2 


.ol 


■ gp 


Method 


AAT/GAP 








Start 


1192 








End 


1607 








GI 


3759837 








Score 


731 








Exons 


1192. . 1607 


















Seq. No. 


46923 








Seq. ID 


OJ000117 


_18. 


0323. 


.02 


Gene No. 


99721 








Strand 










Start 


2126 








End 


2650 








Name 


OJ000117 18 


.0323. C2. 


.o2, 


.gs 


Method 


GENSCAN 








Start 


2126 








End 


2650 








GI 


none 








Score 


.97 








Exons 


2126. .2650 


















Seq. No. 


46923 








Seq. ID- 


OJ000117^ 


_18. 


0323. 


.C2 


Gene No. 


99721 








Strand 










Start 


2126 








End 


2650 








Name 


OJ000117 18 


.0323. C2, 


.ol. 


.np 


Method 


AAT/NAP 








Start 


2129 








End 


2557 









48558 



GI 7488772 Score 255 

Exons 2129.. 2557 

GI Descrip. pathogenesis-related protein 3 - kidney bean 

gi|169363|gb|AAA33773.1| (M75856) PVPR3 [Phaseolus vulgaris] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ' 

Exons 



46923 
99722 
3065 

OJ000117_18 . 0323 . C2 . ol . ts 

2120 

none 



Seq. ID OJ000117_18.0323.C2 
Strand 

End 3342 

Method TBLASTX : Soybean 

End 2339 

Score 117 



2120.. 2317, 2124.. 2312, 2127.. 2339, 2156.. 2317 



Seq. No. 46923 

Gene No. 99722 

Start 3065 

Name OJ000117_18 . 0323 . C2 . ol . tm 

Start 2124 

GI none 

Exons 2124.. 2312, 2156.. 2314 



Seq. ID OJ000117_18.0323.C2 
Strand 

End 3342 

Method TBLASTX: Maize 

End 2314 

Score 119 



Seq. No. 

Gene No. 
□ Start 
•^2- Name 
li Start ■ 
%l GI 
'^'^ Exons 



46923 
99722 
3065 

OJ000117_18.0323.C2.ol.tw 

2127 

none 

2127. .2321, 2156. .2317 



Seq. ID OJ000117_18.0323.C2 
Strand 

End 3342 

Method TBLASTX : Wheat 

End 2321 

Score 121 





Seq. No. 


46923 










Seq. ID 


OJ000117_18.0323, 


.02 




Gene No. 


99722 










Strand 








Start 


3065 










End 


3342 






Name 


OJ000117 18 


.0323. 


02 


.ol. 


tc 


Method 


TBLASTX :Oress 




B 


Start 


2133 










End 


2318 






GI 


none 










Score 


148 






Exons 


2133. .2318, 


2139. 


.2279, 


2156. 


. .2299 








Seq. No. 


4 6923 










Seq. ID 


OJ000117_18.0323. 


.02 




Gene No. 


99722 










Strand 








Start 


3065 










End 


3342 






Name 


OJ000117 18 


.0323. 


C2, 


.o2. 


gp 


Method 


AAT/GAP 






Start 


3065 










End 


3342 






GI 


none 










Score 


556 






Exons 


3065. .3342 


















Seq. No. 


46924 










Seq. ID 


OJ000117_18.0323, 


,03 




Gene No. 


99723 










Strand 


+ 






Start 


900 










End 


2436 






Name 


OJ000117 18 


.0323. 


03, 


.ol. 


gs 


Method 


GENSOAN 






Start 


900 










End . 


2436 






GI 


none 










Score 


.77 






Exons 


900. . 1047, 


1068. . 


lU 


J5, 


1203. . 


1371, 2361 


3. .2436 






Seq. No. 


46925 










Seq. ID 


OJ000117^18.0323. 


04 




Gene No. 


99724 










Strand 


+ 






Start 


1006 










End 


14791 






Name 


OJ000117 18 


.0323. 


04. 


,ol. 


gs 


Method 


GENSOAN 





48559 



start 
GI 

Exons 



1006 End 14557 

none Score .53 

1006. .1008, 3779. .3876, 3961 4203, 5702 5911, 7258. .7371, 
8630. .8770, 8826. .9013, 9257. .9307, 9445. .9494, 9613. .9723, 
10513. .10688, 11478. .11554, 11693 .. 12766, 12838 13507 , 
13628. .14276, 14297. .14557 



o c (4 . IN u . 


*i 0 -7 ^ J 




Seq. ID 


OJ000117_18.0323, 






QQ794 




Strand 


+ 




start 


1006 




End 


14791 




Name 


OJ000117_18.0323.C4 


. 0 1 . np 


Method 


AAT/NAP 




c+- -I -r-t- 
0 Ld J. u 


X 0 X ^ 1 




End 


14791 










Score 


906 




r vr c 












T ^ C V* T 1^ 

ol uescrip . 




precursor 


[Oryza sativa] 




oecj . iNo . 






Seq. ID 


OJ000117_18.0323. 




Gene No. 


99724 




Strand 


+ 




start 


1006 




End 


14791 




Naine 


piTonniii iR p4 


. ol . tm 


Method 


TBLASTX: Maize 




ot art, 


i 0 y 




End 


13529 






none 




Score 


192 




Exons 












oeq . WO . 


4 ^Q9 




Seq. ID 


OJ000117_18.0323. 




Gene No . 






Strand 


+ 




Start 


1006 ■ 




End 


14791 




Name 


OJ000117_18.0323.C4 


.o2.tw 


Method 


TBLASTX: Wheat 




oLarL 






End 


13691 






none 




Score 


222 




Exons 


1'59Q'5 I'^f^QT I'^'^l^; 


. .13591 








0 e q . IN 0 . 






Seq. ID 


OJ000117_18.0323. 


1^ A 


oene ino . 


Q Q7 9 4 




Strand 


+ 




C-t- a y-i- 

otar u 


1 U U D 




End • 


14791 




Name 


OJ000117 18.0323.04 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14285 




End 


14728 




PT 


none ' 




' Score 


130 




Exons 


14285. .14455, 14320 


. .14 4 54, 14492. .14728, 14494. .-14679, 






14543. . 14707 










Q £i /T K\r\ 
0 e <4 . In 0 , 


46926 




Seq. ID 


OJ000117_18.0323. 


Co 


Gene No . 


99725 




Strand 


+ 




Start 


1 




End 


2680 




Name 


OJ000117 18. 0323. C5 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1392 




GI 


5902445 




Score 


1186 




Exons 


1. .1392 










GI Descrip. 


(AB030283) ^ GAG-POL precursor 


[Oryza sativa] 




Seq. No. 


46926 




Seq. ID 


OJ000117_18.0323. 


05 


Gene No. 


99725 




Strand 


+ 




Start 


^1 




■End 


2680 




Name 


OJ000117 18.0323.05 


. ol . gs • 


Method 


GENSOAN 




Start 


113 


End 


2680 




GI 


none 




Score 


.6 




Exons 


113. .306, 487. .886, 


898. . 1157 


, 1162. .1312, 1467. .1630, 





48560 



1967. .2122, 2485. .2680 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



46926 
-99726 
7337 

OJ000117 

7337 

7248395 



18.0323.C5.o2.np 



Seq. ID OJ000117_18.0323.C5 

Strand + 

End 23705 

Method AAT/NAP 

End 13853 

Score • 1500 



7337. .7366, 11077 11855, 12452 12981 , 13145. .13853 
(AP001389) hypothetical protein [Oryza sativa] 



O e q • IN U . 


46926 




Seq. ID 


OJ000117 


_18.0323 


.05 


Gene No. 


99726 




Strand 


+ 






Start 


7337 




End 


23705 






Name 


OJ000117 18. 0323. C5 


.ol.gp 


Method 


AAT/GAP 






b car t 


9411 




End 


9628 








8022 1.R1084 




Score 


288 






Exons 


9411. .9628 












Kj± uescnp. 


*5091496/dbj i AB023482 . 2 | AB023482 3 . Oe- 


37 Oryza 


sativa genomic 




DNA, chromosome 6, 


clone P0680A03, complete sequence' 




beq. NO. 


46926 




Seq. ID 


OJ000117 


_18.0323 


.05 


Gene No. 


99726 




Strand 


+ 






Start 


7337 




End 


23705 






Name 


OJ000117 18. 0323. C5 


. o2 . gp 


Method 


AAT/GAP 






or ar L 


9627 




•End 


9934 








72524 1.R1084 




Score 


428 






Exons 


9627. .9934- 












GI Descrip. 


•5091496/dbj | AB023482 . 2 | AB023482 3.0e- 


84 Oryza 


sativa genomic 




DNA, chromosome 6, 


clone P0680A03, complete sequence' 




beq. NO. 


46926 




Seq. ID 


OJ000117 


_18.0323 


05 


Gene No. 


- 99726 




Strand 


+ 






Start 


7337 




End 


23705 






Name 


OJ000117 18. 0323. C5 


.o4 .gs 


Method 


GENSCAN 






bt art 


. 11199 




■ End 


23705 






hi 


none 




Score 


".4 8 






Exons 


11199. .11354, 11446 


. .11606, 


12485. . 12767, 12806 


. .13171, 






■ 13208. .13496, 14509 


. .14620, 


15855. .15914, 17294 


. .17348, 






20768. .20914, 21042 


. .21145, 


21186. .21303, 22321 


. .22525, 






23556, .23705 












Seq. No. 


46926 




Seq. ID 


OJ000117 


_18.0323. 


05 


Gene No. 


99726 




Strand 


+ 






Start 


7337 




End 


23705 






Name 


OJ000117 18. 0323. C5 


. o4 .np 


Method 


AAT/NAP 






Start 


12466 


- End 


13853 






GI 


7248395 




Score ■ 


936 






Exons 


. 12466: .12981, 13145 


. .13853 










GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46926 




Seq. ID 


OJ000117_ 


_18.0323. 


05 


Gene No. 


99726 




Strand 


+ 






Start 


7337 




End 


23705 






Name 


OJ000117 18. 0323. C5 


. o3 . gp 


Method 


AAT/GAP 






Start 


16015 




End 


16264 






GI 


3761181 




Score 


404 







48561 



Exons 

GI Descrip. 



16015. .16264 

4521193/dbj I AB013450.il AB013450 l.Oe-99 Oryza sativa DNA, 
similar sequence to Pib gene 



Seq. No. 


4 6926 


Seq. ID 


OJ000117_18.0323 


C5 


Gene No . 


99726 


Strand 


+ 




Start 


7337 


End 


23705 




Name 


OJ000117_18 .0323.C5.o5.np 


. Method 


•AAT/NAP 




Start 


16161 


End 


16347 




GI 


/10651Z 


Score 


77 




Exons 


T^OOI 1/"Or\C T/"'^yl'7 

16161 .. 16221, 16295. .16347 








GI Descrip. 


/7\^^AA10'^0\ r^orri /^AOyiOA/i~'Ai'5n\ 

(AP00127y) EST C9o429 {E0138 ) 


corresponds to a region of 


th 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


4 692 6 


Seq. ID 


OJ000117_18.0323, 


05 


Gene No. 


99727 


Strand 






Start 


3791 


End 


8179 




Name 


OJ000117 18.0323.C5.o2.gs 


Method 


GENSCAN 




Start 


3791 


End 


8179 




GI 


none 


Score 


.82 




Exons 


3791. .4038, 4122. .4322, 4557. 


.5091, 5383. .5577, 5646. .5770 




5865.. 6023, 6486.. 6702, 7210. 


.7247, 7294. .7402, 7532. .7597 




8177 . .8179 








Seq. No. 


4 6926 


Seq. ID 


OJ000117_18.0323. 


05 


Gene No. 


A A T A A 

99728 


Strand 






Start 


9125 


End 


9663 




Name 


/^tAAAIIT -I A AAAA /-i r" _ '-\ 

OJ000117_18 . 0323 . C5 . o3 . gs 


Method 


GENSCAN 




Start 


9125 


End 


9663 




GI 


none 


Score 


.83 




Exons 


9125.. 9239, 9653.. 9663 








Seq. No. 


46926 


Seq. ID 


OJ000117_18.0323. 


05 


Gene No. 


99729 


Strand 






Start 


14029 


End 


14279 




Name 


OJ000117 18.0323.C5.o3.np 


Method 


AAT/NAP 




Start 


14029 


End 


14279 




GI 


7106513 


Score 


132 




Exons 


14029. .14135, 14236. .14279 








GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


46926 


Seq. ID 


OJ000117_18.0323. 


05 


Gene No, 


99730 


Strand 






Start 


16695 


End 


18120 




Name 


OJ000117 18.0323.C5.ol.tm 


Method 


TBLASTX: Maize 




Start 


269 


End 


574 




GI 


none 


Score 


316 




Exons 


269. .574, 286. .573 








Seq. No. 


46926 


Seq. ID 


OJ000117_18.0323. 


05 


Gene No. 


99730 


Strand 






Start 


16695 


End 


18120 




Name 


OJ000117 18.0323.C5.o2.tw 


Method 


TBLASTX: Wheat 




Start 


400 


End 


765 




GI 


none 


Score 


335 




Exons 


400. .765, 401. .763 









48562 




Seq. No. 


46926 


Seq. ID 


OJ000ri7__18.0323 


.C5 


Gene No. 


99730 


Strand 






Start 


16695 


End 


18120 




Naitie 




Method 


TBLASTX: Wheat 






7 67 ~~ 


End 


1383 




vJ J. 




Score 


125 




R vnn <^ 

1—1 A W 1 1 o 


767 Q^fi ftOft ft7Q Q1 n 1997 


, 924.. 1031, 1252.. 1383, 1257 


Seq. No. 


46926 


Seq. ID 


6j000117_18.0323 


.C5 


Gene No. 


99730 


Strand 






Start 


16695 


End 


1 ft 1 90 
X O X ^ u 






0.70001 1 7 1ft 0^9^^ PS o9 


Method 


TBLASTX: Maize 






997 ~ 


End 


1260 




GI 


none 


Score • 


185 






997 1 9 fiO 








O C ^ . LN*^ . 




Seq. ID 


OJ000117_18.0323, 


.C5 


Gene No. 


99730 


.Strand 


- 




Start 


16695 


End 


18120 




Name 


OJ000117 18.0323.C5.o6.np 


Method 


AAT/NAP 




c-f- o r1- 


16695 


End 


18120 




\J ± 


5852084 


Score 


81 




P von Q 


■ 16695. .16835, 18094. .18120 










(AL117264) zwh0007.1 [Oryza sativa] 






O C t-J . LN V-^ • 


46927 


Seq. ID 


OJ000117_18.0323, 


.C6 


Gene No . 


99731 


Strand 


+ 




Start 


2894 


End 


4580 




Name 


OJ000117 18.0323.C6.ol.gp 


Method 


AAT/GAP 




Start 


2894 


End 


3348 




O J. 


55683 1.R1084 


Score 


868 




P von c 


2894. .3348 








ox UCoOXXJiJ. 


M521193/dbj I AB013450 . 1 1 AB013450 l.Oe- 


99 Oryza sativa DNA, 




similar sequence to Pib gene' 








Seq. No. 


46927 


Seq. ID 


OJ000117_18.0323. 


,C6 


Gene No. 


99731 


Strand 


+ 




Start 


2894 


End 


4580 




Name 


OJ000117 18.0323,C6.ol.gs 


Method 


GENSCAN 




Start 


2988 


End 


4577 




GI 


none 


Score 


.77 





Exons 2988. .3739, 3834. .3920, 4020. ,4170, 4287. .4577 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46927 Seq. ID 

99731 Strand 

2894 End 

OJ000117_18.0323.C6.ol.np Method 

3309 ■ ' End 

6728879 Score 



OJ000117_18.0323.C6 
+ 

4580 
AAT/NAP 
4580 
319 



3309. .3419, 3639. .3739, 3804. .3920, 4020. .4170, 4315. .4580 
(AC008113) F12A21.7 [Arabidopsis thaliana] 



Seq. No. 4 6927 Seq-. ID 

Gene No. 99731 Strand 

Start 2894 End 

Name OJ000117_18 . 0323 . C6 . ol . tm Method 

Start 3359 • End 



OJ000117_18 .0323.C6 
+ 

4580 

TBLASTX: Maize 
4133 



48563 



GI 

Exons 



none Score 105 

3359. .3418, 3360. .3419, 3636. .3689, 3638. .3691, 3666. .3746, 
3804. .3920, 3831. .3917, 3832. .3918, 4012. .4131, 4017. .4133 



Sen No 


4 6928 


9prr in 

O . XL/ 


o.Tnnm 1 7 ift n 

\JU \J \J \J ± ± 1 X0*U.3^0.\^r 




QQ7 


O L. X dl 


_|. 


start 


328 


End 


X J / u 


Name 


OJ000117 18 0323 CI ol as 


Mp i" h oH 


Vj Ej IN O v^rt LN 


Start 


328 


End 


1576 


GI 


none 


Score 


.9 


■p von «? 


328 467 546 657 978 1122 

'J^\J*»^\Jif >J^\J»*\JsJff J/rU..XX^£d 


, 1483.. 


1576 


Qfarr No 


4 6928 


Seq. ID 


OJ000117_18.0323.C7 


f^cinp Nn 


99733 


Strand 




Start 


2956 


End 


3015 


Name 




Method 


TBLASTX: Maize 


Start 


J *i J 


End 


741 


GI 


none 


Score 


91 


Exons 


543. .737, 54'4. .738, . 561. .737, 


595. .741 ■ 


9*=»rr No 

O C . W • 


4 6928 

1 vj ^ ^ O 


Seq. ID 


OJ000117_18.0323.C7 






Strand 








End ' 


3015 


LNdiUc; 


n.Tnnnii7 ift n^?^ r7 oi rm 


Method 


AAT/GAP 




^1 J? J D 


End 


3015 




oj^x^ x.r\xuo*i 


Score 


79 


W von Q 








CtT Dp <=;p r i n 

VJ -1. l-> O -i- J- ^ ■ 


'4324 617/gb|AF106619|AF106619 


4.0e-36 


Cloning vector pDR114 9 




complete sequence' 






Seq. No. 


46929 


Seq. ID 


OJ000117_18.0323.C12 


Cpnp No 


99734 


Strand 


+ 


O L. d i. L. 


3313 


End 


4131 


Name 


OJ000117 18.0323.C12.o2.np 


Method 


AAT/NAP 


Start 


3313 


.End 


4131 


GI 


5922623 


Score 


■ 346 


Pvons 

J— 1 Av^l 1 O 


3313. .3393, 3772. .3919, 4087. 


.4131 .. 




n T Dp r* t~ 1 o 

\J J. Ly ^ O V.^- J- -1. . 


{AP000492) hypothetical protein [Oryza sativa] 




gi 1 6016856 Idbj IBAA85199.1 | {AP000570) 


hypothetical protein 




[Oryza sativa] 






Seq. No. 


46929 


Seq. ID 


OJ000117_18.0323.C12 


Gene No. 


99735 


Strand 




Start 


1 


End 


3236 


Name 


OJ000117 18.0323.C12.ol.np 


Method 


AAT/NAP ■ 


Start 


1 


End 


3236 


GI 


'^■•7228457 


Score 


4712 


Exons 


.1..809, 873. .2808, 2870. .3236 






GI Descrip. 


{AP001366) Similar to Sorghum bicolor 


Gypsy-Ty3 type 



retrotransposon RetroSorl, polyprotein. 
sativa] 



(AF098806) [Oryza 



Seq. No. 
Gene No. 
Start 
Name 
Start 



4 6929 
99735 
1 

OJ000117 
93 



18.0323.C12.o3.tm 



•Seq. ID 

Strand 

End 

Method 
End 



OJ000117_18.0323.C12 
3236 

TBLASTX: Maize 
288 



48564 



GI none Score 

Exons 93.. 287, 94.. 288 

Seq. No. 46929 Seq. ID 

Gene No. 99735. . Strand 

Start 1 End 

Name OJ000.117_18 . 0323 . C12 . o4 . tw Method ' 

Start 99 End 

GI none Score 

Exons 99.. 338, 100.. 330 

Seq. No. 46929 Seq. ID 

Gene No. 99735 Strand 

Start 1 End 

Name OJ000117_18 . 0323 .012 . ol . tm Method 

Start 315 End 

GI none Score 

Exons 315.. 605, 315.. 671, 325.. 636 



111 



OJ000117_18.0323.C12 
3236 

TBLASTX: Wheat 

338 

126 



OJ000117_18.0323.C12 
3236 ' 

TBLASTX: Maize 

671 

122 



Seq. No. 
Gene No. 
Start ' 
Name 
Start 
GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



46929 Seq. ID 

99735 Strand 

1 End 

OJ000117_18.0323.C12.ol. tw Method 

339 End 

none Score 
339. .800, 340..801, 359. .802 

46929 Seq. ID 

99735 Strand 

1 End 

OJ000117_18.0323.C12.ol. ts Method 

396 End 

none Score 
396. .530, 537. .761 

46929 Seq. ID 

99735 Strand 

1 End 

OJ000117_18. 0323.C12.o2. tw Method 
969 . End 

none Score 
969. .1451, 997. .1257, 1279. .1452 

46929 Seq. ID 

99735 Strand 

1 End 

OJ000117_18.0323.C12,o3.tw Method- 

2190 End 

none Score 
2190. .2447, 2224.-2463, 2430. .2528, 2431. .2511, 2535. .2582 



OJ000117_18.0323.C12 
3236 

TBLASTX: Wheat 
802 
400 



OJ000117_18.0323.C12 
3236 

TBLASTX : Soybean 
761 
117 



OJ000117_18.0323.C12 
3236 

TBLASTX: Wheat 
1452 
171 



OJ000117_18.0323.C12 
3236 

TBLASTX: Wheat 
2582 
89 



46929 
99735 
1 

OJ000117_18-.0323.C12.o2.tm 

2292 

none 



Seq. ID OJ000117_18.0323.C12 
Strand 

End 3236 

Method TBLASTX : Mai ze 

End 2577 

Score 104 



48565 



Exons 



2292. .2540, 2293. .2577 



Seq. No. 46930 Seq. ID OJ000117_18 . 0323. G13 

Gene No. 99736 Strand 

Start 2879 End 3272 

Name OJOOOl 17_18 . 0323 . C13 . ol . np Method AAT/NAP 

Start 2879 End 3272 

GI 6063554 Score 105 

Exons 2879.. 3049, 3154.. 3272 

GI Descrip. (AP000615) ESTs AU075609 (C63344 ) , C71850 (E0.464 ) , C98611 (E04 64 ) 
correspond to a region of the predicted gene.:;, hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46930 Seq. ID OJ000117_18 . 0323 . C13 

99736 Strand 

2879 End 3272 

OJ000117_18 . 0323 . C13 . ol . gp Method AAT/GAP 

3118 ' End 3272 

2427387 Score 257 

3118. .3272 

5852170/emb|AL117265.1|OST17804 3.0e-94 Oryza sativa 
indica(GLA4) genomic DNA, chromosome 4, BAG clone :tl7804 



Seq. No. 46931 

Gene No. 99737 

Start 608 

Name OJ000117_18 . 0323 . C14 . ol . gs 

Start 608 

GI none 
Exons 



Seq. ID OJ000117 18.0323.C14 



Strand 
End . . 
Method 
End 
Score 



2610 
GENSCAN 
2610 
.81 



608. .1083, 1088. .1398, 1806. .1828, 2074. .2229, 2449. .2610 



Seq. No. 46931 Seq. ID 

Gene No. 99738 Strand 

Start 3073 End 

Name OJ000117_18 . 0323 . C14 . o3 . np Method 

Start .. 3073 End 

GI 7340868 Score 

Exons 3073.. 3331, 12153 .. 121 96, 18951 .. 1904 4 , 22155 22252 , 

24679. .24744, 26858 .. 2694 3 , 38 988 i . 39352 , 47600. .47689 

GI Descrip. (AP001551) hypothetical protein [Oryza sativa] 



OJ000117_18. 0323. 014 
+ 

47689 
AAT/NAP 
47689 
204 . 



Seq. No. 46931 Seq. ID 

Gene No. 99738 ' Strand 

Start 3073 End 

Name OJ000117_18 . 0323 . 014 . o8 . gs Method 

Start 37826 End 

GI • none- Score 
Exons 



OJ000117_18. 0323. 014 

+■ 

47689 
GENSOAN 
46458 
.53 



37826. .38026, 38260 .. 38333, 38919 .. 39195, '40940 .. 41030, 

41229. .41432, 4 1748 42011, 4344 9 .. 43643, 44017 ,. 44093, 

44385. .44460, 4 5282 .. 4 5350, 4 574 5 .. 45832 , 4 6128 .. 4 6270, 
46340. .46458 



Seq. No. 46931 Seq. ID OJ000117 

Gene No. 99738 Strand + 

Start 3073 End 47689 

Name OJ000117_18 . 0323 . 014 . o4 . np Method AAT/NAP 

Start 41899 End 43567 



18.0323.014 



48566 





1491712 




Score 


149 






IT V" T"* o 


41899. .42011, 43213. 


.43288, 


43449. ..43567 








(X99961) unknown [Homo sapiens] 








Seq. No. 


46931 




Seq. ID 


o.Tnnm 1 1 

\JO U U U X X / 


18.0323 


.C14 


Gene No. 


99739 




Strand 










2842 




End 


0 y 






Nsrtie 


OJ000117 18.0323.C14 


.o2 .gs 


Method 








o Lax L. 


2842 




End 


J O D ^ 






\J X 


none 




Score 


. / o 






III Avji lo 


2842. .3369 














46931 




Seq. ID 


OJ000117_ 




. 4 


Gene No. 


99740 




Strand 








Start 


14445 




End 


18929 






Name 


OJ000117 18.0323.C14 


. ol . np 


Method 


AAT/NAP 






O LdX L. 


14445 , 




End 


18929 






vjX 


3763933 




Score 


211 








' 1444'5.* .14585, 16566. 


.16723, 


18485. .18929 






\j J. l^CoL^XXJp. 


(AC004450) unknown protein 


[Arabidopsis thaliana] 




o ^ ■ vi\J » 


46931 




Seq. ID 


OJ000117_ 


18.0323 


r*i A 


osne ivo . 


99741 




Strand 








O UGX U 


O 1 1 O Q 

Z X U o 




End 


32016 






Name 


OJ000117 18.0323.C14 


. o6. gs 


Method 


GENSCAN 






Start 


21138. 




End 


32016 






GI 


none 




Score 


.6 






von Q 


21138. .21278, 21803. 


.21911, 


22649. .22707, 22978. 


.23070, 






24113. .24215, 24300. 


.24394, 


24468. .24526, 24815. 


.25026, 






25460. .25592, 26061. 


.26272, 


26822. .27052, 27107. 


.27254, 






27750. .27829, 28725. 


.28847, 


29686. .29729, 30567. 


.30636, 






31739. .32016 ' 












Seq. No. 


46931 




Seq. ID 


OJ000117_ 


18.0323 


.C14 


Gene No. 


99742 




Strand 








O L. dX L 


33816 




End 


36351 _ 






Name 


OJ000117 18.0323.C14 


. o7 . gs 


Method 


GENSCAN- 






O L dX L. 


33816 


End 


36351 * 






\3 X 


none 




Score 


.61 








33816. .34164, 36338. 


.36351 












46931 




Seq. ID 


OJ000117_ 


18.0323 






99743 




Strand 








Start 


47557 




End 


49506 






Name 


OJ000117 18.0323.C14 


. o4 . tm 


Method 


TBLASTX: Maize 




O L dX (_ 


16384 




End 


16918 






oX 


none 




Score 


77 






XT' \r /-N y-» o* 


16384. .16485, 16386. 


.16481, 


16391. .16555, 16561. 


.16602, 






16566. .16595, 16575. 


.16700, 


16598. .16738, 16599. 


.16688,* 






16600. .16728, 16840. 


. 16917, 


16841. .16918 






Seq. No. 


46931 




Seq. ID 


OJ000117_ 


18.0323 


.C14 


Gene No. 


99743 




Strand 








Start 


47557 




End 


49506 






Name 


OJ000117 18.0323.C14 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


21650 




End 


23104 






GI 


none 




Score 


101 







48567 




Exons 


oicc^fi oiTOT oicc;i 


o 1 7 o c; 
. z 1 f ZD , 


21658. .21726, 21658 


O 1 T T O 

. . zl 162., 






OIQnn OIQHI 

ziouu . . ziyiD, zioui. 


O T Q 1 7 

.Ziyi / , 


21802. .21951, 22648 








OOi^ylQ 00700 OOC^c.ri 


0 o *7 n Q 

, ZZ IKj^f 


22654 . .22710, 22975 


. . zol U J , 






zz y / y . . Z01U41 












C ^ KT ^ 

oeq. JNo. 


4 D y J 1 




Seq. ID 


OJ000117 


_lb . Uoz J , 


, C14 


Gene No . 


y y / 4 J 




Strand 








S.tart 


4 755-7 




End 


49506 






Name 


OJ000117_18.0323.C14 


.o2.ts 


Method 


TBLASTX: 


Soybean 




ouar L 


Z O U U 3 




End 


23516 








none 




Score 


95 






Exons 


o'^noR o^piQi o'^c\f\c^ 


o o n Q o 

. z ju y z / 


23243. .23305, 23244 


0 "3 0 c 1 
. . Z J JDl , 






O'^O A A 0 "5 "5 1 0 "5 9 /I c; 


o T "5 c o 


23245.-23352, 23440 


. . Z J4 y 0 , 






Z.5fiO*±. .ZjOID 












oeq. JNO. 


/ C Q T T 




Seq. ID 


OJ000117 


TO n 0 0 
lo . Uoz J . 


014 


Gene No . 


y y / 4 o 




Strand 








Start 


47557 




End 


49506 






Name 


OJ000117J18.0323.C14. 


. ol . tm 


Method 


TBLASTX:: 


Maize 




Q-i- 3 >^+- 

o tarr 


Z J4 oz 




End 


24218 








none 




Score 


117 






Exons 


OT^C^O O^ClOn OQ/lCL/l 


O "3 O c: 
. ZoDZ 0 , 


23771. .23833, 23771 


0 0 0 0 n 

. . z3y 39, 






z J / /o . . zoo4u, zjyuD. 


o /I n A n 
, z 4 UUU , 


23907. .23999, 23909 


. .24010, 






O/Tin O/IOIT 0/11'3 

Z4 IIU . , Z4Z1 / , Z4ilj. 


. Z 4 1 / Z / 


24120. .24218 






Seq. No. 


' 46931 




Seq. ID 


OJ000117- 


_18.0323. 


C14 


Gene No. 


99743 




'strand 








Q+- a v-f- 


/I 7 c c 7 
4 / DO / 




End 


49506 






Name 


UJUUUii/ lo.UoZJ.L14 


. Ol . US 


Method 


TBLASTX: 


Soybean 






o c: n 7 / 
Z DU / 4 




End 


26329 






none 




Score 


141 






Exons 


ZDU / 4 . .ZOOZo, ZoU /3. 


9 (T O O Q 

. z D jz y 










Seq. No. 


46931 




Seq. ID 


OJ000117^ 


_18.0323. 


C14 


Gene No. 


99743 




Strand 








o L.ar U 


yl 7 C c 7 
4 / 0 D / 




End 


49506 






Name 


UJUUUll / lo.UJZo.bl4 


rt 1 4- rt 

. Ol . tc 


Method 


TBLASTX:! 


Cress 




oTiarL 


4 OZ ZD 




End 


43635 






P T 


none 




Score 


84 






Exons 


/loooc /1'30Q7 /IT/ITQ 
40ZZD. .4JZo/, 4-j4oy. , 


/i o T n 

. 4 O DOU , 


43441. .43635 






o e q . IN o . 


4 oy o± 




Seq. ID 


OJ000117_ 


lo . Uozo . 


CI 4 


Gene No. 


99743 




■ Strand 








Start 


47557 




End 


49506 






Name 


UJUUUll/ lo.UOZj.bl4. 


rt ^5 -t- (T* 

. Oo . L S 


Method 


TBLASTX:; 


Soybean 




o uart 


/I R O Q p. 

4 OzoO 




End 


45833 






none 




Score 


110 






Exons 


yiQOOC; /!C'5'7'7 /1COOO 

4 OZOO . . 40o / / , 40Zoo.. 


■A c o o • 
> 4 OOOO , 


45576. .45674,. 45584 


. . 45673, 






/tRTClC /iCQ'3'3 /IC;7^7 


/I c o o o 
, 4 00 Jz 










O t: . In U . 


ft D O X 




Seq. ID 


OJ000117_ 


lo . U JZ J . 


Ul 4 


Gene No. 


99743 




Strand 








Start 


47557 




End 


49506 






Name 


OJ000117 18.0323.C14. 


. o9 . gs 


' Method 


-GENSCAN 






Start 


47557 




End 


49506 






GI 


none 




Score 


.46 






Exons 


47557. .47689, 47861.. 


,48679, 


48821. .48846, 49156 


. .49506 





48568 ' 



Seq. No. 

Gene No. 

Start- 

Name 

Start 

GI 

Exons 



46931 
99743 
47557 

OJ000117_18 . 0323 .C14 . o2 . tm 

47830 

none 



Seq. ID OJ000117_18.0323.C14 
Strand 

End 49506 

Method TBLASTX : Mai ze 

End 48106 

Score 152 



47830. .4.8099, 47854 .. 48027 , 47855 .. 4 8106, 47855 .. 48031, 
48058... 48081, 48070. .48105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46932 
99744 
1379 

OJ000117_18.0323.C15.ol.ts 

1379 

none 



Seq. ID OJ000117_18.0323.C15 
Strand 

End 1929 

Method TBLASTX : Soybean 

End 1929 

Score 108 



1379. .1471, 1385. .1462, 1644. .1769, 1672. .1770, 1680. .1769, 
1863. .1928, 1864. .1929 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46932 
99745 
2507 

OJ000117_18. 0323.C15.ol.tm 

2507 

none 



Seq. ID OJ000117_18.0323.C15 
Strand 

End 3019 . 

Method TBLASTX : Mai ze 

End 2797 

Score 102 



2507.. 2605, 2600.. 2797, 2601.. 2762 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. ■ 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



46932 
99745 
2507 

OJ000117_18.0323.C15.ol.tw 

2684 

none 

2684. .3019, 2844. .2999 



Seq. ID OJ000117_18.0323.C15 
Strand 

End 3019 

Method TBLASTX : Wheat 

End 3019 

Score 103 



46933 
99746 
1 

OJ000117_18.0323.C16.ol.np 
1 

7486147 
1. . 1590 

hypothetical protein F25I24.40 - Arabidopsis thaliana 
gi|4539357|emb|CAB40051.1| (AL049525) putative protein 
[Arabidopsis thaliana] gi | 7267781 | emb | CAB81184 . 1 | (AL161518) 
putative protein [Arabidopsis thaliana] 



Seq. ID OJ000117_18.0323.C16 
Strand 

End 1590 

Method AAT/NAP 

End 1590 

Score 679 



46933 
99746 
1 

OJ000117_18. 0323.C16.o2.tm 
4 

none 

4. .96, 5. .58, 82. .285, 83. .274 



Seq. ID OJ000117_18.0323.C16 
Strand 

End 1590 

Method TBLASTX : Mai ze 

End 285 

Score 66 



46933 
99746 



Seq. ID OJ000117_18.0323.C16 
Strand 



48569 



start 
Name 
Start ^ 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



OJ000117__18.0323.C16.o3.tw 
82 

none 

82. .120, 115. .324, 291. .488 

46933 
99746 
1 

OJ000117_18.0323.C16.ol.ts 

112 

none 

112. .297, 318. .638 

46933 
99746 
1 

OJ000117_18.0323.C16.ol.tm 

291 

none 



End 

Method 

End 

Score 



1590 

TBLASTX: Wheat 

488 

119 



Seq. ID OJ000117_18.0323.C16 
Strand 

End 1590 

Method TBLASTX : Soybean 

End 638 

Score 207 



Seq. ID OJ000117_18.0323.C16 
Strand 

End 1590 

Method TBLASTX : Mai ze 

End 1205 

Score 66 



291. .1205, 363. .536, 583. .615, 682. .720, 763. .1182 



46933 
99746 
1 

OJ000117_18.0323.C16.o2.tw 

495 

none 



Seq. ID OJ000117_18.0323.C16 
Strand 

End 1590 

Method TBLASTX : Wheat 

End 839 

Score 35 



495. .575, 567. .719, 583. .615, 724. .837, 729. .839 



46933 
99746 
1 

OJ000117_18.0323.C16.ol.tw 

842 

none 



Seq. ID OJ000117_18.0323.C16 
Strand 

End 1590 

Method TBLASTX : Wheat 

End 1139 

Score 193 



842.. 1093, 843.. 1139, 88,0.. 1119 



46933 
99746 
1 

OJ000117_18 . 0323 . C16 . o3 . tm 

1290 

none 



Seq. ID OJ000117_18.0323.C16 
Strand 

End 1590 

Method TBLASTX : Mai ze 

End 1481 

Score 90 



1290. .1481, 1308. .1442, 1369. .1464 



46934 
99747 
1 

OJ000207_18 . 0323 .C7 . o2 . np 
1 

5852171 
1..'64, 705.. 1162 

{AL117265) zhbOOOl.l [Oryza sativa] 



Seq. ID OJ000207_18.0323.C7 
Strand + 

1162 
AAT/NAP 
1162 
501 



End 

Method 
End 
Score 



46934 
99747 



Seq. ID OJ000207_18,0323.C7 
Strand + 



48570 





1 






End 


IXdz 








Name 


OJ000207 18 


.0323.C7.ol. 


gs 


Method 


GENSCAN 








buart 


131 






End 


1091 










none 






Score 


. D / 








Exons 


131. .230, 285. .395, 705 


. . xuyx 












oe<5- NO. 


46934 






Seq. ID- 


OJ000207 


18 


rk "3 o o 

. 0323 


. c / 


Gene No. • 


99748 






Strand 










Start 


16 






End 


173 








Name 


OJ000207 18 


.0323.C7.ol. 


np 


Method 


AAT/NAP 








o cart 


16 






End 


17 J 










c Qn'7 n fi 4 

D y U / U 0 fi 






Score 


loU 








Exons 


16. .173 


















(AP001129) 


hypothetical protein [Oryza 


• 

sat 1 va ] 








beq. NO. 


46935 






Seq. ID 


OJ000207_ 


_18 


.0323, 


.CIO 


Gene No. 


99749 






Strand 










Start 


3980 






End 


8996 








Name 


OJ000207 18 


.0323. CIO. ol 


.gs 


Method • 


GENSCAN 








o tart 


3980 ■ 






End 


8512 










none 






Score 


.8 








Exons 


3980. .4415, 


4518. .4620, 


5393. . 


.5519, 5855. .5936, 


6036. . 6157, 




6532. . 6627, 


7278. .7499, 


7664. , 


.7762, 8398. .8512 








beq. JNO. 


46935 






Seq. ID 


OJ000207_ 


_18, 


.0323, 


, CIO 


Gene No. 


99749 






Strand 










Start 


3980 






End 


8996 








Name 


OJ000207_18 


. 0323 . CIO . ol 


.np 


Method 


AAT/NAP 








Start 


O XZ / 






End 


8996 










4417274 






Score 


141 








Exons 


8127. .8312, 


8398. .8524, 


8968. . 


.8996 










GI Descrip. 


(AC007019) : 


hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


46936 






Seq. ID 


OJ000207_ 


_18, 


,0323. 


,C13 


Gene No. 


99750 






Strand 


+ 








b t ax t 


2233 






End 


2728 








Name 


UJ UUUZU / X o 


.0323.C13.ol 


.gs ^ 


Method 


GENSCAN 








btart 


2233 






End 


2728 








bl 


none 






Score 


. 9 '6 








Exons 


2233. .2418, 


2491. .2571, 


2630. . 


.2728 










Seq. No. 


46937 






Seq. ID 


OJ000207_ 


_18. 


,0323. 


C14 


Gene No. 


99751 






Strand 










Q +- a -r-i- 
b Uai t. 


3251 






End 


5042 








Name 


OJ000207 18 


.0323.C14 .ol 


.gp 


Method 


AAT/GAP 








btart 


2862 




End 


3277 










702296 






Score 


622 








Exons 


2862. .3277 
















9p»rf Mo 


46937 






Seq. ID 


OJ000207_ 


18. 


0323. 


C14 


Gene No. 


99751 






Strand 










Start 


3251 






End 


5042 








Name . 


OJ000207 18 


.0323.C14 .o2 


.gs 


Method 


GENSCAN 








Start 


3251 






End 


5037 








GI 


none 






Score 


.94 








Exons 


3251. .3532, 


3827. .4029, 


4126. . 


4217, 4364. .4653, 


4770. .4857, 



4976. .5037 



48571 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46937 Seq. ID 

99751 Strand 

3251 End 

OJ000207_18 . 0323 . C14 . ol . np Method 

3254 End' 

5081555 Score 



3254.. 3448, 3644.. 4026, 4126.. 4217, 4364 
4770. .4857, 4976. .5042 

{AF132001) PHAP2A protein [Petunia x hybrida] 



OJ000207 18.0323.C14 



5042 
AAT/NAP 
5042 
541 

4408, 4508. .4653, 



46937 
99751 
3251 

OJ000207_18.0323.C14 .o2.gp 
3371 

25592 1.R1084 



Seq. ID OJ000207_18.0323.C14 
Strand 

End 5042 

Method AAT/GAP 

End 4 655 

Score. 1350 



3371. .3532, 3648. .3731, 3827. .4029, 4126. .4217, 4364. .4408, 
4508.. 4655 

'5081555/gb|AAD39439.1|AF132001_l 4.0e-27 (AF132001) PHAP2A 
protein [Petunia x hybrida] ' 



Seq. No. 46937 

Gene No. 99751 

Start 3251 

Name ^ OJ000207_18 .0323 , C14 . ol . ts 

Start * 3953 

GI none 

Exons 3953. 

4364 . 



.4024, 4133. 
,4408, 4364. 
4764. .4895, 4767. 



,4219, 4137, 
,4411, 4495, 
,4859, 4776. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 18.0323.C14 



5042 

TBLASTX: Soybean 
5007 
91 

4220, 4139. .4219, 4363. .4410, 
4656, 4502. .4657, 4505. .4657, 
4859, 4981. .5007 



Seq. No. 46937 
Gene No. 99751 
Start 3251 

Name OJ000207_18 . 0323 , C14 . ol . tc 

Start ■ 3962 
GI none 

Exons 3962.. 4006, 4137.. 4220, 4139. 

4364. .4408, 4495. .4656, 4502. 
4776. .4859, 4975. .5013 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 18.0323.C14 



5042 

TBLASTX: Cress 
5013 
85 

.4219, 4148.. 4219, 4363, 
.4657, 4764. .4853, 4767, 



,4410, 
,4859, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46937 
99751 
3251 

OJ000207_18.0323.C14.ol.tm 
4124 



OJ000207 18.0323.C14 



none 
4*124 . 
4365. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

4219, 4184. .4219, 4354. .4407, 4359. .4406, 4363. .4410, 
4409, 4495. .4656, 4501. .4656, 4502. .4657, 4764. .4871, 



5042 

TBLASTX: Maize 

4908 

66 



4767. .4865, 4771. .4908, 4771. .4899 



Seq. No. 46938 Seq. ID 

Gene No. 99752 Strand 

Start 1 End 

Name OJ000207_18 . 0323 .C15 . ol . np Method 

Start • 1 End 



OJ000207_18.0323.C15 

1460 

AAT/NAP 

664 



48572 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7489716 Score 143 

1..26, 231. .331, 361. .664 

APETALA2-like protein GlossylS - maize gi I 1732031 1 gb | AAC4 9567 . 1 1 
(U41466) AP2 . DNA-binding domain protein [Zea mays] 



46938 
99752 
1 

OJ000207_18.0323.C15.ol.gs 
243 
none 

243. .710, 818. .861, 1371. .1460 

46939 
99753 
2487 

OJ000207_18.0323.C17.ol.np 
2487 
5922623 



Seq. ID OJ000207_18.0323.C15 
Strand ■ - 
End 14 60 

Method GENSCAN 
End 14 60 

Score .81 



Seq. ID OJ000207_18.0323.C17 

Strand + 

End 3347 

Method AAT/NAP 

End 3347 

Score 242 



2487. .2571, 2949. .3103, 3271. .3347 

(AP000492) hypothetical protein [Oryza sativa] 

gi I 6016856 I dbj IBAA85199. il (AP000570) hypothetical protein 

[Oryza sativa] 





beq . NO . 


46939 








Seq. ID 


OJ000207_18 


. 0323 . C17 


rrs 




99754 , 








Strand 








Start 


1592 








End 


2984 






Name 


OJ000207 18 


.0323 


.C17.01 


.gs 


Method 


GENSCAN 






Start 


1592 








End 


2984 






GI 


none 








Score 


.71 






Exons 


1592. ,1664, 


1696 


. . 1844, 


2520 


..2691, 2851.. 2984 






Seq. No. 


46940 








Seq. ID 


OJ000207_18 


.0323. C19 


5 


Gene No. 


99755 








Strand 


+ 






Start 


492 








End 


610 






Name 


OJ000207 18 


.0323 


.C19.01 


.gs 


Method 


GENSCAN 






Start 


492 








End 


610 






GI 


none 








Score 


.87 






Exons 


492. .610 
















Seq. No. 


46940 








Seq. ID 


OJ000207_18 


0323. C19 




Gene No. 


99756 








Strand 








Start 


1709 








End 


1812 






Name 


OJ000207 18 


0323 


.C19.02 


gs 


Method 


GENSCAN 






Start 


1709 








End 


1812 






GI 


none 








Score 


.47 






Exons 


1709. .1812 
















Seq. No'; 


46941 








Seq. ID 


OJ000207_18. 


0323. C20 




Gene No. 


99757 








Strand 


+ 






Start 


687 








End 


6686 






Name 


OJ000207 18. 


0323 


.C20.O1. 


gs 


Method 


GENSCAN 






Start 


687 








End 


6686 






GI 


none 








Score 


.47 






Exons 


687. .750, 1270.. 


1337, 1827.. 


1997, 2048 


..2121, 2739. 


.2907, 






2926. .3070, 


3555 


. .3664, 


3904 


..3997, 5615. .5733, 6153. .6686 



48573 






be,q. No. 


46941 


Seq. ID 


OJ000207 


18 


A 0 "5 

. 0323 


A A 

. C20 




Gene No. 


99758 


Strand 


+ 










Start 


9431 


End 


11155 










Name 


OJ000207 18.0323.C20.ol.np Method 


AAT/NAP . 










04--. 

otart 


y4 J 1 


End 


11155 










GI 


6721512 


Score 


104 










Exons 


9431. . 9544, 


9572. .9705, 11066. .11155 












GI Descrip. 


(AP001072) 


hypothetical protein [Oryza 


sativa] 










Seq. No. 


46941 


Seq. ID 


OJUUUzU / 


lo 


A 0 0 0 

. 0323 


. C20 




Gene No . 


99758 


Strand 


+ 












9431 


End 


11155 










Name 


OJ000207 16 


1 . 0323 . C20 . o2 . np Method 


AAT/NAP 










Start 


10644 


End 


11155 










hi 


5922623 


Score 


89 










Exons 


1064 4. .10724, 11102. .11155 












GI Descrip. 


(AP000492) 


hypothetical protein [Oryza 


sativa] 












gij 6016856 Idbj | BAA85199.il {AP000570) 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


46941 


Seq. ID 


OJ000207_ 


18, 


.0323 


.C20 




Gene No. 


99759 


Strand 












Start 


9403 


End 


11141 










Name 


OJ000207 18 


! . 0323 . C20 . o2 . gs Method 


GENSCAN 








i J 


Start 


9403 


End 


11141 










GI . 


none 


Score 


. 4 








f i i 


Exons 


9403. .9480, 


10677. .10862, 11085.. 11141 










n 


Seq. No. 


46942 


Seq. ID 


OJ000207_ 


18, 


.0323 


. C21 


ly 


Gene No. 


99760 


Strand 


+ 










0 rar L 


823 


End 


4123 








rij 


Name 


OJ000207 18 


i.0323.C21.ol.gs Method 


GENSCAN 










Start 


823 


End 


4123 










GI 


none 


Score 


.84 










Exons 


823. .2084, 


2180. .3977, 4010. .4123 










f 


beq. No. 


46942 


Seq. ID 


OJ000207_ 


18, 


.0323 


.C21 




Gene No. 


99760 ... . 


Strand 


+ 










Start 


823 


End 


4123 










Name 


OJ000207 18 


. 032 3 . C2 1 . ol . np Method 


AAT/NAP 










Start 


823 


End 


4120 










GI 


5803259 


Score 


5019 










Exons 


823. .2084, 


2180. .2411, 2454. .4120' 












GI Descrip. 


(AP000399) 


hypothetical protein [Oryza 


sativa] 










Seq. No. 


46942 


Seq. ID 


OJ000207_ 


18. 


,0323, 


.C21 




Gene No . 


99761 


Strand 


+ 










0 uar L 


10944 


End 


13986 










Name 


OJ000207 18 


. 0323 . C21 . o3 . np Method 


AAT/NAP 










Start 


10944 


End 


13300 










GI 


5922623 


Score 


201 










Exons 


1094 4. .11024, 114 03. .11559, 11727. .II81 


02, 13088. 


.13300 






GI Descrip. 


(AP000492) 


hypothetical protein [Oryza 


sativa] 












gil 60168561 


dbj IBAA85199.il {AP000570) ] 


hypothetical 


protein 






[Oryza sativa] 












Seq. No. 


46942 


Seq. ID 


OJ000207_ 


18. 


0323. 


.C21 



48574 



Gene No. 


99761 




Strand 


+ 


Q-H a r-i- 


± U -7 4 




lijna 




Nsine 


vJUUUU^U/ 1 0 . U J . J. 


.ol . gp 






o tar u 


io 1 ^ Z 




bna 


io4 by 


PT 






Score 




Exons 










oe<4 ■ iNu . 






oeq. xu 


OTonn907 iQ n "3 o "3 


Gpnp No . 


99761 




Strand 


+ 


Start 


10944 




End 


13986 


Name 


OJ000207 18.0323.C21. 


. o4 . np 


Method 


AAT/NAP 


Start 


13366 




End 


13986 


GI 


7487249 




Score 


341 


Exons 


13366. .13770, 13843., 


.13986 






GI Descrip. 


hypothetical protein 


T20D16, 


.3 - Arabidopsis thaliana 



gi|2642430|gb|AAB87098.1| (AC002391) putative AP2 domain 
transcription factor [Arabidopsis thaliana] 





oeq . LnO . 


46942 








Seq. ID 


OJ000207_18. 0323.021 




Gene No. 


99762 








Strand 






Start 


4749 








End 


11472 




Name 


OJ000207 18 


.0323 


.C21.02 


.gs 


Method 


GENSCAN 




b rarr 


4749 








End 


8375 






none 








Score 


.63 




Exons 


4749. .7361, 


7430 


. .7610, 


7633. 


.8375 




%. ) H 
? : s 

i i;^ 


oeq . fMo . 


46942 








Seq. ID 


OJ000207_18. 0323.021 ■ 


f 


Gene No . 


99762 








Strand 






Start 


4749 








End 


11472 


: : s 


Name 


OJ000207 18 


.0323 


.021. o2, 


.np 


Method 


AAT/NAP 




ot ar L 


4752 








End 


10866 


?: ; 
r br 




7228457 








Score 


9366 




Exons 


4752. .6302, 


6369 


. .7534, 


7620. 


.8438, 8502. .10433, 10495. .10866 




GI Descrip. 


(AP001366) 


Similar to Sorghum bicolor 


Gypsy-Ty3 type 






retrotransposon : 


RetroSorl, polyprotein 


.. (AF098806) [Oryza 






sat.iva] 














Seq, No. 


46942 








Seq. ID 


OJ000207_18. 0323.021 


n 


Gene No. 


99762 








Strand 






Start 


4749 








End 


11472 




Name 


OJ000207 18 


.0323 


.021. o3, 


-gs 


Method 


GENSCAN 




Start 


8439 








End 


11472 




GI 


none 








Score 


.81 




Exons 


8439. .9784, 


9860 


. . 9914, 


10057 


. .10884, 


10941. .11045, 11386, .11472 




Seq. No. 


46942 








Seq. ID 


OJ000207_18.0323.C21 




Gene No. 


99763 








Strand 






Start 


16614 . 








End 


19922 




Name 


OJ000207 18 


.0323 


.C21.07. 


■tw 


Method 


TBLASTX: Wheat 




Start 


4761 








End 


5340 




GI 


none 








Score 


81 




Exons 


4761. .4886, 


4765 


. .4887, 


5053. 


.5223, 5079.. 5339, 5080.. 5223, 






5260. .5337, 


5272 


. .5340 










Seq. No. 


46942 








Seq. ID 


OJ000207_18. 0323. 021 




Gene No. 


99763 








Strand 






Start 


16614 








End 


19922 



48575 




N3me 


VJU UUU^U/ XO 


0'^9'^ 


P9 1 r\A 
. X . Oft 


. cw 


Method 


TBLASTX: Wheat 














End 


5745 






none 








Score 


171 




EjXons 




JO D4 


^7 4 4 


R4 0'^ 


.5648, 5689. .5745 




Seq. No. 


46942 








Seq. ID 


OJ000207 18.0323 


.021 


Gene No. 


99763 








Strand 


- 






X O D X 1 








• End 


19922 




NsiTie 


n.T000907 1 ft 




P9 1 o"^ 
. X . Oo 




Method 


TBLASTX: Maize 






CCCQ ~ 








bna 


ft ft 9 

D O 0 Z 






none 








Score 


204 




Exons 


^SRQ' RftR9 




^ft ^ 










Seq. No. 


46942 








Seq. ID 


OJ000207 18.0323 


.021 


Gene No. 


99763 








Strand 


- 




O t aX L 


X u D X 1 








End 


19922 




Nsine 


n.T000907 1 ft 


0'^9 


P9 1 oft 
* X .00 


4- t.T 

. L.W 


Method 


TBLASTX: Wheat 




O Lax 1- 


DU / D 








End 


6387 






none 








Score 


fin 




Exons 


DU / O . . D JsjO / 


*=;9ft Q 












o e q . IN o . 


ft D y *± Z 








Seq. ID 


OJ000207 18.0323, 


. Lz 1 


Gene No. 


99763 








Strand 


- 




Start 


16614 








End 


19922 




Name 


OJ000207 18 


.0323 


.C21.04, 


.ts 


Method 


TBLASTX : Soybean 




oUaX T_ 


6135 








End 


6701 ■ 




oX 


5666795 ' 








Score 


68 




Exons 


6135. .6335, 


6390 


. .6527, 


6603. 


.6701 






oX JJtroOXX^. 


4206306 2.0e-10 


(AF049110) prpol [Zea 


mays] 




Seq. No. 


46942 








Seq. ID 


OJ000207_18.0323, 


.021 


Gene No. 


99763 








Strand 






o L dx i_ 


16614 








End 


19922 




Name 


OJ000207 18, 


.0323, 


.C21.05. 


. tw 


Method 


TBLASTX: Wheat 




O UdX C 


6390 








End 


6824 






none 








Score 


88 




Exons 


6390.'. 653'9, 


6391, 


. .6528, 


6573. 


.6824, 6583.. 6759, 6600.. 6824 


Seq. No. 


^ 46942 








Seq. ID 


OJ000207_18.0323. 


.021 


Gene No. 


99763 








Strand 






O U Ct J. L. 


16614 








End 


19922 




Name 


OJ000207 18. 


.0323, 


.C21.02. 


ts 


Method 


TBLASTX: Soybean 




O UdX 1_ 


7448 








End 


7781 




O X 


none 








Score 


85 




XT' V Q 


7448. .7630, 


7620, 


. .7781, 


7621. 


.7764 






Seq. No. 


46942 . 








Seq. ID 


OJ000207_18.0323. 


021 


Gene No. 


99763 








Strand 






O U dX L 


16614 








End 


19922 




Name 


OJ000207 18. 


0323, 


,C21.o2. 


tw 


Method 


TBLASTX: Wheat 




o u dxr L. 


7478 








End 


7860 




GI 


none 








Score 


82 




Exons 


7478. .7633, 


7485. 


, .7625, 


7606. 


.7860, 7626. .7859 




Seq. No. 


46942 








Seq. ID 


OJ000207_18.0323. 


021 


Gene No. 


99763 








Strand 






Start 


16614 








End 


19922 





48576 




Name 


UJUUU^iU / lb . 


n "5 0 "3 
U JZ 0 . 


C2 1 . OD 


tm 


Method 


TBLASTX : Mai ze 




otart 


/ O / 1 








End 


/ y 1 / 






none 








Score 


0 1 A 

ZIU 




Exons 


/ D / 1 . . / D J D/ 


/ bU b . 




/ b . 


. / y 1 b 






Seq. No. 


46942 








Seq. ID 


OJ000207_18.0323, 


C21 


Gene No. 


99763 








Strand 






b car r 


1 D D 1 ft 








bna 


1 A A 0 0 

1 y yzz 




Name 


UJUUUZU / lo . 


n Q 0 


r'O '\ ^0 
bZ 1 . OZ . 


•4- m 

tm 


Metfioa 


TBLASTX: Maize 




btart 










End 


0 0 A A 

0 JUU 






none 








Score 


101 
Izl 




Exons 


/ y 4 4 . . 0^:4 y , 


n C3i A A 

/ y 4 4 . 


Q Q n n 


/ y d4 . 


0 0 c 
. OZ DO 






Seq. No. 


46942 








Seq. ID 


OJ000207_18.0323. 


C21 


Gene No. 


99763 








Strand 






o cam 


1 D D 1 4 








End 


19922 




Name 


UJUUU^U / lo . 


n '5 0 "3 


bz 1 .01 . 




Method 


TBLASTX: Wheat 




btart 


-7 Q Q 
/ y DO 








End 


8431 




bi 


none 








Score 


223 




Exons 


1 y bo . . 0 4 ^ y , 




Q /I 0 Q 

. 0 4 z y , 


/ y / 0 . 


.8430, 7988. .8431 




Seq. No. 


46942 








Seq. ID 


OJ000207_18.0323. 


C21 


Gene No. 


99763 








Strand 






btart 


1 bDl4 








End 


19922 




Name . 


OJ UUU^sU / lo . 


n T 0 "3 
U JZ J . 


0 0 1 ^ c 
CZl . 00 . 


ts 


Method 


TBLASTX: Soybean 




Start 


0 0 c: 








. End 


8390 




GI 


none 








Score 


117 




Exons 


0 UzO . . 0 loy / 


0 1 bb . 


0 0 Q A 

. 0 jyu 










Seq. No. 


46942 








Seq. ID 


OJ000207_18.0323. 


C21 


Gene No. 


99763 








Strand 






C 4 1 V--I- 

btarr 


1 DDl4 








End 


19922 




Name 


/^Tnnnorii 1 q 
UJ UUU^iU / 1 0 . 


A -3 0 "3 


0 T « 0 

bZl . 00 . 


tw 


Method 


TBLASTX: Wheat 




Start 


Q ^ 0 0 








End 


9081 




bl 


none 








Score 


75 




Exons 


Q coo QQ^ c 


Q C 0 0 


A A 0 n 

. yuo u , 


0 bz b . 


.8886, 8944. .9081 




Seq. No. 


A C C\ A 0 

4 by 4z 








Seq. ID 


OJ000207_18.0323. 


C21 


Gene No. 


99763 








Strand 






Start 


16614 








End 


19922 




Name 


U J UUUZU/ lo. 


ri Q 0 Q 


C21.06. 


tw 


Method 


TBLASTX: Wheat 




bt ar L 


noon 
y 0 Z U 








End 


10212 




bl 


none 








Score 


94 




Exons 


yozu . . lUU / / , 


0 0 e: >i 
y 004 


. .10093, 10060. .10158 


, 10061. .10153, 






1 U 1 bo . . 1 Uz Iz 














Seq. No. 


46942 








Seq. ID 


OJ000207_18.0323. 


C21 


Gene No. 


99763 








Strand' 






b uarr 


1 bbl4 








End 


19922 




Name 


OJUOUzU / lo . 


A 0 0 


021. o7. 


tm 


Method 


TBLASTX: Maize 




Start 


n ri 0 0 

9922 








End 


10207 




GI 


none 








Score 


91 




Exons 


9922. .10170, 


9923 


. .10207 










Seq. No. 


4 694 2 








Seq. ID 


OJ000207_18.0323. 


C21 


Gene No. 


99763 








Strand 






Start 


16614 








End 


19922 





48577 





n.Tnnn^n? i r n?9^ (^91 


•OX . LS 


Method 


TBLASTX: 


ooyoean 




O Lai U 


i 0 4 ^ ^ 




End 


13949 




o J. 


none 




Score 


290 






Exons 


1*^499 1 '^^'^9 1^447 

iJ4^^. . iOJJZ^ i04fl / . 


1 "^^90 


13584 . .13616, 13686 


T -5 -7 c "7 






XJDO / • • ± ^ f 0 ^ f X07XX* 


1 1Q4 Q 

• X 0 f± 3 










Seq. No. 


46942 




oeq . X u 


r\ TO 0 n 0 n7 


_18.0323 


.C21 


Gene No. 


99763 




Q 4- V- 0 ^^ 

0 Lrana 








q-l- =» -rt* 
o Ucii L 


X D D X T 




ona 


1 QQ99 






Nsiine 


0.1000907 1 R 0'^9'^ r91 


. oy . lw 


Fje unoa 


TT2T Zi CTV . 


wnea L 




D Lai L 


X 0 4 *i 0 




End 


13617 








none 




Score 


179 










. X 0 D X / 










Seq. No. 


46942 




Seq. ID 


OJ000207 


_18.0323 


C21 


Gene No. 


99763 




Strand 








O LdX L 


X D D X 




End 


19922 






Nsine 


07000907 Ifi O"^?*^ P91 


. 01 . EC 


Method 


TBLASTX : 


Cress 




O Lai L 


1 4 4 




End 


13752 






\j ± 


none 




Score 


■ 286 






III AvJI Xo 


i'^44f; T 1*^447 


. X 0 oz u , 


13683. .13751, 13684 


1 0 7 c 0 

..10/ Oz 




o e q . LN o . 


4 f^Q4 9 
fl D -7 4 Z 




Seq. ID 


OJ000207 


TO n T 0 Q 
io . Uoz 0 , 


Lzi 




QQ7 




Strand 








Start 


16614 




End 


19922 






Name . 


OJ000207_18.0323.C21 


. 06 . tm 


Method 


TBLASTX: 


Maize 




O Ldi L 


X 0 w) 0 X 




End 


13987 








none 




Score 


153 






17* V /A 1^ c 


I'^c.'^T 1'^^9^^ 1'5c;'7Q 
XOOjX..XjDilD, XOO/O. 


, XODOZ , 


13584 . . 13631, 13683 


1 0 T T 






1'^^^R4 1'^77(^ 1'^744 


1 '57 7 Q 


13878. .13943, 13878 


1 "3 Q 1 T 






1'^RQQ l'^Q7f^ 1'^QOI 


1 '5 Q "7 


13916. .13987 






o e q . LN o . 


A e^OAO 




Seq. ID 


OJ000207 


_18.0323. 


Cz 1 


ocilc LNO . 


^ J? ./ DO 




Strand 








start 


16614 




End 


19922 






Name 


OJ000207 18.0323.C21 


o2.gp 


Method 


AAT/GAP 






Start 


16614 




End 


19007 






\j i 


43821 1.R1084 




Score 


1446 






Exons 


16614. .16997, 17479. 


17622, 


17696. . 17773, 18223 


. .18273, 






18876. .19007 










rZT r^c^ c y~ r> 
Kj ± UtJoUii^. 


•3413712 l.Oe-47 (AC004747) 


hypothetical protein [Arabidopsj 




thaliana] ' 












O L[ • LM L? . 


46942 




Seq. ID 


OJ000207 


_18.0323. 


C21 




99763 




Strand 








O Lai L 


16614 




End 


19922 






Name 


OJ000207 18.0323.C21. 


o4 . tm 


Method 


TBIvASTX: Maize 




O Lar L 


16636 ' 




End 


19145 






GI ■ 


none 




Score 


63 . 






Exons 


16636. .16662, 16662.. 


16700, 


16665. .16700, 16784 


. .17002, 






16842. .17000, 17477.. 


17623, 


17477. .17623, 17478 


. .17630, 






17479. .17628, 17694.. 


17780, 


17695. . 17781, 17696 


. .17779, 






18187. .18276, 18223.. 


18276, 


18873. . 18998, 18876 


. .19001, 






18877. .19002; 18880.-. 


19017, 


18881. .19027, 19089 


. .19145, 






19091. .19141 












Seq. No. 


46942 




Seq. ID 


OJ000207_ 


_18.0323. 


C21 



48578 



Gene No. 99763 Strand 

Start 16614 End 19922 

Name OJ000207_18 . 0323 . C21 . o5 . np Method AAT/NAP 

Start 16869 ' End 19922 

GI 7486285 ' , - ' Score 387 

Exons 16869. .16997, 17479. . 17622, 17696 .. 17794 , 18223 18275, 

18876.. 19922 

GI Descrip. hypothetical protein F28A23.200 - Arabidopsis thaliana 
gi|2911058|emb|CAA17568.1| (AL021961) putative protein 
[Arabidopsis thaliana] gi | 7270353 | emb | CAB80121 . 1 | (AL161584) 
putative protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46942 
99763 
16614 

OJ000207_18 .0323.C21 .o3.ts 

16881 ; 



OJ000207 18.0323.C21 



none 
16881. 
17531. 
17696. 



Seq. ID 
Strand 
End 

_ Method 
; End 

Score 

17000, 16895. .16999, 17479 17568, 1-7527 .. 17628, 
17623, 17568. .17630, 17683 17748, 17694 .. 17762, 
17770, 17696. .17800, 19137.. 19229 



19922 

TBLASTX: Soybean 

19229 

69 



Seq. No. 46942 v.- 

Gene No. 99763 

Start 16614 

Name *• OJ000207_18 . 0323 . C21 . o2 . tc 

Start 16950 

GI none • 

Exons ' 16950. .17000, 17479. . 17505, 
17696. .1:7746, 17696.. 17788 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_18. 0323. 021 
19922 

TBLASTX: Cress 

17788 

73 



17527. .17628, 17537 .. 17 623, 



Seq. No. 46942 Seq. ID 

Gene No. 99763 Strand 

Start 16614 End 

Name OJ000207_18 . 0323 . C21 . ol . tm Method 

Start 19278 End 

GI none Score 
Exons 



OJ000207_18.0323.C21 
19922 

TBLASTX: Maize 

19922 

112 



19278. .19445, 192 97 .. 194 19, 19446 .. 19712, 1 94 4 6 . . 19634 , 
19448. .19687, 19703 .. 19918 , 19704 19919, 19713 .. 19922, 
19810. . 19920 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46943 
99764 
7111 

OJ000207_18 . 0323.C23.o3.gs 
7111 



none 
7111. , 
9813. , 
12561. 



Seq. ID 
Strand 

End 12670 
Method GENSCAN 
End 12670 
Score .8 
7314, 7817. .7930, 7959. .8157, 8163. .8338, 
10498, 11255. .11482, 11628 .. 11725, 12322, 
.12670 



OJ000207_18.0323.C23 
+ 



■8947. .8990, 
.12490, 



Seq. No. 46943 Seq. ID 

Gene No. 99765 - Strand 

Start 1 End 

Name OJ000207_18 . 0323 . C23 . ol . gp Method 

Start 1 . End 

GI 2427855 Score 



OJ000207_18.0323.C23 

4095 
AAT/GAP 
1477 
344 



48579 



Exons 1..93, 1377.. 1477 

GI Descrip. 3413712 l.Oe-47 (AC004747) hypothetical protein [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46943 Seq. ID OJ000207_18 . 0323 . C23 

99765 Strand 

1 End 4095 

OJ000207_18.0323.C23.ol.np Method AAT/NAP 

1 End 4095 

7487419 Score 438 

1..93, 1377. .1474, 2329. .2443, 2544. .2652, 2735. .2863, 

3031. .3136, 4019. .4095 

hypothetical protein T24P15.7 - Arabidopsis thaliana 

gi I 2673908 |gb|AAB88642. II (AC002561) hypothetical protein 

[Arabidopsis thaliana] 

46943 Seq. ID OJ000207_18 . 0323 . C23 

99765 Strand 

1 End 4095 

OJ000207_I8 . 0323 . C23 . ol . gs Method GENSCAN 

1429 .End 3293 

none Score . 88 

1429.. 1474, 2521. .2652->' 2735. .2850, 2934.. 3026, 3144.. 3293 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46944 
99766 
1 

OJ000207_18. 0323. 024 .ol.np 
1 

4567209 . 
1..22, 561. .708 

(AC007168) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000207_18. 0323.024 

Strand + 

End 708 

Method AAT/NAP 

End 708 

Score 68 



46945 Seq. ID OJ000207_18 . 0323 . 027 

99767 Strand + 

1 End , 900 

OJ000207_18. 0323. 027. ol.ng^-. . 'Method AAT/NAP 

1 End 900 

7486157 Score 192 

1. .900 

hypothetical protein F26B6.1 - Arabidopsis thaliana 
gi| 3242728tgb|AAO23780.1| (AO003040) unknown protein 
[Arabidopsis thaliana] 



Seq. No. 


46945 . 






Seq. ID 


OJ000207_18.0323.O27 


Gene No. 


99767 






Strand 


+ 


Start 


1 






End . 


900 


Name 


OJ000207 


18.0323.027 


. ol . tm 


Method 


TBLASTX:Maize 


Start 


4 






End 


408 


GI 


none 






Score 


309 


Exons 


4. .273, 5 


..265, 264. 


.404, 265 


..408, 265 


. .408 


Seq. No. 


46945 






Seq. ID 


OJ000207_18.0323;-fo27 


Gene No. 


99767 






Strand 


+ ■" - 


Start 


1 






End 


900 


Name 


OJ000207 


18.0323.027 


ol. ts 


Method 


TBLASTX: Soybean 


Start 


554 






End 


900 



48580 






none 


Score 










Exons 


f.'^A 70^ Onn 71"^ 


P Qc; 7 "50 QOO 










Seq. No. 


46946 


.Seq. ID 


OJ000207 


18 


.0323 


.C29 


Gene No. 


99768 


Strand 










O Ca J- L 


^ Do 


Cjna 


"5 00 

o y o 








Nflme 




, gs MernoQ 












^ DO 


t^na 


Q Q Q 

jy o 










none 


Score 


A 1 








Exons 


z DO . . jyo 












oeq . INO . 




Seq. ID 


OJ000207_ 


1 Q 
lb 




. CoU 


Gene No. 


99769 


Strand 










Start 


1 


End 


1593 








Nsme 


OJ000207 18.0323.C30.ol 


. np Method 


AAT/NAP 










1 


End 


1593 










5852171 


Score 


697 








XT' V c 


1..561, 8,37. . 964, 1256. 


.1374, 1567. .1593 








uescj-ip. 


(AL117265) ■ zhbOOOl.l [Oryza sativa] 










Seq. No. 


46947 


Seq. ID 


OJ000207_ 


18 


.0323, 


.C30 


Gene' No . 


99769 


Strand 












1 


End 


X O J 








Naine 


OJ000207 18.0323.C30.ol 


. gs Method 


P U" M C A KT 










152 


End 


1 t; Q1 










none 


Score 


.Do 








Exons 


152. .739, 838. .964, 1113. .1138, 1168.. 


loo D, XOD / 




1591 




oeq . vio . 


46948 


'Seq. ID 


OJ000207_ 


1 o 

lo 


n "3 O "D 


. Cil 


Gene No. 


99770 


Strand 


+ 








Start 


1478 


End 


1908 








Name 


OJ000207 18.0323.C31.ol 


. np Method 


AAT/NAP 








Q-l- a v-l- 

oTLar n 


1478 


End 


1908 








C T 


7340909 


Score 


145 








Exons 


1478. .1908 












ia-L uescrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 








p e q . NO. 


46949^ 


Seq. ID 


OJ000207_ 


1 o 

lo 


n o o 


, C3Z 


.Gene No. 


99771 


Strand 










Start 


1 


End 


3476 








Name 


OJ000207 18.0323.C32.ol, 


. np Method 


AAT/NAP 








oIL am. 


1 


End 


1468 










7340909 


Score 


71 








V ^ n c 


1. . 172, 1392. . 1468 












GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 








Seq. No. 


46949 


Seq. ID 


OJ000207_ 


18 


.0323. 


,C32 


Gene No. 


99771 


Strand 










Start 


1 


End 


3476 








Name 


OJ000207 * 18.0323.C32.o2. 


. np Method 


AAT/NAP 








Start 


753 


End 


3476 








GI 


7228438 


Score 


181 









Exons 753.. 862, 2795.. 3015, 3114.. 3476 

GI Descrip. (AP001366) EST C28952 (C62 945 ) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog (AC003981) [Oryza sativa] 



48581 



Spa Nr> 


4 694 9 






Seq. ID 


OJ000207_18.0323 


.C32 


Gene No. 


99771 






Strand 






Start 


1 






End 


3476 




Name 


OJ000207 18 


, 0323 . 


C32 ol as 


Method 


GENSCAN 




Start 


1048 ~ 






End 


3420 




GI 


none 






Score 


.67 




F.xon 


1048 1106 


1709 , 


1876 1974 


..2093, 2130.. 2210, 2276.. 2507, 




2762 3029 


3122 . 


.3420 








Seq. No. 


46950 








0.1000907 1ft 0^9^ 




Gene No. 


99772 






Strand 






Start 


108 






End 


2934 




Name 


OJ000207 18 


0323 . 




Method 


TBLASTX • Whpflt 

J. LJ ±JC\tD ± £\ * VVilCCl u 




Start 


34 ~ 






End 


294 




GI 


none 






Score 


100 




P, von s 


34 69 103 


. 231, 


104 . . 232 , 


230. .286, 






Seq. No'. 


46950 






Seq. ID 


0.1000907 1R 0^9^ 




Gene No. 


99772 






Strand 






Start 


108 






End 


2934 




Name 


OJ000207 18. 


0323. 


C33 . ol . gs 


Method 


GENSCAN 




Start 


108 






End 


2647 




GI 


none 






Score 


.63 




IT vnn 


108. .376, 459. .609, 1102. .1215, 1333.. 


2647 




Seq. No. 


46950 






Seq. ID 


OJ000207_18.0323, 


X33 


Gene No. 


99772 






Strand 






Start 


108 






End 


2934 




Name 


OJ000207 18. 


0323. 


C33.ol.np 


Method 


AAT/NAP 




Start 


1063 






End 


2934 




GI 


7228442 






Score 


1479 





Exons 1063.. 2934 

GI Descrip. (AP001366) EST C28952 (C62945) corresponds to a region of the 

predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. No. 46950 

Gene No. 99772 

Start 108 

Name OJ000207_18 . 0323 . C33 . ol . tw 

Start 1931 

GI none 
Exons 



Seq.- ID OJ000207_18.0323.C33 
Strand 

End 2934 

Method TBLASTX : Wheat 

End 2318 

Score 71 



1931. .2128, 2008. .2094, 2027. .2116, 2073. .2120, 2141. ,2317, 
2168. .2317, 2169. .2318 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46950 
99772 
108 

OJ000207_18.0323.C33.ol.tm 

2027 

none 



Seq. ID OJ000207_18.0323.C33 
Strand 

End • 2934 . 

Method TBLASTX : Maize 

End 2609 

Score 44 



2027. .2107, 2079. .2105, 2147. .2455, 2151. .2456, 2456. .2608, 
2487. .2609 



Seq. No. 
Gene No, 
Start 



46951 
99773 
3125 



Seq. ID OJ000207_18.0323.C34 
Strand 

End 3735 



48582 



Name OJ000207_18 . 0323 . C34 . ol . gp Method AAT/GAP 

Start 3125 End 3735 

GI 2801240 Score 1105 

Exons 3125.. 3735 

GI Descrip. 5852171/emb | CAB55409 . 1 | 8.0e-48 (AL117265) zhbOOOl.l [Oryza 
sativa] 



OJ000207_18 . 0323 . C34 
8533 

TBLASTX: Maize 
4550 
48 

3243.. 3599, 3345. .3599, 3409.. 3504, 3489.. 3599, 3933.. 4193, 
4074. .4259, 4074. .4256, 4440. .4550 



Seq. No. 46951 Seq. ID 

Gene No. 99774 Strand 

Start 3909 End 

Name OJ000207_18 . 0323 . C34 . ol . tm Method 

Start 3243 End 

GI none Score 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46951 
99774 
3909 

OJ000207_18.0323.C34 .ol.tc 
3288 



none 
3288. 
3933. 
4077. 



Seq. ID OJ000207_18.0323.C34 
Strand 

8533 

TBLASTX: Cress 
5189 
88 



,3599, 3339. 
,4016, 3933. 
4166, 4431. 



End . 
Method 
End 
Score 

3599, 3339.. 3536, 3483.. 3608, 3771 
4010, 4053. .4259, 4074. .4256, 4074 
4550, 4440. .4559, 4443. .4646, 4725 



.3899, 
,4256, 
,4.784, 



4733. .4765, 4974. .5015, 5031. .5165, 5034. .5189 



Seq. No. 

Gene No. 
id Start 
•^.1 Name 
fil Start 

GI 

^ Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46951 
99774 
3909 

OJ000207_18 .0323.C34 .ol.ts 

3294 

none 

3294. .3599, 3298. .3600, 3489, 
4149.'. 4259, 4440 .. 4562, 4440 , 

46951' 
99774 
3909 

OJ000207_18.0323.C34.ol.tw 

3294 

none 

3294. .3617, 3346. .3603, 4056. 
4431. .4559, 4440. .4562 

46951 
99774' 
3909" 

OJ000207_18.0323.C34.ol.np 

3909 

5852171 

3909. .4006, 4229. .4669, 4979. 
7805. .7955, 8495. .8533 



Seq. ID OJ000207_18.0323.C34 
Strand 

End 8533 

Method TBLASTX : Soybean 

End 5177 

Score 105 
.3608, 3768. .3899, 4056. .4259, 
.4550, 4719. .4781, 5046. .5177 

Seq. ID OJ000207_18.0323.C34 
Strand 

End -8533 

Method TBLASTX : Wheat 

End 4 562 

Score 82 
.4256, 4149. .4256, 4314. .4412, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_18.0323.C34 

8533 
AAT/NAP 
8533 
2173 



,5185, 5291. .5437, 5540. .5869, 



GI Descrip. {AL117265) zhbOOOl.l [Oryza sativa] 



Seq. No. 
Gene No. 



46952 
99775 



Seq. ID 
Strand 



OJ000207_18.0323.C35 
+ 



48583 



start 
Name 
Start 
GI 

Exoris 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.* No. 

Gene No.. 
2i start 

Name 
U Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



335 End 1733 

OJ000207_18 . 0323 . C35 . ol . gs Method GENSCAN 

335 End 1481 

none Score .49 
335. .931, 1322. .1481 



46952 
99775 • 
335 

OJ000207_18.0323.C35.ol.np 
335 

6016874 



Seq. ID ■OJ000207_18.0323.C35 
Strand + 
End 1733 
Method AAT/NAP 
End 1733 
Score 953 

335. .413, 497. .634, 699. .931, 1322. .1481, 1710. .1733 
{AP000570) ESTs C19143 (E10020) , D25076 {R3116) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



46952 
99775 
335 

OJ000207_18.0323.C35.ol.tm 

683 

none 



Seq. ID OJ000207_18.0323.C35 

Strand + -■■^ 

End 1733 

Method TBLASTX: Maize 

End 1129 

Score 69 



683. .769, 754. .963, 755. .1003, 1040. .1096, 1091. .1129 



46952 Seq. ID 

99775 Strand 
335 End 
OJ000207_18 . 0323 . C35 . ol . gp Method 
1024 End 
uC-osflcypll0c07bl Score 
1024. .1532 

M680178/gb|AF111709.1|AF111709 5.0e-81 Oryza sativa subsp. 
indica Retrosat 1 retrotransposon and Ty3-Gypsy type Retrosat 2 
retrotransposon, complete sequences; and unknown genes* 



OJ000207_18.0323.C35 
+ 

1733 
AAT/GAP 
1532 
966 



46952 Seq. ID 

99775 Strand 

335 End 
OJ000207_18 . 0323 . C35 . o2 . tm Method 

1223 End 

none Score 

1223.. 1297, 1310.. 1537, 1318.. 1536 



OJ000207_18.0323.C35 
+ 

1733 

TBLASTX:Maize 

1537 

65 



Seq. ID 

Strand 

End 

Method 

End 

Score 



18.0323.C36 



46953 
99776 
1 

OJ000207_18.0323.'C36.ol.np 
1 

6016874 

1..168, 286. .625, 1101. .1373, 2552. .2665 

(AP000570) ESTs C19143 (E10020 ) , D2507 6 (R311 6 ) correspond to a 
region of the predicted gene.; Similar to putative AC9 
transposase. (P03010) [Oryza sativa] 



OJ000207_ 
+ 

2665 
AAT/NAP 
2665 
1221 



46953 
99776 



Seq. ID OJ000207_18.0323.C36 
Strand + 



48584 





1 
± 




tina 


z DoO 






Name 


UJUUU^U / lo.UoZo, 


. L jd . oi . gs 


Method 








o Co. J_ t 








oz y 








none 




Score 


o o 
. oo 






Exons 


1 Q ^^9 Q 
1 O . i 












Seq. No. 


46953 




Seq. ID 


OJ000207 


_18.0323 


.C36 


Gene No. 


■99777 




Strand 










1124 




tna 


Z b DO 






Name 


OJ000207 18.0323. 


.C36.01. tm 


Method 


i btiAb i A : 


Maize 




otaru 


320 




hjna 


Db O 








none 




Score 


Z / b 






r ^ c» 


320. .478, 330. .563 










Seq. No. 


46953 




Seq. ID 


OJ000207 


_18.0323 


.C36 


Gene No. 


99777 




Strand 








ouaru 


1124 




tiTlCx 


0 ^ R 

Z D bo 






Name 


OJ000207 18.0323, 


C36.o2.gs 


Method 


bLNbLAN 






o tar L 


1124 




T-l ^ _] 

hnci 


lo / / 






C T 


none 




Score 


. bo 






Exons 


1124. .1266, 1272. 


.1377 










beq . Mo . 


■ 4 6953 




beq . 1 JJ 




10 . UoZo 


. Cod 


Gene No. 


99777 




Strand 








Start 


1124 




End 


2665 






Name 


OJ0002Q7 18.0323. 


C36.o2.np 


Method 


7\ 7\ T" / M 7\ O 






b tar L 


1201 




Lna 


O ^ /Z c 

Z bbo 








5852171 




Score 


A A n 
4 4 y 






Exons 


1201. .1384, 1514. 


.1579, 2287 


. . z boo 








uescrip. 


(AL117265) zhbOOOl.l [Oryza 


sat i va ] 








oeq . NO . 


46954 




Seq. ID 


OJ000207 


_17.0323 


.CI 


Gene No. 


99778 




Strand 


+ 






Start 


1167 




End 


8903 






Name 


OJ000207 17.0323. 


Cl.ol.gs 


Method 


GENSCAN 






otart 


1167 




• End 


8332 








none 




Score 


.42 






tjXons 


1167. .1212,. 2273. 


.2659, 3511 


. .3656," 4078. .4711, 


6743. .7239, 




7784. .7945, 8123. 


.8332 










Seq. No. 


46954 




Seq. ID 


OJ000207 


_17.0323 


.CI 


Gene No. 


99778 




Strand 


+ 






o uar L 


1167 




End 


8903 






Name 


OJ000207 17.0323. 


Cl.ol.gp 


Method 


AAT/GAP 






b tart 


6943 




End 


8218 








none 




Score 


994 






Exons 


6943..;.7239, 7816. 


.7945, 8123 


. .8218 








beq . NO . 


46954 




Seq. ID 


OJ000207_ 


_17.0323 


.CI 


IN O > 


99778 




Strand 


+ 






Start 


1167 




End 


8903 






Name 


OJ000207 -17.0323. 


Cl.o2 .np 


Method 


AAT/NAP 






Start 


7868 ■■ 




End 


8903 






GI 


7512181 




Score 


53 






Exons 


7868.. 7945, 8123. 


.8245, 8809 


. .8903 








GI Descrip. 


Scythe protein - 


African clawed frog gi 


,13983139 


|gb|AAC83822, 




(AF098511) Scythe 


[Xenopus laevis] 









48585 



Seq. No. 
Gene No. 
Start 
Name • ■ 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46954 
99779 
3 

OJ000207_17.0323.Cl.ol.np 
3 

4263820 



Seq. .ID OJ000207_17.0323.C1 
Strand 

End 4536 

Method AAT/NAP 

End 4536 

Score 883 



3. .276, 331. .452, 1166. .1286, 2950. .3090, 3502. ..3679, 4.149. .4536 
(AC006067) hypothetical protein [Arabidopsis thaliana] 



46954 
99780 
8726 

OJ000207_17.0323.Cl.ol.tm 

291 

none 

291. .452, 294. .458, 317. .454, 
1167. .1298, 2946. .3092, 2947.. 
3501. .3575 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1154 



OJ000207 17. 0323. 01 



8875 

TBLASTX: Maize 
3578 
163 

1291, 1162. .1287, 



.3093, 3499. .3576, 3501. .3578, 



OJ000207 17.0323,01 



Seq. No. 46954 Seq. ID 

Gene No. 99780 Strand 

Start 8726 End 

Name OJ000207_17 . 0323 . 01 . ol . ts Method 

Start 3612 End 

GI none Score 

Exons 3612. .3683, 4128. .4250, 413.6. .4300, 4150. .4314, 4264. .4320, 
4345. .4386 



8875 

TBLASTX: Soybean 

4386 

73 



Seq. No. 


46954 








Seq. ID 


OJ000207_17.0323.Ol 


Gene No. 


99780 








Strand 




Start 


8726 








End 


8875 


Name 


OJ000207 17, 


.0323. 


01. o2. 


gs 


Method 


GENSOAN 


Start 


8726 








End 


8875 


GI 


none 








Score 


.44 


Exons 


8726. .8875 












Seq. No. 


46955 








Seq. ID 


OJ000207_17.0323.O2 


Gene No. 


99781 








Strand 


+ 


Start 


77 








End 


5169 


Name 


OJ000207 17. 


.0323. 


02. ol. 


gs 


Method 


GENSOAN 


Start 


77 








End 


5164 


GI 


none 








Score 


.94 


Exons 


77. .79, 155. 


. .224, 


302. . 


450, 


1410. .1574, 


1657. . 1728, 1812. .1926, 




2499. .3062, 


3160. 


.3488, 


3759 


..4361, 4613. .4768, 5090. .5164 



Seq. No. 46955 , Seq. ID OJ000207 

Gene No. 99781 Strand + 

Start 77 End 5169 

Name OJ000207__17 . 0323 , 02 . ol . gp Method AAT/GAP 

Start 1412 End 1596 

GI none Score 301 

Exons 1412..'. 1596 



17.0323.02 



Seq. No. 
Gene No. 
Start 



46955 
99781 
77 



Seq. ID 

Strand 

End 



OJ000207_ 
+ 

5169 



17.0323.02 



48586 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



0323.C2.ol.tm 



OJ000207_17 . 0323 . C2 . o2 . tm 

1425 

none 

1425. .1556, 1433. .1528, 1434. 
1659., 1727, 1660.. 1728, 1800, 



46955 
99781 
77 

OJ000207_17, 

2540 

none 

2540. .2602, 
2621. .2749, 
2792. .2872, 
3184. .3279, 
3757. .3804, 
3969. .4091, 
4180. .4323, 
5061'. .5165, 



2555. 
2621. 
2873, 
3308. 
3789. 
4082. 
4180. 
5069. 



.2602, 2574. 

.2743, 2753. 

.3049, 2873. 

.3478, 3309. 

.3998, 3794. 

.4174, 4110. 

,4335, 4607. 

.5164, 5089. 



46955 
99781 
77 

OJ000207_17.0323.C2.ol.tw 

4607 

none 

4607. .4768, 4 611 .. 47 69, ' 5084 , 



Method TBLASTX : Maize 

End 1864 

Score 170 
.1565, 1450. .1566, 1657. .1737, 
.1862, 1811. .1864 

Seq. ID OJ000207_17.0323.C2 

Strand + 

End 5169 

Method TBLASTX: Maize 

End 5169 

Score 52 

.2603, 2610. .2708, 2613. .2744, 

.2791, 2753. .2791, 2791. .2871, 

.2956, 3154. .3279, 3168. .3278, 

.3485, 3343. .3480, 3756. .3800, 

.3937, 3957. .4073, 3968. .4078, 

.4190, 4172. .4321, 4176. .4322, 

.4768, '4610. .4768, 4611.. 4769, 
.5169 

Seq. ID OJ000207 17. 0323. C2 



Strand 
End 

Method 
End 
Score 
.5164 



+ 

5169 • • 

TBLASTX: Wheat 

5164 

193 



Seq. No. 46956 Seq. ID 

Gene No. 99782 Strand 

Start 4 6 End 

Name OJ000207_17 , 0323 . C3 . ol . gs Method 

Start 4 6 End 

GI none Score 

Exons 46. . 101, . 430. .863 



OJ000207_17.0323.C3 
+ 

863 

GENSCAN 
863 
. 93 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000207_17.0323.C4 
+ 

1718 
AAT/NAP 
1718 
659 ■ 



46957 Seq. ID 

99783 Strand 
1 End 
OJ000207_17 . 0323 . C4 . ol . np Method 
1 End 
6069646 Score 
1..472, 748. .1718 

(AP000616) similar to putative reverse transcriptase {AC005315) 
[Oryza sativa] gi | 69071 12 | dbj | BAA90639 . 1 | (AP001129) Similar to 
Arabidopsis thaliana chromosome II BAG F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



46957 Seq. ID 

99783 Strand 

1 End 

OJ0.00207_17 . 0323 . C4 . ol . gs Method 

140 End 

none Score 

140. .566, 677. .1704 



OJ000207_17.0323.C4 

+ 

1718 
GENSCAN 
1704 
.58 



48587 



Seq. No. 


46957 




Seq. ID 


OJ000207_17.0323 


.C4 


vjene wo. 


Q Q'7Q /I 




b urana 








Q Q on 
0 0 y u 




bna 


y izu 




Name • 


UJUUUzU/ 1 / . Uo^i 0 . , 


. 0 1 . tm 


Method 


1 DiiAb ix : Maize 






/ 




bna 


0 

D / 0- 






none 




Score ■ , 


1 7 n 
1 / u 




Exons 




, Z 1 / , Zoo.. 


A 0 AO. 

. 4 DO, Z4o 


. . 0 / 1 , ZOU . . D / 0, 


Q "7 1 
0/1 


Seq. No. 


46957 




Seq. ID 


OJ000207_17.0323 


.C4 


Gene No . 


yy / OH 




C 4- >- -=S /"I 

b crana 






otar L. 


Q Q on 
0 0 yu 




bna 


Q 1 9 n 
y iz u 




Name 




0 i . t w 


Method 


1 oLi/ib i A ; wnea u 




b Lan, 






bna 


7 C c: 

/ Do 




P T 


none 




Score 


loo 




Exons 


■^TO C,Qn 

jJZ. .OoU/ JJ^. .DID/ 


DO/ . . 004, 


coo n 
Do 0 . . / OD 






Seq. No.. 


46957 




Seq. ID 


OJ000207_17.0323 


.C4 


^jiene wo . 


QQ7PZ1 




b urana 






o rarr 


0 0 yu 




bna 


Q 1 9 n 

y IZU 




Name 




oz , L.m 


Method 


V bbAb 1 A : Jxiai ze 




brarr 


7 /I 0 




bna 


lUll 






none 




Score 


loo 




Exons 


/4z.,y^:i, yj4..iuii 










Seq. No. 


46957 




Seq. ID 


OJ000207_17.0323 


.04 


Gene No . 


y y / 0 4 




Strand 






otiarr 


0 0 yu 




bna 


Q 1 9 n 

y izu 




Name 


UJUUUZU / I/.UOZO.L.4. 


o3 . tm 


Method 


1 bLiAb i A : Mai ze 




ouar L 


1 IZO 




bna 


'\ an A 
1 o / 4 






none 




Score 


y 1 




Exons 


IIOT 10'3'3 lOyiT 1/1 

llzo,.lZoo, 1Z4J..14 


An 1 yi >i 1 
; 4 U, 14 41.. 


1 D / 4 






Seq. No. 


46957 




Seq. ID 


OJ000207_17.0323 


.04 


bene cmo . 


y y / 0 4 




brrana 






brarr 


0 0 yu 




bna 


Q 1 9 A 

y IZU 




Name 


* PiTnnnom it n'iO'^ p/i 

UJUUUZU/ l/.UoZ0,U4. 


o3 . gs 


Method 


PrMCPTXM 

L^bNbL-AIN 




Q+- rj v-l- 

ocar L. 


0 0 y u 




bna 


Q 1 9 n 
y IZU 




PT 


none 




Score 


c; a 

. O D 




Exons 


0 0 y u . . y iz u 










Seq. No. 


46958 




Seq. ID 


OJ000207_17.0323 


.06 


\aene cmo . 


99785 




Strand 


+ 




0 Larr 


4762 




bna 


O D / 3 




Name 


OJ000207 17.0323.06. 


o2 . gs 


Method 






b t ar u 


4762 




bna 


o D / 0 




P T 


none 




Score 


Q 1 
. O 1 




Exons 


4762. ,8230, 8320. .8675 








0 C V-J^ • IN (J • 


46958 




Seq. ID 


OJ000207_17.0323 


. \^ D 


Gene No. 


99785 




Strand 


+ 




Start 


4762 




End 


8675 




Name 


OJ000207 17. 0323. C6. 


ol . np 


Method 


AAT/NAP 




Start . 


4780. 




End 


8672 




GI 


7485734 




Score 


3065 




Exons 


4780. .7380, 7417. .8230, 8320.. 


8672 






GI Descrip. 


hypothetical protein 


F18F4 .240 


1 - Arabidopsis thaliana 





, 678 



48588 



gi|2982431|emb|CAA18239,l| (AL022224) leucine rich repeat-like 
protein [Arabidopsis thaliana] gi | 7268809 | emb I CAB79014 . 1 | 
(AL161552) leucine rich repeat-like protein [Arabidopsis 
thaliana] 



C • IN « 


4 6958 








o.Tnnn?n7 


1 7 


m \J ^ ^ J 




99785 






^1" 'r;a nH 


4_ 
r 






O L. d J- L. 


4 7 62 ' 














LN CLillC 


OJ00n207 17 




. gp 


Mot* Vi 








Start 


6919 






End 


7258 






GI 


702363 






Score 


642 






Exons 


6919. .7258 














9 prr Kin 


46958 






Seq. ID 


OJ000207^ 


_17 






99785 






Strand 


+ 






Start 


4762 






End 


8675 






Name 


OJ000207 17, 


.0323.C6.o2, 


■ gp 


Method 


AAT/GAP 






O L CL i- L 


8139 






End 


8599 






GI 


5038818 






Score 


918 






Exons 


8139. .8599 














\J X ^ -L. -1- K-f • 


2 9824 31/emb|CAA18239. 1 , 


1 2. 


Oe-31 (AL022224) leucine 


r i ch 




repeat-like 


protein [Arabidopsis thaliana] 






9prr Mn 


46958 






Seq. ID 


OJ000207_ 


_17 




f^^np Mo 

V,^ d 1 ^ IN ■ 


99786 






Strand 


+ 






start 


8613 






End 


8904 






Name 


OJ000207 17. 


.0323.C6.o3. 


.gp 


Method 


AAT/GAP 






Start 


8613 






End 


8904 






GI 


5056151 






Score 


460 






Exons 


8613. .8904 














Seq. No. 


46958 






Seq. ID 


OJ000207_ 


_17 


.0323 


Gene No. 


99787 






Strand 








Start 


1063 






End 


2050 






Name 


OJ000207 17. 


,0323.C6.ol. 


,gs 


Method 


GENSCAN 






Start 


1063 






End 


2050 






GI 


none 






'Score 


.45 






Exons 


1063. .1158, 


1913*.' .2050' 













Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46958 
99788 
9164 

OJ000207__17, 

4942 

none 

4942. .5049, 
5239. .5493, 
5248. .5778, 
5325. .5624, 
5542. .5769, 
5815. .5934, 
5992. .6501, , 
6066. .6365, 
6135. .6440, 
6355. .7092, 
6553. .7092, 
6975. .7094, 



0323.C6.ol.tc 



5161. 
5247. 
5248. 
5362. 
5578. 
5896. 
5995. 
6097. 
6244 . 
6514. 
6634 . 
7152. , 



5193, 
5552, 
5553, 
5781, 
5778, 
6294, 
6294, 
6501, 
6522, 
6942, 
7092, 
7292, 



5239. 
5248. 
5248. 
5379, 
5809. 
5898. 
6028. 
6100. 
6256. 
6532. 
6685. 
7153. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207__17.0323.C6 
14250 

TBLASTX : Cress 

8627 

78 



.5571, 5239.. 5472, 5239 

.5766, 5248.. 5775, 5248 

.5490, 5278. .5481, 5290 

.5642,, 5422. .5778, 5542 

.5934, 5809. .6243, 5812 

.5936, 5992.. 6387, 5992 

.6501, 6036.. 6095, 6061 

.6294, 6132.. 6233, 6132 

. 6501, 6261. . 6500, 6276 

.7011, 6532.. 7089, 6532 

.7092, 6892.. 7083, 6946 

.7317, 7153.. 7299, 7153 



. .5334, 
. .5778, 
. .5778, 
. .5715, 
. .5934, 
. .6642, 
. .6525, 
. .6374, 
. .6437, 
. .6957, 
. .7011, 
. .7317, 



48589 






7153. 


.7314, 


/ X O J . 


7 "^1 7 


7 1 c; 
/ XOO . 


.7305, 


7612. . 


7734, 


7614. 


.7688, 




7882. 


.7935, 


1 Q7 fi 
/ y / o • 


. o X DU , 


/ r y D . 


.8150, 


8337. . 


8396, 


8547. 


.8627 


O ■ IN (J , 


46958 










- Seq.. 


ID OJ000207 


17. 0323, C6 




99788 










Strand 








O L d i. U 


9164 










End 


14250 






Ns-ine 


OJ000207 17 


. u . 


D . O X . 


t. S 


Method TBLASTX: 


Soybean 


O Udl. u 


5164 










End 


8456 








none 










Score 


177 








5164. 


.5496, 


J Z 4 / . 


. DO^^ f 


R 9 /I Q 
O <c f± 0 , 


.5769, 


5248, . 


5409, 


5251. 


.5553, 




5254. 


.5778, 




* DOy f f 


O D . 


.5781, 


5362. . 


5769, 


5386. 


.5778, 




5397. 


.5642, 


O 4 U *± , 




04 0*1, 


,5778, 


5548. . 


5646, 


5800. 


.5934, 




5812. 


.5934, 




. O J , 


3 O X D , 


.5934, 


5824. . 


5937, 


5887, 


.5940, 




5992. 


.6366, 


R QQ9 




R QQ9 


.6294, 


5992. . 


6303, 


5995. 


. 6294, 




6031, 


, 6444, 


6103 . 


. 6507, 


6114 . 


, 6452, 


6121. . 


6501, 


6135. 


. 6239, 




6154. 


, 6495, 


6217. 


. 6309, 


6241, 


, 6543, 


6279. . 


6365, 


6514 . 


. 6750, 




6523. 


. 6795, 


6523, 


. 6939, 


6532, 


.7083, 


6556. . 


7092, 


6556, 


.7299, 




6595. 


.7011, 


6646. 


.6765, 


6667, 


.7083, 


6748, . 


7092, 


6862. 


. 6981, 




6886, 


.7092, 


6927. 


.7010, 


7153. 


.7314, 


7153, . 


7293, 


7620. 


.7727, 




7633, 


,7734, 


7761. 


.7829, 


7762. 


.7854, 


7881, . 


7 937, 


7882. 


.7935, 




7975. 


,8169, 


7992. 


.8168, 


8182. 


.8229, 


8184 . . 


8252, 


8318. 


.8449, 



8319. .8456 



Seq, No. 

Gene No, 

Start 

Name. 

Start 

GI 

Exons 



46958 
99788 
9164 

OJ000207_17. 

5239 

none 

5239. .5391, 
5325. .5450, 
5416. .5748, 
5551. .5757, 



Seq. ID OJ000207 
Strand 



17, 0323, C6 



0323.C6.ol. tm 



5887. 
6087, 
6529, 
6613. 
67 63. 
7165. 



. 6057, 
.6422, 
.6786, 
,6795, 
.6813, 
.7317 



5244 . 
5344, 
5416, 
5560, 
5896. 
6187, 
6529. 
6640. 
6772. 



.5408, 
.5616, 
.5592, 
.5769, 
.5937, 
.6306, 
,6720, 
,6807, 
,7008, 





End 


14250 






tm 


Method TBLASTX: 


Maize 






End 


7317 








Score 


82 








5245. 


,5421, 


5248. 


,5493, 


5284 , 


,5460, 


5346. 


.5552, 


5371. 


,5625, 


5383. 


,5535, 


5443. 


.5694, 


5473. 


.5688, 


5539. 


.5676, 


5809. 


.5934, 


5812. 


.5925, 


5841. 


, 6056, 


5992. 


. 6255, 


6054 . 


. 6254, 


6085. 


.6393, 


6217. 


.6300, 


6228. 


. 6704, 


6229. 


. 6705, 


6543. 


.6785, 


6568. 


. 6813, 


6586. 


. 6858, 


6658. 


. 6846, 


6730. 


.6918, 


6763. 


. 6918, 


6802. 


.7086, 


6988s 


.7092, 


7153. 


.7281, 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46958 
99788 
9164 

OJ000207_17, 0323.C6.o2, tw 

5299 

none 

5299. ,5610, 5371. ,5676, 5443, 
5812. .5931, 5992. .6279, 6040, 
6276. .6428, 6436, .6477, 6829. 

46958 
99788 
9164 

OJ000207_17. 0323,C6.o3.tm 

7608 

none 

7608. .7727, 7642. .7743, 7762. 



Seq. ID OJ000207_17.0323.C6 
Strand 

End 14250 
Method TBLASTX : Wheat 
End 7317 
Score 143 

.5754, 5542. .5778', 5587. ,5766, 
.6303, 6066. -.6356, 6112.. 6423, 
.7092, 7153.. 7317, 7162.. 7287 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_17.0323.C6 
14250 

TBLASTX: Maize 

8252 

91 



.7854, 7881. .7940, 7882. .7935, 



48590 



7990. .8169, 7995. .8165, 8182. .8229, 8184. .8252 





4 D O O 


Seq. ID 


OJ000207_17.0323,C6 




J y / 0 O 


Strand 






^ X D 4 


End 


14250 




UUUUU^U/ X / . U -J , D . O X . lW 


Method 


TBLASTX: Wheat 




11 ~ 


End 


8151 




none 


Score 


75 


Exons 


7765.-7839, 7888. .7935, 7890. 


.7937, 7990. .8151, 7992. .8150 


O C 4 . IN U . 


4 D 3? O O 


Seq. ID 


OJ000207_17.0323.C6 




Q Ql ft ft 


Strand 




Q 4- a -r-l- 




End 


14250 


Nsme 


07000907 17 0^9"^ Cf, r\0 \-tx\ 
\jO\j\J\j c.\J 1 X / .UJZO.L/D.OZ. LiU 


Method 


TBLASTX: Maize 


o Lair t. 


ft "^RR ~ 
O ^ 0 0 


End 


8669 




none 


Score 


472 


17" V o 


8358. .8669, 8360. .8617, 8610. 


.8660 




Sec^:' No. 


4 6958 


Seq. ID 


OJ000207_17.0323.C6 


Gene No. 


99788 


Strand 




O Lai L 


9164 


End 


14250 


Nsnie 


OJ000207 17.0323.C6.o5.gp 


Method 


AAT/GAP 


O LaT L. 


9164 


End 


12587 




22697 1.R1084 


Score 


1286 


Exons 


9164. .9522, 11861 .. 11998 , 12395. .12587 




uesci ip . 


'2982432/emb|CAA1824 0. 1 | 3.0e 


-26 {AL022224) putative protein 




[Arabidopsis thaliana] ' 






OCv-J . LNO . 


46958 


Seq. ID 


OJ000207_17.0323.C6 


Gene No . 


99788 


Strand 




o t ax t 


9164 


End 


14250 


Nsine 


OJ000207 17.0323.C6.o3.gs 


Method 


GENSCAN 


o La J: L 


9506 


End 


12485 




none 


Score 


.88 




9506. .9522, 118 61. .11998, 12395. .12485 




Seq. No. • 


46958 


Seq. ID 


OJ000207_17.0323.C6 


Gene No. 


99788 


.Strand 




Start 


9164 


End 


14250 


Name 


OJ000207 17.0323.C6,o2.np 


Method 


AAT/NAP 


Start 


11765 


End 


12485 


GI 


7485823 


Score 


309 


Exons 


117 65. , 11998, . 12395. . 124 85 







GI Descrip. hypothetical protein F1C12.70 - Arabidopsis thaliana 

gi|2982432|emb|CAA18240.1| {AL022224) putative protein 
[Arabidopsis thaliana] gi | 7268810 | emb | CAB79015 . 1 1 {AL161552) 
putative protein . [Arabidopsis thaliana] 



Seq. No. 46958 Seq. ID 

Gene No. 99788 ' Strand 

Start 9164 End 

Name OJ000207_17 . 0323 . 06 . o3 . np Method 

Start 12411 End 

GI 7484961 Score 

Exons '12411. .12636, 13971.. 14250 

GI Descrip. extensin homolog T9E8.80 - Arabidopsis thaliana 

gi|4584539|emb|CAB40769.1| (AL049608) extensin-like protein 



OJ000207_17.0323.C6 

14250 
AAT/NAP 
14250 
127 



48591 



[Arabidopsis thaliana] gi I 7268037 | emb | CAB78376 . 1 1 (AL161536) 
extensin-like protein [Arabidopsis thaliana] 



peg. NO. ^- 


/ ^: Q c o 
fl, Q y D O 




oeq. iU 


UOUUUzU / i / 




, Co 


uene jno . 






strand 








ouart 


J. 0 *i 




bna 








Name 




. o4 . gs 


ixie Lnou 








o t ar u 


1 o 4 Q ~ 
1 0 ^ i? D _ 




bna 


i 4 i / J. 








none 




Score 








Exons 


13496.. 13569, 13904 


. .14171 










Seq. No. 


46959 




Seq. ID 


OJ000207_17, 


.0323. 


,C7 


Gene No. 


99789 




Strand 


+ 






Start 


1 




End 


5535 






Name 


OJ000207 17, 0323. C7 


. ol . np 


Method 


AAT/NAP 






Start 


1 




End 


303 






GI 


5295967 




Score 


210 






Exons 


1. .303 












GI Descrip. 


{AB026295) Similar 


to Lycopersicon esculentum pT53 


mRNA 


for 



wound-repressed gene, partial cds. (X59883) [Oryza sativa] 



Seq. No. 46959 
Gene No^. . 99789 
Start "1 

Name OJ000207__17 . 0323 . C7 . ol . gs 

Start 80 
GI none 

Exons 80.. 276, 1321.. 1472, 3668. 

5366. .5535 



Seq. ID OJ000207_17.0323.C7 

Strand + 

End 5535 

Method GENSCAN 

End 5535 

Score .55 
.3713, 3919. .3953, 5195.. 5294, 



Seq. No. 46959 

Gene No. 99790 

Start 5767 

Name OJP00207_17 . 0323 . C7 . o2 . np 

Start 5767 

GI 7340860 

Exons 5767.. 5884, 7270.. 7296 

GI Descrip. (APO'01551) EST D24084 (R1183) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_ 
+ 

8018 
AAT/NAP 
7296 
87 



17. 0323. 07 



corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 


46959 


Seq. ID 


OJ000207 


Gene No. 


99790 


Strand 


+ 


Start 


5767 


End 


8018 


Name 


OJ000207 17.0323.07.o3.np 


Method 


AAT/NAP 


Start 


6771 


End 


8018 


GI 


7340924 


Score 


76 


Exons 


6771. .6836, 7862. .8018.. 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


46959 


Seq. ID 


OJ000207 


Gene No. 


99791 


Strand 




Start 


1745 


End 


1886 


Name 


OJ000207 17.0323.C7.ol.gp 


Method 


AAT/GAP 


Start 


1745 


End 


1886 


GI 


35479 1.R1084 


Score 


220 


Exons 


1745. . 1886 







GI Descrip. ' 2982431/emb | CAA18239 . 1 | 2.0e-31 (AL022224) leucine rich 



48592 




repeat-like protein [Arabidopsis thaliana] * 



Seq. No. 


46959 


Seq. ID 


OJ000207 17 0323 


CI 


Gen^^ No 


99792 








start 


7304 


End 


9847 




Name 


OJ000207 17.0323 C7.o2 as 


Mp-i- hod 






Start 


7304 ~ 


End 


9847 




GI 


none 


Score 






Exons 


7'304..7555, 8706.. 8751, 9669 


. .9847 






Seq. No. 


46959 


Sea ID 


OJ000207 17 032^ 


ri 


Gpne No 


99793 


91" r;^ nH 






Start 


■ 10873 


F.nd 


JL X -J ^ 




Naine 


OJ000207 17 0323 C7 o3 as 








Start 


10873 ~ 


End 


X X ^ ^ ^ 




GI 


none 




. -7 X 




Exons 


10873. .11105, 11385. .11553 








Seq. No. 


46959 


Spa TO 


OJ000207 17 n3P3 




(t!pnp No 


99793 








start 


10873 


End 


X X >J J J 




Name 


OJ000207 17 0323 C7 ol tm 


Mp I" Vi oH 


J. O Xi/AO L /V • L J Cl X ^ C 




Start 


10948 ~ 


End 


X X *i ^ X 




GI 


none 




X u 




Exons 


10948 11076 11122 11451 








Seq. No. 


46960 


Seq. 'ID 


OJ0q0207_17.0323. 


C8 


Gene No. 


99794 


Strand 


+ 




Start 


10011 


End 


11003 




Name 


OJ000207 17.0323.C8.ol.np ' 


Method 


AAT/NAP 




Start 


10011 


End 


11003 




GI 


7438352 


Score 


463 




Exons 


10011. . 10149, 10240. .10399, 


10634. .11003 




GI Descrip. 


transcription factor MYB4 homolog T15B16.7 - Arabidopsis 





thaliana gi I 3859598 | gb | AAC72864 . 1 1 (AF104919) contains 
similarity to Myb DNA-binding domains (Pfam: PF00249, E=3.7e-27 
N=3) . [Arabidopsis thaliana] gi | 5823333 | gb | AAD53105 . 1 | AF17 6000_1 
{AF17 6000) putative tran'scription factor [Arabidopsis thaliana] 



Seq. No. 46960 

Gene No. 99794 

Start 10011 

Name OJ000207_17 . 0323 . C8 . ol . tm 

Start 10019 

GI none 

Exons 10019. .10144, 10020 10148, 
10632. .10718, 10632. .10718 



Seq. ID OJ000207_17.0323.C8 

Strand + 

End 11003 

Method TBLASTX: Maize 

End 10718 

Score 188 
10250. .10393, 10263. .10400, 



Seq. No. 46960 
Gene No. 99794 
Start 10011 

Name OJ000207_17 . 0323 . 08 . ol . tc 

Start 10020 
GI none 

Exons 10020, .10148, 10028 1014 4 , 

10269. .10400, 10631. .10660, 
10659. .10724 



Seq. ID OJ000207_17.0323.C8 

Strand + 

End' 11003 

Method TBLASTX : Cress 

End 10724 

Score 204 
10044. .10145, 10268. .10396, 
10632. .10670, 10658. .10720, 



48593 





Seq. No. 


46960 


Seq. ID 


OJ000207_17.0323. 


.08 




Gene No. 


99794 


Strand 


+ 










• End 


11003 






Narue 


UJUUU^U/ 1 / . Uo<^ J . Ccf . 01 . lW 


Method 


TBLASTX: Wheat 






otart 




End 


10400 








none 


Score 


139 






Exons 


innofi im/!Q innQo im/i/i 


10059. .10151, 10268. .10396, 


















Seq. No. 


46960 


Seq. ID 


OJ000207_17.0323. 


,C8 




tjene ino . 


/ 5 fj 


Strand 


+ 






b Lam 


luu 1 X 


End 


11003 






Name 


UJUUUi^iU/ 1 / . u JZ J , Lo . 01 . lS 


Method 


TBLASTX: Soybean 






b uart. 


xu uou 


End 


10400 








none 


Score 


150 






Exons 


irinc-fi ifii/iQ innc:o ini/i/ 
XUUOU. . XUX^o, XUUDz. . XUX44/ 


10268. .10378, 102 69. .104 00 






Seq. No. 


46960 


Seq. -ID 


OJ000207_17.0323, 


,C8 




Gene No . 


QQ7 Q/l 


Strand 


+ 






btarc 


1 n fi 1 1 
XU U X X 


End 


11003 






Name 


UJUUUzU / 1 / . Uo^: J , Co , Oz . tS 


Method 


TBLASTX: Soybean 






c 4- 1 V 


1 n ^; T 1 
XUooX 


End 


10757 








none 


Score 


183 






Exons 


in^^Ti imQC in^CTO imc? 
XUd Ji . . lU /Ob, XUDJz..iU/o/ 










Seq. No. 


46961 


Seq. ID 


OJ000207_17.0323. 


09 


iJ 


Gene No . 




Strand 






: : 
: : s 


brart 


XZUo 


End 


1535 




%J 


Name 


ujuuuzu/ X / . uoz 0 . cy . 0 J. . gs 


Method 


GENSCAN 




T; H 
; U£ 


04.- 
b rar c 


1 0 n Q 
Xz u 0 


End 


1535 








none 


Score 


.91 




fl 


Exons 


lOHQ lOQC^ l/tClT ICTC: 
XZUo..lzyO/ 143-3. .lOOO 










beq . wo . 


46962 


Seq. ID 


OJ000207_17.0323. 


010 , 


id:. 


Gene No. 


99796 


Strand 






; "s 


Start 


1 


End 


•^223 




■7:=? 


Name 


OJ000207 17.0323.C10.ol.gp 


Method 


AAT/GAP 




i. -jH 


b Lam 


1 


End 


223 




f~5 


C T 


LIB3431-034-P1-K1-B1 


Score 


411 






Exons 


1. .223 










GI Descrip. 


%0154 37/dbj I AB008 112 . 1 1 AB008112 2 . Oe- 


12 Homo sapiens PEXl mRNA, 






complete cds ' 










Seq. No. 


46962 


Seq. ID 


OJ000207_17.0323. 


010 




Gene No. 


99797 


Strand 








bnar L 


138 


End 


1317 






Name 


OJ000207 17.0323.C10.ol.tm. 


Method 


TBLASTX: Maize 






C 4- -1 ■v-4- 

b rar L 


135 


End 


1317 






GI 


none 


Score 


96 






Exons 


135. .224, 139. .225, 144. .224 


, 300. .434, 301. .435, 307. .435, 






1211. .1315, 1212.. 1316, 1212 


. . 1316, 1213. . 1317 






Seq. No. 


46962 


Seq. ID 


OJ006207_17 .0323. 


010 




Gene No. 


99797 


Strand 








Start 


138 


End 


1317 






Name 


OJ000207 17.0323.C10.ol.gs 


Method 


GENSCAN 





48594 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



138 End 
none Score 
138. .222, 304. .435, 1212. .1294 



46963 
99798 
1 

OJ000207_17.0323.Cll.ol.np 
1 

6325161 



1294 
.89 



OJ000207 17.0323.C11 



Seq. ID 
Strand - 
End ^' 2282 
Method AAT/NAP 
End 2282 
Score 173 
1..120, 830. .916, 1018. .1072, 2163. .2282 

peptide:N-glycanase; Pnglp gi | 2132186 | pir | | S61970 hypothetical 

protein YPL096w - yeast (Saccharomyces cerevisiae) 

gil 1151230|gb|AAB68203.1| (U43281) Lpgl2p [Saccharomyces 

cerevisiae] 





beq. wo. 


/ Q /T -3 

H by bo 


beq. iu 


OJUUU20 / l/.0o2o.Cll 




Gene No. 


Q Q-7 Q Q 

y y / y o 


Strand 






Start 


1 


End 


o o o o 

2282 




Name 


OJ000207 17.0323.Cll.ol,ts 


Method 


TBLASTX : Soybean 




Start 


52 


End 


2269 




hi 


none 


Score 


bl 




Exons 


3^..iz0, bz,.izif oz / . , yiy. 


82 / . .919, 


831. .935, 1015. .1086, 






irioc in/'o oi/"o oo/^n 

1020.. lUoo, zloz..2zDy 






f n 


Seq. No. 


/I £- Q £r ri 
4 by bo 


Seq. ID 


OJ000207 17.0323.C11 


f\l 


■ Gene No . 


yy / yy 


Strand 






Start 


1 


End 


2282 


w 


Name 


OJ000207_17. 0323. Gil. ol.tm 


Method 


TBLASTX: Maize 


'%J 


o rar L 


Q O T 


End 


o o o o 
2282 




bl 


none 


Score 


1 A A 

100 


I b? 


Exons 


OOT rtoc ooT r\in ooi oyl^ 

827. .925, 827. .919, 831. .947 


, 834 .. 926 


, 1015. .1086, 1016. .1081, 


-: s:. 




OI/TA OOTfi OI/'O OOTO OTO^ 

2160. .2279, 2162.. 2278, 2187 


o o o o 

. . 2282 






Seq. No. 


45964 


Seq. ID 


OJ000207_17 . 0323 .CI 2 


i. JL 


Gene No. 


99799 


Strand 






Start * 


131 


End 


4115 




Name 


OJ000207 17.0323.C12.ol.gs 


Method 


GENSCAN 




Start 


131 


End 


3764 




GI 


none 


Score 


.57 




Exons 


131. .232, 1754. .1924, 2377.. 


2553, 2714 


..2839, 3453.-3544, 






3614. .3764 








Seq. No. 


46964 


Seq. ID 


OJ000207_17.0323.C12 




Gene No. 


99799 


Strand 






Start 


131 


End 


4115 




Name 


OJ000207 17.0323.C12.ol.gp 


Method 


AAT/GAP 




■Start 


171 


End 


3014 




GI 


none 


Score 


1028 




Exons 


171. .232, 2377. .2553, 2714.. 


3014 






Seq. No. 


46964 


Seq. ID 


OJ000207_17.0323.C12 




Gene No. 


99799 , 


Strand . 






Start 


131 


End 


4115 




Name 


OJ000207 17.0323.C12-.ol.np 


Method 


AAT/NAP . 




Start 


3553 


End 


4115 




GI 


7484815 


Score 


47 



48595 




Exons 3553.. 3792, 4063.. 4115 

GI Descrip. auxin response factor 7 homolog F6G3.110 - Arabidopsis thaliana 
gi|4938484 |emb|CAB43843.1| (AL078464) transcription factor-like 
protein [Arabidopsis thaliana] gi I 7269908 | emb l CAB81001 . 1 1 
(AL161576) transcription factor-like protein [Arabidopsis 
thaliana] 





Seq.- No. 


A a £1 c 






Seq. ID 


/^TAAAOAT r|T A'DOtl 01*3 

OJUOUzU / l/.OJzJ.Cl.J 




Gene No. 


n n o n r» 






■ Strand 


+ 




o tart 


1^: y 1 






End 


2739 




Name 


OJ000207 17 


.0323 


.C13.ol.gs 


Method 


GENSCAN 




Start 


1291 






End 


2727 




Gl 


none 






Score 


.62 




Exons 


iz yi . . lo Jo, 


1 b 


..2317, 2419 


. .2727 






Seq. No. 


/I n ^ c 
4 by DO 






Seq. ID 


OJ000207_17.0323.C13 




Gene No . 


yyouu 






Strand 


+ 




Start 


iz y 1 






End . 


2739 




Name 


OJUUU/U / 1 / 


' A O A O 

. 0 Jz.J 


.C13.ol.np 


Method 


AAT/NAP 




Start 


1368 






End 


2739 




GI 


2660669 






Score 


184 




Exons 


lODO . . lO Jo , 




..2317, 2419 


..2602, 2682. .2739 




GI Descrip. 


(AC002 J42 J 


human 


Mi-2 autoantigen-like 


protein [Arabidopsis 






thaliana ] 










i ~i 


Seq. No. 


4 by DO 






Seq. ID 


OJ000207_17.0323.C13 




Gene No . 


o n o A A 

99800 






Strand 


+ 




Start 


•1291 






End 


2739 


H 


Name 


OJ000207_17 


.0323, 


.C13.01. tm 


Method 


TBLASTX: Maize 




Start 


14 jy 






End 


2559 


\J 


GI 


none 






Score 


128 




Exons 


14 J9 . . lb J4 , 


1 /I /I o 

14 4 J , 


..1535, 1447, 


..1536, 2215. .2316, 2216. .2317, 


: br 




zzId. .zJl/, 


z4 U / , 


..2559, 2419, 


. .2496 






Seq. No. 


4 b9bb 






Seq. ID 


OJ000207_17.0323.C14 




Gene No . 


A O O A 1 

y 9o 01 






Strand. 


+ 




otarL 


y jy 






End 


372 9' 


. =r= 


Name 


OJ00.0207 .17 


.0323. 


.C14 .ol.gs 


Method 


GENSCAN 




Start " 


939 






End 


3687 




GI 


none 






Score 


.93 


r ~ 


Exons 


A O A 1 A 1 A 

939 . .1010, 


1188 . . 


.2700, 2753.. 


.3687 






Seq. No. 


4 6966 






Seq. ID 


OJ000207_17.0323.C14 




Gene No. 


99801 






Strand 


+ 




Start 


939 






End 


3729 




Name 


OJ000207 17 


.0323. 


,C14.ol.np 


Method 


AAT/NAP 




Start 


17 4 8 






End 


3729 




GI 


2660669 






...Score 


2546 




Exons 


1748. .3729 












GI Descrip. 


(AC002342) : 


human 


Mi-2 autoantigen-like 


protein [Arabidopsis 






thaliana] 












Seq. No. 


46966 






Seq. ID 


OJ000207_17.0323.C14 




Gene No. 


99801 






Strand 


+ 




Start 


939 






End 


3729 




Name 


OJ000207 17 


.0323. 


C14 .ol. ts 


Method 


TBLASTX: Soybean 




Start 


2163 






End 


3570 



48596 



GI 

Exons 



none Score 95 

2163.. 2288, 2183. .2266, 2502.. 2720, 2791.. 2976, 2959.. 3063, 
2976. .3062, 3064. .3222, 3297. .3458, 3322. .3570 



Seq. No.. 46966 

Gene No. 99801 

Start 939 

Name OJ000207_17 . 0323 . C14 . ol . tm 

Start 2614 

GI none 

Exons 2614.. 2721, 2614.. 2718, 2645, 
2816. .3082 



Seq. ID OJ000207_17.0323.C14 

Strand + 

End 3729 

Method ~ TBLASTX : Mai ze 

End 3082 

Score 137 

.2719, 2725. .3081, 2737. .3066, 



Seq. No. 46966 Seq. ID 

Gene No. 99801 Strand 

Start 939 End 

Name OJ000207_17 . 0323 . C14 . o2 . tm Method 

Start 3084 End 

GI none-j-- Score 

Exons 3084". .3377, 3085.. 3378, 3087.. 3383, 
3379. .3465 



OJ000207_17.0323.C14 
+ 

3729 

TBLASTX: Maize 
3465 
466 

3366. .3464, 3378. .3464, 



beq. NO. 


y1 C Q C 

D y DO 


Seq. ID 


OJ000207_17.0323 


. C14 


Gene No . 


Q Q Q n 1 

y y o u 1 


Strand 


+ 




brart 


Q "3 Q 

y J y 


End 


3729 




Name 


UJUUU^U / 1 / . U J . Ul4 . Ol . lC 


Method 


TBLASTX: Cress 




b tar L 




' End 


357 0 




GI 


none 


Score 


107 




Exons 


3100.. 3228, 3178.. 3219, 3322 


..3570, 3327. .3458 




Seq. No. 


46967 


Seq. ID 


OJ000207_17.0323, 


.C15 


Gene No. 


99802 


Strand 


+ 




Start 


646 


End 


775 




Name 


OJ000207 17.0323.C15.ol.gp 


Method 


AAT/GAP 




Start 


646 


End 


775 




GI 


uC-osflcypl4 4a06bl 


Score 


159 




Exons 


646. .775 








GI Descrip. 


'2660669 7.0e-23 (AC002342) 


human Mi-2 


autoantigen-like 


protein 




[Arabidopsis thaliana] ' 








Seq. No. 


46967 


Seq. ID 


OJ000207_17.0323, 


.C15 


Gene No. 


99802 


Strand 


+ 




Start 


646 


End 


775 




Name 


OJ000207 17.0323.C15.ol.gs 


Method 


GENSCAN 




Start 


660 


End 


774 




GI 


none 


Score 


.97 




Exons 


660. .774 








Seq. No. 


46967 


Seq. ID 


OJ000207_17.0323. 


,C15 


Gene No, 


99802 


Strand 


+ 




Start 


646 


End 


775 




Name 


OJ000207 17.0323.C15.ol.np 


Method 


AAT/NAP 




Start 


660 


End 


760 




GI 


2660669 


■ Score 


68 




Exons 


660. .760 








GI Descrip. 


(AC002342) human Mi-2 autoantigen-iike 


protein [Arabidopsis 



thaliana] 



48597 



Seq. No. 


46968 






Seq. ID 


.OJ000207 


_17.0323.C1 




99803 






Strand 






btart 


319 






End 


iU yo 




Name 


OJ000207 17 


.0323 


. CI 6 . ol . gs 


Method 






o car L. 


319 






End 


1 n Q c; 
1 u y D 




P T 


none 






Score 


. DO 




Exons 


319. .488, 607. .674, 1024. .1095 






Seq. No. 


/I (T Q ^ n 

fi D y D y 






oeq. iu 


OJ000207 


_17.0323.C1 


(aene ino . 


99804 






Strand 






o care 


56 






End 


c; Q 




Name 


OJ000207 17 


.0323 


.C18 .ol.gs 


Method 


17 KT O 7\ M 




ocarc 


56 






End 






T 


none 






Score 


. 0 D 




Exons 


56. .58 












Seq. No. 


46970 






Seq. ID 


OJ000217 


_13.0320.C3 


Gene No. 


Q Q Q n c; 






Strand 


+ 




o car c 


205 • 






End 


TOR 
JZ D 




Name 


OJ000217 13 


.0320 


. C3 . ol . gs 


Method 






otar c 


205 






End 


o o c 

ozo 






none 






Score 


, 0 o 




Exons 


205. .325 












Seq. No. 


46970 






Seq. ID 


OJ000217 


_13.0320.C3 


Gene No. 


99806 






Strand 






bcart: 


1510 






End 


2531 




Name 


r\ Tfinnoi 7 i "5 
UJ UUUZX / lo 


u oz u 


. u J . oz . cm 


Method 


TBLASTX: 


Mai ze 


o car c 


1424 






End 


.1741 






none 






Score 


42 




Exons 


1424. .1504, 


1425 


.1505, 1487. 


.1570, 1495. .1569, 


loz 1 . . io yz 




1663. .1740, 


1667 


.1741, 1682. 


.1741 






oeq . NO . 


46970 






Seq. ID 


OJ000217 


1 J . (JoZ U . C J 


Gene No. 


99806 






Strand 






Start 


1 D X u 






End 


2531 




Name 


OJ000217 13, 


0320 


C3.ol. ts 


Method 


TBLASTX: 


Soybean 


o car c 


1510 






End 


2469 


bi 


none 






Score 


79 




Exons 


1510. .1569, 


1511. 


.1567, 1633. 


.1740, 1652. .1741, 


Ifeoi . .1740 




2013. .2144, 


2020. 


.2145, 2035. 


.2148, 2226. .2297, 


zz Jo . . zz 




2370. .2468, 


2374, 


.2469, 2376". 


.2468 






Seq. No. 


46970 






Seq. ID 


OJ000217 


_13,0320.C3 


Gene No . 


99806 






Strand 






ocart 


1510 






End 


2531 




Name 


OJ000217 13. 


0320. 


C3.o2.gs 


Method 


GENSCAN 




ocar c 


1510 






End 


2467 




GI 


none 






Score 


.96 




Exons 


1510. .1566, 


1663. 


.1738, 2026. 


.2144, 2232. .2294, 


2376. .2467 


Seq. No. 


46970 






Seq. ID 


OJ000217 


_13.0320,C3 


Gene No. 


99806 






Strand 






Start 


1510 






End 


2531 




Name 


OJ000217 13. 


0320. 


C3 . ol . np 


Method 


AAT/NAP 




Start 


1516 






End 


2531 





48598 















Score 


127 




Exons 


X 0 X D . .X D.DD/ 


1663 


. .1734, 


2034 


..2135, 2232.. 2294, 2376.. 2531 




uescj-ip. 


^/injUU JO 0 / J 


CG4 603 gene 


product [Drosophila melanogaster ] 




oeCJ. INO . 


fi D / U 








Seq. ID 


OJ000217_13.0320.C3 






^ 0 U D 








Strand 






Start 


1510 








End 


2531 




Name 


OyJ000217 13 


.0320 


.C3.bl. 


tm 


Method 


TBLASTX: Maize 




O Lair U, 


z u X 0 








End 


2469 




r T 


none 








Score 


101 




Exons 


901"^ oicfi 
ZUXO. ,ZX3U/ 


2022 


. .2144, 


2023 


..2145, 2226.. 2315, 2233.. 2316, 








2282 


. .2344, 


2346 


..2468, 2370. .2468, 2374. .2469, 






9 07 /I 9/1 /TQ 














oeq . iNO . 


fi / U 








Seq. ID 


OJ000217_13.0320.C3 




Gene No. 


99806 








Strand 






Start 


1510 








End 


2531 




Name 


UU UUUZX/ Xj 


.0320 


.C3.01. 


tc 


Method 


TBLASTX :Oress 




o tar L. 


9 9 9 ~ 








End 


2478 






none 








Score 


50 




Exons 


000 99Q7 
ZZZO. , f f 


0 0 "3 0 

zz Jo 


0000 
. . zzoo , 


0 "7 A 

z j70 


..2468, 2376. .2468, 2377. .2478, 






9 rjpn . 9^ 
Z JoU • . Zfi DI3 














Seq. No. 


46971 








Seq. ID 


OJ000217_13. 0320.04 


as. 

% ~3 


Gene No. 


99807 








. Strand 




ffi 




0 U fi D 








End 


20066 




Name 


p Tnnn9 it 1 "5 
UJ UUUZ X / X 0 


.0320 


.C4.02. 


gs 


Method 


GENSOAN 


f 1 


o tar r 


OUft D 








End 


6476 




PT 


none 








Score 


.98 




Exons 


OUflD. .D4/D 














oeq . iNO . 


fi D y / X 








Seq. ID 


OJ000217_13.0320.C4 




Gene No. 


99807 








Strand 






Start 


5046 








End 


20066 




Name 


p .70009 1 7 1 
\JO KJWZlf XO 


.0320, 


.04. o3. 


tm 


Method 


TBLASTX: Maize 


■- 3 


ouarT, 


0 u y fi 








End 


6080 


I i 




none 








Score 


257 




Exons 


RnQ4 RR99 


0 X X D . 


R Q 9 C 
, . DOZ D, 




..5831, 5835. .6080, 5841.. 6053, 






Rp c: 1 c;Q7 ^ 
DO D L , 












i. -i 


Seq. No. 


46971 








Seq. ID 


OJ000217_13. 0320.04 




Gene No. 


99807 








Strand 








0 u fi 0 








End 


20066 




Name 


P TOfl n 9 17 1 
UO UUUZX/ XJ 


.0320. 


.C4.04. 


ts 


Method 


TBLASTX : Soybean 




0 1. ar L 


C 90 Q ~ 

oz 0 y 








End 


5936 




PT 
oX 


none 








Score 


142 




Exons 




5316, 


. .5633, 


5356, 


. .5640, 5841. .5936 




oeq . INO . 


/I ^Q7 1 
fi Di? / X 








Seq. ID 


..OJ000217_13. 0320.04 






QQfln7 
y JO yj 1 








Strand 






Start 


5046 








End 


20066 




Name 


OJ000217 13. 


.0320. 


,04 .02. 


tc 


Method 


TBLASTX :Oress 




Start 


5304 








End 


6077 




GI 


none 








Score 


65 




Exons 


5304 . .5408, 


5409. 


.5531, 


5448, 


. .5657, ■ 5514. .5765, 5526. .5822, 






5529. .5816, 


5841. 


. 6077, 


5841. 


..6053, 5901.. 6014 



48599 




Seq. No. 


46971 






Seq. ID 


OJ000217_13.0320.C4 


Gene No. 


99807 






Strand 




O 4- -1 v+- 

btart 








End 


20066 


Name 


OJ UUUz 1 / IJ 


n o o rk 


C4l . O J . uW 


Method 


TBLASTX: Wheat 


Start 


C O Q "3 

0 Jo J 






End 


6002 


GI 


none 






Score 


152 


Exons 


Oooo . . Ob /U, 


R "3 Q C 




.55-64, 5838.. 6002 


Seq. jno. 


4 by / 1 






Seq. ID 


OJ000217_13.0320.C4 




^ o u / 






-Strand 




Start 


5046 






End 


20066 


Name 


OJ000217 13 


.0320. 


C4.ol.np 


Method 


AAT/NAP 


Start 


6116 






End 


11373 


GI 


4512618 






Score 


2137 


Exons 


6116. .6220, 


6702. 


.8514, 8742. 


.10162, 


10335. . 10640, 10752. .11373 


GI Descrip. 


(AC004793) 


Strong 


similarity to gi 13600044 T12H20.12 protease 



homolog from Arabidopsis thaliana BAG gb|AF080119 and is a 
member 'of the reverse transcriptase family PF 100078. 





Seq. No. 


4 6971 








Seq. ID 


OJ000217_13.032"0.C4 




Gene No. 


O O A T 

99807 








Strand 






Start 


504 6 








End 


20066 




Name 


OJ000217 13. 


0320, 


.C4.03. 


gs 


Method 


GENSCAN 




Start 


6721 








End 


11770 


\4 


GI 


none 








Score 


.48 




Exons 


6721. .7078, 


7349, 


. .7565, 


7719. 


.'.8580, 8591.. 8650, ..9191.. 9365 






9789. .10792, 


10859. .11770 






r ~s 

■a — 


Seq. No. 


4 6971 








Seq. ID 


OJ000217_13.0320.C4 




Gene No. 


99807 








Strand 




\^ 


Start 


504 6 








End 


20066 




Name 


OJ000217 13. 


0320, 


.C4.01. 


ts 


Method 


TBLASTX : Soybean 




Start 


6730 








End 


7395 




GI 


none 








Score 


144 




Exons 


6730. .7395, 


6872- 


.7189 








Li: 


Seq. No. 


46971 








Seq. ID 


'OJ000217_13.0320.C4 




Gene No. 


99807 








Strand 






Start' 


5046 








End 


20066 




Name 


OJ000217 13. 


0320. 


,C4.o6. 


tw 


Method 


TBLASTX: Wheat 




Start 


6730 








End 


6934 ■ 




GI 


none 








Score 


114 




Exons 


6730, .6933, 


6731, 


, .6934 










Seq. No. 


46971 








Seq. ID 


OJ000217_13.0320.C4 




Gene No. 


99807 








. Strand 






Start 


5046 








End 


20066 




Name 


OJ000217 13. 


0320. 


,C4.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


6757 








End 


7096 




GI 


none 








Score 


264 




Exons 


6757. .6789, 


6793. 


.7092, 


6797. 


.7096, 6806. .7096 




Seq. No. 


46971 








Seq. ID 


OJ000217_13.0320.C4 




Gene No. 


■ 99807 








Strand 






Start 


5046 








End 


20066 




Name 


OJ000217 13. 


0320. 


C4.01. 


tm 


Method 


TBLASTX: Maize 




Start 


7098 








End 


7560 



48600 




GI 


n on ^ 








Score 


110 








7100 


7177 


7109 


.7560, 7103.. 7549 




O C ^ • LNL^ , 










Seq. ID 


OJ000217_13.0320 


.C4 


Gene No. 


99807 








Strand 






Start 


5046 








End 


20066 




NsLine 


OJ000217 13 


. 0320 


. C4 . ol . 


t- w 

L. W 


Method 


TBLASTX: Wheat 






7 1 Sft " 

/ J. o 








End 


7591 






none 








Score 


77 




P V on 


7158 7406 


7159 


7407 


7 1 5Q 


.7419, 7172. .7417, 7429. .7590 




7430 7591 














Seq. No. 


46971 








Seq. ID 


OJ000217_13.0320 


.C4 


Gene No. 


99807 








Strand 






o L di- u 


504 6 

W 1 U 








End 


20066 




Ms mc» 

IN cLILlc: 


0.700091 7 1^ 


0^90 


Cd o9 




Method 


TBLASTX: Maize 




C+- a Y--|- 


7567 ~ 








End 


7972 






n on o 








Score 


276 






7567 7971 


764 6 


7Q79 










Seq. No. 


46971 








Seq. ID 


OJ000217_13.0320 


.C4 


Gene No. 


99807 








Strand 






start 


504 6 








End 


20066 




Name 




0'^90 


CA n9 


t. W 


Method 


TBLASTX: Wheat 




C-|- -a y-t- 


75Q9 ~ 








End 


8104 






none 








Score 


49 




III A(Jil o 


75Q9 771 4 


7 R Q4 


11 fil 


/ / O 17 . 


.8103, 7781. .7945, 7991. .8104 


O cacv Mo 


4 6Q7 1 








Seq. ID 


OJ000217_13.0320 


.C4 


Gene No. 


99807 








Strand 






Start 


5046 








End 


20066 




Name 


ojnno9i 7 1 3 


.0320 


r4 




Method 


TBLASTX: Soybean 






111 A ~ 








End 


8268 




GI 


550Q960 








Score 


83 




F" von Q 

ill Awl 1 o 


7774 8968 


77 7 5 


7Q4 5 










r^T n^<50T~To 
















Seq. No. 


^ 46971 








Seq. ID 


OJ000217_13.0320, 


.C4 


Gene No. 


99807 








Strand 






Start 


504 6 








End 


20066 




Name 


n.700091 7 1 ^ 


0^90 


04 o? 


■1- 0 


Method 


TBLASTX: Cress 




Start 


788 S ~ 








End 


8160 






none 








Score 


105 




Exons 


788 5 81 60 


7Q76 


81 ^7 










Seq. No. 


46971 








Seq. ID 


OJ000217_13.0320. 


.C4 


Gene No. 


99807 








Strand 






O L. d I. c 


504 6 








End 


20066 






0,10009 1 7 1 ? 

WUUVJU^X/ xo. 


0^90 


04 oR 




Method 


TBLASTX: Maize 




O U d I. L 


7 Q7 9 ~ 








End 


8224 




GI 


on 








Score 


193 




Exons 


7972. .8223, 


8006, 


, .8224 










Seq. No. 


46971 








Seq. ID 


OJ000217_13.0320. 


,C4 


Gene No. 


99807 








Strand 






Start 


5046 








End 


20066 




Name 


OJ000217 13, 


.0320. 


04. o4. 


to 


Method 


TBLASTX: Cress 





48601 



start 
GI 

Exons 



8824 
none 

8824. .8964, 8933. .9286 



End 
Score 



9286 
203 



Seq. No. 46971 

Gene No. 99807 

Start 5046 • 

Name OJ000217_13 . 0320 . C4 . o4,. tw 

Start 8827 ^ 

GI none 
Exons 



Seq. ID GJ000217_13.0320.C4 
Strand 

End 20066 

Method TBLASTX: Wheat • 

End 9196 

Score 63 



8827. .8964, 8840,. 8965, 8939. .9196, 9003. .9194 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46971 
99807 
5046 

OJ000217_13. 0320.C4 .o5.ts 

8851 

none 



Seq. ID OJ000217_13.0320.C4 
Strand 

End 20066 

Method TBLASTX : Soybean 

End 9316 

Score 79 



3851.-8949, 8939. .9316, 9021, .9161 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46971 
99807 
5046 

OJ000217_13. 0320.C4 .o5. tm 

8863 

none 



Seq. ID OJ000217_13.0320.C4 
Strand 

End 20066 

Method TBLASTX: Maize 

End 9326 

Score 64 



8863. .8964, 8864. .8965, 8939. .9244, 8994. .9266, 9219. .9326, 
9221. .9322 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46971 ^ 

99807 

5046 

OJ000217_13.0320.C4 .o9.tm 

9425 

none . . 



Seq. ID OJ000217_13.0320.C4 
Strand 

End 20066 

Method TBLASTX : Mai ze 

End 9829 

Score 81 



9425. '.9550, 9444.. 9551, 9557. .9700, 9558.. 9626, 9758.. 9829 



46971 
99807 
5046 

OJ000217_13.0320.C4 .o5.tw 

9709 

none 



Seq. ID OJ000217_13.0320.C4 
Strand 

End 20066 

Method TBLASTX : Wheat 

End 10013 

Score 35 



9709. .9726, 9709. .9726, 9761. .9916, 9764. .10012, 9771. ,9926, 
9969. . 10013 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



46971 
99807 * 
5046.^ 

OJ006217_13 . 0320 , 04 . o7 . tm 

10739 

none 



Seq. ID OJ000217_13,0320.C4 
Strand 

End 20066 

Method TBLASTX : Mai ze 

End 11236 ' 

Score 69 



10739. ,11035, 10836. ,11015, 11078 ,, 11143, 11162. ,11236 



46971 
99807 
5046 



Seq, ID OJ000217_13. 0320,C4 
Strand 

End 20066 



48602 



Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000217_13 . 0320 . C4 . o2 . np ' Method AAT/NAP 
11342 End 12971 

4559367 Score 193 

11342. .11477, 12594. .12971 

{AC006585) putative MADS-box protein [Arabidopsis thaliana] 



46971 
99807 
5046 

OJ000217_13.0320.C4.o4 .gs 
12153 



OJ000217 13. 0320. 04 



none 

12153. 

15785, 

16837. 

19974. 



Seq. ID _ 
Strand 

End 20066 
Method GENSCAN 
End 20066 
Score .59 

.13184, 13834. .14217, 15358 .. 15452, 15576 .. 15685, 
.15910, 16012. .16099, 16409 16529, 16658 .. 1 6730, 
.16911, 17375. . 17433, 17 603 .. 17 699, 18364 .. 18536, 
.20066 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46971 
99807 
5046 

OJ000217_13.0320.C4 .06, ts 

12720 

none 

12720. .12935, 12727.. 12954 

46971 
99807 
504 6 

OJ000217_13.0320.C4.o2. ts 
15307 
none 
15307, 
15577, 
15999, 
16410. 
16662. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ0q0217_13.0320.C4 
20066 

TBLASTX: Soybean 

12954 

151 



OJ000217 13. 0320. C4 



.15453, 15308. .15454, 15569, 

.15693, 15784. .15921, 15791. 

.16100, 16006. .16101, 16021. 

.16529, 16411. .16539, 16459. 

.16733, 16674.. 16733 



20066 

TBLASTX : Soybean 
16733 
170 

15682, 15577. .15693, 
15922, 15999. .16100, 
16110, 16403. .16528, 
16539, 16658. .16732, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000217 13. 0320. C4 



46971 
99807 
5046 

OJ000217_13.0320.C4.o3.np 
15307 
2388580 

15307. .15452, 15576 .. 15685, 
16409. .16529, 1 6658 .. 16730, 
17375. .17436, 17 600 .. 17 699, 
(AC000098) Similar to Sequence 10 from patent 5477002 
(gb 1 1253956) . [Arabidopsis thaliana] 



. Seq. ID 
Strand 
End 

Method 
End 
Score 

15785 

16837 



20066 
AAT/NAP 
18473 
1242 
15910, 16012, 
16900, 17066. 



16099, 
17277, 



18364 . . 18473 



46971 
99807 
5046 

OJ000217_13.0320.C4 .ol.tc 

15313 

none 

15313. .15465, 15356 15454 , 
15784. .1587 3, 15788. .15874, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

15583 

15788 



OJ000217 13. 0320. C4 



20066 

TBLASTX: Cress 
15874 
92 

15693, 15584 . . 15673, 
15874 



48603 



# • 



O C ^ • IN VJ • 


ft D -3 / J. 


Seq. ID 


OJ000217 




. C4 


uCiic In (J. 


-7 -/ o u / 


Strand 








Start 


5046 


End 


20066 






Name 


OJ000217 13.0320.C4 .o4.tm 


Method 


TBLASTX: 


Maize 




Start 


15314 


End 


17273 






\j ± 


none 


Score 


104 






Hi A lO 


X^.^X*i . • XJ*iJ*i/ Xw'J^Jt • • XJIJJ/ 


15365, .15454, 15569 


, . X D DO D , 






XJJ / / • .XJOO ' f XwJuJU. .XJU-zJ/ 


15783. .15896, 15784 


. . X D y u u / 






1 S7R4 1 '^Qn? 1 ^7fift 1 ^Q04 

XJ/0*±..XJ_/UOf X»J/OO..XO:?W*i^ 


15788. ,15919, 16012 


. . X DU DO / 






1 fiDI 4 IfiDfi^ 1^407 TfiS9Q 

XUUX'i..XuUOJ^ XD*iU/..XU.-'^;7^ 


17064. .17273 






O c . IN O . 


*i U ^ / X 


Seq. ID 


OJ000217 


1 "5 Ci'ion 
X J . uozu . 




Gene No. 


99807 


Strand 








Start 


5046 


End 


20066 






KI 3 in o 


O.TDnnPI 7 1^ (T^^D r4 oS 1-r 


Method 


TBLASTX: 


Cress 




O L-dx L 


±Z) O f Zj 


End 


16535 








none 


Score 


49 






EjXon s 


X^O / O. * X O J ^ f X^O / / . .X^-^^Xf 


15999', ,16064, 15999 


. . X dXUU , 






if^nn*^ ifiini i^^^Q7 1*^474 


16400. .16528, 16410 


1 c 0 Q 






.XDOOO/ XD4Dy. .XDOjU 










Qprr Mn 

O C ViJ^ • • 


46971 


Seq. ID 


OJ000217 


_13.0320. 


,C4 


Gene No. 


99807 


Strand 








Start 


5046 


End 


20066 






M a TTl O 


OJ000217 13.0320.C4.ol.gp 


Method 


AAT/GAP 






o CclX U. 


16256 


End 


16894 






PT 


2310378 


Score 


706 








16256. .16293, 16409. .16730, 


16837, ,16894 








2388580 6.0e-15 {AC000098) 


Similar to 


Sequence 


10 from patent 




5477002 (gb_1253956) . [Arabidopsis thaliana] 






Seq. No. 


46972 


Seq. ID 


OJ000217 


_13.0320. 


C5 




99808 


Strand 


+ 








235 


End 


2236 






Name 


OJ000217 13.0320.C5.ol.gs 


Method 


GENSCAN 








235 


End 


2236 






\J X 


none 


Score 


.77 






TT" V n C7 


235. .547; 552. .829, 1614. .1766, 2174.. 


2236 . 






Seq. No. 


46972 


Seq. ID 


OJ000217_ 


_13.0320. 


C5 




99809 


Strand 








Q -1- j:^ r- -1- 
O Ldx L 


2359 


End 


2736 






Name 


OJ000217 13.0320.C5.o2.gs 


Method 


GENSCAN 






O L dX L 


2359 


End 


2736 






o X 


none 


Score 


1 






Exons 


2359. .2736 










^prr Kin 


46973 


Seq. ID 


OJ000217_ 


_13.0320. 


C6 


Gene No, 


99810 


Strand 


+ 






Start 


5443 


End 


10349 






Name 


OJ000217 13.0320.C6.ol.np 


Method 


AAT/NAP 






Start 


5443 


End 


10349 






GI 


6539553 


Score 


5754 






Exons 


5443. .5524, 6970. .10349 










GI Descrip. 


(AP000836) Similar to Oryza 


australiensis retrotransposon RIREl 




(D85597) [Oryza sativa] gi | 


6539590 Idbj 


IBAA88206, 


.11 (AP000837) 



48604 



Similar to Oryza australiensis retrotransposon RIREl (D85597) 
[Oryza sativa] 



C ■ LN Vu/ > 


•46973 




Seq. ID 


OJ000217_ 


J. ^ • \j 






99811 




'Strand 


+ 






Start 


14324 




End 


17240 






NamG 


OJ000217 13. 0320. C6. 


o2 . np 


Method 


AAT/NAP 






O U d J. L. 


14324 




End 


17240 






\j ± 


7340868 




Score 


61 






Exons 


14324. .14418, 14723. 


.14764, 


16118. .16367, 17124. 


.17240 




GI Descrip. 


(AP001551) hypothetical protein [Oryza 


sativa] 






^f^n Nn 

O > W s 


46973 




Seq. ID 


OJ000217_ 


J. J . VJ ~J ^ VJ 






99812 




Strand 


+ 






Start 


24246 




End 


32203 






NamG 


OJ000217 13. 0320. 06. 


ol.gp 


Method 


AAT/GAP 






Start 


24217 




End 


26334 








427230 




Score 


594 






Exons 


9d917 ^^l^'^ft 


. Z 4 O / 1 / 


26256.. 26334 ' 






Ccirr No 


46973 




Seq. ID 


OJ000217_ 








99812 




Strand 


+ 






o u di- u 


24246 • 




End 


32203 








OJ000217 13.0320.06. 


o4 . gs 


Method 


GENSOAN 






O L Cli- L. 


24246 




End 


32203 








none 




Score 


.52 






Exons 


24246. .24571, 29356. 


.29409, 


30517. .30645, 31263. 


.31431, 






32111. .32203 












O t; • IN w • 


46973 




Seq. ID 


OJ000217_ 


X J . u u 






99813 




Strand 








Start 


13303 




End 


14405 








OJ000217 13.0320.06. 


o2 . gs 


Method 


GENSOAN 






Start 


13303 




End 


14405 






GI 


none 




Score 


.57 






Py on <^ 


13303. .13524, 13526. 


.13659, 


13841. . 14405 






Seq. No. 


.46973, 




Seq. ID 


OJ000217_ 


13.0320 


.06 


Gene No. 


99814 




Strand 








Start 


15870 




End 


22545 






Name 


OJ000217 13.0320.06. 


o3.np 


Method 


AAT/NAP 






Start 


15870 




End 


22545 






GI 


4522005 




Score 


826 






F" von Q 


15870. .15927, 16461. 


.16904, 


16952. .18000, 18634. 


.19666, 






20509. .20767, 22483. 


.22545 












. (AO007069) putative 


non-LTR 


retroelement reverse 


transcriptase 




[Arabidopsis thaliana] 










Seq. No. 


46973 




Seq. ID 


OJ000217_ 


13.0320 


.06' 


Gene No. 


99814 




Strand 








Start 


15870 




End 


22545 






Name 


OJ000217 13.0320.06. 


o4 . np 


Method 


AAT/NAP 






Start 


17742 




End 


19663 






GI 


7486147 




Score 


788 






Exons 


17742. .18051, 18619. 


.19663 










GI Descrip. 


hypothetical protein 


F25I24. 


,40 - Arabidopsis thaliana 





gi I 4 539357 |emb|OAB4 0051. II {AL04 9525) putative protein 



48605 



[Arabidopsis thaliana] gi | 7267781 | emb | CAB81184 . 1 | (AL161518) 
putative protein [Arabidopsis thaliana] 



Seq. No. - 46973 

Gene No. 99815 

Start 28732 

Name OJ000217_13 . 0320 . C6 . o2 . gp 

Start 28732 

GI 5003909 
Exons 



Seq. ID OJ000217_13.0320.C6 
Strand 

End 31423 

Method AAT/GAP 

End 31423 

Score 792 



28732. .28784, 28873 28952, 30550 30739, 31311. .31423 



Seq. No. 46973 

Gene No. 99816 

Start 33339 

Name OJ000217_13 . 0320 . C6 , ol . tm 

Start 7385 

GI none 
Exons 



Seq. ID OJ000217_13.0320.C6 
Strand 

End • 33640 

Method TBLASTX : Mai ze 

End 7707 

Score 268 



7385. .7639, 7392. .7706, 7412. .7705., 7546. .7707 



Seq. No. 46973 

Gene No. 99816 

Start 33339 

Name OJ000217_13 . 0320 . C6 . o5 . ts 

Start 7734 

GI none 

Exons . 7734. .7889, 7872. .8120 



Seq. ID OJ000217_13.0320.C6 
Strand 

End ' 33640 

Method TBLASTX : Soybean 

End 8120 

Score 92 



Seq. No. 46973 

Gene No. 99816 

Start 33339 

Name OJ000217_13 . 0320 , C6 . o4 . tm 

Start 7908 

GI none 

Exons 7908. .8342, 8117. .8317 . 



Seq. ID OJ000217__13. 0320 .C6 
Strand 

End 33640 

Method TBLASTX : Mai ze 

End 8342 

Score 293 



Seq. No. 46973 

Gene No. 99816 

Start 33339 

Name OJ000217_13 . 0320 . C6 . o5 . tw 

Start 7986 

GI none 

Exons 798,6. .8177, 7986,. 8177 



Seq. ID OJ000217_13.0320.C6 
Strand 

End 33640 

Method TBLASTX : Wheat 

End 8177 

Score 275 



Seq. No. 46973 

Gene No. 99816 

Start 33339 

Name OJ000217_13 . 0320 . 06 . o3 . ts 
Start ' 8130 

GI none 
Exons 



Seq. ID OJ000217_13. 0320.C6 
Strand 

End 33640 

Method TBLASTX: Soybean . 

End 8'528 

Score 187 



8130. .8354, 8139. .8309, 8355. .8528 



Seq. No. 46973 

Gene No. 99816 

Start 33339 ' ' 

Name OJ000217_13 . 0320 . 06 . ol . tw 

Start 8178 

GI none 



Seq. ID OJ000217_13. 0320.06 
Strand 

End 33640 

Method TBLASTX : Wheat 

End 8933 

Score 937 



48606 



Exons 



8178. .8933, 8187. .8933 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46973 Seq. ID 

99816 Strand 

33339 End 

OJ000217_13.0320.C6.ol.ts Method 

8853 End 

5509260 Score 



OJ000217_13.0320.C6 
33640 

TBLASTX: Soybean 

9317 

379 



8853. .9317, 8954. .9022, 9071. .9172, 9245. .9298 



46973 
99816 
33339 

OJ000217_13.0320.C6.ol.tc 

8946 

none 

8946. .9206 



Seq. ID OJ000217_13.0320.C6 
Strand 

End 33640 

Method TBLASTX : Cress 

End 9206 

Score 285 



Seq. No. 46973 

Gene No. 99816 

Start 33339 

Name OJ000217_13 . 0320 . C6 . o2 . tm 

Start 8987 

GI none 

Exons 8987.. 9349, 8988.-9452 ' 



Seq. ID OJ000217_13.0320.C6 
Strand 

End 33640 

Method TBLASTX : Mai ze 

End 9452 

Score 357 



Seq. No. 46973 

Gene No. 99816 

Start 33339 

Name OJ000217_13 . 0320 . C6 . o3 . tw 

Start 8988 

GI none 

Exons 8988.. 9332, 9135.. 9308, 9327, 

Seq. No. 46973 
Gene No. • 99816 

Start 33339 

Name OJ000217_13 . 0320 . C6 . o2 . ts 

Start 9386 

GI none 

Exons 9386.. 9586, 9387.. 9731 



Seq. ID OJ000217_13.0320.C6 
Strand 

End 33640 

Method TBLASTX : Wheat 

End 9533 

Score 321 
.9533, 9401.. 9523 

Seq. ID OJ000217_13.0320.C6 
Strand 

End 33640 

Method TBLASTX : Soybean 

End 9731 

Score 311 



Seq. No. 46973 

Gene No. 99816 

Start 33339 

Name OJ000217_13 . 0320 . C6 . o3 . tm 

Start 9542 

GI none 

Exons 9542.. 9880, 9543.. 9881 



Seq. ID OJ000217_13.0320.C6 
Strand 

End 33640 

Methods ■ TBLASTX: Maize 



End 
Score 



9881 
315 



Seq. No. 46973 

Gene No. 99816 v,". . 

Start 33339 

Name OJ000217_13 . 0320 .C6 . o2 . tw 

Start 9737 

GI none 



Seq. ID OJ000217_13.0320.C6 
Strand 

End - 33640 

Method TBLASTX : Wheat 

End 10213 

Score 101 



48607 




Exons 9737.. 9808, 9738.. 9812, 9826.. 10134, 9827.. 10213, 9828.. 10175, 

9829.. 10212 



Sea No 


46973 






Seq. ID 


0. 7000917 1^ 0^90 




f!pnp No 


99816 






Strand 






start 


33339 






End 


O J D *1 U 




Na.ine 


OJ000217 13. 0320. C6 


.o4 . ts 


Method 






Start 


9744 






End 


1 OOfl S 
J. U U O J 




GI 


none 






Score 


91 




Exons 


9744. . 


9857, 9770. .9850, 9876. .10085, 


9881. .10006 




Sea No 


46973 






Seq. ID 


OJ000217_13.0320 




cpnp Mo 


99816 






. Strand 






Start 


33339 






End 


33640 




Name 


OJ000217 13. 0320. C6 


. o6 . tw 


Method 


TBLASTX: Wheat 




Start 


17049 






End 


17417 




GI 


none 






Score 


67 




Exons 


17049. 


.17417, 17053 




17269. .17406 




Seq, No. 


46973 






Seq. ID 


OJ000217_13.0320 


. D 


(^pne No 


99816 






Strand 






start 


33339 






End 


33640 




Nanie 


OJ000217 13. 0320. C6 


. o8 . tw 


Method 


TBLASTX: Wheat 




Start 


17805 






End 


18044 




GI 


none 






Score 


150 




Exons 


17805. 


.18044, 17806 


. .18015 








Sen No 


46973 






Seq. ID 


OJ000217_13.0320 






. 99816 






Strand 






Start 


33339 






End 


33640 




Name 


OJ000217 13. 0320, C6 


o7 . tw 


Method 


TBLASTX: Wheat 




Start 


18747 






End 


18978 




GI 


none 






Score 


92 




Exons 


18747. 


.18977, 18762 


.18971, 


18763. . 18978 




Seq. No. 


46973 






Seq. ID 


OJ000217_13.0320 


\j D 


f^pne No 


99816 






Strand 






Start 


33339 ' 






End 


33640 




Name 


OJ000217 13. 0320. C6, 


o5 . tm 


Method 


TBLASTX: Maize 




Start 


18750 






End 


19528 




GI 


none 






Score 


50 




Exons 


18750. 


.18860, 18942. 


.19082, 


19113. .19214, 19141. .19215, 






19212. 


.19370, 19243. 


.19371, 


19376. .19528 




Sea No 


46973 






Seq. ID 


OJ000217_13.0320. 


D 


f^pne No 


99816 






Strand 






Start 


33339 






End 


33640 




Name 


OJ000217 13.0320. C6. 


o6 . ts 


Method 


TBLASTX : Soybean 




Start 


18816 






End 


19196. 




GI 


none 






Score 


174 




Exons 


18816. 


.18914, 18930. 


.19196 








Seq. No... • 


46973 






Seq. ID 


OJ000217_13.0320. 


C6 


Gene No. 


. 99816 






Strand 






Start 


33339 






End 


33640 




Name 


OJ000217 13. 0320. C6. 


o4 . tw 


Method 


TBLASTX: Wheat 




Start 


19149 






End 


19484 





48608 



GI 


none 


Score 


76 




Exons 


19149 19220 19150 19212 


19223. .19348, 19230 


1 Q97 1 




19266. 19370, 19350 19484 


19355, . 19483 




Seq. .No. 


46973 


Seq, ID 


OJ000217_ 


_13.0320.C6 


Gene No. 


99816 


Strand 


- 




Start 


33339 


End 


33640 




Name 


OJ000217 13 0320 C6 o3 an ■ 


Method 


AAT/GAP 




Start 


33164 ~ 


End 


33640 




GI 


none 




D DO 




Exons 


331 64.. 33483, 335 60.. 33640 








Seq. No. 


46973 


Seq. ID 


OJ000217_ 


_13.0320,C6 


Gene No. 


99816 


Strand 


- 




Start 


33339 


End 


33640 




Name 


OJ000217 13 0320' Cfi oS aq 


Method 


GENSCAN 




Start 


33339 ~ 


End 


33639 




GI 


none 


Score 


.9 




Exons 


33339 33483, 33560 33639 








Seq. No. 


46974 


Seq. ID 


OJ000217_ 


_13.0320.C7 


Gene No. 


99817 


Strand 


+ 




Start 


1092 


End 


4135 




Name 


OJ000217 13 0320 C7 ol as 


Method 


GENSCAN 




Start 


1092 ~ 


End 


4135 




GI 


none 


Score 


,74 




Exons 


1092 1285 1356 1520 2279 


..2412, 2931, .3024, 


riA (Tf) '5 R 0 




4030 413S 






Sea No 


46974 


Seq. ID 


OJ000217_ 




Gene No . 


99817 


Strand 


+ 




Start 


1092 


End 


4135 




Name 


OJ000217 13.0320.C7.ol.np 


Method 


AAT/NAP 




Start 


1626 


End 


2970 




GI 


6630699 


Score 


74 




Exons 


1626. .1668, 2890. .2970 








GI Descrip. 


(AP000969) hypothetical protein [Oryza 


sativa] 





gi|6721536|dbj |BAA89566.1i (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

GI. Descrip. 

Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46974 Seq. ID OJ000217 

99817 Strand + 

1092 End 4135 

OJ000217_13 . 0320 . C7 . o2 . np Method AAT/NAP 

3105 End 3526 

6539570 Score 145 
3105. .3298, 3460. .3526 

(AP000836) hypothetical protein [Oryza sativa] 



13. 0320. 07 



46974 
99818 
10385 

OJ000217_13.0320.C7.o3.gs 

10385 

none 

10385. .10450, 10769. .10846, 
11445. . 11696 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000217_ 
+ 

11696 
GENSCAN 
11696 
,69 



13.0320,07 



10928, , 11083, 11175. . 11321, 



48609 



Seq. No. 46974 Seq. ID 

Gene No. 99819 Strand 

Start 1153 End 

Name OJ000217_13 . 0320 . C7 . ol . gp Method 

Start 1153 End 

GI 2799534 Score 

Exons 1153. .1243 



OJ000217_13.0320.C7 

1243 
AAT/GAP 
1243 
130 



Seq. No. 46974 Seq. ID 

Gene No. 99820 Strand 

Start 1282 End 

Name OJ000217_13 . 0320 . C7 . o2 . gp Method 

Start 1282 End 

GI none Score 

Exons 1282.. 1528 



OJ000217__13.0320.C7 

1528 
AAT/GAP 
1528 
386 



OJ000217 13. 0320. C7 



Seq. No. 46974 Seq. ID _ 

Gene No. 99821 ' Strand 

Start 5262 End 5437 

Name OJ0002 17_13 . 0320 . 07 . o3 . np Method AAT/NAP 

Start 5262 End 5437 

GI 7248394 Score 83 

Exons 5262.. 5437 

GI Descrip. (AP001389) ESTs C97394 (C60113) ,,AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAG F15011 genomic sequencer- 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46974 
99822 
5937 

OJ000217_13 . 0320 . 07 . o2 . gs 

5937 . 

none 

5937. . 6120,' 6940. .7061, 8262, 

46974 
99822 
5937 

OJ000217_13.0320.07.o3.gp 

8316 

none 

8316.. 8525, 8936.. 9200 



46975 
99823 
439 

OJ000217 
439 

36280_1.R1084 
439. .893 

'5295971/dbj IBAA81872.il 1 
corresponds to a region of 



7__13.0320.08.ol.gp 



Seq. ID OJ000217_13. 0320.07 
Strand 

End 9200 

Method GENSOAN 

End 9125 

Score .88 

.8525, 8936.. 8962, 8991.. 9125 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

"Strand 
End 

Method 

End 

Score 



OJ000217_13. 0320.07 

9200 
AAT/GAP 
9200 
876 



OJ000217^ 
+ 

8 93. , 
AAT/GAP 
893 
822 



13.0320.08 



Tobacco DNA for 
[Oryza sativa] ' 



,0e-81 (AB026295) EST 
the predicted gene . ; 



D24315 {R1718) 
Similar to 



retroviral-like transposon Tnt 1-94 . (X13777 ) 



48610 



Sea. No 


46975 


Seq. ID 


OJ000217_13.0320.C8 


Gene No. 


99824 


Strand 


+ 


Start 


3864 


End 


7385 


Naiue 


OJ000217 13.0320.C8.o2.np 


Method 


AAT/NAP 


Start 


3864 


End 


7385 


GI 


6539581 


Score 


1361 


F.xnn 


3864. .3966, 5457. .7385 






VJ J. V_r J- J- • 


(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAG 




clone F20D10; hypothetical protein (AL035538) .[Oryza sativa] 


Seq. No. 


46975 


Seq. ID 


OJ000217_13.0320.C8 


Gpne No . 


99824 


Strand 


+ 




3864 


End 


7385 


Naine 


OJ000217 13.0320.C8.o2.gs 


Method 


GENSCAN 


Start 


4387 


End 


7240 


GI 


none 


Score 


.62 


R V n n *=; 


4387.. 4572, 4625 .. 5015, 5868 . 


.6055, 6668. .7240 


Seq. No. 


46975 


Seq. ID 


OJ000217_13.0320.C8 


Gene No. 


99825 


Strand 




Start 


86 


End 


4912 


Name 


OJ000217 13.0320.C8.ol.gs 


Method 


GENSCAN 


Start 


86 


End 


4263 


GI 


none 


Score 


.66 


P von <5 


86. .572, 669. .1279, 1343. .1596, 1618.. 


1845, 1869.. 2790, 




2824. .4263 






Sea No 


46975 


Seq. ID 


OJ000217_13.0320.C8 


G^ne No 


99825 


Strand 




Start 


86 


End 


4912 


Name 


OJ000217 13.0320.C8.ol.np 


Method 


AAT/NAP 


Start 


89 


End 


4912 


GI 


5295971 


Score 


7563 


Fi von ^ 


•89.. 4427, 4473.. 4912 






v7 J. 0 J- -1- • 


(AB026295) EST D24315 (R1718 ) 


corresponds to a region of the 




predicted gene.-; Similar to. Tobacco DNA for retroviral-like 




transposon Tnt 1-94 . (X13777 ) 


[Oryza sativa] 


Seq. No. 


46975 


Seq. ID 


OJ000217_13.0320.C8 


Gene No 


99826 


Strand 




Start 


7995 


End 


10008 


Name 


OJ000217 13.0320.C8.o3.ts 


iyiethod 


TBLASTX: Soybean 


Start 


113 


End 


739 


GI 


none 


Score 


39 


TT V 0 n Q 


113. .346, 246. .332, 401. .565, 


420. .566, 578. .739 


Seq. No. 


46975 


Seq. ID 


'OJ000217_13.0320.C8 ' 




99826 


Strand 




0 L. Ct i. L. 


7995 


End 


10008 


Name 


OJ000217 13.0320.C8.ol.tc 


Method 


TBLASTX: Cress 


Start 


122 


End 


760 


GI 


none 


Score 


87 


Exons 


■ 122. .340, 156. .332, 404. .463, 


473. .760 


, 474. .566, 588. .698 


Seq. No. 


46975 


Seq. ID 


OJ000217_13.0320.C8 


Gene No. 


99826 


Strand 





48611 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

f=j Seq. No. 

Gene No. 

li Start 

y; Name 

fy Start 

P GI 

I J Exons 

If, Seq. No. 

Gene No. 
5 Start 
[j Name 

Start 

Exons 

Q Seq. No. 
f 3 Gene No . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 




7995 

OJ000217_13 . 0320 . C8 . o4 . tm 

123 

none 

123. .347, 123. .401, 125. .403, 
404. .487, 417. .488 




End 10008 
Method TBLASTX : Mai ze 
End 4 88 

Score 269 

178. .411, 359.-448, 403. .435, 



46975 
99826 
7995 

OJ0002 17_13 . 0320 . C8 . o5 . tw 

152 

none 

152. .355, 164. .313, 404. .544, 



Seq. ID OJ000217_13.0320.C8 
Strand 

End 10008 

Method TBLASTX : Wheat 

End 34 92 

Score 69 

3427. .3492 



46975 Seq. ID 

99826 Strand 

7995 End 

OJ000217_13 . 0320 . 08 . o6 . tw Method 

581 End 

none Score 

581. .760, 785. .892 



OJ000217_13.0320.C8 
10008 

TBLASTX: Wheat 

892 

64 



46975 Seq. ID 

99826 Strand 

,7995 End 

OJ000217_13 . 0320 . 08 . o3 . tm Method 

675 End 

none Score 



OJ000217_13. 0320.08 
10008 

TBLASTX: Maize 

1066 

357 



675. .959, 677. .949, 677. .1066, 747. .1064, 1007. .1066 



46975 
99826 
7995 

OJ.0002 17^13.0320. 08. ol.tw 

899 

none 

899. .1117, 1103. .1447, 1107. 



Seq. ID OJ000217_13.0320.O8 
Strand 

End ' 10008 

Method TBLASTX : Wheat 

End 1448 

Score 76 
,12 92, 1127. .12 94,-1320. .144 8 



46975 
99826 
7995 

OJ000217_13.0320.C8.ol.ts 

1118 

5509260 



Seq. ID OJ000217_13.0320.O8 
Strand 

End 10008 

Method TBLASTX : Soybean 

End 1615 

Score 123 



1118. .1615, 1137. .1295, 1356. .1478 



46975 
99826 
7995 

OJ000217_13.0320.O8 .o2.tc 

1229 

none 

1229. .1492, 1230. .1493 



Seq. ID OJ000217_13. 0320.08 
Strand 

End 10008 

Method TBLASTX : Cress 

End 1493 

Score 110 



46975 



Seq. ID OJ000217 13.0320.08 



4 8 612'- 



# • 



Gene No. 


99826 








Strand 






qi- -a y-j- 


7 QQR 

f yyD 










1 00 OP 
X u u U 0 




Nsine 


VJU uuu^x/ xo 


0*^90 
. U jZ u . 


. OD . 


Lm 


LYie Lnou. 


i D Xi/\o I A ; iris. 1 z e 






XZ DO 








Ejno. 


X O / D 






none 








Score 


9 09 
Z U Z 




Exons 




1 9f;Q 

X Z D . 


1 R74 










Seq. No. 


46975' 








Seq. ID 


OJ000217_13.0320 


.C8 


Gene No. 


99826 








Strand 






O L dX L 


7QQS 








Ejlia 


1 OOOfi 
X u U U 0 




Nsme 


n. 70009 1 7 1 
VJUUUUZX / xo 


0 "^90 
. U 0 z u . 


PP /^9 
. OZ . 


lS 


lYie Lnou. 


i DXiH,o i A . ooyoean 




O T_aX L 


Z U D D 








Hino 








none 








Score 


1 ^P " 
i DO 




Exons 


90(^R 9911 


9 9 '^^ 
Z Z 0 D . 


* Z O fl fi f 


99/1 Q 

Z Z f± i7 . 


9 1; T Q 
. z 0 J y 






Seq. No. 


46975 








Seq. ID 


OJ000217_13.0320 


.C8 


Gene No. 


99826 








Strand 






O LaX L 


7 QQR 








xLino. 


1 OOOP 
X u uuo 




No, me 


nT000917 1"^ 


0 9 0 
. u 0 Z U . 


PR r^9 
. OZ . 


Lm 


lyte Lnoa 


i dLi/\o i A : ixiai ze • 




o L.a.X L 


9 1 4 Q ~ 
Z X *i ^ 








iijna 


Z 0 / 0 




\j± 


none 








Score 


c; 9 

DOZ 




EjXons 


914Q 9^71 


9 1 

Z X D U . 


, f D 










Seq. No. 


46975 








Seq. ID 


OJ000217_13.0320 


.C8 


Gene No. 


99826 








Strand 






O L aX t. 


7 Q Q R 








Hjna 


1 ono p 




Nsrne 


Pi TOOO 9 17 1 
UuUUvJzX / XO 


0 9 0 
. U jZ U . 


PQ /^"^ 


lw 


Method 


i b LiAo 1 A : wnea L 




O t aX L 


9997 
z z z / 








tina 


9 7 7 Q 

z / / o 




r* T 

oX 


none 








Score 


9 Q c; 

z y o 




IT" V o 


9997 9 ^07 


9 1 /3 

Z J X *i . 


977P 
. Z / / 0 










Seq. No. 


46975 








Seq. ID 


OJ000217_13.0320 


.C8 


Gene No, 


99826 








Strand 






O LdX L 










iiinci 


1 OOOP 
X u u u o 




Nsnie 


n TOOO 9 17 1 '5 
vJJ UUUZX/ Xj 


0'^ 90 
. u 0 Z VJ . 


PP /-\4 


I, c 


Method 
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Seq. No. 


46975 








Seq. ID 


OJ000217_13.0320 


.C8 


Gene No. 


99826 








Strand 






C-|- -v--!- 

o LdX U 










End 


10008 




Name 


UJ UUUz 1 / 1 0 




P Q ^0 
, OZ . 


tw 


Method 


TBLASTX: Wheat 




Start 


2851 








End 


3304 




GI 


none 








, Score 


58 




Exons 


2851.. 2943, 


2851. 


.2931, 


2923. 


.3300, 2938. .3303, 3002. .3304 


Seq. No. 


46975 








Seq. ID 


OJ000217_13.0320 


08 


Gene No. 


99826 








Strand 







48613 



start 


7995 








End 


10008 
J. \j \j \j \j 


Name 


OJ000217 13 


0320 


• v*^ o • (JO « 




Mol" h oH 


trt.ac;ty • 1 7^ 

L o Xjno 1 ^ . i*Jci X c: 


Start 


2914 ~~ 








FnH 


3914 


GI 


none 








O X. C 




J-J \m/ X 1 


2974 3213- 


2975 


3214 








Sea No 


4 6975 








Seq. ID 


OJ000217_13.0320.C8 


Gene No. 


99826 








Strand 




Start 


7995 








End 


10008 


Name 


OJ000217 13 


. 0320 


. C8 . ol . 


tm 


Method 


TBLASTX: Maize 


Start 


3229 ~ 








End 


3949 


GI 


none 








Score 


455 


P von *5 


3229 3654 


3229 


3594 , 


3330 . 


.3653, 3659. .3691, 3679. .3948, 




3680 3949 


3681 


3929, 


3689 . 


.3931 




Secj . No . 


46975 








Seq. ID 


OJ000217_13.0320.C8 


Gene No. 


99826 








Strand 




Start 


7995 








End 


10008 


Name 


OJ000217 13 


. 0320 


. C8 . o7 . 


tm 


Method 


TBLASTX: Maize 


Start 


4182 ~ 








End 


4490 


GI 


none 








Score 


45 


R V n n s 


4182 4214 


*i X O *J 


4389 


4183 


.4389, 4184. .4423, 4184. .4429, 




4272 4490 












.-^Seq. No. 


46975 








Ccarr in 


n.Tonn^i? i3 0390 pr 


Gene No. 


99826 








Of- T^inH 

Oi- L cLLLKji 




Start 


7995 








End 


loops, ... 


Name 


OJ000217 13 


0320 


PR n4 




Method 


TBLASTX: Wheat 


Start 


5459 ~ 








End 


5815 


GI 


none 








Score 


46 


R von <5 


5459 5521 


5525 


. .5815, 


554 3 


.5815 




Seq. No. 


46975 








Seq. ID 


OJ000217_13.0320.C8 


Gene No. 


99826 








Strand 




Start 


7995 








End 


10008 


Name 


OJ000217 13 


0320 


CR n3 




Method 


TBLASTX: Cress 


Start 


5648 ~ 








End 


5962 • 


GI 


.■none 








Score 


219 


Exons 


5648 5962, 


5650 , 


5958 








Seq. No. 


46975 








Seq. ID 


OJ000217_13.0320.C8 


Gene No. 


99826 








Strand 




Start 


7995 








End 


10008 


Name 


OJ000217 13 


, 0320 . 


PR n6 




Method 


TBLASTX: Maize 


Start 


5648 ~ 








End 


6039 


GI 


none 








Score 


325 


R von 


5648 6034 


5648 . 


• . U W J T , 




.6039 




Seq. No. 


46975 








Seq. ID 


OJ00.0217_13.0320.C8 


Gene No. 


99826 








Strand 




Start 


7995 








End 


10008 


Name 


OJ000217 13. 


.0320. 


.C8.04. 


ts 


Method 


TBLASTX: Soybean 


Start 


5707 








End 


6293 


GI 


none 








Score 


308 


Exons 


• 5707. .5991, 


5708. 


. .6031, 


6159. 


.6293 




Seq. No. 


46975 








Seq. ID 


OJ000217_13.0320.C8 



48614 




Gene No. 


99826 


Strand 








O L Ctl. L 


/ -7 -7 J 


End ' 


10008 






N3me 




Method 


GENSCAN 






O La JL t 


/ ^ J 


End 


9963 










Score 


.9 






Exon s 


7QQS ftOnn ft^4Q ftfi9n fl7?fl 


..8909, 9160.. 9272, 


9787. .9963 




1 U 17 / J , 


Seq. ID 


OJQ00217 


_13.0320 


.C8 


Gene No. 


99826 


Strand 








Start 


7995 


End 


10008 






Nsme 


OJ000217 13.0320.C8.o3.np 


Method 


AAT/NAP 






c;-*- ^1 ■r^- 
o L d I. L 


8309 


End 


10008 






\j ± 


6539580 


Score 


300 






Jlj AvJl 1 o 


8309.. 8443, 8522.. 8605, 8738 


..8909, 9019. .9149, 


9877. .1000 




(AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46976 


Seq. ID 


OJ0.00217 






Gene No. 


99827 


Strand 


+■ 






O L Cli- L 


3962 


End 


5596 






Name 


OJ000217 13.0320.C9.o2.gs , 


Method 


GENSCAN 








3962 


End 


5596 








none 


Score 


.85 






Ih' V n c 


3962.. 3967, 4216.. 4378, 5039 


. .5212, 5238. .5596 






O C . IN U . 


46976 


Seq. ID 


OJ000217 


_13.0320 






99828 ' . 


Strand 


+ 






Start 


9618 


End 


15790 






Name 


OJ000217 13.0320.C9.o3.gs 


Method 


GENSCAN 






q-|- a -rt 


9618 


End 


15790 








none 


Score 


.73 






Exons 


9618.. 9677, 10876 .. 11322 , 11912.. 12086 


, 12249.. 


12543, 






12737. .12809, 13637 .. 13766, 


13771. .13904, 14402 


. .14503, 






14551. .14715, 15655. .15790 










o c . LN O . 


46976 


Seq. ID 


OJ000217 


_13.0320 


PQ 




99828 


Strand 


+ 






Start 


9618 


End 


15790 






Name 


OJ000217 13.0320.C9.o3.np 


Method 


AAT/NAP 








10063 


End 


13787 








7413595 


Score 


485 






Exons 


10063. .10088, 12254. .12521, 


12721. . 128 


09, 12916 


. .13006, 






13425. .13528, 13652.. 13787 , 












(AL163002) putative protein 


[Arabiddpsis thaliana] 




Seq. No. 


46976 


Seq. ID 


OJ000217_ 


_13.0320 
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Gene No. 


99828 


Strand 
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q-f- a r-f- 
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15790 






Name 
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Score 
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Strand 








Start 
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Name 


OJ000217 13.0320.C9.ol.gs 


Method 


GENSCAN 






Start 


463 


End 


3672 







48615 



• 



GI 

Exons 



none Score .72 

463. .537, 1437. .1673, 2419. .2596, 2879. .3116, 3234. .3444, 

3544.. 3672 



Seq. No. 46976 

Gene No. 99829 

Start . 463 

Name OJ000217_13 . 0320 . C9 . ol . gp 

Start 874 

GI none 

Exons 874.. 1490 



Seq. ID OJ000217_13.0320.C9 
Strand 

End 5704 

Method AAT/GAP 
End . 

Score 1175 



Seq. No. 

Gene No.. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46976 
99829 
463 

OJ000217_13.0320.C9.ol.np 
1317 
5679843 



5704 
AAT/NAP 
34.44 
991 

1:317.. 1673, 2419.. 2569, 2879.. 3116, 3234.. 3444 

(AJ243961) Putitive Ser/Thr protein kinase [Oryza sativa] 



Seq. ID OJ000217_13.0320.C9 
Strand 
End 

Method 
End 
Score 



46976 Seq. ID 

99829 Strand 

4 63 End 

OJ000217_13. 0320.C9.o4 . tc Method 

1431 End . 

none Score 

1431. .1598, 1441. .1596 



OJ000217_13.0320.C9 
5704 

TBLASTX: Cress 

1598 

129 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46976 
99829 
463 

OJ000217_13.0320.C9.ol.tm 
1461 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000217 13. 0320. C9 



5704 

TBLASTX: Maize 
3654 

none Score 209 

1461. .1688, 1465. .1686, 1466. .1687, 2419. .2568, 2420. 
2423. .2569, 2424. .2585,. 2878. .3108, 2882. .3106, 2895. 
2895. .3122, 2896. .3123, 3235. .3459, 3236. .3460, 3237, 
3243.-3473, 3521. .3652, 3537. .3653, 3539.-3652, 3544, 



.2569, 
.3122, 
.3461, 
.3654 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46976 
99829 
463 

OJ000217_13.0320.C9.ol.ts 

1483 

none 

1483. .1659, 1488. .1658, 2422, 
2879. .3160, 2881. .3117, 3232. 
3544. .3648, 3545. .3631 

46976 
99829 
463 

OJ000217_13 . 0320 . C9 . o2 . np 

1557 

6573752 

1557.. 1658, 2392.. 2569, 2951. 



Seq. ID OJ000217_13.0320.C9 
Strand 

End 5704 

Method TBLASTX : Soybean 

End 3648 

Score 69 

.2568, 2459. .2560, 2790. .3089, 
.3459, 3250. .3336, 3296. .3460, 



OJ000217_13.0320.C9. 

5704 
AAT/NAP 
5704 
388 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.3093, 3156. .3444, 3544. .3630, 
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TBLASTX: Cress 




o u d I. L, 


?94 T ~~ 

O Z fi ± 




End 


3642 




GI 
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Score 
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Method 
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End 
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Score 


874 
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(^Qno Mo 


99830 




Strand 






start 
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End 
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Name 


OJ000217 13. 


0320.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 
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End 
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GI 


none 




Score 


107 
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10874. .11146, 10876. .10962, : 
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Strand 
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11921 ■ 
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Method 


TBLASTX: Maize 




Start 
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End 
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GI 


none 




Score 


127 




Exons 


11921. .12085 


, 11922. . 12101, 12251. .12547, 12252 .. 124 4 6, 






12287. .12544 


, 12292.. 12546 








Seq. No. 


46976 




Seq. ID 


OJ000217_13.0320. 


C9 
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99831 




Strand 






Start 


11921 




End 


12547 
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Name 

Start 

GI 

Exons * 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000217_13 . 0320 . C9 . o2 . tc Method 
12263 End 
none Score 



TBLASTX: Cress 

12481 

80 



12263. .12463, 12267 124 4 6, 1228 6 .. 124 65, 12287. .12481 



46976 
99831 
11921 

OJ000217_13.0320.C9.o2.ts 
12264 
none 

12264. .12446, 1228 6 12477 , 12287. .12481 



Seq. ID OJ000217_13.0320.C9 
Strand 
End 

Method 
End 
Score 



12547 

TBLASTX : Soybean 
12481 
109 



46977 
99832 
1 

OJ000217_13. 0320. CIO. ol.np 
1 

4102600 



OJ000217 13. 0320. CIO 



Seq. ID 
Strand 
End 

Method 
End 
Score 

1..1220, 1356. .1503, 1670. .1745, 1944. 
2410. .2500, 2678. .2762, 2880. .3035, 3138. .3194, 3291. .3389, 
3590. .3749 

{AF013467) ARF6 [Arabidopsis thaliana] 



7948 
AAT/NAP 
3749 
1874 

.2066, 2132.. 2296, 



46977 . Seq. ID 

99832 Strand' 

1 End 

OJ0002 17_13. 0320. CIO. ol.tm Method 

4 5 End 

none Score 



OJ000217_13. 0320. CIO 
7948 

TBLASTX: Maize 

1452 

50 



45. .107, 52. .108, 53. .109, 106. .423, 107. .421, 123. .422, 
124. .447, 430. .513, 431. .511, 436. .516, 520. .726, 521. .706, 
522. .731, 738. .758, 821. .919, 823. .912, 825. .920, 828. .920, 
906. .953, 917. .961, 918. .1007, 965. .1048, 970. .1047, 990. .1055, 
1045. . 1236., 1046. .1222, 1057. .1239, 1349. .1450, 1354. .1452, 
1354. .144*9 



Seq. No. 46977 Seq. ID 

Gene No. 99832 Strand 

Start 1 End 

Name OJ000217_13 . 0320 . CIO . ol . tc Method 

Start 52 End 

GI none Score 
Exons 



OJ000217_13. 0320. CIO 
7948 

TBLASTX: Cress 

3724 

44 



52. .144, 53. .133, 187. .219, 229. .327, 236. .316, 317. .349, 
846. .1007, 1045. .1098, 1046. .1093, 1093. .1161, 1094. .1162, 

1345. .1509, 1346. .1504, 1399. .1515, 1620. .1745, 1652. .1747, 

1670. .1753, 1940. .2053, 1940. .2068, 1941. .2069, 2127. .2249, 

2131. .2301, 2132. .2296, 2404. .2511, 2408.. 2533, 2409..2501> 

2676. .2762, 2677. .2751, 2684. .2770, 2878. .3036, 2880. .3035,. 

3129. .3194, 3279. .3389, 3280. .3390, 3576. .3689, 3587. .3724 



Seq. No. . 46977 Seq. ID 

Gene* No, 99832 Strand 

Start 1 • ' End 

Name OJ000217_13 . 0320 . CIO . o3 . ts Method 

Start 52 End 

GI none Score 



OJ000217_13. 0320. CIO 
7948 

TBLASTX : Soybean 

441 

62 



48618 



Exons 



52. ,225, 53. .133, 229. .321, 236. .322, 340. .441 



Seq. No. 46977 

Gene No. 99832 

Start 1 

Name OJ000217_13 . 0320 . CIO . ol . gs 

Start 55 

GI none 

Exons 55.. 1220, 1356.. 1503, 1670. 



Seq. ID OJ000217_13. 0320. CIO 
Strand 

End 7948 

Method GENSCAN 

End 7948 

Score .78 \' • 



1745, 1944. .2066, 2132, 



2410.. 2500, 2678.. 2762, 2880.. 3035, 3138.. 3194, 3291 
3590. .3708, 4354. .4447, 4564. .4926, 4974. .5144, 5942 
7777. .7948 



2296, 
. .3389, 
. . 6105, 



Seq. No. 46977 Seq. ID 

Gene No. 99832 Strand 

Start 1 End 

Name OJ0002 17_13 . 0320 . CIO . ol . gp Method 

Start 749 - End 

GI LIB3432-019-P1-K1-E10 Score 

Exons 749.. 1122 

GI Descrip. '2388580 6.0e-15 (AC000098) Similar to Sequence 10 from patent 
5477002 (gb_1253956) . [Arabidopsis thaliana] ' 



OJ000217__13. 0320. CIO 

7948 
AAT/GAP 
1122 
712 



□ Seq. No. 46977 Seq. ID 

Gene No. 99832 Strand 

Is Start 1 End- 

Name OJ000217_13 . 0320 . CIO . o2 . ts Method 

Start 1345 End 

Ij GI none Score 

hi Exons 



OJ000217_13. 0320. CIO 
7948 

TBLASTX: Soybean 

2251 

177 



1345. .1509, 1346. .1504, 1363. .1509, 1652. .1747, 1653. .1751, 
1668. .1748, 1940. .2056, 1940. .2068, 1941. .2069, 2131. .2250, 
2131. .2250, 2132. .2251 



Seq. No. . 46977 
Gene No. 99832 
Start 1 

Name OJ000217_13 . 0320 . CIO . o3 . tm 

Start 1453 
GI none 

Exons 1453.. 1509, 1457,. 1504, 1652, 

1940. .2068, 1941. .2066, 2131, 
2236. .2310 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000217 13. 0320. CIO 



7948 

TBLASTX: Maize 
2316 
75 

1747, 1653. .1745, 1670. .1753, 
2214, 2131. .2316, 2135. .2305, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46977 
99832 
1 

OJ000217_13. 0320. CIO. o2.tm 
2436 



OJ000217 13. 0320. CIO 



none 

2436. 

2878. 

3129. 

3587. 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

2501, 2437. .2514, 2673. .2762, 2674. .2763, 2676. .2762, 
3033, 2879. .3034, 2880. .3035, 3096. .3215, 3121. .3189, 
3194, 3279. .3389, 3280. .3390, 3291. .3398, 3293. .3397, 
3700, 3588. .3701, 3589. .3702 



7948 

TBLASTX: Maize 

3702 

96 



Seq. No. 
Gene No. 
Start 



46977 
99832 
1 



Seq. ID 

Strand 

End 



OJ000217 13. 0320. CIO 



7948 



48619 



Name 

Start 

GI 

Exons 



GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000217 13.0320.C10.ol. ts 



Method TBLASTX : Soybean 



2676 End 3374 

4306688 Score 102 

2676. .2762, 2677. .2763, 2683.-2769, 2684. .2776, 2878. .3033, 

2879. .3034, 2880 .. 3035,' 2917 3039, 3126. .3194, 3273. .3374, 
3279. .3374 



46977 
99832 
1 

OJ000217_13. 0320. CIO. o4 .ts 

3587 

none 

3587. .3718, 3588. .3719 

46978 
99833 
82 

OJ000207_12 . 0321 . C3 . ol . gs 
82 

none 
82. .126 



Seq. ID 

Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_13. 0320. CIO 
7948 

TBLASTX: Soybean 

3719 

151 



OJ000207_12.0321.C3 
126 

GENSCAN 

126 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

'Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000207_12.0321.C3 
Strand 

End 633 

Method AAT/GAP 

End 633 

Score 187 



46978 
99834 
82 

OJ000207_12.0321.C3.ol.gp 
82 

uC-osflM202039cllbl 
82. .150, 242. .306, 612. .633 

•3152596 2.0e-20 (AC002986) YUP8H12R.36 [Arabidopsis thaliana] ' 



46979 Seq. ID OJ000207_12 . 0321 . C4 

99835 Strand + 

7531 . . End 10946 

OJ000207_12.0321.C4 .o2.np Method AAT/NAP 

7531 '-End 1094 6 

2501499 Score 316 

7531. .7578, 9223. .9597, 10865. .10946 

IND0LE-3-ACETATE BETA-GLUCOSYLTRANSFERASE (lAA-GLU SYNTHETASE) 
( (URIDINE 

5' -DIPHOSPHATE-GLUCOSE: IND0L-3-YLACETYL) -BETA-D-GLUCOSYL 
TRANSFERASE) gi | 62 604 3 I pir | | A54739 indole-3-acetate 
beta-glucosyltransferase (EC 2.4.1.121) - maize gi 1548195 
(L34847) lAA-glu synthetase [Zea mays] 



46979 



Seq.. ID OJ000207_12.0321.C4 



99836 Strand. 

11464 End ' 15180 

OJ000207_12.0321.C4 .o3.np Method AAT/NAP 

11106 End 12531 

5852084 Score 74 

11106. .11136, 12436. .12531 

(AL117264) zwh0007.1 [Oryza sativa] 



Seq. No. 



46979 



Seq. ID OJ000207_12.0321.C4 



48620 



Gene No. 


99836 




Strand 


+ 




Start 


11464 




End 


15180 




Name 


OJ000207 12 . 0321 .C4 . 


o3 . gs 


Method 


GENSCAN 




Start 


11464 




End 


15180 




GI 


none 




Score 


.71 




Exons 


11464. .11549, 11564. 


. 11675, 


13912. .14043, 14815 


. . 15180 


Seq. No.. 


46979 * 




Seq. ID 


OJ.000207 


_12 . 0321 .C4 




Q Q p O 7 




Strand 






Start 


1 




End 


3534 




Name 


OJ000207 12. 0321. C4. 


ol . np 


Method 


AAT/NAP 




Start 


1 




End 


3528 




GI 


7452062 




Score 


451 




Exons 


1..115, 329. .394, 18 


08. .194^ 


3, 2272. .2445, 2497. 


.2639, 3366 


GI Descrip. 


hypothetical protein 


YUP8H12R.36 - Arabidopsis 


thaliana 



gi|3152596|gb|AAC17077.1| (AC002986) YUP8H12R.36 [Arabidopsis 
thaliana] 



Seq. No. 46979 

Gene No. 99837 

Start 1 

Name OJ000207_12 . 0321 . C4 . ol . gs 

Start 77 

GI none 
Exons 



Seq. ID OJ000207_12.0321.C4 
Strand 

End 3534 

Method GENSCAN 

End 3534 

Score .83 



77. .115, 329, .394, 1808. .1931, 2325. .2427, 2508. .2637, 
3343.. 3534 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46979 
99838 
15851 

OJ000207_12.0321.C4.o3.tm 

347 

none 



Seq. ID OJ000207_12.0321.C4 
Strand 

End 18035 

Method TBLASTX : Mai ze 

End 1938 

Score 78 



347. .403, 348. .395, 1808. .1933, 1809. .1931, 1816. .1938 



46979 
99838 
15851 

OJ000207_12 . 0321.C4 .ol. thi 

2338 

none 



Seq. ID OJ000207_12.0321.C4 
Strand 

End 18 035 ' 

Method TBLASTX : Maize 

End 2640 

Score 109 



2338. .2430, 2339. .2428, 2340. .2432, 2341. .2430, 2508. .2585, 
2509. .2640, 2510. .2638 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46979 
99838 
15851 

OJ000207_12 . 0321 . 04 . o2 . tm 

13152 

none 



Seq. ID OJ000207_12.0321.C4 
Strand 

End 18035 

Method TBLASTX : Mai ze 

End 13471 

Score 67 



13152. .13256, 13152 132 98 , 13153 .. 132 66, 13293 .. 134 18 , 
13326. .13391, 134 09. . 134 71, 13410. . 134 57 



Seq. No. . 46979 
Gene No. 99838 
Start 15851 

Name OJ000207_12 . 0321 . C4 . o4 . gs 



Seq. ID OJ000207_12.0321.C4 
Strand 

End 18035 

Method GENSCAN 



48621 




start 


15851 


End 


18035 






GI 


none 


Score 


.72 






Exons 


15851.. 16032, 17901. .18035 










Seq. No. 


46980 


Seq. ID 


OJ000207_12 


,0321 


.05 


Gene No. 


99839 


Strand 








Start 


509 


End 


2378 






Name 


OJ000207_12 . 0321 .05 .ol .gs 


Method 


GENSOAN 






Start 


509 


End 


2378 ■ 






GI 


none 


Score 


. 54 






Exons 


509. .544, 1182. .1302, 2356.. 


2378 








Seq. No. 


46980 


Seq. ID 


OJ000207_12 


.0321 


.05 


Gene No. 


99840 


Strand 








Start 


4 408 


End 


5875 






Name 


OJ000207_12.0321.C5.o2.gs 


Method 


GENSOAN 






Start 


4408 


End 


5875 






GI 


none 


Score 


.46 






Exons 


4408. .4475, 4502. .4633, 5830 


. . 5875 








Seq. No. 


46981 


Seq. ID 


OJ000207_12 


. 0321 


.06 


Gene No. 


99841 


Strand 


+ 






Start 


174 


End 


871 






Name 


OJ000207 12.0321.C6.ol.np 


Method 


AAT/NAP 






Start 


174 


End 


871 






GI 


6979320 ' 


Score 


303 






Exons 


174. .352, 429. .871- 










GI Descrip. 


(AF172282) hypothetical protein [Oryza 


sativa] 






Seq. No. 


46981 


Seq. ID 


OJ000207_12 


.0321 


.06 


Gene No. 


99841 


Strand 


+ 






Start 


174 


End 


871 






Name 


OJ000207 12.0321.C6.ol. ts 


Method 


TBLASTX : Soybean 




Start 


422 


End 


733 






GI 


none 


Score 


97 






Exons 


422. .502, 424. .504, 533. .733 










Seq. No. 


46981 


Seq. ID 


OJ000207_12 


.0321 


.06 


Gene No. 


99841 


Strand 


+ 






Start 


174 


End 


871 






Name 


OJ000207 12.0321.C6.ol.tm 


Method 


TBLASTX: Maize. 




Start 


461 


End ■ 


711 






GI 


none 


Score 


181 






Exons 


461. .706, 469. .711 










Seq. No. 


46982 


Seq. ID 


OJ000207_12 


0321 


.07 


Gene No. 


99842 


Strand 


+ 






Start 


1 


End 


4034 






Name 


OJ000207 12.0321.C7.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


2074 






GI 


7339719 


Score 


102 






Exons 


1..371, 620. .651, 2053. .2074 










GI Descrip. 


(AP001539) -hypothetical protein [Oryza 


■sativa] 






Seq. No. 


46982 


Seq. ID 


OJ000207_12 


0321 


.07 


Gene No. 


99842 


Strand 








Start 


1 


End 


4034 







4 8 622 



Name OJ000207_12 . 0321 . C7 . o2 . np Method AAT/NAP 

Start 1 End 4034 

GI 5001454 Score 118 

Exons 1..37, 1646.. 1982, 3995.. 4034 

GI Descrip. (AC007730) putative non-LTR retrolelement reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46982 
99842 
1 

OJ000207_12 . 0321 . C7 . ol . gs 

334 

none 



Seq. ID OJ000207_12.0321.C7 

Strand + 

End 4034 

Method GENSCAN 

End 2812 

Score .54 



334. .488, 1291. .1366, 1739. .1878, 2143. .2406, 2555. .2812 



46982 
99843 
3199 

OJ000207_12 . 0321 . 07 . ol . tm 

1660 

none 



Seq. ID OJ000207_12.0321.C7 
Strand 

End 3324 

Method TBLASTX : Mai ze 

End 2025 

Score 124 



1660. .1863, 1879. .2025, 1887. .2024 



Seq. No. 46982 

Gene No. 99843 

Start 3199 

Name OJ000207_12 . 0321 . C7 . o2 . tm 

Start 2346 

GI none 

Exons 2346.-2528, 2550.. 2804 



Seq. ID OJ000207_12.0321.C7 
Strand 

End 3324 

Method TBLASTX: Maize 

End 2804 

Score 114 



Seq. No. 46982 

Gene No. 99843 

Start 3199 

Name OJ000207_12 . 0321 . C7 . o2 . gs 

Start 3199. 

GI ' none 

Exons '3199. .3324 



Seq. ID OJ000207_12.0321.C7 
Strand 

End 3324 

Method GENSCAN 

End 3324 

'Score .74 



Seq. No. 46983 

Gene No. 99844 

Start 1211 

Name OJ000207_12 . 0321 . C8 . ol . gs 

Start 1211 

GI none 

Exons 1211.. 1270, 1447.. 1520 



Seq. ID OJ000207_12.0321.C8 

Strand + 

End 1520 

Method GENSCAN 

End 1520 

Score .87 



Seq. No. 4698.4 

Gene No. 99845 

Start 12 

Name . OJ000207_12 . 0321 . CIO . ol . tm 

Start 12 

GI none 
Exons 



Seq. ID OJ000207_12. 0321. CIO 

Strand 

End 574 

Method TBLASTX : Maize 

End 47 9 

Score 324 



12. .374, 15. .380, 215. .376, 386. .478, 387. .479 



Seq. No. 
Gene No. 



46984 
99845 



Seq. ID OJ000207_12. 0321. CIO 
Strand 



48623 





Start 


12 




End 


574 




Name 


OJ000207 12. 0321. CIO. ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


210 




End 


574 




GI 


none 




Score 


325 




Exons 


210. .569, 210. .455, 325, 


. .573, 


329. .574 






Seq. No. 


46985 




Seq. ID 


OJ000207_12.0321.C11 




,l Gene No. 


99846 




Strand 


+ 




Start 


213 




End 


281 




Name 


OJ000207 12.0321.Cll.ol, 


■ gp 


Method 


AAT/GAP 




Start 


213 




End 


281 




GI 


2310474 




Score 


88 




Exons 


213. .281 










GI Descrip. 


5922603/dbj IAP000492. 1 1 AP000492 9.0e-15 Oryza sativa genomic 






DNA, chromosome 1, clone : P0705D01 






Seq. No. 


46985 




Seq. ID 


OJ000207_12.0321.C11 




Gene No. 


99847 




Strand 






Start 


1343 




End 


4428 




Name 


OJ0002b7 12.0321.Cll.ol, 


.gs 


Method 


GENSCAN 




Start 


1343 




End 


4428 




GI 


none 




Score 


.57 




Exons 


1343. .1666, 1711. ,1803, 


3018. 


.3184, 4172. .4273, 4389. .4428 


u 
v3 


Seq. No. 


46985 




Seq. ID 


OJ000207 12 0321 Cll 




Gene No. 


99847 




Strand 




?! £ 


Start 


i343 




End 


4428 


: 


Name 


OJ000207 12.0321.Cll.ol. 


np 


Method 


AAT/NAP 




Start 


2'330 




End 


4315 




GI 


6539570 




Score 


209 


W 


Exons 


2330. .2356, 3883. .3953, 


4113. 


.4315 




f T a 
: ; 3 

t ST 


GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 




Seq. No. 


46985 




Seq. ID 


OJ000207_12. 0321. Cll 


£3 


Gene No. 


99848 




Strand 




^§ 


Start 


4443 




End 


5014 




Name 


OJ000207 12.0321.Cll.o2. 


np 


Method 


AAT/NAP 




Start 


4443 




End 


5014 


f =1 


GI 


6630699 




Score 


77 


r ^ 


Exons 


4443. .4520, 4996. .5014 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gil 6721536 |dbj|BAA8 9566. 


11 (AP001073) ] 


hypothetical protein 






[Oryza sativa] 










Seq. No. 


46986 




Seq. ID 


OJ000207_12.0321.C12 




Gene No. 


99849 




Strand 


+ 




Start 


74 




End 


1210 




Name 


OJ000207 12.0321.C12.ol. 


gs 


Method 


GENSCAN 




Start 


74 




End 


1210 




GI 


none 




Score 


.67 




Exons 


74. .154, 908. .1210 










Seq. No. 


46987 




Seq. ID 


OJ000207_12.0321.C13 




Gene No. 


99850 




Strand 


-1- 




Start 


984 




End 


1187 




Name 


OJ000207 12.0321.C13.ol. 


gs 


Method 


GENSCAN 




Start 


984 




End 


1187 



48624 



GI 

Exons 



none 

984. .1187 



Score 



.85 



Seq. No. 46987 Seq. ID 

Gene No. 99851 Strand 

Start 2400 End 

Name OJ000207_12 . 0321 . C13 . o2 . gs Method 

Start 2400 ' End 

GI none Score 

Exons 2400.. 2681 



OJ000207_12. 0321. CIS 

2681 
GENSCAN 
2681 
1 



Seq. No. 46988 Seq. ID 

Gene No. 99852 Strand 

Start 376 End 

Name OJ000207_12 . 0321 . C14 . ol . gs Method 

Start 376 End 

GI none Score 

Exons 376.. 506 



OJ000207_12.0321.C14 
+ 

506 

GENSCAN 

506 

.88 



ILi 



Seq. No. ' 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



\J Seq. No. 
fij Gene No. 

Start 

Name 
H start 
H GI 

Exons 

Seq. No. 
IZ Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46988 Seq. ID 

99853 Strand 
1 End 
OJ000207_12. 0321.C14 .ol.np Method 
1 End 
6815062 Score 
1..28, 403. .523, 599. .705 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein (AC004561) [Oryza 
sativa] 



OJ000207_12.0321.C14 
705 

AAT/NAP 

705 

191 



46989 
99854 
375 

OJ000207_12.0321.C15.ol.gs 

375 

none 



Seq. ID OJ000207_12.0321.C15 



Strand 
End 

Method 

End 

Score 



+ 

3752 
GENSCAN 
2776 
.77 



375. .428, 1079. .1168, 2367. .2427, 2656. .2776 



46989 
99854 
375 

OJ000207 

2234 

7106512 



Seq. ID OJ000207_12.0321.C15 



12.0321.C15.o2.np 



Strand 
End 

Method 

End 

Score 



+ 

3752 
AAT/NAP 
3752 
748 



2234. .2293, 2367. .2478, 2576. .2758, 3259. .3752 
(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



46989 
99855 
1 

OJ000207_12, 0321.C15.ol.np 
1 

6815062 



OJ000207 12.0321.C15 



Seq. ID _ 
Strand 

End 3732 
Method AAT/NAP 
End 3686 
Score 993 
1..621, 720. .782, 946. .1370, 3626. .3686 

(AP001080) Similar to Arabidopsis thaliana chromosome II BAC 
F16P2 genomic sequence ;mudrA like protein {AC004561) [Oryza 



48625 




sativa] 



Seq. No. 


46989 


Seq. ID 


OJ000207_12 . 


0321 


.C15 


Gerie No. 


99855 


Strand 








Start 


1 


End 


3732 






Name 


OJ000207 12.0321.C15.o2.gs 


Method 


GENSCAN 






Start 


3337 


End 


3732 






GI 


none 


Score- 


. 97 






Exons 


3337. . 3732 










Seq. No. 


46990 


Seq. ID 


OJ000207_12. 


0321 


.C16 


Gene No. 


99856 


Strand 


+ 






Start 


1 


End 


4818 






Name 


OJ000207 12.0321.C16.o2.np 


Method 


AAT/NAP 






Start 


1 


End 


4818 






GI 


4680186 


Score 


377 






Exons 


1..27, 3726. .3780, 4618. .4818 










GI Descrip. 


(AF111709) unknown [Oryza sativa subsp 


. indica] 






Seq. No. 


46990 


Seq. ID 


OJ000207_12. 


0321 


.C16 


Gene No. 


99856 


Strand 


+ 






Start 


1 


End 


4818 • 






Name 


OJ000207 12.0321.C16.ol.np 


Method 


AAT/NAP 






Start 


2 


End 


3664 






GI 


5091513 


Score 


2903 






Exons 


2. .679, 741. .2532, 2591. .2844 


, .3597. .3664 






GI Descrip. 


{AB023482) Hypothetical protein [Oryza 


sativa] 






Seq. No. 


46990 


Seq. ID 


OJ000207_12. 


0321 


.C16 


Gene No. 


99856 


Strand 


-f 






Start 


1 


End 


4818 






Name 


OJ000207 12.0321.C16.o2.gs 


Method 


GENSCAN 






Start 


1280 


End 


2760 






GI 


none . 


Score 


.93 






Exons 


1280., 2303, 2315.. 2760 










Seq. No. 


46990 


Seq. ID 


OJ000207_12. 


0321 


.C16 


Gene No. 


99857 


Strand 








Start 


3949 


End 


9450 






Name 


OJ000207 12.0321.C16.o3.np 


Method 


AAT/NAP 






Start 


3949 


End 


9450 






GI 


4680179 


Score 


3366 






Exons 


3949. .3973, 6175 8328, 8362 . 


. 9450 








GI Descrip. 


(AF111709) polyprotein [Oryza 


sativa subsp. indica] 






Seq. No. 


46990 


Seq. ID 


OJ000207_12. 


0321 


.C16 


Gene No. 


99857 


Strand 








Start 


3949 


End 


9450 






Name 


OJ000207 12.0321.C16.o2.gp 


Method 


AAT/GAP 






Start 


4371 


End 


4751 






GI 


uC-osflcyp033a04bl 


Score 


662 






Exons 


4371. .4751 










GI Descrip. 


»6016845/dbj IAP000570.1IAP000570 3.0e-59 Oryza sativa genomic 




DNA, chromosome 1, clone : P07 IIEIO * 








Seq. No. 


46990 


Seq. ID 


OJ000207_12. 


0321 


.016 


Gene No. 


99857 


Strand 









48626 



start 
Name 
Start 
GI 

Exons 



3949 

OJ000207_12. 

6174 

none 

6174. .6428, 



0321.C16.o5.tw 



6178. .6420 



End 

Method 

End 

Score 



9450 

TBLASTX: Wheat 

6428 

108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46990 
99857 
3949 

OJ000207_12, 

6429 

none 

6429. .6932, 



0321.C16.ol. tw 



6436. .6900 



Seq. ID OJ000207_12 . 0321 ..C16 
Strand 

End 94 50 

Method TBLASTX : Wheat 

End 6932 

Score 362 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46990 
99857 
3949 

OJ000207_12, 

6498 

none 

6498. .6860, 



0321.C16.ol.tm 



6507.. 6860, 6511. 



Seq. ID OJ000207_12.0321.C16 
Strand 

End 9450 

Method TBLASTX : Mai ze 

End 6861 

Score 175 
.6861 



Q 
Si 

fU 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46990 
99857 
3949 

OJ000207_12. 

6681 

none 

6681. .6926, 



0321.C16.o2.ts 



6682. .6909 



Seq. ID OJ000207_12.0321.C16 
Strand 

End 9450 

Method TBLASTX : Soybean 

End 6926 

Score 92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46990 
99857 
3949 

OJ000207__12, 

6897 

none 

6897. .7211, 

46990 
99857 
3949 

OJ000207_12. 

6933 

none 

6933. .7235, 



0321.C16.o2.tm 



Seq. ID OJ000207_12.0321.C16 
Strand 

End 9450 

Method TBLASTX : Mai ze 

End 7397 

Score 50 

6940. .6990, 7018 .. 714 6,- 72 18 .. 7397 , 7270. .7389 



Seq. ID OJ000207_12.0321.C16 
Strand 

End 9450 

Method TBLASTX : Wheat 

End 7235 

Score 284 



0321.C16.o3.tw 



6949. .7224 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



46990 
99857 
3949 

OJ000207_12. 

6948 

none 

6948. .7307, 

46990 
99857 
3949 



0321.C16.ol.ts 



Seq. ID ■OJ000207_12.0321.C16 
Strand 

End 9450 

Method TBLASTX : Soybean 

End 7343 

Score 203 
6949. .7224, 7270. .7305, 7311. .7343, 7312. .7341 

Seq. ID OJ000207_12.0321.C16 
Strand 

End 9450 



4 8 62-7 



Name 

Start 

GI 

Exons 



OJ000207_12 . 0321 . C16 . o2 . tw Method TBLASTX : Wheat 
7284 End 7770 

none Score 97 

7284. .7661, 7327. .7443, 7343. .7543, 7350. .7652, 7465. .7770, 
7573. .7692, 7716. .7769 



Seq; No. 46990 

Gene No. 99857 

Start 3949 

Name OJ000207_12 , 0321 . C16 . o3 . tm 

Start 7465 

GI none 

Exons 7465.. 7755, 7467.. 7754 



Seq. ID OJ000207_12.0321..C16 

Strand - 

End 94 50 

Method TBLASTX : Mai ze 

End 7755 

Score 247 



Seq. No. 46990 

Gene No. 99857 

Start 3949 

Name OJ000207_12 . 0321 . C16 . o6 , tw 

Start 7935 

GI none 
Exons 



Seq. ID OJ000207_12.0321.C16 
Strand 

End 94 50 

Method TBLASTX : Wheat 

End 8303 

Score 59 



7935. .8048, 7936. .8049, 8094. .8303, 8095, .8247 



Seq. No. ■ 46990 

Gene No. 99857 

Start 3949 

Name ■ OJ000207_12 . 0321 . C16 . o4 . tw 

Start 8619 

GI none 
Exons 



Seq. ID OJ000207_12.0321.C16 
Strand 

End 9450 

Method TBLASTX : Wheat 

End 8970 

Score 70 



8619.. 8969, 8769.. 8969, 8791.. 8970 



Seq. No. 46990 

Gene No. 99857 

Start 3949 

Name OJ000207_12 . 0321 .CI 6 . o4 . tm 

Start 8664 

GI none 

Exons 8664.. 8969, 8776.. 8955 



Seq. ID OJ000207_12.0321.C16 
Strand 

End 9450 

Method TBLASTX : Mai ze 

End 8969 

Score 88 



Seq. No. 

Gene No. 

Start 

ISlame 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 
Seq. No. 



46991 
99858 
1 

OJ000207_12.0321.C17.ol.np 
1 

4680185 
1. .182 

(AF111709) unknown [Oryza sativa subsp. indica] 



Seq. ID OJ000207_12.0321.C17 

Strand + 

End 2582 

Method AAT/NAP 

End 182 

Score 141 



46991 
99858 
1 

OJ000207_12 . 0321 . C17 . o2 . np 
1 

7248395 



Seq.- ID OJ000207_12 .0321.C17 

Strand + 

End 2582 

Method AAT/NAP 

End 2106 

Score 1021 



1..118, 847. .1444, 1585. .2106 

(AP001389) hypothetical protein [Oryza sativa] 



46991 



Seq. ID OJ000207_12.0321.C17 



48628 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



99858 Strand + 

1 End 2582 

OJ000207_12 . 0321 , C17 . ol . gs Method GENSCAN 

896 End 2582 

none Score . 67 
896. .1029, 1162. .1371, 1418. .1719, 2462. .2582 

46991 ■ Seq. ID OJ000207_12 . 0321 . C17 

99859 Strand 

2400 End 2623 

OJ000207_12 . 0321 . C17 . o3 . np Method AAT/NAP 

2400 End 2623 

7106513 Score 139 
2400. .2508, 2580. .2623 

{AP001278) hypothetical protein [Oryza sativa] 



46992 Seq. ID 

99860 Strand 

1 End 
OJ000207_12 . 0321 . C22 . ol . gp Method 

1 End 

4714129 Score 
1. .298 



OJ000207_12.0321.C22 
+ 

298 

AAT/GAP 

298 

574 



%1 Seq. No. 

fn Gene No. 

fi\ Start 
Name 
start 

\d GI 

il Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46992 Seq. ID 

99861 Strand . 

2768 End 

OJ000207_12 . 0321 . C22 . o2 . gp Method 

2645 End 

2312289 Score 
2645. .2925 

46992 Seq. ID 

99861 Strand 

27 68 End 

OJ000207_12 . 0321 . C22 . o2 . gs Method 

2768 End 

none - Score 

2768. .2923,' 3949. .4093, 4207. .4384 

46992 Seq. ID 

99861 Strand 

2768 . End 

OJ000207__12 . 0321 . C22 . ol . np Method 

2786 End 

3851640 Score 
27.86.. 2910, 3978.. 4130, 4199.. 4396 

{AF098636). chaperone GrpE type 2 [Nicotiana tabacum] 



OJ000207_12.0321.C22 
+ 

4396 
AAT/GAP 
2925 
446 



OJ000207_12. 0321.022 
+ 

4396 
GENSCAN 
4384 
.96 



OJ000207_12.0321.C22 
+ 

4396 
AAT/NAP 
4396 
188 



46992 
99862 
.737 

OJ000207_12.0321.C22.ol.gs 

737 

none 



Seq. ID OJ000207_12. 0321. 022 
Strand 

End 1390 

Method GENSCAN 

End 1390 

Score .96 



737. .829, 935. .1070, 1242. .1390 



48629 




Seq. No. 


46992 


Seq. ID 


OJ000207 


12 . 0321 . 


.C22 


Gene No. 


99863 


Strand 








Start 


3959 


End 


4396 






Name 


OJ000207 12.0321.C22.ol. tm 


Method 


TBLASTX : 


Maize 




Start 


3959 


- End 


4396 






GI 


none 


Score 


107 






Exons 


3959. .4087, 3964. .4062, 4166 4396,. 4167 .. 4394 






Seq. No. 


46992 


Seq. ID 


OJ000207 


12.0321. 


, C22 


Gene No. 


99863 


Strand 








Start 


3959 


End 


4396 






Name 


OJ000207 12.0321.C22.ol.tc 


Method 


TBLASTX: 


Cress 




Start 


4012 


End 


4383 






GI 


none 


Score 


44 






Exons 


4012. .4140, 4199. .4375, 4200. .4382, 4225. .4383 






Seq. No. 


46993 


Seq. ID 


OJ000207 


_12.0321, 


,C23 


Gene No. 


99864 


Strand 


+ 






Start 


14478 


End 


18342 






Name 


OJ000207 12.0321.C23.o4 .np 


Method 


AAT/NAP 






Start 


13437 


End 


17487 






GI 


4680183 


Score 


126 






Exons 


134 37 .. 134 80, 17 394 .. 17487 










GI Descrip, 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 




Seq. No. 


46993 ' 


Seq. ID 


OJ000207 


_12.0321. 


C23 




99864 


Strand 


+ 






Start 


14478 


End 


18342 






Name 


OJ000207 12.0321.C23.o2.gs 


Method 


GENSCAN 






Start 


14478 


End 


16510 






GI 


none 


Score 


.77 






Exons 


14478. .14704, 14815. .15060, 


15194. .15249, 15331 


. .15488, 






15817 16062, 16367. .16510 










Seq. No. 


46993 


Seq. ID 


OJ000207 


12 . 0321 . 


C23 


Gene No. 


99864 


Strand 


+ 






Start 


14478 


End 


18342- 






Name 


OJ000207 12.0321.C23.o3.gs 


Method 


GENSCAN 






Start 


17133 


End 


18342 






GI 


none 


Score 


.91 






Exons 


17133. .17176, 17267. .17443, 


18150. .18342 






Seq. No. 


46993 


Seq. ID 


OJ000207 


12 . 0321 . 


C23 


Gene No. 


99865 


Strand 


+ 






Start 


20361 


End 


23530 






Name 


OJ000207 12.0321.C23.o4 .gs 


Method 


GENSCAN 






Start 


20361 


End 


23530 






GI 


none 


Score 


.44 






Exons 


20361. .22241, 22599 22728 , 


22799. .23041, 23099 


. .23530 




Seq. No. 


46993 


Seq. ID 


OJ000207 


_12.0321. 


C23 


Gene No. 


99866 


Strand 








Start 


724 


End 


12291 






Name • 


OJ000207 12..0321.C23.o2.tm 


■ Method 


TBLASTX:] 


Maize 




Start 


721 


End 


3037 






GI 


none 


Score 


89 






Exons 


721. .768, 762. .899, ,765. .905, 2827. .28 


162, 2828. 


.2860, 





48630 



2920.. 3036, 2927.. 3037 

Seq. No. 46993 

Gene No. • 99866 

Start 724 

Name OJ000207_12 . 0321 . C23 . ol . gs 

Start 724 

GI none 
Exons 



Seq. ID OJ000207_12.0321.C23 
Strand 

End 12291 

Method GENSCAN 

End 12291 

Score .72 



724. .897, 1645. .1753, 1854. ,1894, 2743. .3136, 5669. .5907, 
6836. .6989, 8496. .8764, 9970. .10122, 12145. .12291 



Seq. No. 46993 Seq. ID OJ000207_12 . 0321 . C23 

Gene No. 99866 Strand 

Start 724 End 12291 

Name OJ000207_12 . 0321 . C23 . ol . np Method AAT/NAP 

Start 1247 End 3036 

GI 7486827 Score 88 

Exons 1247.. 1288, 2929., 3036 

GI Descrip, hypothetical protein T10I14.150 - Arabidopsis thaliana 

gi|2832682|emb|CAA16782.1| (AL021712) hypothetical protein 
[Arabidopsis thaliana] gi | 7269078 | emb | CAB79187 . 1 | (AL161557) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46993 Seq. ID OJ000207_12 . 0321 , C23 

99866 Strand 

724 End 12291 

OJ000207_12, 0321 .023. ol.gp Method AAT/GAP 

3780 End- 4129 

61605_3.R1084 Score 443 

3780. .3802, 3853. .4129 

•1402920/emb|OAA66965| 2.0e-20 (X98321) peroxidase [Arabidopsis 
thaliana] ' 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46993 
99866 
724 

OJ000207_12 , 0321 . 023 . o2 . np 
4509 
6063554 
4509. ,4677, 



Seq, ID 

Strand 

End 

Method 

End 

Score 



OJ000207_12. 0321. 023 

12291 
AAT/NAP 
8332 
574 



5632.. 5888, 6006.. 6280, 8299.. 8332 



(AP000615) ESTs AU075 609 (06334 4 ) , 071850 (E04 64 ) , 098 61 1 ( E04 64 ) 
correspond to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



46993 
99866 
724 

OJ000207_12. 0321. 023. ol.tm 
7750 
none 
7750. 
8024 . 
8457. 
8841, 
9175, 



.7812, 7887. .7946, 7893 

.8056, 8025. .8066, 8027 

.8765, 8475. .8768, 8483 

.8918, 9010.. 9117, 9010 

.9240, 9177;. 9242, 9179 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 12.0321.023 



12291 

TBLASTX: Maize 
12283 
42 

.7946, 7894. .7950, 7897. .7947, 
.8056, 8054. .8107, 8055. .8108, 
.8773, 8495.. 8776, 8836.. 8958, 
,9096, 9012.. 9098, 9174.. 9251, 
,9244, 9967.. 10122, 9968.. 10123, 



12157. . 12282, 12158.. 12283 



48631 



Seq. No. 46993 
Gene No. 99866 
Start 724 

Name OJ000207_12 . 0321 , C23 . ol . to 

Start 7880 
GI none 

Exons 7880.. 7948, 7897.. 7950, 8010. 

8495. .8776, 8841. .8918, 8845. 
9174. .9251, 9175. .9240, 9967. 
12158. .12286 



Seq. ID OJ000207_12.0321.C23 
Strand 

End 12291 
Method TBLASTX : Cress 
End 12286 
Score 68 

.8108, 8030. .8107, 8457. .8777, 
.8922, 9010. .9108, 9012. .9098, 
.10122, 9968. .10123, 12157 .. 12282, 



Seq. No. 46993 

Gene No. 99866 

Start 724 

Name OJ000207_12 . 0321 . C23 . ol . ts 

Start 7897 

GI none 
Exons 



Seq. ID OJ000207_12.0321.C23 
Strand 

End 12291 

Method TBLASTX : Soybean 

End 8903 

Score 67 



7897. .7950, 7898. .7948,' 8025. .8108, 8030. .8107, 8457. .8765, 
8475. .8768, 8495. .8776, 8498. .8773, 8841. .8903, 8842. .8901 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46993 Seq. ID OJ000207_12 . 0321 . C23 

99866 Strand 

724 End 12291 

OJ000207_12 . 0321 . C23 . o3 . np Method AAT/NAP 

7900 End 12285 

2623199 Score 1311 

7900. .7947, 8027. .8105, 8496. .8764, 8841. .8916, 9010. .9095, 
9177.. 9239, 9970.. 10122, 12145 . .12285 

(AF030290) protein phosphatase X isoform 2 [Arabidopsis 
thaliana] 



Seq. No. 46993 
Gene No. 99866 
Start 724 

Name OJ000207_12 . 0321 . C23 . ol . tw 

Start 8042 
GI none 
Exons 8042. 

8687. 

9013. 



.8107, 8484. .8708, 
.8776, 8688. .8753, 
.9087 



8493, 
8844, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_12.0321.C23 
12291 

TBLASTX: Wheat 
9098 

10 i- 



.8675, 8495. .8677, 8684. .8752, 
.8954, 8863. .8910, 9012. .9098, 



Seq. No. 46993 
Gene No. 99866 
Start 724 

Name OJ000207_12 . 0321 . C23 . o2 . ts 

Start 9010 
GI none 
Exons 9010.. 909.6, 9012.. 9098, 9012.. 

9945.. 10121, 9967. .10122, 9968 

12158. .12283 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 12.0321.C23 



12291 

TBLASTX: Soybean 
12285 
117 * 

9098, 9174. .9251, 9175. .9240, 
. . 10123, 12157. . 12285, 



Seq. No. 46994 Seq. ID 

Gene No. 99867 Strand 

Start 218 End 

Name OJ000207_12 . 0321 . C37 . ol . gs Method 

Start 218 End 

GI none Score 



OJ000207_12.0321.C37 
232 

GENSCAN 

232 

.9 



48632 



Exons 


218. .232 








Seq. No. 


46995 


Seq. ID 


OJ000207 12.0321 


.C39 


Gene No. 


99868 


Strand 






Start 


88 


End 


698 




Name 


OJ000207_12 , 032 1 . C39 . ol . gs 


Method 


GENSCAN 




Start 


88 


End . 


698 




GI 


none 


Scor.^ 


.5 . 




Exons 


88. .133, 311. .363, 499. .698 








Seq. No. 


46996 


Seq. ID 


OJ000207 12.0321, 


.C40 


Gene No. 


99869 


Strand 


+ 




Start 


1104 


Eod 


1328 




Name 


OJ000207 12.0321.C40.ol.gs 


Method 


GENSCAN 




Start 


1104 


End 


1328 




GI 


none 


Score 


.72 




Exons 


1104 . . 1328 








Seq. No. 


46996 


Seq. ID 


OJ000207_12.0321. 


.C40 


Gene No. 


99870 


Strand 


+ 




Start 


1367 


End 


2017 




Name 


OJ000207 12.0321.C40.ol.np 


Method 


AAT/NAP 




Start 


1367 


End 


2017 




GI 


6498457 


Score 


110 




Exons 


1367,. 1547, 1925.. 2017 








GI Descrip. 


{AP000816) EST AU032536 (S10696) corresponds to a region 


of the 




predicted gene.; hypothetical 


protein 


[Oryza sativa] 




Seq. No. 


46996 


Seq. ID 


OJ000207_12.0321, 


.040 


Gene No. 


99871 


Strand 


+ 




Start 


3714 


End 


3894 




Name 


OJ000207 12.0321.C40.ol.gp 


Method 


AAT/GAP 




Start 


3714 


End 


3894 




GI 


LIB3477-003-P1-K1-E9 


Score 


105 




Exons 


3714.. 3775, 3852.. 3894 









GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1- PRECURSOR (ORY S I ) ::>gi ^173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



46996 
99872 
2043 

OJ000207_12 . 0321 . C4 0 . o2 . np 



'OJ000207 12.0321.C40 



Seq. ID 
Strand 

End 4185 
Method AAT/NAP 
End 4185 
Score 704 
.4185 

(AP000616) similar to putative reverse transcriptase -;(AC005315 ) 
[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129) Similar' to 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



1793 
6069646 
1793, ,2779, 



3062.. 3688, 4046. 



Seq. No. 46996 Seq. ID 

Gene No. 99872 Strand 

Start 204 3 End 

Name OJ000207_12 . 0321 . C4 0 . o2 . tm Method 

Start 1999 End 



OJ000207_12.0321.C40 
4185 

TBLASTX: Maize 
2278 



'48633 



GI 

Exons 

Seq.. No. 
Gene No. 
Start 
Name 
Start ' 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
k^' Gene No. 
Q Start 
1^ Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
• Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



none 

1999. .2271, 

46996 
99872 
2043 

OJ000207_12, 

2043 

none 

2043. .2140, 

46996 
99872 
2043 

OJ000207_12. 

2218 

none 

2218. .2373, 

46996 
99872 
2043 

OJ000207_12. 

2605 

none 

2605. .2844, 

46996 
99872 
2043 

OJ000207_12. 

2766 

none 

2766. .2924, 

46996 
99872 - 
2043 

OJ000207_12. 

2853 

none 

2853. .3521, 

46997 
99873 
4080 

OJ000207_12. 
■4080 
none 

4080. .4172, 



2078.. 2278, 2123. 

0321.C40.o2.gs 
2298. .2381, 2450. 

0321.C40.o2.tw 
2469. .2609 

0321.C40.o3. tm 
2610. .2843 

0321.C40.ol.tw 
2767.. 2859, 2910. 

0321.C40.ol. tm 
3067.. 3300, 3379. 

0321.C41.ol.tw 



Score 
.2278 



114 



Seq. ID OJ000207_12.0321.C40 
Strand 

End 4185 

.Method GENSCAN 

-End 32 93 

Score . 69 

.2638, 2688. .2785, 2824. .3293 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_12.0321.C40 ■ 
4185 

TBLASTX: Wheat 

2609 

88 



OJ000207_12. 0321.040 
4185 

TBLASTX: Maize 

2844 

134 



OJ000207_12.0321.C40 
4185 

TBLASTX: Wheat 

3203 

50 



,3203, 2941.. 3000, 3064.. 3171 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.3483 

Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_12. 0321. 040 
■4185 

TBLASTX: Maize 

3521 

86 



OJ000207_12. 0321.041 
4524 

TBLASTX: Wheat 

4524 

105 



4271. .4 474, 4272 .. 4448, • 44 68 .. 4524 



46998 Seq. ID 

99874 Strand 

557 ■ End 

OJ000207_12 . 0321 . 042 . o2 . np Method 

557 End 

7106516 Score 



OJ000207_12. 0321. 042 
+ 

1855 
AAT/NAP 
1855 
123 



48634 



Exons 557.. 722, 1698.. 1855 

GI Descrip. (AP001278) hypothetical protein [Oryza sativa] 



Seq. No. 46998 Seq. ID 

Gene No. 99875 Strand 

Start 1 End 

Name OJ000207_12 . 0321 . C42 . ol . np Method 

Start 1 End 

GI 7228450 Score 

Exons 1..88, 225.. 310, 993.. 1109 

GI Descrip. {AP001366) hypothetical protein [Oryza sativa] 



OJ000207_12.0321.C42 

1109 
AAT/NAP 
1109 
112 



Seq. No. 


4 6999 


Seq. ID 


OJ000117_02.0308.C2 


Gene No. 


99876 


Strand 




Start 


49 


End 


2936 


Name 


OJ000117_02 . 0308 . C2 . ol . np 


Method 


AAT/NAP 


Start 


49 


End 


2936 


GI 


6850839 


Score 


750 


Exons 


. 49. .267, 591. .728, 815. .947, 


1029.:il56, 1238. .1279, 1378. .1437, 




1605. .1662, 1967. .2149, 2288 


..2405, 2915.. 2936 


GI Descrip. 


(AL132962) putative protein 


[Arabidopsis thaliana] 


S^'q." No. 


46999 


Seq. ID 


OJ000117_02.0308.C2 


Gene No. 


99876 


Strand 




Start 


49 


End 


2936 


Name • 


OJ000117 02.0308.C2.ol.tm 


Method 


TBLASTX: Maize 


Start ■ 


597 


End 


1663 


GI 


none 


Score 


99 


Exons 


597. .728, 648. .728, 649. .729 


, 652. .729, 


809. .955, 810. .956, 




812. .955, 1011. .1157, 1013.. 


1156, 1027. 


.1158, 1068. .1160, 




1230.. 1307, 1235.. 1309, 1238 


..1282, 1361. .1438, 1369. .1437, 




1376. .1480, 1377. .1478, 1602 


..1661, 1603. .1662, 1604. .1663 


Seq. No. 


46999 


Seq. ID 


OJ000117_02.0308.C2 


Gene No. 


99876 


Strand 




Start 


49 


End 


2936 


Name 


OJ000117 02.0308.e2.ol.ts 


Method 


TBLASTX: Soybean 


Start 


669 


End 


950 


GI 


none 


Score 


156 


Exons 


669, .728, 679. .735, 771. .950 


, 810. .944, 


812. .949 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name ' 
Start 
GI 

Exons 



46999 

99876 ■ ■ 

49 

OJ000117_02.0308.C2.ol.tc 

675 

none 

675. .725, 848. .949, 849. .950, 
1235. .1285, 1361. .1438, 1369. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000117 02. 0308. C2 



2936 

TBLASTX: Cress 
1438 
67 . 

1034. .1156, 1080. .1157, 
1437 



OJ000117 02. 0308. C2 



46999 Seq. ID _ 

99876 Strand 

49 End 2936 

OJ000117_02 . 0308 . C2: 61 . gs Method GENSCAN 

812 End '2400 

none Score . 93 

812, .947, 1026. .1156, 1238. .1296, 1338. .1437, 1605. .1662, 



48635^ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1967. .2149, 2288. .2400 

46999 Seq. ID OJ000117_02 . 0308 . C2 

99876 ' Strand 

49 End 2936 

OJ000117_02.0308.C2.ol.gp Method AAT/GAP 

1098 End 2,369 

uC-osflcypl41e02bl Score 832' 

1098.. 1156, 1238.. 1279, 1378.. 1437, 1605.. 1662, 1967.. 2149,^ 
2288. .2369 

'5901808/gb|AAD55412.1|AF181626_l 5.0e-13 (AF181626) 
BcDNA.GH03694 [Drosophila melanogaster ] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. . No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47000 
99877 
1 

OJ000117_02.0308.C3.ol..np 
1 

6850839 



Seq. ID OJ000117_02.0308.C3 
Strand 

End 10071 

Method AAT/NAP 

End 4083 

Score ' 2010 



1..97, 233. .409, 607. .687, 783. .960, 1036. .1175, 1256. .1451, 
1746. .1969, 2071. .2500, 2887. .3302, 3429. .3510, 3815. .4083 
(AL132962) putative protein [Arabidopsis thaiiana] 



47000 
99877 
1 

OJ000117_02.0308.C3.o2.np 
1 

7485713 



Seq. ID OJ000117_02.0308.C3 
Strand 

End 10071 • 

Method AAT/NAP 

End 7080 

Score 264 



1..19, 2231. .2372, 5558. .5736, 5837. .5921, 6177. .6351, 
6440. .6643, 6949. .7080 

hypothetical protein F18E5.160 - Arabidopsis thaiiana 
gi|3080398|emb|CAA18718.1| (AL022603) putative protein 
[Arabidopsis thaiiana] gi | 7268951 | emb | CAB81261 . 1 | (AL161555) 
putative protein [Arabidopsis thaiiana] 

470,0.0 Seq. ID OJ000117_02 . 0308 . C3 

99877 Strand 

1 End 10071 

OJ000117_02 . 0308 . C3 . ol . gp Method AAT/GAP 

233 End 1060 

2310509 Score 783 

233.. 409, 607.. 660, 783. .957, 1036. .1060 



47000 
99877 
1 

OJ000117_02.0308.C3.ol.gs 

233 

none 



Seq. ID OJ000117_02.0308.C3 
Strand 

End 10071 

Method GENSCAN 

End 4089 

Score .54 



233. .409, 607. .660, 783. .957, 1036. .1178, 1256. .1427, 
1746. .1951, 2122. .2500, 2887. .3302, 3429. .3510, 3608. .4089 



Seq. No. 47000 

Gene No. 99877 

Start 1 

Name OJ000117 02 . 0308 . C3 . ol . tm 



Seq. ID OJ000117_02.0308.C3 
Strand 

End 10071 

Method TBLASTX : Mai ze 



48636 



start 
GI 

Exons 



261 End 1178 

none — ■ Score 180 

261. .416, 262. .327, 263. .418, 263. .334, 373. .417, 380. .418, 
605. .664, 613. .663, 780. .959, 781. .960, 783. .950, 784. .960, 
1030. .1065, 1044. .1178, 1053. .1172, 1054. .1176 ' 



Seq. No. 47000 Seq. ID 

Gene No. 99877 Strand 

Start 1 End ' 

Name OJ000117_02 . 0308 . C3 . o2 . ts Method 

Start 780 End 

GI none Score 
Exons 



OJ000117_02.0308.C3 
10071 

TBLASTX: Soybean 

960 

103 



780. .959, 783. .947, 784. .960, 853. .960 



Seq. No. 47000 
Gene No. 99877 
Start 1 

Name OJ000117_02 . 0308 . C3 . ol . ts 

Start 1730 
GI none 

Exons 1730.. 1963, 1733.. 1966, 1734 

2068.. 2256, 2069.. 2260, 2135 
2350. .2412 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.1967, 1743 
.2260, 2330 



OJ000117 02. 0308. C3 



10071 

TBLASTX : Soybean . 
2413 
159 

1973, 2068. .2244, 
2410, 2348. .2413, 



Seq. No. 47000 

Gene No. 99877 

Start - 1 

Name OJ000117_02 . 0308 . 03 . o3 . tm 

Start 2383 

GI none 

Exons 2383.. 2502, 2384.. 2512, 2386, 
2889. .3029 



OJ000117_02.0308.C3 
10071' 

TBLASTX: Maize 

3030 

208 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2517, 2883. .3029, 2884, .3030, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47000 
99877 
1 

OJOOOl 
5626 
none 
5626. . 
5837, , 
5886, , 
6438. . 
6536. . 
7287. . 
7921. . 



17 02.0308.C3.o2.tm 



5730, 
5884, 
5945, 
6506, 
6646, 
7355, 
8010, 



5626 
5837 
5886 
6440 
6948 



.5733, 
.5884, 
.5921, 
. 6496, 
,7082, 
7319, ,7387, 
7923, ,8012, 



5658, 
5838, 
6184. 
6513, 
6949, 
7322, 
8102, 



Seq, ID 
Strand 
End 

Method 
End 
Score 
.5735, 



OJ000117 02. 0308. C3 



10071 

TBLASTX: Maize 
8142 
134 

5678, .5731, 5678. ,5740, 
.5885, 5841, .5885, 5885. .5920, 
.6360, 6188, .6352, 6265, .6354, 
.6620, 6522. .6644, 6529, ,6645, 
.7089, 6950. .7090, 7283, ,7336, 
.7387, 7326. .7403, 7910, ,7990, 
.8137, 8107. .8142 



Seq. No. - 47000 

Gene No. 99877 

Start 1 

Name OJ000117_02 . 0308 . C3 . o2 . gs 

Start 5630 

GI none 

Exons 5630.. 5736, 5837, .'5921, 6202, 
914 0. .9214, 9309. .94 09, 9487, 



.Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000117 02. 0308. C3 



10071 
GENSCAN 
9565 
.85 

,6381, 6440. .6583, 8712. ,8891, 
. 9565 



Seq. No, 



47000 



Seq, ID OJ000117_02.0308.C3 



48637 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



99877 Strand 
1 End 10071 

OJOOOl 17_02 . 0308 . C3 . o3 . np Method AAT/NAP 

7907 End 10071 

7485712 ' Score 524 

7907. .8009, 8105. .8187, 8712. .8891, 9140. .9231, 9296. .9412, 
9448. .9647, 9996. .10071 

hypothetical protein F18E5.150 - Arabidopsis thaliana 
gi|3080397 I emb I CAA18717.il (AL022603) hypothetical protein 
[Arabidopsis thaliana] gi | 7268950 | emb I CAB81260 . 1 | {AL161555) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 


47001 




Seq. ID 


OJ000117_ 


02 . 0308 


.C4 


Gene No. 


99878 




Strand 


+ 






Start 


10838 




End 


11779 






Name 


OJ000117 02. 0308. C4. 


o3.gs 


Method 


GENSCAN 






Start 


10838 




End 


11779 






GI 


none 




Score 


1 






Exons 


10838. .11779 












Seq. No. 


47001 




Seq. ID 


OJ000117_ 


02.0308 


.C4 


Gene No. 


99879 




Strand 


+ 






Start 


12514 




End 


14477 






Name 


OJ000117 02. 0308. C4. 


o4 . gs 


Method 


GENSCAN 






Start, 


12514 




End 


14477 






GI 


none 




Score 


.82 . 






Exons 


12514. .12764, 13003. 


.13039, 


13419. .13592, 13689. 


.14477 




Seq. No. 


47001 




Seq. ID 


OJ000117_ 


02.0308 


.C4 


Gene No. 


99880 




Strand 


+ '* 






Start 


14955 




End 


17873 






Name 


OJ000117 02. 0308. C4. 


o5 . gs 


Method 


GENSCAN 






Start 


14955 




End 


17873 






GI 


none 




Score 


.78 






Exons 


14955. .15242, 15323. 


. 15497, 


16359. .16415, 17189. 


.17392, 






17773. .17873 












Seq. No. 


47001 




Seq. ID 


OJ000117_ 


02.0308 


.C4 


Gene No. 


99881 




Strand 


+ 






Start 


18693 




End 


19619 






Name 


OJ000117 02. 0308. C4. 


o6 . gs 


Method 


GENSCAN 






Start 


18693 




End 


19619 






GI 


none 




Score 


.87 






Exons 


18693. .19619 












Seq. No. 


47001 




Seq. ID 


OJ000117_ 


02.0308 


.C4 


Gene No. 


99882 




Strand 


+ 






Start- 


20702 




End 


26149 






Name 


OJ000117 02. 0308. C4. 


o4 . np 


Method 


AAT/NAP 






Start 


20702 




End 


25337 






GI 


4680203 




Score 


3335 






Exons 


20702. .20762, 22026. 


.23699, 


23853. .24083, 24360. 


.25337 




GI Descrip. 


(AF114171) TNP2-iike 


protein 


[Sorghum 


bicolor] 






Seq. No. 


47001 




Seq. ID 


OJ000117_ 


02.0308 


.C4 


Gene No. 


99882 




Strand 


+ 






Start 


20702 




End 


26149 







48638 



Name . 

Start 

GI 

Exons 

GI Descrip. 



OJ000117_02.0308.C4 .o2.gp 



Method AAT/GAP 



21578 
2310235 

21578. .21615, 22026. , 
5852182/emb I CAB55420 , 
sativa] 



End 23099 
Score 304 
22165, 23042.. 23099 
II 9.0e-13 (AL117265) zhb0012."l 



[Oryza 



Seq. No. 47001 Seq. ID 

Gene No. 99882 Strand 

Start 20702 End 

Name OJ000117_02 . 0308 . C4 . o3 . gp Method 

Start 22030 End 

GI 342_1.R1084 Score 

Exons . 22030. .25403, 25439 
GI Descrip. 



OJ000117_02.0308.C4 
+ 

26149 
AAT/GAP 
26119 
6796 



25458, 25541.. 26119 
'4574406/gbl AAD24042. 1 I O.Oe+00 {AF121139) RIM2 protein 
sativa] * 



[Oryza 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



vSeq. No. 
Gene No. 
Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



47001 
99882 
20702 

OJ000117__02.0308..C4 .o4 .gp 
22030 

342 1.R1084 



OJ000117_02.0308 .04 
+ 



Seq. ID 
Strand 

End 26149 
Method AAT/GAP 
End 26121 
_ Score 6800 

22.030. .25403, 254 39 .. 254 58 , 25541.. 26121 

M574406/gb|AAD24042. 1 I O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



47001 
99882 
20702 

OJ000117_02 . 0308 . C4 . o8 . gp 
22060 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
22060. .25403, 25439 .. 254 58 , 25541. .26149 

M574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



OJ000117_02.0308.C4 
+ 

26149 
AAT/GAP 
26149 
6834 



47001 
99882 
20702 

OJ000117_02. 0308.C4 .o6.gp 
22061 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
22061. .25403, 254 39 .. 25458 , 25541. .26149 

M574406/gb| AAD24042. 1 1 O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



OJ000117_02.0308.C4 
+ 

26149 
AAT/GAP 
26149 
6832 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47001 
99882 
20702 

OJ000117_02. 0308.C4 .o7.gp 
22065 

342 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 

_ Score 
22065. .25403, 25439 .. 25458, 25541. .26149 

M574406/gb|AAD24042.1| O.Oe+00 {AF121139) RIM2 protein ' [Oryza 
sativa] ' 



OJ000117_02.0308.C4 
+ 

26149 
AAT/GAP 
26149 
6824 



48639 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47001 Seq. ID 

99883 Strand 

1 End 

OJ000117_02 . 0308 . C4 . ol . np Method 

1 End • 

7485712 Score 



OJ000117_02.0308.C4 

1794 
AAT/NAP 
1794 
433 



1..21, 269. .513, 1270. .1379, 1588. .1794 

hypothetical protein F18E5.150 - Arabidopsis thaliana 

gi I 3080397 |emb|CAA18717. II (AL022603) hypothetical protein 

[Arabidopsis thaliana] gi | 7268950 | emb | CAB812 60 . 1 | (AL161555) 

hypothetical protein [Arabidopsis thaliana] 



Seq. No. 47001 Seq. ID OJ000117_02 . 0308 . C4 

Gene No. 99884 Strand 

Start 4562 End 9725 

Name OJ000117_02 . 0308 . C4 . ol . gp Method AAT/GAP 

Start 4562 End 6627 

GI 1088_1.R1084 Score 1301 

Exons 4562. . 4 842 , -••5996 . .6039, 6122. . 6350, '" 644 9 . .6627 

GI Descrip. ' 5852182/emb | CAB55420 . 1 | 9.0e-13 (AL117265) zhb0012.1 [Oryza 
sativa] * 



Seq. No. 47001 

Gene No. 99884 

Start 4562 

Name OJ000117_02 . 0308 . C4 . o2 . gs 

Start 5998 

GI none 
Exons 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 9725 

Method GENSCAN 

End 9725 

Score .84 



5998. 
6951. 



.6039, 6122.. 6350, 6449.-6535, 6642. 
.7309, 7454. .7963, 9385. .9725 



,6792, 6823. .6894, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47001 Seq. ID 

99884 Strand 

4 562 End 

OJ000117_02 . 0308 . C4 , o3 . np Method 

6001 End 

6939227 Score 



OJ000117_02.0308.C4 

9725 
AAT/NAP 
6516 
4 53 



6001. .6039, 6122. .6350, 6449. .6516 ' 

(AC020579) putative ribosomal protein [Arabidopsis thaliana] 



47001 Seq. ID 

99885 Strand 

20198 End 

OJ000117_02 . 0308 . 04 . o7 . gs Method 

20198 End 

none Score 



OJ000117_02.0308.C4 

21094 
GENSCAN 
21094 
.65 



20198. .20212, 20481 20628, 20889. 



47001 . Seq. ID 

99886 Strand 

24977 End 

OJ000117_02 . 0308 . 04 . o5 . tc Method 

269 End 

none • Score 

269. .499, 274. .489 



21094 

OJ000117 02. 0308. 04 



25394 

TBLASTXrOress 

499 

149 



Seq. No. 



47001 



Seq. ID OJ000117_02.0308.C4 



48640 



Gene No. 99886 

'Start 24977 

Name OJ000117_02 . 0308 . C4 . o5 . tm 

Start 271 

GI none 

Exons 271. .465, 272. .469, 457. .507, 

Seq. No. 47001 

Gene No. 99886 

Start 24977 

Name OJ000117_02 . 0308 .C4 . o4 . ts 

Start 290 

GI none 

Exons 290. .433, 292. .489, 293. .487, 
1289. .1381, 1584. .1700, 1586. 



Strand 
End 

Method 
End 
Score 
460, .507 



25394 

TBLASTX: Maize 

507 

248 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 2539*4 

Method TBLASTX : Soybean 

End 1706 

Score 181 

295. .489, 763. .846, 1228. .1380, 
1702, 1596.. 1706 



Seq. No. 47001 

Gene No. 99886 

Start 24977 

Name OJ000117_02 . 0308 . C4 . o4 . tc 

Start 1559 

GI .none 

Exons 1559.. 1699, 1584.. 1700, 1595. 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

Method TBLASTX : Cress . 

End 1702 

Score 155 

1702 



Seq. No. 47001 

Gene No. 99886 

Start 24977 

Name OJ000117_02 . 0308 . C4 . o9 . tm 

Start 2103 

GI none 

Exons 2103. .2195, 2144. .2194, 2247. 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

Method TBLASTX : Mai ze 

End 2387 

Score 86 

2387, 2252.. 2383 



Seq. No. 47001 

Gene No. 99886 

Start 24977 

Name OJ000117_02 . 0308 . C4 . o3 . tw 

Start 5992 

GI none 

Exons 5992.. 6051, 5997.. 6041, 5997. 

6439-. .6519, 6448. .6519 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

Method TBLASTX : Wheat 

End 6519 

Score 61 

6056, 6122.. 6352, 6123.. 6350, 



Seq. No. 47001 

Gene No. 99886 

Start 24977 

Name OJOOOl 17_02 . 0308 . C4 . ol . tc 

Start 5993 

GI none 

Exons 5993.. 6040, 5996.. 6046, 6122, 
6449. .6538 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

Method TBLASTX : Cress 

End 6538 

Score 59 

.6352, -6123. .6353, 6448. .6519, 



Seq. No. 47001 

Gene No. 99886 

Start 24977 

Name OJ000117_02 . 0308 . C4 . ol . tm 

Start 5995 

GI none 

Exons 5995.. 6039, 5996.. 6040, 6116. 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

Method TBLASTX: Maize 

End 6523 

Score 66 

.6352, 6117.. 6350, 6313.. 6351, 



48641 






6439.. 6519, 6448.. 6519, 6452 


1 z^" C O 

! . , 6523 






Seq. No. 


47001 




Seq: ID 


OJ000117_02.0308 


.C4 


Gene No. 


99886 




Strand 






Start 


24977 




End 


25394 




Name 


OJ000117 02. 0308. C4 


.ol.ts 


Method 


TBLASTX: Soybean 




Start 


5998 




End 


6526 




GI 


none 




Score 


45 




Exons 


5998,. 6039, 6002.. 6040, 6122 


. . 6352 , b 


123.. 6353, 6448.. 6516, 














Seq. No. 


47001 




Seq. ID 


OJ000117_02.0308, 


.C4 


Gene No. 


99886 




Strand 






Start 


249// 




End 


25394 




Name 


OJOOUll / Uz.UJl)o.C4, 


. OD , tm 


Method 


TBLASTX: Maize 




Start 


1 1 1 T O 

11 1 / y 




End 


19417 




GI 


none 




Score 


124 




Exons 


IIITO ITO^O iiiori 

1 1 1 / 9 . . 1 Iz , llloU, 


, . 1 12 DD, 


11276. . 11413, 11423. .11491, 






11507 .. 11569, 19044, 


T ri o /" o 

. . 19258 , 


19346. . 19417 




Seq. No. 


47001 




Seq. ID 


OJ000117_02.0308, 


.04 


Gene No. 


99886 




Strand 






Start 


z4 9 / / 




End 


25394 




Name 


OJ000117 02.030o.C4. 


. o7 . tw 


Method 


TBLASTX: Wheat 




Start 


15117 




End 


15430 




GI 


none 




Score 


87 




Exons 


TCITT TC0/10 ICO^C 

15117 15242 , 15265, 


, . 1542 9, 


15266. .15430 




Seq. No. 


47001 




Seq. ID 


OJ000117_02.0308, 


. 04 


Gene No. 


99886 




Strand 






Start 


24977 




End 


25394 




Name 


UJUUUil / Uz,UoUo.L4, 


, o2 . tm 


Method 


TBLASTX: Maize 




Start 


T C O O T 

lo2o / 




End 


15709 




GI 


none 




Score 


347 




Exons 


TCOOT TC/^A"T TCOOA 

15287. ,1560 7, 15289, 


. . 15396, 


15466. .15606, 15507 .. 15614 , 






15525. 15614, 15625. 


1 C "7 A O 

. . 15 /Uo , 


15626. . L5709 




Seq. No. 


47001 




Seq. ID 


OJ000117_02.03.Q8, 


.04 


Gene No. 


99886 




Strand 






Start 


249// 




End 


25394 




Name 


OJ000117 02. 0308. C4. 


, o6 . tw 


Method 


TBLASTX: Wheat 




Start 


15431 




End 


15846 




GI 


none 




Score 


224 




Exons 


15431. ,15622, 15440. 


, .15604, 


15453. .15611, 15628, ,15777, 






15629. .15784, 15784, 


, .15846 








Seq. No. 


47001 




Seq. ID 


OJ000117_02.0308, 


.04 


Gene No. 


99886 




Strand 






Start 


24977 




End 


25394 




Name 


OJ000117 02.0308,04. 


, o7 . tm 


Method 


TBLASTX: Maize 




Start 


15710 




End 


16046 




GI 


none 




Score 


55 




Exons 


15710. . 15778, 15781. 


, . 15942, 


15801. .15941, 15981. .1604 6 




Seq. No. 


47001 




Seql ID 


OJ000117_02.0308. 


,04* 


Gene No. 


99886 




Strand 






Start 


24977 




End 


25394 








48642 







Name 

Start 

GI 

Exons 



OJ000117_02 . 0308 . C4 . 08 . tm 

16056 

none 

16056. .16244, 16069 16245, 



Seq. No. 47001 

Gene No. 99886 

Start 24977 . 

Name OJOOOl 17_02 . 0308 . C4 . o5 . tw 

Start 22377 

GI none 

Exons 22377. .22484, 22467 .. 22718, 

Seq. No. 47001 

Gene No. 99886 

Start 24977 

Name OJ000117_02 . 0308 . C4 . o2 . ts 

Start 22649 

GI none 

Exons 22649. .22732, 22650 .. 22724 , 
22836. .23060 



Method TBLASTX : Maize 
End 16245 
Score ■ 75 
16071.. 16238 

Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

Method TBLASTX : Wheat 

End 22728 

Score 105 
22475. .22717, 22477. .22728 

Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

Method TBLASTX : Soybean 

End 23078 

Score 102 
22725. .22787, 227 82. .23078, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47001 
99886 
24977 

OJ000117_02.0308.C4. 

22811 

none 

22811. .22963, 22818. 

47001 
99886 
24977 

OJ000117_02.0308,C4, 

22947 

none 

22947. .23000, 22955. 
23109. .23207, 23114. 
23210. .23416 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

o3.tc Method TBLASTX : Cress 

End 23159 

Score 325 
.23159, 23003. .23140 

Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 
o2.tw Method TBLASTX: Wheat 

End 23416 

Score 72 
.22999, 23001. .23105, 23012 .. 23101, 
.23206, 23187. .23411, 23208 .. 234 11, 



Seq. No. 47001 

Gene No. 99886 

Start 24977 

Name OJ000117_02 . 0308 . C4 . o3 . tm 

Start 22992 

GI none 

Exons 22992. .23246, 23004 .. 2324 6, 23256.. 23450 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

Method TBLASTX : Mai ze 

End 23450 

Score 247 



Seq. No. 4*7001 

Gene No. 99886 

Start 24977 

Name OJ000117__02 . 0308 . C4 , 

Start 23292 

GI none 

Exons 23292.. 23522 



o3 . ts 



Seq. ID OJ000117_02.0308.C4 
Strand 

End 25394 

Method TBLASTX : Soybean 

End 23522 

Score 210 



Seq. No. 



47001 



Seq. ID OJ000117 02. 0308. C4 



48643 



Gene No. 99886 Strand 

Start 24977 End 

Name OJ000117_02 . 0308 . C4 . o4 . tw Method 

Start 23555 End 

GI none Score 

Exons 23555. .23605, 23556 .. 23618 , 23624 

23635. .23847, 23879 23965, 23880 



25394 

TBLASTX: Wheat 
23965 
87 

23806, 23628. .23846, 
23963 



O 6 (4 . Ln (J , 


4 7 nni 

4 / U U X 




Seq. ID 


OJ000117_02.0308 


A 

. C4 


oene ino . 


Q Q 0 0 




Strand 






Start 


24977 




End 


25394 




Name 


OJ000117 02. 0308. C4. 


ol . tw 


Method 


TBLASTX: Wheat 




0 uaiTU 






End 


25283 




r T 


none 




Score 


880 




Exons 


0'^0(^(^ OAQ^^Q O'^Q^l 


0 A QQ A 
, Zhooh f 


24882. .24923, 24 883 .. 24 918 , 






OAQO^ o^^o^ o/iQ'^n 


. z 4 y 0 y , 


24968. .25108, 24 969 25109, 






0^^00 O^OCiO oc:iqi 


9 c; 0 Q "5 

. z ozo 0 








oecj . NO > 


4 / u u 1 




Seq. ID 


OJ000117_02.0308 


. C4 


Gene No. 


99886 




Strand' 






Start 


24977 




End 


25394 




Name 




o4 . tm 


Method 


TBLASTX: Maize 




buar t 


z 4 uu y 




End 


24323 






none 




Score 


316 




Exons 


O/inno o/iTOT o/inon 
z fi uu y , . z 4 ozo , Z4UZU. 


0 / 0 Q c; 

. z 4 z yo , 


24093.. 24323 




0 e cj • IN 0 . 


47001 




Seq. ID 


OJ000117_02.0308 


. C4 


Gene No . 


99886 




Strand 








24977 




End 


25394 




Name 


OJ000117 02. 0308. C4. 


o2. tc 


Method 


TBLASTX: Cress 




Start 


24250 




End 


24702 






none 




Score 


174 




Exons 


24250. .24432, 24254. 


.24691, 


24254 . .24 697, 24258. .24701, 






24451. .24702, 24552. 


.24701 








oeq . JNO . 


47001 




Seq. ID 


OJ000117_02.0308, 


.C4 


oene ino . - 


99886 




Strand 






0 uar I, 


24977 




End 


25394 




Name 


OJ000117 02. 0308. C4. 


o5 . gp 


Method 


AAT/GAP 




Start 


24977 




End 


25394 




P T 


LIB34 31-02 8-Pl-Nl-AlO 


Score 


824 




Exons 


24977. .25394 










GI Descrip. 


'4680203/gb|AAD27566 


.1IAF114171 7 3.0e- 


■33 (AF114171) TNP2-like 




protein [Sorghum bicolor] ' 








Seq. No. 


47002 




Seq. ID 


OJ000117_02.0308. 


.C5 


Gene No. 


99887 




Strand 


+ 




Start 


1122 




End 


4837 ■ 




Name 


. OJ000117 02. 0308. C5. 


ol .np 


Method 


AAT/NAP 




Start 


* 1122 


End 


4819 




GI 


4680204 




Score 


1055 




Exons 


1122. ,2558, 2633.-3732, 3842 


..4015, 411 


,2. .4331, 4682. .4£ 


319 


GI Descrip. 


(AF114171) hypothetical protein [Sorghum bicolor] 




Seq. No. 


47002 




Seq. ID 


OJ000117_02.0308, 


,05 


Gene No. 


99887 




Strand 


+ 




Start 


1122 




End 


4837 





48644 



Name 

Start 

GI 

Exons 



OJ000117_02 . 0308 .C5.ol.gs 

1137 

none 

1137.. 1335, 1387.. 1693, 1763. 
3047. .3732, 3842. .4015, 4112. 
4652. .4837 



Method GENSCAN 
End 4837 
Score . 65 

.2558, 2633.. 2774, 2900.. 3045, 
.4222, 4307. .4379, 4474.. 4572, 



Seq-. No. 47002 Seq, ID 'OJ000117_02 . 0308 . C5 

Gene No. 99888 Strand + . 

Start 5239 End 5383 

Name OJ000117_02 . 0308 . C5 . o3 . gp Method AAT/GAP 

Start " 5239 End 5383 

GI 21474^1. R1084 Score 250 

Exons 5239.. 5383 

GI Descrip. '3894159 2.0e-10 (AC005312) hypothetical protein [Arabidopsis 
thaliana] * 



Seq. No. 47002 Seq. ID 

Gene No. 99889 .Strand 

Start 7356 End 

Name OJ000117_02 . 0308 . C5 . o2 . gs Method 

Start 7356 End 

GI none Score 

Exons 7356.. 8282 



OJ000117_02.0308.C5 
+ 

8282 
GENSCAN 
8282 
.55 



m Seq. No. 47002 

Gene No. 99890 

Start 10426 

^4 Name OJ000117_02 . 0308 . C5 . o3 . gs 

iJ Start 10426 

I J GI none 

m Exons 10426. .10478, 11653 .. 11830 , 12972.. 13366 



Seq. ID OJ000117 02. 0308. C5 



Strand 
End 

Method 

End 

Score 



+ 

13366 
GENSCAN 
13366 
.63 



Seq. No. 47002 Seq. ID 

Gene No. 99891 Strand 

Start 5216 End 

Name OJ000117_02 . 0308 . C5 . ol . tw Method 

Start 1765 End 

GI none Score 

Exons 1765.. 1905, 1765.. 1875, 1767.. 2003, 1767.. 1916, 1868.. 1963, 
1998. ,2168 



OJ000117__02.0308.C5 
8087 

TBLASTX: Wheat . 

2168 

62 



Seq. No. 


47002 






Gene No. 


99891 






Start 


5216 






Name 


OJ000117 02 


0308 


.C5.02. 


Start 


3659 






GI 


none 






Exons 


3659. .3739, 


3828 


. .4010, 


Seq. No. 


47002 






Gene No. 


99891 






Start 


5216 






Name 


OJ000117 02, 


0308 


.C5.03. 


Start ' 


5216 






GI 


7106528 






Exons 


5216. .5489, 


7330 


. .7886, 



Seq. ID OJ000117_02.0308.C5 
Strand 

End 8087 

tw Method TBLASTX : Wheat 

End 4181 

Score 60 
387-8'. .4003, 4110.. 4181 

Seq. ID OJ000117_02.0308.C5 
Strand 

End 8087 

np Method AAT/NAP 

End 8019 

Score 97 
7977. .8019 



48645 



GI Descrip. (AP001278) EST D40774 (32920) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



beq. No. 


4 /UUz 








Seq. ID 


OJ000117_02.0308.C5 


Gene No, 


Q Q O O 1 








Strand 




otar L 


R 0 1 








End 


8087 


Naine 


OJUUUi i / UZ , 


n Q n o 
U JUo 


. Cd . ol . 


tm 


Method 


TBLASTX: Maize 


btart 


1 fVO 








End 


8087 


GI 


none 








Score 


254 


Exons 


7706. .7933, 


7707 


. .7931, 


7941 


..7997, 8016. .8087 


beq. NO. 


4 /UUz 








Seq. ID 


OJ000117_02.0308,.C5 


bene no. 


Q Q O Q O 

y yb y^ 








Strand 




btart 


yb / 4 








End 


10077 


Name 


OJUUUll / UZ . 


0308 


.C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


yo74 








End 


10077 


GI 


none 








Score 


61 


Exons 


9674. .1.0003, 


10003. .10077 






beq. No. 


/I 1 A n O 

4 / UU J 








Seq. ID 


OJ000117_02.0308.O6 


Gene No . 


n A O A o 








Strand 


+ 


Start 


"7 O 

I Z 








End 


527 


Name 


/^taaai it no 
UJ UUUi i / UZ . 


0308 


.C6.01. 


gs 


Method 


GENSOAN 


Start 


T o 
/ Z 








End 


527 


GI 


none 








Score 


1 


Exons 


72. .527 












Seq. No. 


j1 O A A O 

4 /UOo 








Seq. ID 


OJ000117_02.0308.O6 


Gene No. 


A A O A >I 

y 9b y 4 








Strand 


+ 


btar t 


O O A T 








End 


3286 


Name 


ATAnm 1 n no 
UJ UUUI 1 / Uz . 


0308 


.06. o2. 


tm 


Method 


TBLASTX: Maize 


otart 


/r 
D 








End 


353 


GI 


none 








Score 


162 


Exons 


6. .179, 199. 


.234, 


, 269.. 


337, 


270. .353 




beq. NO. 


/I T n n o 
4 /UUJ 








Seq. ID 


OJ000117_02.0308.O6 


Gene No. 


A A O A y1 

y y b y 4 








Strand 


+ 


C 4- -\ V 4- 

b tart 


o o n T 
ZbU / 








End 


328 6 


Name 


r\Tnnnii'7 no 
UJ UUUi 1 / Uz . 


0308 


.06. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


O O T O 

Z f 10 








End 


3286 


GI 


none 








Score 


53 


Exons 


2778. .2870, 


2806 


. .2841, 


2953 


..3237, 2954.. 3286, 3101.. 3280 


Seq. No. 


/I "7 A A O 

4 700 J 








Seq. ID 


OJ000117_02.0308.C6 


Gene No . 


Q Q O Q /I 

y yb y4 








Strand 


+ 


O 4- -s ■w4- 

btart 


O O A T 
ZbO / 








End 


3286 


Name 


r\ T r\ A A 1 1 T AO 

OJ000117 02. 


0308 


.06.02. 


gs 


Method 


GENSOAN 


Start 


O O A T 

z807 








End 


3283 


GI 


none 








Score 


.97 


Exons 


2807. .3283 












Seq. No. 


47003 








Seq. ID 


OJ000117_02.0308.O6 


Gene No. 


99894 








Strand 


+ 


Start 


\ 2807 • 








End 


3286 


Name 


OJ000117 02. 


0308, 


.06.01. 


np 


Method 


AAT/NAP 


Start 


2840 








End 


3277 


GI 


4263701 








Score 


288 



48646 



Exons 

GI Descrip. 

Seq. No. 

Gene No;. 

Start 

Name 

Start- 

GI - 

Exons 



2840. .3277 

(AC006223) hypothetical protein [Arabidopsis thaliana] 



47004 
99895 
65 

OJ000117_02.0308 .C7.ol,gs 
65 

none 



Seq. ID OJ000117_02.0308.C7 

Strand + 

End 4 660 

Method GENSCAN 

End 4 4 95 

Score .85 



65. .191, 309. .363, 1033. .1181, 1533. .1614, 2092..2183> 
2341. .2418, 2512. ,2573, 3149. .3293, 3418. .3636, 3745. .3926, 
4038. .4213, 4338. .4495 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000117_02.0308.C7 
+ 



47004 
99895 
65 

OJ000117_02.0308.C7,ol.gp 
992 

41752_1.R1084 

992. .1181, 1533. .1614, 2092 
3149. .3231 

' 6056388/gb|AAF02852. 1 |AC009324_1 2 .Oe-73 (AC009324) 
proteasome ATPase subunit [Arabidopsis thaliana] ' 



Seq, ID 

Strand 

End 

Method 

End 

Score 



4660 
AAT/GAP 
3231 
998 



.2183, 2341. .2418, 2512. .2573, 



26S 



47004 
99895 
65 

OJ000117_02 , 0308 , C7 . ol . np 

1095 

6056388 



Seq. ID OJ000117 02. 0308. C7 



Strand 
End 

Method 

End 

Score 



+ 

4660 
AAT/NAP 
4492 
1878 



1095. .1181, 1533. .1614, 2092, .2183, 2341. .2418, 2512. .2573, 
3149. .3293, 3418. .3636, 3745. .3926, 4038. ,4213, 4338. .4492 



GI Descrip. (AC009324) 26S proteasome ATPase subunit [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47004 
99895 
65 

OJ000117_02.0308.C7.o2.gp 
3755 

20896_1.R1084 

3755. .3926, 4038.. 4213, 4338, 
'2492519/sp|Q41365|PRS7 SPIOL 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4660 

l.Oe-71 26S PROTEASE REGULATORY 
SUBUNIT 7 {26S PROTEASOME SUBUNIT 7) >gi_1395191_dbj__BAA1302 1_ 
(D86121) 26S proteasome ATPase subunit [Spinacia oleracea] ' 



OJ000117_02.0308.C7 
+ 

4660 
AAT/GAP 
4660 
1185 



47004 Seq. ID 

99896 Strand 

6202 End 

OJ000117_02 , 0308 . 07 . o2 . gs Method 

6202 End 

none Score 
6202. .7443 



OJ000117_02.0308.C7 

+ 

7443 
GENSCAN 
7443 
.47 



Seq. No. 47004 Seq. ID 

Gene No. 99897 ' Strand 

Start 14131 - End 

Name OJ000117_02 . 0308 . 07 . o5 . gs Method 



OJ000117_02.0308.C7 
+ 

15517 
GENSCAN 



48647 




start 


14131 


End 


15517 


GI 


none 


Score 


.77 


Exons 


14 1 Jl . . 14zy J, 14 bob . . 1 4 y4 / , 


15352.. 15517 


Seq. No. 


47004 


Seq. ID 


OJ000117_02.0308.C7 


Gene No. 


99898 


Strand 


+ 


Start 


zuiy b 


End 


20483 


Name 


OJUUOll / . (JoUo , C / , o / . gs 


Method 


. GENSCAN 


Start 


zUly D 


End 


20483 


GI 


none 


Score 


.72 


Exons 


OAin^ OA/100 

zUiyb. , ZKj^oo 






Seq. No. 


47004 


Seq. ID 


OJ000117_02.0308.C7 


Gene No. 


99899 


Strand 




Start 


/ 650 


End 


15162 


Name 


/^TAAATT"? AO AOAO r^H *-iO 

OJUOOll-7 Oz . OoOo . C / . oo . gs 


Method 


GENSCAN 


Start 


T C A 


End 


11350 


GI 


none 


Score 


.45 


Exons 


TiCCA "7011 Tocn TOAtr none 


..9480, 11197.. 11350 


Seq. No. 


47004 


Seq. ID 


OJ000117_02.0308.C7 


Gene No. 


A A O A A 

998 99 


Strand 




Start 


T /- A 


End 


15162 


Name 


OJ000117 02.0308.C7.o2.np 


Method 


AAT/NAP 


Start 


10955 


End 


15162 


GI 


7106512 


Score 


. 1037 


Exons 


10955. .11089, 11262. .11306, 


11387. .11569, 12152. .12836, 




12900. .12991, 13558. .15029, 


15103.. 15162 


GI Descrip. 


(AP001278) EST C98429 (E0138 ) 


corresponds to a region of the 




predicted gene.; hypothetical protein 


[Oryza sativa] 


Seq. No. 


47004 


Seq. ID 


OJ000117_02.0308.C7 


Gene No . 


99899 


Strand 




Start 


7650 


End 


15162 


Name 


OJ000117 02.0308.C7.o4.gs 


Method 


GENSCAN 


Start 


12041 ■ 


End 


13866 


GI 


none 


Score 


.43 


Exons 


12041. .12367, 12396. . 12990, 


13572. .13783, 1378 9. .138 66 


Seq. No. 


47004 


Seq. ID 


OJ000117_02.0308.C7 


Gene No. 


99900 


Strand 




Start 


17086 


End 


18631 


Name 


OJ000117 02.0308.C7.o6.gs 


Method 


GENSCAN 


Start 


17086 


End ■ 


18631 


GI 


none 


. Score 


.84 


Exons 


17086. .17564, 17683 17940, 


18307. .18 4 65, 18571. .18631 


Seq. No. 


47004 


Seq. ID 


* OJ000117_02.0308.C7 


Gene No. 


99901 


Strand 




o tart: 


22828 


End 


22933 


Name 


OJ000117 02.0308.C7.ol. tm 


Method 


TBLASTX: Maize 


Start 


1092 


End 


4566 


GI 


none 


Score 


159 


Exons 


1092.. 1181, 1092.. 1181, 1532 


..1615, 1533.. d616, 2090. .2146, 




2091. .2198, 2335. .2418, 2340 


..2417, 2494. .2565, 2503. .2574, 




2511. .2573, 3146. .3289, 3147 


..3287, 3149. .3295, 3150. .3296, 



3416. .3532, 3417. .3629, 3418. .3639, 3427. .3639, 3733. .3927, 

48648 







3743. 


.3937, 


J /4 4 


"3 ri O 

. . o9ZD, 


/I "3 1 

4031 . 


.4213, 4036. .4215, 


4037 . .4213, 






4291. 


.4494, 


4 J JO 


A A Q Q 

. . 4 4 oo , 


j1 "3 '3 yl 

4 oo4 . 


.4498, 4337. .4495, 


4 540. .4566 




Seq. No. 


47004 










Seq. ID 


OJ000117 


_02 . 0308 . C7 




Gene No. 


99901 










Strand 








Start 


22828 










End 


22933 






Name 


OJ000117 02, 


n O A Q 


. C / . Ol . 


ts 


Method 


TBLASTX: 


Soybean 




Start 


1092 










End 


4514 






GI 


none 










Score 


124 






Exons 


1092. 


.1181, 


1095 


. .1181, 


1532. 


.1615, 1533. .1616, 


2090. .2146, 






2091. 


.2198, 


O "3 C 


. . 24 lo , 


234 0. 


.2417, 2503. .2574, 


2511 . . 2573, 






3150. 


.3296, 


"3 1 c; n 
oIoU 


O O Q "7 
. . OZO / , 


"3 1 C 1 

olol . 


.3303, 3160.. 3288, 


ozOd . . 3295 , 






3417. 


.3635, 


"3 /I 1 o 

o4 lo 


"3 "3 Q 

. . oboy , 


"3 yl 0 T 

o4z / . 


.3642, 3587. .3643, 


0 /OO . . 3927 , 






3742. 


.3927, 




. . 4zlo, 


>! A "3 C 

4 Uoo . 


.4214, 4036. .4215, 


4olo . .4485, 






4334. 


.4513, 




. . 4olo, 


/I 0 "3 0 

4 000 . 


.4514 








beq. No, 


47004 










Seq. ID 


OJ000117 


AO AOAO 

02 . O0O8 . C7 




Gene . No . 


99901 










Strand 








Start 


22828 










End 


22933 






Name 


OJ000117 02. 


0308 


.C7.02. 


tc 


Method 


TBLASTX: 


Cress 




Start 


2518 










End 


3639 






GI 


none 










Score 


93 






Exons 


2518. 


.2574, 


2520 


. . 2573, 


3147 . 


.3293, 3150. .3296, 


3151 . . 3303, 






3151. 


.3294, 


o o r\ ^ 


o o n c 

. . o295. 


3417. 


.3563, 3417. .3563, 


3418 . . 3567, 






3565. 


.3639, 


ODD / 


o ^ o o 
. . ODZi, 


3571 . 


.3624 






[il 

ru 


Seq. No. 


47004 










Seq. ID 


OJ000117 


_02 . 0308 . C7 




Gene No. 


99901 










Strand 








Start 


22828 










End 


22933 




I'll 


Name 


OJ000117 02. 


n "3 n o 
UoUo 


. C / . Ol . 


tw 


Method 


TBLASTX: 


Wheat 




Start 


3459 










End 


3912 






GI 


none 










Score 


89 




s 


Exons 


3459. 


.3512, 


o4 60 


. . ooId, 


0 C A j1 

o504 . 


.3626, 3505.. 3639, 


3745 . . 3912, 


f ^ 




3747. , 


.3884, 


o 1 bb 


'3 Q O 
. . OO OO 












beq. NO. 


47004 










Seq. ID 


. OJ000117 


02 . 0308 . C7 




Gene No., 


99901 










Strand 








Start 


22828 










End 


22933 






Name ' 


OJ000117 02. 


0308 


.C7.01. 


tc 


Method 


TBLASTX: 


Cress 


f3 


brarr 


3853 










End 


4500 






GI 


none 










Score 


101 






Exons 


3853. , 


.3921, 


O O C '3 

OOOO 


"3 n O "7 


0 0 0 

ob DO . 


.3940, 3879.. 3935, 


4035 . . 4211 , 






4036. . 


.4209, 


/I n "3 o 

4 Uoo 


. . 4zl4 , 


y| A "3 0 

4 Uoy . 


.4215, 4333. .4500, 


A A A A C\C 

4334 . . 4495, 






4339. . 


.4500 
















Seq. No. 


47004 










Seq. ID 


OJ000117 


_02.0308.C7 




Gene No. 


99901 










Strand 








ot ar t 


22828 










End 


22933- 






Name 


OJ000117 02. 


0308, 


.C7 .08. 


gs 


Method 


GENSCAN 






Start 


22828 










End 


22933 






GI 


none 










Score 


.44 






Exons 


22828, 


, ;22887 


, 22904. .22933 










Seq. No. 


47005 










Seq. ID 


OJ000117 


_02.0308.C8 




Gene No. 


99902 










Strand 


+ 






Start 


81 










End 


1279 






Name 


OJ000117_02. 


0308. 


.C8.0I. 


gs 


Method 


GENSCAN 





48649 



start 81 

GI none 

Exons 81.. 295, 765.. 1279 

Seq. No. 47005 

Gene No. 99903 

Start 2207 

Name OJ000117_02 . 0308 . C8 . 61 . tm 

Start 1010 

GI none 

Exons 1010.. 1174, 1024.. 1173 



End 
Score 



1279 
.74 



Seq. ID OJ000117_02. 0308 .C8 

Strand + 

End 6402 

Method TBLASTX : Mai ze 

End 1174 

Score 259 



Seq. No. 47005 Seq. ID 

Gene No. 99903 Strand 

Start 2207 End 

Name OJ000117_02 . 0308 .C8.ol.gp Method 

Start 1843 End 

GI 426253 Score 

Exons 1843.. 2131 



OJ000117_02.0308.C8 
+ 

6402 
AAT/GAP 
2131 
502 



Seq. No. 47005 

Gene No. 99903 

Start 2207 

Name OJ000117_02 .0308 . C8 . o2 . gs 

Start 2207 

GI none 
Exons 



Seq. ID OJ000117_02.0308.C8 

Strand + 

End 6402 

Method GENSCAN 

End 6402 

Score .79 . • 



2207. .2382, 2657. .2718, 2855. .2958, 3226. .4023, 5181. .5357, 
5511. .5571, 5789.. 5873, 5960.. 6402 



W' Seq. No. 47006 

=.3 Gene No. 99904 

ry Start 602 

'"^ Name OJ000117_02 . 0308 . C9 . ol . gs 

Start 602 

GI none 
■'"J Exons 



Seq. ID OJ000117_02.0308.C9 

Strand + 

End 5147 

Method GENSCAN 

End 5147 

Score .76 



602. .770, 1245. .1364, 2105. .2241, 2347. .2470, 2638. .2750, 
3350.. 3461, 3770.. 3836, 3921.. 4041, 4439 .■.-4556, 4636 .. 5147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47006 
99905 
6870 

OJ000117_02.0308 .C9.ol.np 

6870 

5902445 



Seq. ID OJ000117_02.0308.C9 

Strand + 

End 12202 

Method AAT/NAP 

End 10994 

Score 2341 



6870. .6923, 8414. .9667, 9707. .10994 
(AB030283) GAG-POL precursor [Oryza sativa] 



47006 Seq. ID 

99905 Strand 

6870 End 

OJ000117_02. 0308.C9.o3.gs Method 

8021 End 

none Score 



OJ000117_02.0308.C9 
+ 

12202 
GENSCAN 
12202 
,44 



8021. .8116, 8414. .8891, 8905. .9529, 9608. .10601, 10647 .. 10980, 
11113. .11270, 1158 6. .11693, 11698 .. 11922 , 11975. .12202 



Seq. No. 



47006 



Seq. ID OJ000117_02.0308.C9 



48650 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



99906 Strand + . 

15120 End 16881 

OJ000117_02 . 0308 . 09 . o4 . np Method AAT/NAP 

15120 End 16881 

7523517 ■ Score 223 
15120. .15446, 16857. .16881 

(AP001633) hypothetical protein [Oryza sativa] 



47006 
99907 
22278 

OJ000117_02.0308.C9.o5.np 

22278 

7106528 

22278. .22401 

{AP001278) EST D40774 (S2920) 



Seq. ID OJ000117_02.0308.C9 

Strand + 

End 22401 

Method AAT/NAP 

End 22401 

Score 81 

corresponds to a region of the 



predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 47006 Seq. ID 

Gene No. 99908 ' Strand 

Start 6429 End 

Name OJ000117_02 . 0308 . 09 . o2 . gs Method 

Start 6429 End 

GI none Score 

Exons 6429.. 6931, 7126.. 7384 



OJ000117_02.0308.C9 

7384 
GENSOAN 
7384 
.94 



Seq. No. 47006 
Gene No. 99909 
Start 12229 

Name OJ000117_02 . 0308 . 09 . ol . tm 

Start 2658 
GI none 

Exons 2658.. 2753, 2659.. 2748, 2660. 

3349. .3459, 3570. .3680, 3573. 
3769. .3840, 3911. .4042-, 3918. 
4194. .4286, 4195. .4290, 4280. 
4437.. 4526, 4438.. 4533, 4629. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.2755, 2660 
.3680, 3574 
.4043, 3919 
.4354, 4433 
.4751 



OJ000117 02.0308.09 



16263 

TBLASTX: Maize 
4751 
147 

2749, 3332. .3469, 
3681, 3768,. 3839, 
4044, 4185. .4280, 
4552, 4437. .4559, 



Seq. No. 47006 

Gene No. 99909 

Start 12229 

Name OJOOOl 17_02 . 0308 . 09 . o2 . ts 

Start 3347 

GI none 

Exons 3347.. 3457, 3349. .3459, 3571. 

3765. .3839, 3768. .3839 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_02.0308.O9 
16263 

TBLASTX: Soybean 

3839 

152 



.3633, 3571.. 3633, 3628. .3681, 



Seq. No. 47006 

Gene No. 99909 

Start 12229 

Name OJ000117_02 . 0308 . 09 . o4 . tm 

Start 4983 

GI none 
Exons 



Seq. ID OJ000117_02.0308.C9 
Strand . - 
End 

Method 
End 
Score 



16263 

TBLASTX: Maize 

5147 

251 



4983. .5147, 4983. .5144, 4984. .5145, 4985. .5146 



Seq. No. 
Gene No. 



47006 
99909 



Seq. ID 
Strand 



OJ000117 02.0308.09 



48651 



start 

Name 

Start 

m 

Exons 

Seq. No, 
Gene No, 
Start ■ 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



12229 End 

OJ000117_02. 0308.C9.ol.tw Method 

8420 End 

none. Score 

8420. .8815, 8492. .8653, 8503. .8817 

47006 Seq. ID 

99909.. Strand 

12229 End 

OJ000117_02.0308.C9.ol.ts Method 

8447 End 

none Score 

8447. .8863, 8506. .8631 

47006 Seq. ID 

99909 Strand 

12229 End 
OJ000117_02. 0308 .C9.o3. tm Method 

8543 End 

none* Score 

8543. .8794, 8563. .8772, 8813. 
8937. .8963 

47006 Seq. ID 

99909 Strand 

12229 ■ End 

OJ000117_02.0308.C9.o4 .tw Method 

8960 End 

none Score 



16263 

TBLASTX: Wheat 

8817 

427 



OJ000117_02,0308.C9 
16263 

TBLASTX: Soybean 

8863 

309 



OJ000117_02.0308.C9 
16263 

TBLASTX: Maize 
8965 
247 

8887, 8815.. 8883, 8936.. 8965, 

OJ000117_02,0308.C9 
16263 

TBLASTX: Wheat 
9368 
198 



8960. .9187, 8961. .9185, 9213. .9368, 9224. .9316 

OJ000117 02. 0308. C9 



47006 Seq. ID 

99909 Strand 

12229 End 

OJ000117_02 . 0308 . C9 . o2 . tm Method 

9870 End 

none Score 

9870. .10175, 9887. .10174 

47006 Seq. ID 

99909 Strand 

12229 End 

OJ000117_02.0308 .C9.o3.tw Method 

9870 ' End 

none Score 

9870. .10253, 9878. .10252 

47006 Seq. ID 

99909 Strand 

12229 ' End 

OJ000117__02. 0308.C9.o2.tw Method 

10389 End 

none Score 



16263 

TBLASTX: Maize 

10175 

349 



OJ000117_02.0308.C9 
16263 

TBLASTX: Wheat 

10253 

362 



OJ000117_02.0308.C9 
162 63 

TBLASTX: Wheat 

10985 

350 



10389. .10829, 10391. .10480, 10526. .10633, 10851. .10985, 
10859. .10966 



Seq. No, 



47006 



Seq. ID OJ000117 02. 0308. 09 



48652 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 



99909 
12229 

OJ000117_02.0308.C9.o4.gs 
12229 
none 

12229. .12382, 12518 
13748, . 13875, 13952 



Strand 

End 16263 
Method GENSCAN 
End 16263 
Score . 68 
12825, 12850. .13464, 13494. 
14415, 15203. .15275, 16221, 



13682, 
16263 



47006 
99909 
12229 

OJ000117_02.0308.C9.o2.np 

12517 

6721561 

12517. .13282, 13366 .. 13424 , 



OJ000117 02. 0308. C9 



_Seq. ID 
Strand 

End 16263 
Method AAT/NAP 
End 13978 
Score 1088 
13494. .13682, 13910. ,13978 
(AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) E'ST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



47006 
99909 
12229 

OJ000117_02,0308.C9.o3.np 
12565 
6721558 

12565. .12627, 12689 ,. 12842, 13748 .. 13873, 14574 
(AP001073) hypothetical protein [Oryza sativa] 
gi I 6815083|dbj IBAA90369, 1 1 (AP001081) hypothetical protein 
[Oryza sativa] 



Seq. ID OJ000117_02.0308.C9 
Strand 

16263 
AAT/NAP 
14672 
221 



End 

Method 

End 

Score 



, 14672 



47007 Seq. ID 

99910 Strand 

517 End 
QJ000117_02. 0308 .CIO, ol.gs Method 

517 End 

none Score 

517. ,786, 2182, .2384, 2706. .2848, 3128, 
3823, ,3939 



OJ00D117_02. 0308. CIO 
+ 

3949 
GENSCAN 
3939 
.52 

.3259, 3520,, 3614, 



Seq, No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq, No. 
Gene No. 
Start 
Name 
Start 



47007 
99910 
517 

OJ000117_02. 0308, CIO, ol.np 
2078 
5016095 

2078,, 2098, 2182,, 2445, 2543 
3477, ,3547, 3814 , .3949 

(AF003551) lysine- ketoglutarate reductase/ saccharopine 
dehydrogenase bifunctional enzyme [Zea mays] 



Seq, ID 

Strand 
End 

Method 

End 

Score 



OJ000117_02, 0308, CIO 
+ " 
3949 
AAT/NAP 
3949 . 
1126 



.2629, 2719.. 2848, 3086.. 3259, 



47007 Seq. ID 

99910 Strand 

517 End 

OJ000117_02. 0308. CIO. ol.tc Method 

2125 End 



OJ000117_02. 0308. CIO 
+ 

394 9 

TBLASTX: Cress 
3939 



48653 



O J- 


none 










Score 


149 




M V ^ 


^ X z o . , 




z X y t> , 


99R R 


9 9n9 


.2285, 2204,. 2287, 


zoUz. .z404i. 




9 "^9 9 


, Z f± ft ± , 


9 "^9 


9 4 4 


9 ^ 4 n 

Z O 4 u . 


.2632, 2549.. 2614, 


z / lb. .zoDU, 




2718. . 


.2849, 


9 7 1 Q 


9fl R'^ 


o u o / . 


.3257, 3088.. 3267, 


OlJLD. .JZDo, 




3461. . 


.3550, 


'\A1^ 


, . J O *i ^ , 


o o z o . 


.3939 






O S . LN O . 


47007 










Seq. ID 


OJ000117 


UZ . U JU 0 . U 


Gene No..' 


99910 










Strand 


+ 




Start 


517 










End 


3949 




Name 


OJ000117 02, 


t U J u o < 


n n 

1 ^ X u . o ± 


. L o 


Method 


TBLASTX: 


ooyoean 




2190 










End 


2626 






none 










Score 


144 






2190. , 


,2282, 


^ X ,7 *i « 


99ft ^ 


9911 

Z Z X X ■ 


.2294, 2308.. 2454, 


ZOZO. .Z44^, 




2325. , 


,2447, 


Z O 4 U . 


9 ^9 
, . z oz o , 


Z -J 4 U . 


.2614, 2542.. 2625 




Seq. No. 


47008 










Seq. ID 


OJ000117 


_02.0308.C11 


Gene No. 


99911 










Strand 


+ 




Start 


1 • 










End 


11065 ' 




Name 


OJ000117 0-2, 


.0308. 


,Cll.ol 


.np 


Method 


AAT/NAP 




Start 


1 










End 


8989 





GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



5016095 



2594 



Score 

1..33, 193. ,364, 732, .828, 921. .1084, 1672. ,1726, 1849. .1989, 
5044,. 5361, 5569,-5649, 5905.. 5970, 6078,, 6195, 6372.. 6501, 
6599,. 6678, 7013.. 7171, 7263,. 7521, 7976,. 8084, 8516.. 8677, 
8771. .8840, 8937. .8989 

(AF003551 ) lysine-ketoglutarate reductase/saccharopine 
dehydrogenase bifunctional enzyme:. [Zea mays] 



47008 
99911 
1 

OJ000117_02.0308.Cll.ol,gs 
193 
none 

193, ,364, 1672, .1726, 1849 



Seq. ID OJ000117_02.0308,C11 
Strand + 

11065 
GENSCAN 
11065 
.71 



End 

Method 
End 
Score 

1989, 3025.. 3381, 3426,. 3989, 
5044., 5361, 5569.. 5649, 6078,, 6195, 6372.. 6501, 6599,. 6678, 
7013., 7175, 7357.. 7521, 7976,. 8084, 8516.. 8677, 8771,, 8901, 
10825,. 11065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47008 
99911 
1 

OJ000117_02 . 0308 . Cll . ol . gp 
1060 

uC-osflm202103hllbl 

1060. .1084, 1672. .1726, 1849. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1989, 5044., 5223 
'5016095/gb|AAC18622.2| 6.0e-56 (AF003551) lysine-ketoglutarate 
reductase/saccharopine dehydrogenase bifunctional enzyme [Zea 
mays] ' 



OJ000117_02. 0308, Cll 
+ 

11065 
AAT/GAP 
5223 
687 



47008 



Seq, ID OJ000117 02. 0308. Cll 



99911 
1 

OJ000117_02 . 0308 . Cll . o2 . gp 
5897 
2428005 

5897., 5970, 6078.. 6195, 6372.. 6501, 6599.. 6704 



Strand + 

End 11065 

Method AAT/GAP 

End 6704 

Score 710 



48654 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start' - 
GI 

Exons 



5016095/gb|AAC18622.2| 6.0e-56 (AF003551) lysine-ketoglutarate 
reductase/saccharopine dehydrogenase bifunctional enzyme [Zea 
mays] 



47008 
99911 
1 

OJ000117_02.0308.Cll.o3.gp 
7117 . 

uC-osflM202068b08bl 
7117. .7171, 7263. .7521, 
'5016095/gb|AAC18622.2 I 



Seq. ID OJ000117_02.0308 .Cll 
Strand + 

End 11065 1 

•Method AAT/GAP 
End .8626' 
Score 957 
7976. .8084, 8516. .8626 

6 . Oe-7 1 (AF003551 ) lysine-ketoglutarate 
reductase/saccharopine dehydrogenase bifunctional enzyme [Zea 
mays] ' 



OJ000117_02. 0308. Cll 

+ . 

11065 

AAT/NAP . 

11044 

45 



47008 Seq. ID 

99911 Strand 
1 End 
OJ000117_02 . 0308 .Cll . o4 . np Method 
10844 End 
7488318 Score 
10844. . 11044 

RNA-directed DNA polymerase homolog F21E10.5 - Arabidopsis 
thaliana gi | 3047086 | gb IAAC13599 . 1 | (AF058914) similar to reverse 
transcriptase (Pfam: transcript_f act . hmm, score: 72.31) 
[Arabidopsis thaliana] 

47008 Seq. ID OJ000117_02 . 0308 . Cll 

99912 Strand 

8348 End . 10838 

OJ000117_02 . 0308 . Cll . o3 . np Method AAT/NAP 
8348 End 10838 

7267526 Score 197 

8348. .8369, 9277. .9305, 9994. .10431, 10495. .10838 

(AL161513) putative protein [Arabidopsis thaliana] 
gi|7321072|emb|CAB82119.1| (AL161813) putative protein 

[Arabidopsis thaliana] 

47008 Seq. ID OJ000117_02 . 0308 . Cll 

99913 Strand 

10964 End 12575 

OJ000117_02 . 0308 , Cll . o5 . np Method AAT/NAP 
10964 End 12566 

5903055 Score 70 

10964. .10983, 12376. .12566 

(AC008016) May be a pseudogene of F6D8.29. [Arabidopsis 
thaliana] 



47008 Seq. ID 

99913 Strand 

10964 End 
OJ000117_02 . 0308 . CI 1 . o2 . gs Method 

11274 End 

none Score 
11274. .12575 



OJ000117_02. 0308. Cll 

12575 
GENSCAN 
12575 
.97 



Seq. No. 



47008 



Seq. ID OJ000117 02. 0308. Cll 



48655 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



99914 Strand 

13288 End 

OJ000117_02.0308.Cll.o2.ts Method 

188 End 

none Score 



13688 - 

TBLASTX: Soybean 

943 

254 



188. .367, 192. .365, 192. .368, 197. .367, 716. .805, 729, .827, 
730. .828, 732. .830, 920, .943, 920. .943 



Seq. No. 47008 
Gene No. 99914 
Start 13288 

Name OJ000117_02 . 0308 . Cll . ol . to 

Start 191 
GI none 
Exons 191 . , 

919. , 

5038, 

5317, 

6075, 

6597, 

7262, 

8569, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_02. 0308. Cll 
13688 

TBLASTX: Cress 

8842 

235 



364, 192. .365, 197. .367, 291. .365, 730. .828, 738. .827, 
1062, 920. .1075, 921. .1079, 1836. .1991, 1849. .1992, 
5118, 5054. .5119, 5128. .5172, 5205. .5267, 5206. .5298, 
5367, 5319, ,5360, 5566, ,5670, 5904. .5972, 5929. .5973, 
6193, 6371, .6499, 6371. .6484, 6415. .6501, 
6691, 7012. .7173, 7015. .7179, 7261. .7308, 
7519, 7976. .8095, 7977. .8084, 8513. .8680, 
8839, 8771. .8842 



.6194, 6080, 

.6680, 6605, 

.7381, 7487, 

,8679, 8771, 



p Seq. No. 47008 

:3 Gene No. 99914 

Start 13288 - " 

Zl Name OJ000117_02 . 0308 . Cll . o3 . tm 

'Start 294 

□ GI none 
Id Exons 



Seq. ID OJ000117_02. 0308. Cll 
Strand 

End 13688 

Method TBLASTX : Maize 

End 1996 

Score 107 

,828, 



294. .356, 296. .361, 296. .358, 710. .811, 735. .827, 736. 
736, ,828, 918. .1088, 919. .1083, 921. .1085, 1663. .1728, 
1669. .1728, 1673. .1735, 1848. .1991, 1848. .1991, 1849, .1992, 
1849. .1995, 1853. .1996 



47008 

99914 

13288 . 

OJ000117_02. 

2806 

none 

2806. .2874, 
5266. .5367, 
5903. .5980, 
6371, . 6499, 
6976. .7173, 
7262. .7381, 
7919. .8095, 



0308. Cll. ol.tm 



5225, 
5470, 
6075, 
6412. 
7011, 
7262. 
7974. 



.5362, 
.5649, 
, 6212, 
, 6501, 
,7172, 
,7381, 
,8084, 



5234. 
5566. 
6080. 
6597. 
7012. 
7386. 
7978. 



Seq. ID 
Strand 

End 13.688 
Method TBLASTX 
End 8 680 

Score 105 
.5359, 5241.. 5360, 
.5670, 5568.. 5651, 
.6193, 6369. . 6494, 
.6683, 6599. . 6712, 
.7179, 7013. .7180, 
.7523, 7388. .7528, 
.8085, 8498. .8680, 



OJ000117 02. 0308. Cll 



Maize 



5242. .5367, 
5890. .5970, 



6371. 
6605. 
7261. 
7388. 
8551. 



, 6499, 
, 6679, 
.7374, 
,7522, 
,8679 



47008 
99914 
13288 

OJ000117_02. 0308. Cll. ol.ts 

6365 

none 

6365.. 6499, 6369.. 6458, 6371, 



Seq. ID OJ000117_02. 0308. Cll 
Strand 

End 13688 

Method TBLASTX : Soybean 

End . 8839 

Score 67 

.6499, 6403. .6501, 6597. .6683, 



6598. .6678, 6605. .6712, 7011. .7124, 7012. .7140, 7128. .7172, 
7132. .7173, 7262. .7375, 7439. .7519, 7977. .8084, 8513, .8608, 



48656 



8551. .8607, 8594. ,8680, 8602, .8679, 8770., 8838, 8771. .8839 



Seq. No. 


4 /UUo 


beq. ID 


/^TnnnTTT no n'ono 
OJUUUii/ U-^.OJOo 


. Cli 


Gene No. 


Q Q Q 1 A 

yyy i 4 


Strand 






btart 


T Q O Q Q 


bna 


1 O C Q D 




Name 


UJUUUii / . UoUo . bii . Oi . tw 


Method 


i biiAb ix : wneat 






Q Q Q R 

yoyo. 


hna 


1 n o c; n 
iUZoU 






none 


Score 






Exons 


9895. .10059, 1008 9. . 10250 








Seq. No. 


47008 


Seq. ID 


OJ000117_02.0308 


.Cll 


Gene No . 


99914 


Strand 






bt ar L 


13288 


End 


T O O O 

i oboo 




Name 


OJ000117 02.0308.Cll.o2.tm 


Method 


i bLAb i A : Mai ze 




ox- — —.4- 

brart: 


9985 


End 


iU<l OZ 






none 


Score 


d o 




Exons 


9985. .10053, 9986. .10054, 10038, .10445 


, iUU/4..1U4Dl, 






iUU /O . . iU40Z 








beq. NO. 


47008 


Seq. ID 


^Tnnniio no nono 
UJUUUii/ UZ.UoUo 


. bii 


Gene No . 


Q Q Q 1 y1 

y y y i4 


bt rand 






Start 


1 O O Q Q 

ioZo O 


Lna 


lODOD 




Name 


UJUUUii/ UZ . UoUo . bi i . Oz , tW 


Method 


TBLASTX : Wheat 




Start 


iUoDU 


hna 


1 n 0 T 0 

lUolo 






none ' 


Score 


/ / 




Exons 


Tnocn THyj/io incon imno 

iu Jou . . iU44o , iUo jy . . iu / y J, 


iUbbz . . lUo 


18 




beq. NO. 


47008 


Seq. ID 


UJUUUII/ Uz.UJUo 


. Ci 1 


Gene No. 


99914 


Strand 






btar u 


13288 


End 


T 0 (C 0 0 
1 J DO D 




Name 


OJ000117 02.0308.Cll.o4.tm 


Method 


TBLASTX : Maize 




brart 


10494 


End 


T n "7 0 n 
iU / JU 




bl 


none 


Score 


0 1 0 

zi y 




Exons 


10494. .10730 








t 

beq. NO. 


47008 


Seq. ID 


/^TnnnTT"? no nono 
OJUUUii/ Uz.UJUd 


oil 

. Ci 1 


Gene , No . 


99914 


Strand 






btar t 


13288 


End 


1 0 <c 0 0 




Name 


OJ000117 02.0308.Cll.o3.gs 


Method 


bENbbAN 




b tart 


13288 


End 


1 0 0 0 




bi 


none 


Score 


0 0 




Exons 


13288. .13395, 13587. .13688 








OtrV-j^ • LnU * 


47009 


Seq. ID 


OJ000117_02.0308 


.C12 


Gene No. 


99915 


Strand 


+ . 




Start 


3947 


End 


5204 




Name 


OJ000117 02.0308.C12.o2.np 


Method 


AAT/NAP 




Start 


3947 . 


End 


5170 




GI ' 


6721558 


Score 


236 




Exons 


3947. .4046, 4747. ,4888, 4972. .5170 






GI Descrip. 


(AP001073) hypothetical protein [Oryza 


sativa] 






gi 1 6815083 Idbj IBAA90369. 1 | 


(AP001081) 


hypothetical protein 




[Oryza sativa] 








Seq. No. 


47009 


Seq, ID 


OJ000117_02.0308 


C12 


Gene No. 


99915 


Strand 






Start 


3947 


End 


5204 





48657 





Na.rtie 


OJ000117 02.0308.C12.o3.np 


Method 


AAT/NAP 






4641 


End 


5204 




GI 


6721561 


Score 


136 




Exons 


4641. .4709, 4937. .5204 








GI Descrip. 


(AP001073) EST AU082058 (C1297 6) corresponds to a region of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 681508 61 dbj | BAA90372.il 


{AP001081) 


EST AU082058 (C12976) 






corresponds to a region of 


the predicted gene.; .hypothetical 






protein [Oryza sativa] 








beq. NO. 


47009 


Seq. ID 


OJ000117 02.0308.C12 




Gene No. 


99916 


Strand 






Start 


2931 


End 


3500 




Na.iTie 


OJ000117 02.0308.C12.ol.np 


Method 


AAT/NAP 




Start 


2931 


End 


3500 






7523517 


Score 


225 




Exons 


2931. .3040, 3191. .3500 








GI Descrip, 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47010 


Seq. ID 


OJ000117_02. 0308 .013 




Gene No . 


99917 


Strand 


+ 




o L ar u 


1 


End 


1666 




Name 


OJ000117 02.0308.C13.ol.np 


Method 


AAT/NAP 






1 


End 


761 




GI 


6721561 


Score 


938 




Exons 


1. .761 








GI Descrip. 


(AP001073) EST AU082058 (C12976) corresponds to a region of the 






predicted gene.; hypothetical protein 


[Oryza sativa] 






gi| 68150861 dbj i BAA90372.il 


(AP001081) . 


EST AU082058 (C12976) 






corresponds to a region of 


the predicted gene.; hypothetical 






protein [Oryza sativa] 








Seq. No. 


47010 


Seq. ID 


OJ000117_02. 0308. 013 




Gene No. 


99917 


Strand 


+ 


~~ 


otarr 


1 


End 


1666 




Name 


OJ000il7 02.0308.C13.ol.gs 


Method 


GENSCAN 




Start 


186 


End 


1666 ' 




bl 


none 


Score 


.87 




Exons 


186. .305, 375. .760, 8 96 .. 1020, • 1152 .. 1666 




Seq. No. 


47011 


Seq. ID 


OJ000207_04.0317.C1 




Gene No. 


99918 


Strand 


+ 




O Lar L 


6269 


End 


6613 




Name 


OJ000207 04.0317.Cl.o2.gs 


Method 


GENSCAN 




otart 


6269 


End 


6613 




bl 


none 


Score 


.74 




Exons 


6269. .6613 








Seq. No. 


■ 47011 


Seq. ID 


OJ000207_04 .0317 .01 




Gene No. 


99919 


Strand 


+ 




Start 


7043 


End 


13654 




Name 


OJ000207 04.0317.Cl.o3.gs 


Method 


GENSOAN 




Start 


7043 


End 


10505 . 




GI- • 


none 


Score 


.75 




Exons 


7043. .7090, 7501. .7637, 7653. .8305, 8459. .9866, 9941. .10505 




Seq. No. 


47011 


Seq. ID 


OJ000207_04.0317.C1 



48658 



Gene No. 99919 Strand + 

Start 7043 End 13654 

Name OJ000207_04 . 0317 . CI , ol . np Method AAT/NAP 

Start 7588 End 13654 

GI 5922631 Score 6607 

Exons 7588.. 7712, 7971.. 8215, 8474. 

9620.. 10523, 11129.. 13654 
GI Descrip. (AP000492) ESTs C2 6347 (C1214 5 ) , AU078074 {C12145 ) 

regionof the predicted gene.; similar to prpol; Zea mays 

retrotransposon Cinful-1. (AF049110) [Oryza sativa] 

gi|6016864 Idbj IBAA85207.il (AP000570) ESTs 

C26347 (012145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. {AF049110) [Oryza sativ 



.8673, 8719. .9300, 9343. .9493, 



correspond to a 



Seq. No. 


47011 


Seq. ID 


OJ000207 


_04 


.0317 


.CI 


Gene No. 


99919 


Strand 


+ 








Start 


7043 


End 


13654 








Name 


OJ000207 04.0317.Cl.-o4.gs 


Method 


GENSCAN 








Start 


10813 


End 


11601 








GI 


none 


Score 


.71 








Exons 


10813. .11601 












Seq. No. 


47011 


Seq. ID 


OJ000207 


_04 


0317 


.CI 


Gene No. 


99920 


Strand 


+ 








Start 


21902 


End 


22491 








Name 


OJ000207 04.0317.Cl.o3.np 


Method 


AAT/NAP 








Start ' 


21902 


End 


22491 








GI 


6907092 


Score 


492 








Exons 


21902. .22188, 2224 4 22285, 


22355. .22491 








GI Descrip. 


{AP001129) hypothetical protein [Oryza 


sativa] 









Seq. No. 47011 Seq. ID OJ000207_04 . 0317 . CI 

Gene No. 99921 Strand -f 

Start 27169 End 29652 

Name OJ000207_04 . 0317 . CI . o9 . gs Method GENSCAN 

Start 27169 ' End . 29652 

GI ' none Score .46 

Exons 27169. .27229, 27427 .. 27592, 285 92 .. 28791 , 2 904 9 .. 2 9159, 
29594. .29652 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name ■ • 
Start 
GI 

Exons 



47011 
99921 
27169 

OJ000207_04 .0317.Cl.o5.np 

28204 

4585884 



Seq. ID OJ000207_04 .0317.C1 

Strand + 

End 29652 

Method AAT/NAP 

End , 29651 

•Score 4 90 



28204. .28950, 29049 .. 29382; 29532.. 29651 

(AC005850) Hypothetical protein [Arabidopsis thaliana] 



47011 Seq. ID 

99922 Strand 

3806 End 

OJ000207_04 .0317.Cl.ol.gs Method . 

3806 End 

none Score 
3806. .4552 



OJ000207_04.0317.C1 
4552 

GENSCAN ■ 

4552 

.88 



48659 




Seq. No, 


47011 






Seq. ID 


OJ000207_ 


04 .0317 


,C1 


Gene No. 


99923 






Strand 








O La IT L 








End 


19073 






Naiue 


UO UUUZU / Ufl , 


U J X / . L-X . 


.06. gs 


Method 


GENSCAN 














End 


19073 






P T 


none 






Score 


.88 






Exons 




1 /l 7 T? 
/ 1 O 1 . 


1 /I Q 1 / 

. . X 4i y X 4 / 


14989. .15176, 15254. 


. 1 ddIz , 








t X dU / U , 


. . XDoyo, 


16859. .16967, 19018. 


1 Q A T 0 




o e q . IN o , 


4 701 T 






Seq, ID 


OJ000207_ 


U4 . UoX / 


. CI 


Gene No . 


99923 






Strand 








Start 


14023 






End 


19073 






Name 


OJ000207 04, 


0317. CI. 


, o2 .np 


Method 


AAT/NAP 






Start 


14035 






End 


16954 






GI 


6691716 






Score 


2573 






Exons 


14035. .14474 


, 14549. 


. 14664, 


14814. .14914, 14989. 


. 15176, 






15254 . .15435 


, 15512. 


. 15612, 


15695. .15889, 16079. 


.16954 




GI Descrip. 


{AP000492) hypothetical protein [Oryza 


sativa] 







gi I 6691717 Idbj IBAA89397. 1 1 (AP000570) hypothetical protein 
[Oryza sativa] 





Seq. No. 


47011 




Seq. ID 


OJ000207_04 .0317. 


CI 




Gene No. 


99924 




Strand 








Start 


21811 




End 


25760 






Name 


OJ000207 04. 0317. CI. 


08 . gs 


Method 


GENSCAN 






Start 


21811 




End 


25760 ■ 






GI 


none 




Score 


.5 




l.J 


Exons 


21811. .22038, 22055, 


.22120, 


22131. .22474, 25079 .. 25526, 








25623. .25760 










£ ij. 


Seq. No. 


47011 




Seq. ID 


OJ000207_04 .0317. 


CI 




Gene No, 


99924 




Strand 








Start 


21811 




End 


25760 






Name ■ 


OJ000207 04, 0317. CI. 


ol.gp 


Method 


AAT/GAP 






Start 


24112 




End 


24546 






GI 


2428185 




Score 


656 






Exons 


24112. .24546 










j!; IS. 


GI Descrip, 


5852170/emb|AL117265 


.1IOST17804 l.Oe-177 Oryza sativa 








indica {GLA4 ) genomic 


DNA, chromosome 4, 


BAC clone :tl7804 






Seq. No. 


47011 




Seq. ID 


OJ000207_04 .0317. 


CI 




Gene No. 


99924 




Strand 








Start 


21811 




End 


25760 






Name 


OJ000207 04. 0317. CI. 


o4 . np 


Method 


AAT/NAP 






Start 


24681 




End 


25582 






GI 


■ 5852178 




Score 


4 95 






Exons 


24681. .24776, 25139. 


.25242, 


25274 . .25582 






GI Descrip. 


(AL117265) zhbOOOS.l 


[Oryza 


sativa] 







Seq. No, 47011 Seq. ID 

Gene No. 99925 Strand 

Start 30840 ' End 

Name OJ000207__04 . 0317 . CI . ol . ts Method 

Start 3816 End 

GI none Score 
Exons 



OJ000207_04.0317.C1 
33922 

TBLASTX :*Soybean 

4243 

80 



3816. .3947, 3818. .3958, 4001. .4096, 4097. .4243 



48660 



Seq. No. 


47011 




Seq. ID 


OJ000207_04.0317 


.CI 


Gene No . 






Strand 






Start 


o o ^ r\" 




End 


33922 




Name 


UJ UU Uz U / U4 . 


0317.Cl.ol.tc 


Method ' 


TBLASTX: Cress 




o taru 


^5 Q O /I 




End 


4240 






none 




Score 


70 




Exons 


OO ^1 4 . . Jo / / , 


3878. .3958, 3879. .4016, 4001. .4084, 4085. .4240 


Seq. No. 


47011 




Seq. ID 


OJ000207_04.0317 


,C1 


uene no . 


Q Q Q9 

y y yz 0 




Strand 






btart 


Q n Q >! n 
oUo4 U 




End 


33922 




Name 


UJ UUUzU / U4 . 


0317.Cl.o9.tw 


Method 


TBLASTX: Wheat 




btaru 


o y U4 




End 


9306 






none 




Score 


287 




Exons 


0 yu4 , . yy DD, 


8905. .9306 








Seq. No. 


47011 




■ Seq. ID 


OJ000207_04 .0317 


.CI 


Gene No. 


99925 




bt rana 






o cart. 


30840 




End 


33922 




Name 


OJ000207 04. 


0317.Cl.o5.tw 


Method 


TBLASTX: Wheat 




Start 


9820 




End 


28955 






none 




Score 


59 




Exons 


9820. .9882, 


28584 . .28664, 2\ 


3668, .28952 


, 28706. .28951, 






28710. .28955 








Seq. No. 


• 47011 




Seq. ID 


OJ000207_04.6317 


. CI 


Ljene jno . 


99925 




Strand 






btart 


30840 




End 


33922 




Name 


OJ000207 • 04. 


0317.Cl.o7.tw 


Method 


TBLASTX: Wheat 




b rart 


9948 




End 


10289 






none 




Score 


319 




Exons 


9948. .10289, 


10040. .10282 








Seq. No. 


47011 




Seq. ID 


OJ000207_04 .0317 


.CI 


i^ene lmo . 


99925 




Strand 






b tar u 


30840 




End 


33922 




Name 


OJ000207 04. 


0317.Cl.o4.tw 


Method 


TBLASTX: Wheat 




bear L 


10505 . 




End 


10863 




P T 


none 




Score 


312 




Exons 


10505. .10807 


, 10519. .10863, 


10792. . 10863 




Seq. No. 


47011 




Seq. ID 


OJ000207_04 .0317 


.CI 


Gene No. 


99925 




Strand 






brarr 


30840 




End 


33922 




Name 


OJ000207 04. 


0317.Cl.o6. tm 


Method 


TBLASTX: Maize 




btart 


10711 




End 


11025 




n T 


none 




Score 


251 




Exons 


10711. .10806 


, 10798. .11025, 


10800.. 10901 




Seq. No. 


47011 




Seq. ID 


OJ000207_04 .0317 


.CI 


Gene No. 


99925 




Strand 






Start 


30840 




End 


33922 




Name 


OJ000207 04. 


0317.Cl.ol.tw 


Method 


TBLASTX: Wheat 




Start 


10894 




End 


11313.' 




GI 


none 




Score 


443 




Exons 


10894. .11313, 10906. . 11109, 


10941. .11312 





48661 



# 



Seq. No. 


47011 






Seq. ID 


OJ000207_04 .0317 


.CI 


Gene No . 


99925 






Strand 






Start 


30840 




• 


End 


33922 • 




Name 


OJ000207 04. 0317. CI 


. o2 . t s 


Method 


TBLASTX : Soybean 




Start 


11158 






End 


11589 






none 






Score 


287 




Exons 


11158, 


.11589, 11200 


, . 1 io4 y / 


11205. .11555 




Seq. No. 


47011 






Seq. ID 


OJ000207_04.0317 


.CI 


Gene No. 


99925 






Strand 






Start 


30840 






End 


33922 




Name 


OJ000207 04. 0317. CI, 


. o2 , tm 


Method 


TBLASTX :Maize 




Start 


11256 






End 


11676 






none 






Score 


287 




Exons 


11256. 


.11516, 11257, 


, . 1 lb 1 / , 


11533. .11676 




Seq. No. 


47011 






Seq. ID 


OJ000207_04 .0317 


.CI 


Gene No . 


99925' 






Strand 






Start 


30840 






End 


33922 




Name 


OJ000207 04. 0317. CI, 


. o8 . tw 


Method 


TBLASTX: Wheat 




Start 


11355 






End 


11688 




GI 


none 






Score 


299 




Exons 


11355. 


.11687, 11359, 


"1 T O O 








Seq. No. 


47011 






Seq. . ID, 


OJ000207_04.0317 


.CI 


Gene No , 


99925 






Strand 






Start 


30840 






End 


33922 




Name 


OJ000207 04. 0317. CI. 


. o3 . tw 


Method 


TBLASTX: Wheat 




Start 


11697 






End 


12105 






none 






Score 


254 




Exons 


11697. 


.11942, 11698, 




11958. .12104, 11959.. 12105 




Seq. No. 


47011 






Seq. ID 


OJ000207_04 .0317 


.CI 


Gene No . 


99925 






Strand 






Start ■ 


30840 






' End 


33922. 




Name 


OJ0002 


07_04.0317.C1, 


, o4 . ts 


Method 


TBLASTX : Soybean 




Start 


11815 






End 


12203-'^ ■ 




bl 


none 






Score 


88 




Exons 


11815. 


.11919, 11823, 


, . 11918 , 


11955. .122 


03, 11959.. 12201 




Seq. No. 


47011 






Seq. ID 


OJ000207_04 .0317 


.CI 


Gene No. 


99925 






Strand 






Start 


30840 






End 


33922 




Name 


OJ000207 04. 0317. CI. 


, o9 . tm 


Method 


TBLASTX: Maize 




Start 


11878 






End 


12147 




GI 


none 






Score 


120 




Exons 


11878. 


.12048, 11878. 


. 11982, 


11958. .120 


47, 12052. . 12147, 






12069. 


.12140 










Seq. No. 


47011 






Seq. ID 


OJ000207_04 .0317 


.CI 


Gene No. 


99925 






Strand 






Start 


30840 






End 


33922 




Name 


OJ000207 04. 0317. CI. 


ol2 . tw 


Method 


TBLASTX: Wheat 




Start 


12106 






End 


12396 




GI 


none 






Score 


262 




Exons 


12106. 


.12396, 12114. 


. 12245, 


12154. .123 


90 





48662 



Seq. No. 


47011 








99925 






o tar u 


30840 




- 


Name 


OJ000207 04.0317:C1, 


ol . tltl 


o L.air L 


12558 






\3l. 


none 






Exons 


12558. 


.12884, 12559. 


. 1 Z 0 D / 


Seq. No. 


47011 








99925 






o rar u 


30840 






Name 


OJ000207 04. 0317. CI. 


o6 . tw 


o uair u 


12565 








none 








12565. 


.12876, 12588. 


1 0 Q 7 c; 


Seq. No. 


47011 






Gene No . 


99925 






o Lar L 


30840 






Name 


OJ000207 04. 0317. CI. 


Oz . uW 


bt ar L 


13064 








none 






Exons 


13064. 


.13555, 13084. 


1 "3 1 tr o 
. 1 Jloz , 


Seq. No. 


47011 






oene lno . 


99925 






O-t- V--I- 

o Lart 


30840 






Name 


OJ000207 04. 0317. CI. 


o8 . tm 


btar L 


13385 








none 






Exons 


13385. 


.13558, 13438. 


T "3 C C "7 
. loDO / , 


Seq. No. 


47011 






*aene lno . 


99925 






C -t- r!i -K- -t- 

o uar L 


30840 






Name 


OJ000207 0*4. 0317. CI. 


rt T O -1- » T 

olo . tw. 


OL.airi, 


16544 








none 






Exons 


16544. 


.16861 




Seq. No. 


47011 






Gene No . 


'99925 






o tarr 


30840 






Name 


OJ000207 04. 0317. CI. 


rt "7 4- « 

o / . tm 


brart 


28467 






C T 


none 






Exons 


28467. 


.28646, 28650. 


O Q Q 1 Q 

. zo y lO 


Seq. No. 


47011 






Gene No. 


99925 






Start 


30840 






Name 


OJ000207 04. 0317. CI. 


o5 . ts 


Start 


29023 






GI 


none 






Exons 


29023. 


.29124, 29024. 


.29137, 



Seq. ID OJ000207_04.0317.C1 
Strand 

End 33922 

Method TBLASTX : Mai ze 

End ' 12884 

Score 403 



Seq. ID OJ000207_04.0317.C1 
Strand 

End 33922 

Method TBLASTX : Wheat 

End 12951 

Score 327 
12898. .12951, 12917. .12949 

Seq. ID OJ000207_04.0317.C1 
Strand 

End 33922 

Method TBLASTX : Wheat 

End 13678 

Score 342 
13219. .13347, 13541. .13678 

SeqV ID OJ000207_04.0317.C1 
Strand 

End 33922 

Method TBLASTX : Mai ze 

End 13639 

Score 138 
13537. .13638, 13538. .13639 

Seq. ID OJ000207_04.0317.C1 
Strand 

End 33922 

Method TBLASTX : Wheat 

End 16861 ■ ■ • 

Score 203 



Seq. ID OJ000207_04.0317.C1 

Strand - ' ' 

End 33922 

Method TBLASTX : Mai ze 

End 28913 

Score 94 , 



Seq. ID OJ000207_04 . 0317 .CI 
Strand 

End 33922 

Method TBLASTX : Soybean 

End 29346' 

Score 132 
29164 . .29346 



48663 



Seq. No. 


47011 




Seq. ID 


OJ000207_04.0317 


.CI 


Gene No. 


99925 




Strand 






Q-t- a -r-l- 
oT,a.iri- 






End 


33922 




Name 




n C TVS 

, oo . tm 


. Method 


TBLASTX: Maize 










End 


29403 






none 




Score 


132 




Exons 




. . z y 1 DU , 


29164. .29403, 29185.. 29385 




Seq. No. 


47011 




Seq. ID 


OJ000207_04.0317 


.CI 


Gene No. 


99925 




Strand 






oT_a J- L 






End 


33922 




Name 


UJUUUZU/ U4I.Uol/.Ol 


. olO . gs 


Method 


GENSCAN 




o u air u. 






End 


33590 






none 




Score 


.81 




V ^ 


'^np/n '5riQ'5i '^^'\A'^ 


. . J X O fi D , 


32521. .32540, 33449.. 33590 




Seq. No. 


47011 




Seq. ID 


OJ000207_04 .0317 


.CI 


Gene No. 


99925 




Strand 












End 


33922 




Name 


UJUUUZU/ U4.Uol/.CI 


. olO . tw 


Method 


TBLASTX: Wheat 




o uar L 


'5 O 7 c T 




End 


33119 






none 




Score 


66 




Exons 


/ D f . . oz y 1 o / jz /.ou 


. . J J 1 i y 








Seq. No. 


47011 




Seq. ID 


.OJ000207_04 .0317, 


.CI 


Gene No. 


99925- 




Strand 






Q-l- a r--t- 

oua J_ L 


OUO 4i u 




End 


33922 




Name 


UJUUUZU/ U4.Uoi/.Ul 


. o4 . tm 


Method 


TBLASTX: Maize 




o tar L. 


OZ C$ ou 




End 


33320 






none 




Score 


87 




Exons 


'^9ft^n "^90*^0 '^9Q4Q 


'5 '5 9 n 


33120. .33314 




Seq. No. 


47011 




Seq. ID 


OJ000207_04 .0317. 


.CI 


Gene No. 


99925 




Strand 






Q4- a v-f- 


T n R 4 n 

OU 0 4 u 




End 


33922 




Name 


UJUUUZU/ U4.UJi/.Li, 


. oil . tw . 


Method 


TBLASTX: Wheat 




o Lai. r. 


o jZ 1 y 




End , 


33769 






none 




Score 


82 




Exons 


"^"^910 '^'^'^17 'i'^Ann 


, . oo / oy , 


33504. .33674 




oeq . INO . 


41 / U 1 1 




Seq. ID 


OJ000207_04 .0317. 


, CI 


Gene No. 


99925 




Strand 






Start 


30840 




End 


33922. 




Name 


UJUUUZU/ Ufl.UJl/.Ul, 


> oo . t s 


Method 


TBLASTX : Soybean 




o L ar L 


"5 "5 "5 R n 




End 


33922 




C T 


none 




Score 


71 




Exons 


Q'5'5c;n TQTQI '^T'iQO 


'3 '3 C 1 T 
, . OOO / / , 


33566. .33793, 33567 .. 33677 , 






DO . . o jyzz 










Sea No 


47011 




Seq. ID 


OJ000207_04 .0317. 


ux 


Gene No. 


99925 




Strand 






Start 


30840 




End 


33922 




Name 


OJ000207 04. 0317. CI, 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


33522 




End 


33824 




GI 


none 




Score 


130 




Exons 


33522. .33674, 33542. 


.33823, 


33560. .3381 


4, 33601. .33816, 





33735. .33824 



48664 



Seq. No. 


47012 


Seq. ID 


OJ000207_04 .0317.C3 


Gene No. 


99926 


Strand 


+ 


Start 


4n9fi 

*a U Z. U 


End 


8259 


M -a rn o 
LN CtlllC 


0.1000907 04 0*^17 o'^ rf<z 


Method 


GENSCAN 


O L. d i. L 


4 09 ~ 
*1 u ^ u 


End 


8259 


GI 


none 


Score 


.56 


V Pin Q 


dCi9f, ■ 49fi4 R7Q7 ^fif^O ■ fiRRf^ 


,6753, 7432. .7537, 7619. .7771, 










o t:^ ^ • vi\j m 


47012 


Seq. ID 


OJ000207_04.0317.C3 


Gene No. 


99927 


Strand 




Start 


1 


End 


2254 


Name 


OJ000207 04 .0317.C3.ol.np 


Method 


AAT/NAP 


O L. a. I- L. 


1 


End 


2254 




4335720 


Score 


90 


P von Q 


1..212, 2211. .2254 








(AC006248) putative non-LTR retroelement reverse transcriptase 




[Arabidopsis thaliana] 






Seq. No. 


4 7 01 9 


Seq. ID 


OJ000207_04.0317.C3 




QQQ9 7 


Strand . 






1 

X 


End 


2254 


Name 


0 1000 9 07 HA 0'517 r^O -l-iw 


Method 


TBLASTX: Wheat 




90 R ~ 

z u o 


End 


454 




none 


Score 


53 


P V o n c 


205. .276/ 213. .275, 254. .340, 


271. .339, 


344. .454 


Seq. No. 


4 701 9 

4 / U X Z 


Seq. ID 


OJ000207_04 .0317.03 




QQ Q9 7 


Strand 




O U Cl X L. 


1 


End 


2254 




07000907 n /I 0*517 (^"5 r^'\ r>tc 
UJUUUZU / U*i . UjX / .L-j.Ox.gS 


Method 


GENSCAN 


O L. dX L. 


9 f^Q 
Z DO 


End 


603 


GI 


none 


Score 


. 91 


von Q 


268.. 603 






Seq. No. 


47012 


Seq. ID 


OJ000207_04 .0317.C3 


(^finpi Mo 


99927 


Strand 




Start 


1 


End 


2254 


Name 


OJ000207 04.0317.C3.ol.tw 


Method 


TBLASTX: Wheat 


Start 


774 


End 


1138 


GI 


none 


Score 


55 


P von c 


774. .833, 781. .834, 814. .1014 


, 842.. 904, 1023.. 1124, 1025.. 113! 


Seq. No. 


47012 


Seq. ID 


OJ000207__04.0317.C3 


o n o Mo 


99927 


Strand 




O L d X U 


1 


End 


2254 


Name 


OJ000207 04.0317.C3.o2.gs 


Method 


GENSCAN 


O L d X L 


1339 


End 


1928 


\J X 


none 


Score 


. 65 


Exons 


1339. . 1851, 1875. . 1928 






Seq. No. 


47013 


Seq. ID 


OJ000207_04.0317.C4 


Gene No. 


99928 


Strand • 




Start 


420 


End 


1027 


Name 


OJ000207 04.0317.C4.ol.gs 


Method 


GENSCAN 


Start 


420 


End 


1027 



48665 



GI none 

Exons 420.. 423, 852.. 1027 

Seq. No. 47014 

Gene No. 99929 

Start 702 

Name OJ000207_04 . 0317 . C8 . ol . gs 
Start . ' 702 

GI none 

Exons 702. .880 



Score .92 



Seq. ID OJ000207_04.0317.C8 

Strand , + 

End 94 9 

Method GENSCAN 

End 880 

Score .96 



Seq. No. 47014 

Gene No. 99929 

Start 702 

Name OJ000207_04 . 0317 .C8.ol.gp 

Start 775 

GI 10431_1.R1084 

Exons 775. . 949 

GI Descrip. • 125619.8/dbj | D63711 1 RICTNR3 
complete sequence' 



Seq. ID OJ000207_04.0317.C8 

Strand + 

End 94 9 

Method AAT/GAP 

End 94 9 

Score 288 - 

4.0e-82 Rice transposon Tnr3 DN^, 



Seq. No. 


47014 








Seq. ID 


OJ000207 


04 . 0317 . 08 


Gene No. 


99930 








Strand 


+ 




Start 


7115 








End 


9806 




Name 


OJ000207 04 


.0317 


.08 .o3. 


gs 


Method 


GENSOAN 




Start 


7115 








End 


9806 • 




GI 


none 








Score 


.81 




Exons 


7115 . . 1222, 


7856 


. .8045, 


8101 


..8739, 8998. .9130, 


9185 . .9806 


beq. NO. 


4 / U 1 41 








Seq. ID 


OJ000207 


U4 . U / . Lo 


Gene No. 


99930 








Strand 


+ 




Start 


7115 








End 


9806 




Name 


OJ000207 04 


.0317 


.08. ol. 


np 


Method 


AAT/NAP 




Start 


7826 








End 


9797 




GI 


4588001 








Score 


767 




Exons 


7826. .8228, 


8286 


. .8621, 


8998 


. ."9130, 9229, . 9797 




GI Descrip. 


{AF085279) 


hypothetical 


Ser- 


Thr protein kinase 


[Ar.abidopsis 




thaliana] 














Seq. No. 


47014 








Seq. ID 


OJ000207 


_04.0317.O8 


Gene No. 


99931 








Strand 






Start 


2373 








End 


4094 




Name 


OJ000207 04 


.0317 


.08. o2. 


gs 


Method 


GENSOAN 




Start 


2373 








End 


4094 




GI 


none 








Score 


.86 




Exons 


2373. .2519, 


3245 


. .3303, 


3919 


..4025, 404 


:8. .4094 




Seq. No. 


47014 








Seq. ID 


.OJ000207 


_04 .0317.08 


Gene No. 


99932 








Strand 






Start 


10516 








End 


13491 




Name 


OJ000207 04 


.0317 


.08.O7. 


tm 


Method 


TBLASTX:! 


Maize 


Start 


1192 








End 


1984 




GI 


none 








Score 


89 




Exons 


1192. .1290, 


1193 


. .1345, 


1205 


. .1315, 1214. . 1306, 


1217. .1309, 




1344. .1442, 


1358 


. .1450, 


1454 


. .1546, 1454. .1519, 


1454 . . 1546/ 




1507. .1599, 


1508 


. .1600, 


1535 


. .1687, 1536. .1688, 


1538. .1687, 




1538. .1702, 


1550 


. .1702, 


1581 


. .1667, 1584. .1703, 


1584. .1703, 



48666 








iDo4 . . i dU / / 


1 e; Q c 
loo D 


1 C Q 1 
. . i DO 1 , 


1 c o o 
iDOO . 


.1689, 1588. .1713, 1591. .1713, 






1 1 HQ IQRI 
1/Uo, -lOOi/ 


1 T "5 R 


1 Q ^5 Q 

. . io jy, 


1 T "3 Q 


.1848, 1744. ,1851, 1744. .1857, 






10*70 


1 Q R Q 


. . i yo 4 / 


1 yui . 


. ly /o 






oecj- NO, 


/I T m >i 
4 / Ul 4 








Seq. ID 


OJ000207_04 .0317.C8 




Gene No. 


99932 








o Tirana 






Start 


10516. 








bna 


io4 y i 




- Na.ine, 




. U J 1 / 


r\A 
. L/O . Ofl . 


um 


Method 


1 bLAb 1 A , Mai ze 




o uar L. 


0 Ofl D 








Cjna 


yz b y 






none 








Score 


O / 




Exons 


O OHO , , 0 JUy f 


O J Do 


. . 0 DO J , 


Q "3 O 1 
o oo 1 . 


. o bz u , 0 


QOA 01*3/1 D Q Q c; Q10Q 

yy4. ,yio4, oyyo. ,yizy. 








y z J 1 


. . y z D y 










Seq. No. 


47014 








oeq , Lu 


r^Tfinnom ha n'31'7 r'O 

UJUUUZU/ U4,Uj1/,Co 




Gene No. 


99932 








bcrana 






OLciJLL, 


1 U O X 0 








bna 


1 "3 /I Q 1 

io4 y 1 




Na.ine 


vJJ UUUZU/ 


, U J 1 / 


PD r\A 
. Uo . 04 . 




Method. 


TDT 7\CTV . ^'>"/-^^<r>l 

1 D j_r Ab 1 A ; c r e s s 






o J b 1 








rijna 


Q A 

o bZ4 






none 








Score 


ZD I 




Exons 




Q Q 1 
0 O O i 


Q c; Q o 
. . 0 D y J 










Seq. No. 


47014 








beq, lu 


UJUUUZU/ U4,Uol/.Co 




Gene No. 


99932 








Strand 






o uar L 


1 n R 1 








hna 


1 o4 y i 




Name 


UJUUUZU / U4 


n Q 1 "7 
. Uol / 


. Co . 04 . 


ts 


Mernoa 


TBLAbTX : Soyoean 


in 




Q '3 ^^"7 
OOD / 








bna 


Q C3 O 

o boZ 






none 








Score 


O T Q 
Z / O 




Exons 


0 J D / . . O 41 / 


Q T Q 1 


Q 

. . o boZ 










Seq. No. 


47014 








Seq. ID 


OJ000207_04 .0317.C8 




Gene No. 


99932 








Strand 




§ y 












End 


13491 




Name 


~r r\ Ci r\ o r\ n r\A 


n Q 1 T 
. UoL 1 , 


PQ y-N O 

. Co . OZ . 


tc 


Method 


TBLASTX: Cress 




ocair t 


o y / o 








End 


9392 




PT 


none 








Score 


79 


: 3 


Exons 




0 y y 4 . 


Q 1 O t; 

. . yizo , 


Q Q Q 

o y yo . 


.9129, 9230.. 9391, 9231,. '9392 


: ' 
1 


oeq. NO. 


A n ri'\ A 
4 /U14 








Seq, ID 


" OJ000207_04 .0317,C8 




Gene No, 


99932 








Strand 






Start 


10516 








End 


13491 




Name 


d inn noni ha 


. U J 1 / , 


. Co , Oo . 




Method 


TBLASTX: Soybean 




o t ar u 


on D 1 








End 


9797 




r T 


none 








Score 


192 




T7* /"V V\ 

£jXons 


yuzi , . y izo , 


Q n 0 o 
yuzz , 


Q 1 0 Q 


Q o n 
yzou . 


.9403, 9231. .9401, 9606. ,9797, 






youo . . y / yo 














Seq, No.; 


47014 








Seq. ID 


OJ000207_04.0317.C8 




Gene No. 


99932 








Strand 






o Lam 


lUol b 








End 


13491 




Name 


UJUUUzU / U4 


. Uol / , 


, Co . O O . 


tw 


Method 


TBLASTX: Wheat 




b Lar L 


Q /I Q Q 

y 4 o y 








End 


9806 




GI 


none 








Score 


87 




Exons 


9489. . 9599, 


9588. 


,9806, 


9608. 


.9805, 9699.. 9806 




Seq. No, • 


47014 








Seq. ID 


OJ000207_04 .0317.C8 




Gene No. 


99932 








Strand 






Start 


10516 








End 


13491 



48667 




Name 


OJ000207 04. 0317. C8 


.06. tm 


Method 


TBLASTX : 


Maize 




Start 


9602 




End 


9800 








none 




Score 


0 0 *c 

D 






Exons 


,^9602. .9787, 9603.. 9800 










beq. wo. 


47014 




C rt « T Pv 

beq. ID 


UJUUUzU / 


04 . 0317 


. Co 




99932 




Strand 








Start 


10516 




End 


13491 






Name 


OJ000207 04. 0317. C8 


. o2 . gp 


Method ' 


AAT/GAP 






OH 1 •v-l- 

o rar u 


10516 




End 


13483 






GI 


47 1.R1084 




Score 


5659 






Exons 


10516. .10966, 11064 


. .13483 










GI Descrip. 




611 O.Oe+00 (AB011270) importin-betal [C 




sativa] ' 












beq. NO. 


47014 




Seq. ID 


OJ000207 


04 . 0317 


.08 


Gene No. 


99932 




Strand 








Start 


10516 




End 


13491 






Name 


OJ000207 04. 0317. C8 


.02. tw 


Method 


TBLASTX: 


Wheat 




Start 


10764 




End 


11185 






GI 


none 




Score 


129 






Exons 


'\r\nC^A 100^7 10771 


. .10968, 


10773. .10970, 10778 


. . 10969, 






11048. .11182, 11061 


. .11183, 


11063. .11185, 11064 


. . 11183 




Seq. No. 


47014 




Seq. ID 


OJ000207 


_04.0317 


.08 


Gene No. 


99932 




Strand 








Start 


10516 




End 


13491 






Name 


OJ000207 04. 0317. C8 


. o2 . np 


Method 


AAT/NAP 






Start 


10774 




End 


13472 








3983663 




Score 


4299 






Exons 


10774. .10966, 11064 


. .13472 










GI Descrip. 


(ABO 11270) import in- 


-betal [Oryza sativa] 






beq. NO. 


47014 




Seq. ID 


OJ000207 


_04.0317 


.08 


Gene No. 


99932 




Strand 








Start 


10516 




End 


13491 






Name 


OJ000207 "'04.0317.08 


.ol.t's 


Method 


TBLASTX : 


Soybean 




Start 


10825 




End 


12318 








none 




Score 


118 






Exons 


10825. .10965, 11069 


. .11137, 


11138. .11389, 11141 


. .11389, 






11390. .11593, 11391 


. .11594, 


11392. .11700, 11399 


. .11665, 






11689. .11763, 11702 


. .11764, 


11863. .12222, 11875 


. .12222, 






11975. .12226, 12014 


. .12226, 


12232.. 12318 






Seq. No. 


47014 




Seq. ID 


OJ000207 


_04.0317 


.08 


Gene No. 


99932 




Strand 








Start 


10516 




End 


13491 






Name 


OJ000207 04. 0317. C8 


. ol . tm 


Method . 


TBLASTX: Maize 




Start 


10831 




End 


12093 






T 
bX 


none 




Score 


70 






Exons 


10831. .10965, 10907 


. . 10969, 


11069. .11137, 11138 


. .11389, 






11141. .11389, 11253 


. .11390, 


11392. .11670, 11397 


. . 11594, 






11399. .11665, 11686. 


. .11856, 


11702. .11833, 11866 


. .11997, 






li-^.95... .12093, 11996. 


. . 12085, 


12016. . 12093 






Seq. No. 


47014 




Seq. ID 


OJ000207 


_04.0317 


.08 


Gene No. 


99932 




Strand 









48668 






Start 


10516 






End 


13491 






OJ000207 04. 0317. C8 


. O J . tc 


Method 


TBLASTX: Cress 






11452 






End 


11931 






none 






Score 


-130 




Exons 


11452. 


..11664, 11459 




11701. .11832, 11717. . 11740, 






11875. 


. .11931 










Seq. No.. 


47014 












Gene No. 


99932 






O L X. dXIU 






O Lair t. 


10516 








1 O /I Q-1 
1 O fi ± 




Name 


OJ000207 04. 0317. C8 


. o3 . tm 


Method 


TBLASTX: Maize 




OLai- L 


12094 






End 


12439 




PT 


none 






Score 


416 






12094. 


.12438, 12095, 


1 9 4 O Q 
. . i. ^ f± O ^ 








Oeq . LNO . 


47014 






Seq. ID 


OJ000207_04 .0317 




Gene No. 


99932 






Strand 






Start 


• 10516 






End 


13491 




IN cinic 


OJ000207 04. 03*17. C8, 


1 0<S . L 5 


Method 


TBLASTX : Soybean 




C -t- ^ 

o tar L 


12319 






End 


12989 






none 






Score 


121 






12319. 


.12546, 12320. 


1 0 /I 1 


124 31. .1254 7, 124 4 1 . . 124 85 , 






12550. 


.12621, 12624. 


1 0 QQ Q 

. . iz y o y , 


12624. .12989 


1 "T: 


oec[ . iNO . 


47014 






Seq. ID 


OJ000207_04 .0317 




Gene No. 


99932 






Strand 




H 


Start 


10516 






End 


13491 


! y 


Name 


OJ000207 04. 0317. G8. 


. ol . tw 


Method 


TBLASTX: Wheat 


f "1 


o uar u 


12388 






End 


12774 


t is? 




none 






Score 


153 




Exons 


12388. 


.12621, 12391. 


1 9 /I "5 


12420. .12623, 12 623. .12772, 






12624 . 


.12773, 12624, 


1 0 7 7 "5 


12679. .12774 




oeq . INO . 


47014 






Seq. ID 


OJ000207_04 .0317 


M 


Gene No. 


99932 






Strand 




. = 


Start 


10516 






End 


13491 




Name 


OJ000207 04. 0317. C8. 


. oz , Lm 


Method 


TBLASTX: Maize 




o car L 


12440 






End 


12975 




PT 


none 






Score 


206 


i, J 


£jXOI1o 


12440. 


.12622, 12441. 




12623. . 12874, 12624 . . 12974, 


^~ 




12624 . 


.12974, 12679. 










Seq. No. 


47014 






Seq. ID 


OJ000207_04 .0317 




Gene No. 


99932 






Strand 






o u ar u 


10516 






End 


13491 




Name 


OJ000207 04. 0317. C8. 


OD . rs 


Method 


TBLASTX : Soybean 




o uar L 


12990. 






End 


13244 






none 






Score 


52 




Exons 


12990. 


.13043, 12991. 




13041. . 132^ 


i4, 13081. .13236 




kj t; v.^ . L\\j » 


47014 






Seq. ID 


OJ000207_04 .0317, 




Gene No. 


99932 






Strand 






Start 


10516 






End 


13491 




Name 


OJ000207 04. 0317. C8. 


ol.tc 


Method 


TBLASTX :Cr.ess 




Start 


13056 






End 


13479 




GI 


none 






Score 


115 




Exons 


13056. 


.13475, 13057. 


.13239, 


13221. .134 72, 13297. .134 7 9 



48669 



Seq. No. 


47014 


Seq. ID 


OJ000207_04.0317. 


C8 


Gene No. 


99932 


Strand 






Start 


10516 


End 


13491 




Name 


- OJ000207 04.0317.C8.o5..tm 


Method 


TBLASTX: Maize 




Start 


13239 


End 


13491 






none 


Score 


108 




Exons 


•'-13239. .13487, 132 66. .134 87, 13288. .134 91, 13378. ,13488 




Seq. No. 


47015 


Seq. ID 


OJ000207_04.0317. 


C9 


Gene No . 


99933 


Strand 


+ 




Start 


59 


End 


1009 




Name 


OJ000207 04.0317.C9.ol.gs 


Method 


GENSCAN 




Start 


59 


End 


1009 




GI 


none 


Score 


.78 




Exons 


59. .272, 365.-469, 933. .1009 








o e q . LN o . 


47015 


Seq. ID 


OJ000207_04.0317. 


no, 


Gene No. 


99934 


■ Strand 






Start 


1 


End 


275 




Name 


OJ000207 04 .0317.C9.ol.gp 


Method 


AAT/GAP 




Start 


1 


End 


275 




GI 


47 1.R1084 


Score 


465 




Exons 


1. .275 








GI Descrip. 


'3983663/dbj IBAA34861I O.Oe+00 (AB011270) importin-betal 


, [Oryza 




sativa] * 








Seq. No. 


47015 


Seq. ID 


OJ000207_04.0317. 


C9 


Gene No. 


99935 


Strand 






Start 


1856 


End 


2508 




Name 


OJ000207 04 .0317.C9.ol.np 


Method 


AAT/NAP 




Start 


1203 


End 


2508 






6815099 


Score 


81 




Exons 


1203. .1344, 2486. .2508 








GI Descrip. 


(AP001081) hypothetical- protein [Oryza 


sativa] 




Seq. No. 


47015 


Seq.. ID 


OJ000207_04.0317. 


C9 


Gene No . 


99935 


Strand 






Start 


1856 


End 


2508 




Name 


OJ000207 04.0317.C9.o2.gs 


Method 


GENSCAN 




Start 


1856 


End 


2345 




GI 


none 


Score 


.63 




Exons 


1856. .1965, 2321. .2345 








oeq . NO . 


47016 


Seq. ID 


OJ000207_04.0317. 


CIO 


Gene No. 


99936 


Strand 


+ 




Start 


269 


End 


409 




Name 


OJG00207 04.0317.C10,ol.gp 


Method 


AAT/GAP 




Start 


269 


End 


409 




GI 


uC-osflcyp022c06b2 


Score 


239 




Exons 


269. ,409 








GI Descrip. 


»5042437/gb|AC00778 9. 1 1 AC0077? 


39 8.0e-25 Oryza sativa BAG 


T49B20 




-genomic sequence, complete sequence* 






Seq. No. 


47016 


Seq. ID 


OJ000207_04.0317. 


CIO 


Gene No. 


99937 


Strand 






Start 


1090 


End 


1740 





48670 




Name 


OJ000207_04 ,0317 , CIO . o2 . gp Method 


AAT/GAP 


O Uai C, 


/u^ lijna 


1 1 R7 
±10/ 


C T 




O D / 


Exons 


1 , .±10/ 




(ji uescnp. 


oc5ozi / u/ emij i ali 1 1 / z d d . i i vJo ix/oU4 i.ue 


—ill Oryza sativa 




inQj-Cci \ ) ysnuimc uLNr\/ cfij. omosoriie 


'if nt\\^ CI one . L 1 / o u fi 


beq. NO. 


4 /UiD beq . iU 


OJUUUzU /__U4 . 0ol7 . CIO 


Gene No. 


99937 strand 




Start 


1090 End 


1740 


Name 


OJ000207 04 .0317.C10.ol.gs Method 


GENSCAN 


Start 


1090 End 


1431 


GI 


none Score 


.81 


Exons 


1090. .1431 





Seq. No. 47016 

Gene No. 99937 

Start 1090 . 

Name OJ000207_04 . 0317 . CIO . ol . ts 

Start 1094 

GI none 
Exons 



Seq. ID OJ000207_04. 0317. CIO 
Strand 
End 

Method 
End 
Score 



1740 

TBLASTX: Soybean 

1450 

196 



1094. .1450, 1107. .1367, 1114. .1449, 1145. .1450 



Seq. No. 47016 Seq. ID OJ000207_04 . 0317 . CIO 

Gene No. 99937 Strand 

Start 1090 End 1740 

Name OJ000207_04 . 0317 . CIO . ol . np Method AAT/NAP 

Start- 1170 End 1740 

GI 7445541 Score 305 

Exons 1170.. 1740 

GI Descrip. hypothetical protein T27E13.16 - Arabidopsis thaliana 

gi|3150410|gb|AAC16962.1| (AC004165) putative leucine-rich 
repeat protein [Arabidopsis thaliana] 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47016 
99937 
1090 

:^aJ000207_04.0317.C10.ol.tc 
1174 
none 



Seq. ID OJ000207 04. 0317. CIO 



Strand 
End 

Method 

End 

Score 



1740 

TBLASTX: Cress 

1489 

107 



1174. .1206, 1225. .1488, 1243. .1482, 1244. .1489 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47016 Seq. ID 

99937 Strand 

1090 End 
OJ000207_04 .0317 .CIO. ol .tm Method 

1199 End 

none Score 

1199. .14 8 9, 1201.. 14 91, 1204. .14 91 



OJ000207_04. 0317. CIO 
1740 

TBLASTX: Maize 

1491 

393 



Seq. No. 47017 

Gene No. 99938 

Start 607 

Name OJ000207_04 . 0317 . C12 . ol . gs 

Start 607 

GI none 
Exons 



Seq. ID OJ000207_04.0317.C12 



Strand 

End. 

Method 

End 

Score 



+ 

2888 
GENSCAN 
2888 
.54 



607. .678, 1514. .1597, 1872. .1943, 2795. .2888 



48671 



Seq. No. 47018 
Gene No. 99939 
Start 1 

Name OJ000217_06 . 0317 . C2 . ol . np 

Start 1 . 

GI 5231113 
Exons 1. .214, 1093. .1413 ' 

GI Descrip. (AF141202) EIN2 .'[Arabidopsis thaliana] 

gi|5231115|gb|AAD41077.1|AF141203_l (AF141203) EIN2 [Arabidopsis 
thaliana] 



Seq. ID OJ000217_06.0317.C2 

Strand + 

End . 1413 

Method AAT/NAP 

End 1413 

Score 425 





Seq. No. 


47018 




Seq. ID 


OJ000217_06 . 0317 


C2 




Gene No. 


n o n o n 




Strand 


+ 






Start 


1 




End 


1413 






Name 


OJUUU-^cl / U D . U Jl / . Cz . Ol 


.gs 


Method 


GENSCAN 






Start 


DO 




End 


1365 






GI 


none 




Score 


.8 






Exons 


56. .214, 1093. .1365 












Seq. No. 


47018 




Seq. ID 


OJ000217_06.0317 


C2 




Gene No . 






Strand 








Start 


o n r* o 

oOOo 




End 


3301 






Name 


OJ0U0zl7 06 . 0il7 . C2 . ol 


.ts 


Method 


TBLASTX: Soybean 






Start 


32 




End 


1347 






GI 


none 




Score 


225 




hi 


Exons 


32. .214, 65. .238, 67.. 


240, 1090. .1155, 


1093,. 1155, 1150. 


. 1 






1 1 D / . .134 6 










J~ 


Seq. No. 


4 7018 




Seq. ID 


OJ000217_06.0317, 


C2 


%J 


Gene No. 


y y y4 0 




Strand 






I 


Start 


o n A o 

3008 




End 


3301 






Name 


OJ000217 06 . 0317 . C2 . ol 


. tm 


Method 


TBLASTX: Maize 




s 


Start 


56 




End 


1166 




0 


GI 


none 




Score 


241 




'■'4 


Exons 


C)6..zl4, 64..Z10, 1086 


. . 1166, 


1093. .1158 






Seq. No. 


47018 




Seq. ID 


OJ000217_06.0317 . 


C2 






^ -7 _7 *i U 




^ Strand 








Start 


3008 




End 


3301 






Name 


OJ000217 06.0317.C2.ol 


. tc 


Method 


TBLASTX: Cress 






Start 


1150 




End 


1347 






GI 


none 




Score 


247 






Exons 


1150. .1347, 1161. .1346 












Seq. No. 


47018 




Seq. ID 


OJ000217_06.,0317. 


C2 




Gene No. 


99940 




Strand 








Start 


■3008 




End 


3301 






Name 


OJ000217 06.0317.C2.o2 


.gs 


Method . 


GENSCAN 






Start 


3008 




End 


3301 






GI 


none 




Score 


.57 






Exons 


3008. .3301 












Seq. No. 


47019 




Seq. ID 


OJ000217_06.0317. 


C3 




Gene No. 


99941 




Strand 


+ 






Start 


1573 




End 


1698 






Name 


OJ000217 06.0317.C3.ol 


.np 


Method 


AAT/NAP 





48672 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1573 End 1698 

6815099 Score 71 

1573. .1698 

(AP001081) hypothetical protein [Oryza sativa] 



47019 
99942 
783 

OJ000217_06.0317.C3.ol.gs 

783 

none 

783. .866, 1061. .1114 



Seq. ID OJ000217_06.0317.C3 
Strand 

End 1114 

Method GENSCAN 

End 1114 

Score . .52 



47020 
99943 
1 

OJ000217_0 6.0317 .04 .ol.np 
1 

4504909 



Seq. ID OJ000217_06.0317.C4 
Strand + 

3544 
AAT/NAP 
3544 
785 



End 

Method 
End 
Score 

1..1146, 1914. .2040, 2104. .2169, 2244. .2408, 2578. .2652, 
2736. .2924, 3172. .3276, 3361. .3430, 3509. .3544 
karyopherin (importin) beta 3 gi 12102696 {U72761) karyopherin 
beta 3 [Homo sapiens] 



Seq. No. 


47020, 


Seq. ID 


OJ000217_06. 0317 . C4 


Gene No . 


99943 


Strand 


+ 


Start 


.1 


End 


3544 


Name 


OJ000217 06.0317.C4.ol.gs 


Method 


GENSCAN 


Start 


85 


End 


3276 


GI 


none 


Score 


.46 


Exons 


85. .1011, 2104. .2169, 2244 


..2408, 2578 


..2652, 2814. .2890, 




3141. .3276 






Seq. No. 


470'20 


Seq. ID 


OJ000217_06,0317.C4 


Gene No. 


99943 


Strand 


+ 


Start 


1 


End 


3544 


Name ■ 


, OJ000217 06.0317.C4.o4.tm 


Method 


TBLASTX: Maize 


Start 


337 


End 


573 


GI 


none 


Score 


188 


Exons 


337. .525, 340. .501, 504. .560, 505. .573 




Seq. No. 


47020 


Seq. ID 


OJ000217_06.0317.C4 


Gene No. 


99943 


Strand 


+ 


Start 


1 


End 


3544 


Name 


OJ000217 06.0317.C4.ol.tc 


Method 


TBLASTX: Cress 


Start 


4 6.6 


End 


723 


GI 


none 


Score 


328 


Exons 


466. .723, 498. .686 






Seq. No. 


47020 


Seq. ID 


OJ000217_06.0317.C4 


Gene No. 


99943 


Strand 


+ 


Start 


1 


End 


3544 


Name 


OJ000217 06.0317.C4.ol.tm 


Method • 


TBLASTX: Maize 


Start 


744 ■ ■ 


End 


1046 


GI 


none 


Score 


468 


Exons 


744. .1046, 745. .1044, 765. 


.1046 





48673 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
-Start 
Name 
Start 
GI 

Exons 



47020 
99943 
1 

OJ000217_06.0317.C4 .ol.ts 

.987 
none 



Seq. ID OJ000217_06.0317.C4 

Strand + 

End 3544 

Method TBLASTX : Soybean 

End 2378 

Score 8 6 

1177, 1019. .1165, 



987. .1148, 987. .1148, 988. .1149, 1019. 

1862.. 2005, 1905.. 2018, 1908.. 2018, 1912.. 2019, 2025.. 2165, 
2091. .2162, 2241. .2378, 2241. .2375, 2243. .2377 



47020 Seq. ID 

99943 Strand 
1 End 
OJ000217_06 . 0317 . C4 . ol . gp Method 
1079 End 
39325_1.R1084 Score 
1079. .1146, 1914. .2018, 2104, 
2736. .2890, 3141. .3254 
•4504909/ref |NP_002262.1|pKPNB3| 2.0e-49 karyopherin (importin) 
beta 3 >gi_2102696 (U72761) karyopherin beta 3 [Homo sapiens] 



OJ000217_06.0317.C4 
+ 

3544 
AAT/GAP 
3254 
1308 



.2169, 2244. .2408, 2578. .2652, 



47020 Seq. ID 

99943 Strand 

1 End 

OJ000217_06.0317 .C4 .o3.tc Method 

2115 End 

none Score 



OJ000217_06.0317.C4 
+ 

3544 

TBLASTX: Cress 

2909 

47 



2115. .2153, 2115.. .2165, 2249. .2413, 2250. .2408, 2570. .2656, 
2572. .2646, 2577. .2663, 2578. .2667, 2726. .2851, 2733. .2885, 
2736. .2909 



Seq. No. 47020 
Gene No. 99943 
Start 1 

Name OJ000217_06 . 0317 . 04 . o2 . tm 

Start 2276 
GI none 
Exons 2276, 

2575. 

2727. 



Seq. ID OJ000217_06.0317.C4 
Strand + 
End 3544 
Method TBLASTX: Maize 
End 2909 
Score 188 

.2413, 2277. .2408, 2290. .2412, 2295. .2414, 2570. .2656, 
.2652, 2577.. 2663, 2578.. 2667, 2722.. 2790, 2726.. 2851, 
.2888, 2734. .2889, 2736. .2909 



Seq. No. 47020 

Gene No. 99943 

Start 1 

Name ' OJ000217_06 . 0317 .04 . o2 . 

Start 2564 

GI none 

Exons 2564.. 2656, 2575.. 2646, 
2736.. 2888 

Seq. No. 47020 

Gene No. 99943 

Start 1 

Name OJ000217_06 . 0317 . 04 . o2 . 

Start 3138 

GI none 

Exons 3138.. 3290, 3139.. 3279, 



Seq. ID OJ000217_06.0317.C4 

Strand + 

End 3544 

ts Method TBLASTX: Soybean 

End 2888 

• Score 62 
2577., 2663, 2578.. 2667, 2726.. 2851', 



Seq. ID OJ000217_06. 0317.04 

Strand + 

End 354 4 

tc Method ' TBLASTX : Oress 

End 3543 

Score 235 
3358. .3435, 3358. .3429, 3507. .3542, 



48674 



3508. .3543 



Seq. No. 47020 

Gene No. 99943 

Start 1 

Name OJG00217_06 . 0317 . C4 , o3 . tm 

Start 3138 

GI none . 
Exons 



Seq. ID OJ000217_06.0317.C4 

Strand + 

End 3544 

Method TBLASTX: Maize 

End 3543 

Score 233 



3138. .3290, 3139. .3279, 3358. .3435, 3360. .3425, 3507. .3542, 
3508. .3543 



Seq. No. 47020 

Gene No. 99943 

Start 1 

Name OJ000217_06 . 0317 . C4 . o3 . ts 

Start 3138 

GI none 
Exons 



Seq. ID OJ000217_06.0317.C4 

Strand + 

End 3544 

Method TBLASTX : Soybean 

End 3410 

Score 226 



3138. .3275, 3139. .3273, 3139. .3279, 3147. .3275, 3197. .3280, 
3363.. 3410, 3364.. 3405 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47021 
99944 
1 

OJ000217_06.0317 .C5.ol.gp 
1 

13340 1.R1084- 



Seq. ID OJ000217_06.0317.C5 
Strand + 
End 1604 
Method AAT/GAP 
End 1604 
_ Score 580 

1..84, 550. .641, 781. .847, 1522. .1604 

M504909/ref |NP_002262.1|pKPNB3| 3.0e-39 karyopherin (importin) 
beta 3 >gi_2102696 (U72761) karyopherin beta 3 [Homo sapiens]' 



47021 
99945 
1575 

OJ000217_06.0317.C5.o2.gp 

1575 

2310191 

1575. .2014 



Seq. ID OJ000217_06.0317.C5 
Strand 

End 2014 
Method . AAT/GAP 
End 2014 
Score 765 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 



47021 
99946 
2146 

OJ000217_06.0317.C5.ol.ts 

57 3 

none 



Seq. ID OJ000217_06.0317.C5 
Strand 

End 2273 

Method TBLASTX : Soybean 

End 1688 

Score 84 



573. .716, 574. .642,. 779. .850, 1504. .1632, 1506. .1688, 1631. .1687 



47021. 
99946 
214 6 

OJ000217_06.0317.C5.ol.tm 

584 

none 



Seq. ID OJ000217_06.0317.C5 
Strand 

End 2273 
Method TBLASTX : Maize 
End 2004 
Score 86 

584. .643, 586. .642, 774. .842, 779. .850, 785. .850, 1504. .1632, 
1519. .1602, 1520. .1690, 1521. .1688, 1776. .1844, 1777. .-1842, 
1939. .2004, 1940. .2002 

47021 Seq. ID OJ000217_0 6 . 0317 . 05 



48675 





Gene No. 


99946 


Strand 


- 






Start 


2146 


End 


2273 






Name 


OJ000217_06.0317 .C5.o2.gs 


Method 


GENSCAN 






Start 


-.214 6 


End 


2273 






GI 


none 


Score 


.88 






Exons 


2146. . 2273 










Seq. No. 


47022 


Seq. ID 


OJ000217_06.0317 


.C6 




Gene No . 




Strand 


+ 






Start 


5541 


End 


11548 






Name 


OJ000217 06.0317.C6.ol.gp 


Method 


AAT/GAP 






Start 


5471 


End 


6581 






GI 


17812 1.R1084 


Score 


1152 






Exons 


5471. .5589, 5708. .5871, 6003. 


.6040, 6179. .6266, 6356. .6581 




GI Descrip. 


M263704/gb|AAD15390| l.Oe-40 


(AC006223) putative sugar 








starvation-induced protein [Arabidopsis thaliana] ' 






Seq. No. 


47022 


Seq. ID 


OJ000217_06.0317 


.C6 




Gene No, 


99947 


Strand 


+ 






Start 


5541 


End 


11548 






Name 


OJ000217 06.0317.C6.o2.gs 


Method 


GENSCAN 






Start 


5541 


End 


11548 






GI 


none 


Score 


.53 




i 


Exons 


5541. .5589, 5708. .5871, 6003. 


.6040, 6179.. 6266, 6356.. 6580, 


ffl 




7103.. 7168, 8182. .8366, 96^1. 


.9731, 10990. .11165, 11350 


. .11507, 


f : S 




11539.-. 11548. 










Seq. No. 


47022 


Seq. ID 


OJ000217_06.0317 


.C6 


r . 5 


Gene No. 


99948 


Strand 


+ 






Start 


14538 


End 


16841 




fil 


Name 


OJ000217 06.0317.C6.ol.np 


Method 


AAT/NAP 






Start 


14538 


End 


16841 






GI 


4558664 


Score 


1033 




? 3^ 


Exons 


14538 . .14735, 14841 .. 15196, 15293 .. 1 671 6, 16753. .16841 




I . 


GI Descrip. 


(AC007063) hypothetical protein [Arabidopsis thaliana] 






' Beq. No. 


47022 


Seq. ID 


OJ000217_d6.0317 


.C6 




Gene No. 


99949 


Strand 


+ 






Start 


22571 


End 


23059 






Name 


OJ000217 06.0317.C6.o4.gp 


Method 


AAT/GAP 






Start 


22571 


End 


23059 






GI 


none 


Score 


954 






Exons 


22571.. 23059 










Seq. No. 


47022 


Seq. ID 


OJ000217_06.0317 


.C6 




Gene No. 


99950 


Strand 








Start 


1585 - 


End 


4119 






Name 


OJ000217 b6.0317.C6.ol.gs 


Method 


GENSCAN 






Start 


1585 


End 


4119 






GI 


none 


Score 


.72 






Exons 


1585. .1977, 2684. .2710, 3199. 


.4119 








Seq. No. 


47022 


Seq. ID 


OJ000217_06.0317 


.C6 




Gene No. 


99951 


Strand 








Start 


8323 


End 


8608 






Name 


OJ000217 06.0317.C6.o2.gp 


Method 


AAT/GAP 






Start 


8323 


End 


8608 





48676 



GI 

Exons 



none 
8323. 



.8608 



Score 



572 



Seq. No. 47022 

Gene No. 99952 

Start 17503 

Name OJ000217_06 . 0317 . C6 . o3 . gp 

Start 17503 

GI 90742_1.R1084 

Exons 17503. .17534, 17857.. 17937 

GI Descrip. * 5734 616/cibj | AP000391 . 1 1 AP000391 4 .0e-29 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 ' 



Seq. ID OJ000217_06.0317.C6 
Strand 

End ' 17937 

Method • AAT/GAP 

End 17937 

Score ' 105 



Seq. No. 47022 

Gene No. 99953 

Start 22807 

Name OJ000217_06 . 0317 . C6 . o4 . gs 

Start 22807 

GI none 

Exons 22807. .23646 



Seq. ID OJ000217_06.0317.C6 
Strand 

End 23646 

Method GENSCAN 

End 23646 

Score 1 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47022 
99953 
22807 

OJ000217_06.0317.C6.o2.np 
22820 
6437542 
22820. .23640 

(AC011623) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000217_06.0317.C6 
Strand 

End 23646 

Method AAT/NAP 

End 2364 0 

Score 629 



47022 
99954 
26242 

OJ000217_06.0317.C6.o3.tm 

1582 

none 



Seq. ID OJ000217_06.0317.C6 
Strand 

End 32680 

Method TBLASTX : Maize 

End 3393 

Score 522 

-:j5,82. .1980, 1586. .1975, 1885. . 1980, 3187 .. 3390 , 3199 .-. 32 64 , 
3200. .3283, 3301. .3393 



Seq. No. 47022 

Gene No. 99954 

Start 26242 

Name 0 JO 0021 7_0 6.0317.C6.o3.tc 

Start 1633 

GI none 

Exons 1633.. 1884, 1637. .1882 



Seq. ID OJ000217_06.0317.C6 
Strand 

End 32680 

Method TBLASTX: Cress 

End 1884 

Score 241 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



47022 ■ ■ ' • 

99954 

26242 

OJ000217_06.0317.C6.ol.tw 

1660 

none 



Seq. ID OJ000217_06.0317.C6 
Strand 

End 32680 

Method TBLASTX : Wheat 

End 3306 

Score 333 



1660. .1980, 1661. .1975, 1672. .1980, 3196. .3306, 3197. .3286 



47022 
99954 



Seq. ID OJ000217_06.0317.C6 
Strand 



48677 



in 



start 


26242 










Name 


OJ000217 06 


. 0317 


. C6. o2 . 


ts 


Start 


1765 












none 










Exons 


1765. . 


,1980, 


1 / DD 


. .19/0, 


3196 . 


beq . wo . 


47022 










Gene No . 


99954 










btar L 


26242 










Name 


OJ000217 06, 


, Oil / 


. C6 . o4 . 


tm 


otar u 


5522 










GI 


none 










Exons 


c o o 


C C O 1 

000 / , 


5568 


. .5585, 


5706. 




5724 . . 


5870, 




. . 604 9, 


6003 . 




617 6. . 


6262, 


6222 


. . 6266, 


6339 . 




D JdI . . 


6477 , 


6476 


. . 6580, 


6491 . 




/lUo - . 


7168, 


8181 


. . 8267 , 


8182 . 




o o ^ o 

ozd9 . . 


O "5 c o 

8358 , 


o o o n 

oio9 


. . 8362 , 


8352 . 


C rt « M rt 

beq. No. 


4 7 0 9 9 










Gene No. 


99954 










Start 


26242 










M -1 m rt 

Name 


OJ0002 


:17_06. 


0317 . 


. C6 . o3 . 


ts 


Start 


5719 










GI 


none 










Exons 


5719. . 


5874, 


6000 . 


. . 6038, 


6165 . 




6494. . 


6583, ■ 


8209 , 


. .8265 




Seq. No. 


47022 












99954 










Start 


26242 










Name 


OJ0002 


17_06. 


0317. 


,G6.o4. 


tc 


Start 


5719 










GI 


none 










Exons 


5719. . 


5874, 


6000. 


, .6038, 


6165. 




6488. . 


6559, 


7103. 


, .7171, 


8182. 



End 32680 
Method TBLASTX : Soybean 
End 3384 
Score 181 
.3384, 3197. .3286 

Seq. ID OJ000217__06.0317.C6 
Strand 

End 32680 
Method TBLASTX : Mai ze 
End 8388 
Score 36 

.5786, 5707. .5832, 5719. .5871, 
.6038, 6007. .6054, 6165. .6269, 
.6470, 6356. .6475, 6356. .6475, 
.6583, 6537. .6587, 7103. .7171, 
.8277, 8182. .8268, 8268. .8357, 
.8369, 8353.. 8388 



OJ000217_06.0317.C6 
32680 

TBLASTX: Soybean 

8265 

96 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6269, .6356. .6418, 6416. .6460, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

,6269, 6356 
,8265 



OJ000217 06. 0317. C6 



32680 

TBLASTX: Cress 
8265 
114 

6418, 6416. .6460, 



Seq. No. 


47022 








Seq. ID 


OJ000217_06.0317, 


.C6 


Gene No. 


99954 








Strand 






Start 


26242 








End 


32680 




Name 


OJ000217 06. 0317. C6, 


.o9. tm 


Method 


TBLASTX: Maize 




Start 


11974 








End 


12167 




GI 


none 








Score 


190 




Exons 


11974. 


.12135, 


11981. 


. .12133, 


11988. .12146, 12030. .12167 




Seq. No. 


47022 








Seq. ID 


OJ000217_06.0317. 


.C6 


Gene No. 


99954 








Strand 






Start 


26242 








End 


32680 




Name 


OJ000217 06.0317. C6, 


,o2.tm 


Method 


TBLASTX: Maize 




Start 


14808 








End 


16718 




GI 


none 








Score 


92 




Exons 


14808. 


.14969, 


14849. 


, .14971, 


15000. . 151 


82, 15000. . 15281, 






15029. 


. 15175, 


15192. 


, . 15341, 


15210. .15377, 15216. .15341, 






15360. , 


. 15773, 


15477. 


, .15779, 


15486. .15773, 15702. .15977, 






15705. , 


.15902, 


15705. 


.15878, 


15770. . 158 


77, 15783. . 16181, 






15885. , 


.16274, 


15945. 


.16214, 


15947. .16273, 15981 .. 16079, 






16266. , 


.16718, 


16269. 


.16370 









48678 



Seq. No. 


47022 






Seq. ID 


OJ000217_06.0317 


.06 


Gene No . 


99954 






Strand 






Start 


26242 






End 


32680 




Name 


OJ0002I7 06. 0317. C6 


. o2.tw 


Method 


TBLASTX: Wheat 




o rar L 


X4808 






End 


16391 






none 






Score 


58 




Exons 


I480..8, 


,14918, 14835. 


, . 14969, 


14934. ,15140, 15233. .15265, 






15234. 


,15383, 15315. 


. . 15410, 


15327. .15713, 15377. .15559, 






15558. 


.15710, 15630, 


. . 15773, 


15743, .16099, 15747, .16109, 






16026. 


. 16391 










beq. NO, 


47022 






Seq. ID 


OJ000217_06.0317 


.06 


Gene No . 


99954 






Strand 






Start 


26242 






End 


32680 




Name 


OJ000217 06,0317.06. 


, o 1 . t c 


Method 


TBLASTX: Cress 




Start 


14835 






End 


16274 






none 






Score 


182 




Exons 


14835. 


. 15194, .15093. 


, . 151 97 , 


•15213. .157 


73, 15294. . 15470, 






15504. 


,16169, 15711. 


. 15884 , 


-15731. .162 


07, 15891. .16169, 






15951. 


,16160, 15993. 


,16238, 


16176. .162 


74 




Seq. No, 


47022 






Seq. ID 


OJ000217_06.0317 


,06 


Gene No. 


99954 






Strand 






o uar t 


26242 






End 


32680 




Name 


OJ000217 06. 0317. C6, 


o4 . ts 


Method 


TBLASTX: Soybean 




otar u 


. 14934 






End 


16190 




n T 

Lrl 


none 






Score 


104 




Exons 


14934. 


,15191, 15330. 


. 15710, 


15422. .15691, 15726 .. 1 6130 , 






15785. 


.16039, 16029. 


. 16190 








Seq. No, 


47022 






Seq. ID 


OJ000217_06.0317, 


.06 


Gene No , 


99954 






Strand 






Start 


26242 






End 


32680 




Name 


OJ0002 


17_06.0317.O6. 


ol . ts 


Method 


TBLASTX: Soybean 




ocart 


16191 






End 


16709 






none 






Score 


61 




Exons 


16191. 


.16277, 16257. 


. 16709 








Seq. No. 


47022 






Seq. ID 


OJ000217_06.0317. 


.06 


Gene No . 


99954 






Strand 






Start 


26242 






End 


32680 




Name 


OJ000217 06.0317,06. 


o5 . tc 


Method 


TBLASTX: Cress 




o uar L 


16287 






End 


16703 




oX 


none ' 






Score 


234 




Exons 


16287. 


.16703, 16391. 


. 16609 








Seq. No, 


47022 






■Seq. ID 


OJ000217_06.0317. 


06 


Gene No . 


99954 






Strand 






o t art 


26242 






End 


32680 




Name 


OJ000217 06. 0317. 06. 


o8 . tm 


Method 


TBLASTX: Maize 




Start 


20722 






End 


20908 






none 






Spore 


208 




Exons 


■ 20722. 


.20907, 20723. 


.20908 








Seq. No. 


47022 






Seq. ID 


OJ000217_06.0317. 


06 


Gene No. 


99954 






Strand 







48679 



start 
Name 
Start 
GI 

Exons 



26242 End 

OJ000217__06.0317.C6.ol.tm Method 

22870 End 

none Score 
22870. 



32680 

TBLASTX: Maize 

23305 

143 



.23304, 22898. .23038, 23087.. 23305 



Seq. No. 47022 

Gene No. 99954 

Start 26242 

Name OJ000217_06 . 0317 . C6 . o2 . 

Start 22870 

GI none 

Exons . 22870. .23046, 22898.. 23 
23242. .23304, 23264.. 23 



Seq. ID OJ000217_06.0317.C6 
Strand 

End ' 32680 
tc Method TBLASTX : Cress 

End 23604 

Score 45 
038, 23053. .23199, 23087 .. 23200, 
302, 23372. .23599, 23452.. 23604 



Seq. No. 


47022 




Seq. ID 


OJ000217_ 


06.0317 


Gene No. 


99954 




Strand 






Start 


26242 




End 


32680 




Name 


OJ000217 06. 0317. C6. 


o5 . gs 


Method 


GENSGAN 




Start 


26242 




End 


32671 




GI 


none 




Score 


.41 




Exons 


26242. .26937, 28372. 


.28399, 


28479. .285 


06, 28529. 


.28684, 




28811. .28906, 29185. 


.29305/ 


29348. .297 


21, 32472. 


.32671 



Seq. No. 


47022 






Seq. ID 


OJ000217_06.0317 


Gene No. 


99954 






Strand 




Start 


26242 






End 


32680 


Name 


OJ0002 


17_06.0317.C6. 


. o6 . tm 


Method 


TBLASTX:Maize 


Start 


27403 






End 


28687 


GI 


none 






Score 


106 


Exons 


27403. 


.27483, 27410. 


, .27484, 


27764. .278 


89, 27765. .27887, 




27773. 


.27892, 28458, 


. .28529, 


28469. .285 


07, 28479. .28685, 




28580. 


,28687, , 28581, 


. .28676, 


28589. .28687 



Seq. No. 


47022 


Seq. ID 


OJ000217_06.0317 


.C6 


Gene No. 


99954 


Strand 






Start 


26242 


End. 


32680 




Name 


OJ000217 06.0317.C6.o7.tm 


Method 


TBLASTX: Maize 




Start 


29369 


End 


29623 




GI 


none 


Score 


114 




Exons 


29369. .29464, 29490 .. 29621, 


29492. .29623 




Seq. No. 


47022 


Seq. ID 


OJ000217_06.0317 


.06 


Gene No. 


99954 


Strand 






Start 


26242 


End 


32680 




Name 


OJ000217 06.0317.C6.o5.gp 


Method 


AAT/GAP 




Start 


32213 


End 


32671 




GI 


767' 1.R1084 


Score 


87 7 




Exons 


32213. .32671 








GI Descrip. 


'2281705 O.Oe+00 (AF013979) 


ethylene responsive factor 


[Oryza 




sativa] ' 









Seq. No. 47022 Seq. ID OJ000217_06 . 0317 . C6 

Gene No. 99954 ' ' Strand 

Start 2 6242 End 32 680 • 

Name OJ000217_06 . 0317 . 06 . o5 . tm Method TBLASTX: Maize 

Start 32306 End 32680 



48680 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



M Seq. No. 
J Gene No. 

Start 
, ~, Name 
:;f Start 
GI 

M Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

*Seq. No. 
Gene No. 
Start 
Name 



none Score 4 0 

32306. .32377, 32313 .. 32339, 32392 324 66, 32392 324 96, 

32494. .32673, 324 95 .. 32674 , 32525.. 32680 



47022 
99954 
26242 

OJ000217_06.0317.C6.o3,, np 
32434 : 
7489538 
32434 . .32671 

probable ethylene-response protein - rice 

gi|2281705|gb|AAB72193.1| {AF013979) ethylene responsive factor 
[Oryza sativa] 



Seq. ID OJ000217_06.0317.C6 
Strand 

End 32680 

Method AAT/NAP 

End 32671 

Score 398 



47023 
99955 
130 

OJ000217_06 . 0317 . 07 . ol . gp 
130 

767_1.R1084 
130. .426, 521. .889, 1261. .1462 

•2281705 O.Oe+00 (AF013979) ethylene responsive factor [Oryza 
sativa] ' 



Seq. ID OJ000217_06.0317.O7 
Strand 

End .. 14 62 

Method AAT/GAP 

End " 1462 

Score 1617 



47023 
99955 
130 

OJ000217_06.0317.C7.ol.tm 

138 

none 



Seq. ID- OJ000217_06.0317.07 
Strand 

End 1462 

Method TBLASTX : Mai ze 

End 1462 

Score 217 



138. .419, 153. .224, 154. .429, 155. .427, 157. .435, 509. .865, 

518. .892, 520, .903, 526. .894, 1255. .1461, 1261. .1461, 1304. .1462 



47023 
99955 
130 

OJ000217_06.0317.C7.ol.np 
143 

7489538 ■ 



Seq. ID. OJ000217_06. 0317.07 
Strand 

End 14 62 

Method AAT/NAP 

End 14 62 

Score 1286 



143. .426, 521. .889, 1261. .1462 

probable ethylene-response protein - rice 

gi|2281705|gbiAAB72193.1! (AF013979) ethylene responsive factor 
[Oryza sativa] 



47023 
99955 
130 

OJ000217_06.0317 .O7.ol.tc 

154 

none 



Seq. ID OJ000217_06. 0317.07 
Strand 

End 14 62 

Method TBLASTX : Cress 

End 619 

Score 177 



154. .429, 155. .427, 509. .619, 519. .605 



47023 
99955 
130 

OJ000217 06,0317.C7.ol.ts 



Seq. ID OJ000217_06.0317.O7 
Strand 

End 14 62 

Method TBLASTX : Soybean 



48681 



start 


154 






End 


14 61 




GI 


none 






Score 


127 




Exons 


154 . . 408 , 154 . .438, 


158 . . 


415, 


506. .865 


, 518 . . 892, 522 . . 


896 




676. .900, 676. .912, 


1255 . 


.1461,. 1261. . 


14.61 




Seq. No. 


47023 






Seq. ID 


OJ000217_06.0317 


.C7 


Gene No. 


99955 






Strand 






Start 


loO 






End 


1462 




Name 


OJ000217 06. 0317. C7, 


. ol . gs 




Method 


GENSCAN 




Start 


160 






End 


1341 




GI 


none 






Score 


1 




Exons 


i^rn /iO(^ coi oor\ 

160. .4^6, 521. .889, 


1261 . 


.1341 






Seq. No. 


47023 






Seq. ID 


OJ000217_06.0317 


.C7 


Gene No. 


99955 






Strand 






Start 


130 






End 


14 62 




Name 


OJ000217_06 . 0317 . C7 , 


, ol . tw 




Method 


TBLASTX: Wheat 




Start 


277 






End 


881 




Gi 


none 






Score 


100 




Exons 


2/7. .429, 521. .880, 


555 . . 


881 








Seq. No. 


47023 






Seq. ID 


OJ000217_06.0317 


.C7 


Gene No. 


99955 






Strand 






Start 


130 






End 


1462 




Name 


OJ000217 06. 0317. C7. 


o2 .tc 




Method 


TBLASTX: Cress 




Start 


1270 






End 


1459 




GI 


none 






Score 


114 




Exons 


1270. .1458, 1290. .1448, 1303., 


. 1458, 1304 . .1459 




Seq. No. 


47024 






Seq. ID 


OJ000217_06.0317 


.C9 


Gene No. 


99956 






Strand 


+ 




Start 


879 






End 


2569 




Name 


OJ000217 06. 0317. 09. 


ol . tm 




Method 


TBLASTX: Maize 




Start 


427 






End 


848 




GI 


none 






Score 


209 




Exons 


427. .591, 435. .587, 


547. 


657, 


681. .848, 713. .847 




Seq. No. 


47024 






Seq. ID 


OJ000217_06.0317 


.C9 


Gene No. 


99956 






Strand 


+ 




Start 


879 






End 


2569 




Name 


OJ000217 06. 0317. C9. 


o2 . tm 




Method 


TBLASTX: Maize 




Start 


852 






End 


1099 




GI 


none 






Score 


246 




Exons 


852. .971, 857. .1099, 


857. 


. 1099 






Seq. No. 


47024 






Seq. ID 


OJ000217_06.0317 


.C9 


Gene No. 


99956 






Strand 


+ 




Start 


879 






End 


2569 




Name * 


OJ000217 06.0317'.C9. 


ol . gs 




Method 


GENSCAN 




Start 


879 






End 


2569 




bl 


none 






Score 


.63 




Exons 


879. .2569 












Seq. No. 


47024 






Seq. ID 


OJ000217_06.0317 


.C9 


Gene No. 


99956 






Strand 


+ 




Start 


879 






End 


2569 




Name 


OJ000217 06. 0317. C9. 


o3 . tm 




Method 


TBLASTX: Maize 





48682 



start 
GI 

Exons 

Seq. No". 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



1113 End 1335 

none Score 222 

1113. .1322, 1115. .1264, 1120. .1272, 1228. ,1335 



47024 
99956 
879 

OJ000217__06 . 0317 . C9 , o4 . tm 

1707 

none 



Seq. ID OJ000217_06.0317.C9 

Strand + 

End 2569 

Method TBLASTX : Mai ze 

End 2117 

Score 104 



1707. .1916, 1876. .2052, 1910. .2053, 1922. .2056, 1926. .2057, 
2045. .2116, 2046. .2117 



47025 
99957 
1 

OJ000217_06. 0317. CIO. ol.gp 
1 

767^3. R1084 
1..164 

'2281705 2.0e-24 {AF013979) ethylene responsive factor [Oryza 
sativa] * 



Seq. ID OJ000217_06. 0317. CIO 
Strand 

End 164 

Method AAT/GAP 

End 164 

Score 308 



Seq. No. 47026 Seq. ID 

Gene No. 99958 Strand 

Start 57 End 

Name OJ000217_06 . 0317 . CI 1 . ol . gs Method 

Start 57 End 

GI none Score 

Exons 57.. 248 



OJ000217_06.0317.C11 
248 

GENSCAN 
248 
. 94 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



47027 Seq. ID 

99959 Strand 
1 End 
OJ000217_06. 0317 .C12.ol.np Method 
1 End 
6751681 Score 
1..753, 1325. .1492, 1827. .1992, 2169. 
3080. .3218, 3425. .3589, 4334, .4610 
{AC018908) putative phosphatidylinositol-4 -phosphate 5-kinase 
[Arabidopsis thaliana] 



OJ000217_06.0317.C12 

+ 

4 808 
AAT/NAP 
4610 
1503 

.2279, 2367.. 2562, 



47027 
99959 
1 

OJ00021 
12 

LIB3432 
-12. .482 
'322525 
homolog 
>gi_165 
suppres 

47027 
99959 
1 



7_06.0317.C12.ol.gp 
-056-P1-K.1.-E4 



Seq. ID OJ000217_06.0317.C12 

Strand + 

End 4808 

Method AAT/GAP 

End 4 82 

Score 859 



/pir||S31445 9.0e-31 omnipotent suppressor protein SUPl 

clone A18) - Arabidopsis thaliana (fragment) 
12_emb_CAA4 9171_ (X69374) similar to yeast omnipotent 
sor protein SUPl {SUP45);; ORE [Arabidopsis thaliana]* 

Seq. ID OJ000217_06.0317.C12 
Strand + 
End 4808 



48683 



Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



-Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000217_06 . 0317 . C12 . ol . gs Method GENSCAN 

104 End 4613 

none Score - .79 

104.. 753, 1325. .1492,. 1827.. 1992, 2169.. 2279, 2367,. 2522, 

3076\.3226, 3421. .3589, 4334.;4613 



47027. . Seq. ID 

99959 Strand 
1 End 
OJ000217_0 6 . 0317 . C12 . o2 . gp Method 
2393 End 
LIB34 33-04 0-P1-K1-F7 Score 
2393. .2554, 3072. .3226, 3421, .3529 
' 5777366/emb|CAB53377. 1 | 5,0e-37 (AJ009782) 
phosphatidylinositol-4 -phosphate 5- kinase [Arabidopsis 
thaliana] * 



OJ000217_06. 0317,012 

-f- 

4808 
AAT/GAP 
3529 
783 



47027 Seq, ID 

■99959 Strand ■ 

1 End 
OJ000217_0 6. 0317 .012 .o3.gp Method 
3535 End 
66875_1.R1084 Score 
3535. .3589, 4334. .4808 

'5777366/emb|CAB53377.1| 8.0e-30 (AJ009782) 
phosphatidylinositol-4 -phosphate 5- kinase [Arabidopsis 
thaliana] ' 



OJ000217_06. 0317.012 
+ 

4808 
AAT/GAP 
4808 
999 



47027 Seq. ID 

99960 Strand 

5102 End 

OJ000217_06 . 0317 . 012 . ol . tm Method 

2 End 

none Score 



OJ000217_06, 0317. 012 
5336 

TBLASTXiMaize 

406 

101 



2. .58, 3, .59, 41. .301, 62. .256, 64. .399, 64. .255, 65. .406, 
65. .256, 68. .262, 82. .255, 89, .259, 100. .258 



47027 
99960 
5102 

OJ000217__06. 0317, 012, o2.tc 
2 

none 



Seq. -ID OJ000217_06. 0317, 012 
Strand 

End 5336 

Method TBLASTX : Oress 

End 3159 . 

Score 58 



2. ,55, 3. .56, 6. .62, 9, .59, 61. .255, 62. ,262, 62. .271, 64. .255, 
65. .232, 65. .256, 67, ,258, 68. ,262, 109. .261, 110. .262, 
674. .754, 674. .790, 1356. .1493, 1358. .1486, 1825. .1995, 
1875. .1994, 2163, .2288, 2370, .2519, 2472. .2561, 3064, .3159, 
3072, .3158 



Seq. No. 47027 

Gene No. 99960 

Start 5102 

Name OJ0.00217_06 . 0317 . 012 . o3 . ts 

Start 3 

GI none 
Exons 



Seq. ID OJ000217_06. 0317. 012 
Strand 

End 5336 

Method . TBLASTX : Soybean 

End . 301 

Score 55 



3. .59, 62. .118, 65. .187, 67. .186, 97. .288, 98. .301, 155. .262 



48684 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq; No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47027 
99960 
5102 

OJ000217_06.0317.C12.o2 . tm 

721 

none 



Seq. ID OJ00Q217_06.0317.C12 
Strand 

End 5336 

Method TBLASTX : Mai ze 

End -^254 9 

Score 293 



721.. 756, 1322.. 1495, 1323.. 1493, 1369.. 1494, 1821.. 1991, 
1825.. 1995, 1825.. 1995, 1826.. 1996, 1826. .1996, 2147.. 2281, 
2163.. 2288, 2185.. 2292, 2352.. 2429, 2365.. 2547, 2367.. 2549 



47027 
99960 
5102 

OJ000217_06.0317.C12.o2" ts 

1359 

none 



Seq. ID OJ000217_06.0317.C12 
Strand 

End 5336 

Method , TBLASTX: Soybean 

End 4610 

Score 165 



1359. .1493, 1376. .1495, 1824. ,1994, 1825. .1995, 3501. .3590, 
4 332. .4406, 4 425. .4610, 4448. .4609 



47027 
99960 
5102 

OJ000217_06.0317.C12.ol. ts 

2163 

none 



Seq. ID OJ000217_06.0317.C12 
Strand 

End 5336 

Method TBLASTX : Soybean 

End 3213 

Score 141 



2163. .2288, 21^80. .2260, 2182. .2277, 2358. .2396, 2360. .2581, 
2370.. 2561, 3061.. 3213 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. , No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 
Gene No. 



47027 
99960 
5102 

OJ000217_06.0317.C12.o3. tm 

3422 

none 



Seq. ID OJ000217_06.0317.C12 
Strand 

End 5336 

Method TBLASTX : Mai ze 

End 4632 

Score 163 



3422. .3478, 3444. .3590, 3477. .3590, 4332. .4613, 4332. .4613, 
4333.. 4632, 4357-. .4614 



47027 
99960 
5102 

OJ000217_06,0317.C12.ol. tc 

4353 

none 

4353. ,4607, 4353. .4598, 4445. 



Seq. ID OJ000217_06.0317.C12 
Strand 

5336 

TBLASTX: Cress 
4607 
259 



End 

Method 
End 
Score 
.4603 



47027 
99960 

5102 -.i^K . 

OJ000217_06.0317.C12.o2.np 
5102 
5103819 
5102. .5336 

(AC007591) EST gb|H77143 comes - from this gene. [Arabidopsis 
thaliana] 



Seq. ID OJ000217_06, 0317.C12 
Strand 

End... 5336 

Method AAT/NAP 

End 5336 

Score 78 



47028 
99961 



Seq. ID OJ000217_06.0317.C13 
Strand 



48685 





1 


End 


6604 




Name 


OJ000217 06.0317.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3343 




CT 


5103819 ■ 


Score 


404 




Exons 


1. .84,- 858. .946, 1448. .1544, 


2185.. 2256, 2519.. 


2638, 2702.. 28 




2927.. 2992, 3074.. 3190, 3266.. 3343 




GI Descrip . 


(AC007591) EST gb|H77143 comes from this gene. 


[Arabidopsis 




. thaliana] 






Seq. No. 


/I T A 0 0 


Seq. ID 


OJ000217 


_06.0317.C13 


Gene No. 


n fi n 1 

y y y d1 


Strand 






0 La J- L 


1 


End 


6604 




Naiue 


OJ000217 06.0317.C13.ol.gp 


Method 


AAT/GAP 




otai L 


816 


End 


2259 








Score 


512 






816. .942, 1253, .1353, 1461,, 


1544, 2185 


. ,2259 




0 C . LN U . 


47028 


Seq. ID 


OJ000217 


_06. 031.7, C13 


oene ino . 


99961 


Strand 






Start 


1 


End 


6604 




Name 


OJ000217 06.0317.C13,ol.gs 


Method 


GENSCAN 






0 c 0 

000 


End 


6604 






none 


Score 


,51 




Exons 


858. ,942, 1313. .1353, 1461.. 


1544, 2185 


..2256, 2519.. 2635, 




,•3092. .3190, 3266.. 3367, 3639 


.,3686, 4554. ,4981, 


5074, ,5359, 




6557. . 6604 








0 e q . LN 0 . 


47028 


Seq. ID 


OJ000217 


_06.0317.C13 




99961 


Strand 






Start 


1 


End 


6604 




Name 


OJ000217 06.0317.C13,o2.gp 


Method 


AAT/GAP 




0 1 ar u 


2622 


End 


3405 






25520 1.R1084 


Score 


947 




Exons 


2622., 2841, 2945.. 3004, 3092 


..3190, 3266. .3405 




GI Descrip, 


'3540199 6.0e-30 (AC004260) 


Putative monosaccharide transport 




protein [Arabidopsis thaliana] ' 






Seq.. No. 


47028 


Seq. ID 


OJ000217_ 


_06.0317,C13 


Gene No. 


99962 


Strand 








7318 


End 


9792 




Name 


OJ000217 06.0317.C13.o2.gs 


Method 


GENSCAN 




0 L.ar t 


7318 


End 


9792 




0 J. 


none 


Score 


.74 




Exons 


7318, .8280, 8367, .9263, 9415 


. .9792 






beq. NO. 


47028 


Seq. ID 


OJ000217_ 


_06.0317,C13 




99962 


Strand 






Start 


7318 


End 


9792 




Name 


OJ000217 06.0317.C13,o2.np 


Method 


AAT/NAP 




Start 


7324 


End 


8789 




GI 


4314356 


Score 


619 




Exons 


7324. .8280, 8348. .8789 








GI Descrip. 


(AC006340) putative anthocyanidin-3^glucosicie 






rhamnosyltransf erase [Arabidopsis thaliana] ' 





Seq, No. 
Gene No. 



47028 
99962 



Seq. ID 
Strand 



OJ000217 06.0317.C13 



48686 






start 


7318 






End 


9792 




Name 


OJ000217 06 


.0317.C13,o4 


.np 


Method 


AAT/NAP 




O L dX U 


7451 




End 


8789 






4314356^. 






Score 


557 




Exons ^ 


7451. .8280, 


8348. .8789 












(AC006340) 


putative anthocyanidin-3-glucoside 






rhamnosyltransferase [Arabidopsis thaliana] 




O C . LN U . 


47028 






'Seq. ID 


OJ000217_06.0317\C13 






99963 






Strand 






Start 


10869 






End 


17955 




Name 


OJ000217 06 


,0317.C13.o3 


. tm 


Method 


TBLASTX: Maize 




C4- a *--|- 


852 






End 


2259 




PT 


none 






Score 


129 




Exons 


852. .956, 852, .935, 990 


. . 1109 


, 1003,. 


1113, 1018.. 1113, 






1219. . 1299, 


1245. . 1385, 


1245. 


.1343, 1280. .1387, 1463, .1546, 






14 63 . . 154 6, 


2168 . , 2248, 


2185. 


.2259 






O C 4 • IN tj . 








Seq. ID 


OJ000217_06.0317.C13 




Gene No. 


99963 






Strand 






Start 


10869 






End 


17955 




Name 


OJ000217_06 


.0317.C13.ol 


. tm 


Method 


TBLASTX: Maize 




o rar t 


474 9 






End 


7923 


" ~ 


PT 


none 






Score 


40 




Exons 


4749 . . 4832 , 


4832 . .4879, 


4892. 


.4966, 7393. .7485, 7540. .7746, 






7577 . . llAlf 


7768 . .7917, 


7768. 


.7923 




;* y 


Seq. No. 


47028 






Seq. ID 


OJ000217_06.0317,C13 


f ^ 


Gene No. 


99963 






Strand 




is 




10869 






End 


17955 




Name 


OJ000217 06 


.0317.C13.ol 


. tc 


Method 


TBLASTX: Cress 


\ y 


o L a J_ L 


7540 






End 


7941 






none 






Score 


94 


'r ~: 


i-j Avjiio 


7540. ,llA6f 


7577 . . 7747, 


7753. 


,7941 






Seq. No. 


4 7028 






Seq. ID 


OJ000217_06, 0317.C13 


M 


Gene No. 


99963 






Strand 




^ J 


O L dXT L 


10869 






End 


17955 




Name 


OJ000217 06, 


0317.C13.ol. 


ts 


Method 


TBLASTX': Soyj n 




o Udl. t 


7540 






End 


7935 






none 






Score 


109 1 




P von G 


7540. .7746, 


7550. .7747, 


7726. 


.7935 


■• - I ^ 




Seq. No, 


47028 






Seq. ID 


OJ000217_06, 0317.013 




Gene No. 


99963 






Strand 






O La J_ L 


10869 






End 


17955 




Name 


OJ000217 06. 


0317.C13.ol. 


tw 


Method 


TBLAr".'.:A... 






7678 






End 


80^ 






none 






Score 








7678. .7746, 


7685. .7759, 


7765. 


7917, 7786. .7914, 7957. .8058 




Seq. No. 


47028 






Seq. ID 


OJ000217_06.0317.C13 




Gene No. 


99963 . 






Strand 






Start 


10869 - 






End 


17955 




Name 


OJ000217 06. 


0317.C13.o2. 


tm 


Method 


TBLASTX: Maize 




Start 


8445 






End 


16733 




GI 


none 






Score 


113 



48687 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



8445.. 8507, 8499.. 8558, 8628.. 8750, 8634.. 8732, 8638.. 8742, 
9490. .9552, 9544. .9636, 9575. .9658, 9596. .9739, 9655. .9714, 
9718. .9792, 9719. .9784, 1654 6 . . 1 6608 , 16671. .16733 



47028 Seq. ID 

99963 Strand 
10869 , End 

OJ000217j06.0317.C13.o3^.gs Method 
10869 End 
none Score 
10869. 
13908. 
15274 . 
16126. 
17213. 



OJ000217 06.0317.C13 



.10882, 11414. .11600, 11712. 

.13985, 14052. .14228, 14653. 

,15296, 15412. .15450, 15473. 

.16424, 16505. . 16614, 16756, 

17254, 17367. .17403, 17929, 



47028 
99963 
10869 

OJ000217_06.0317.C13.o5.np 
12389 
7228438 
12389. .12417, 
16126. . 16424, 



17955 
GENSCAN 
17955 
.67 

11777, 13132. .13269, 
14870, 14934 . . 15217, 
15667, 15760. . 16021, 
16914, 17001. . 17189, 
17955 



OJ000217 06.0317.C13 



Seq. ID _ 
Strand 

End 17955 
Method AAT/NAP 
End 17113 
Score 1091 
15517. . 15667, 157 60. .16021, 
, 17001. . 17113 

(AP001366) EST C28952 (C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA prptein 
isolog {AC003981) [Oryza sativa] ''' 



13905. 
16505. 



14329, 
16914, 



47028 Seq. ID 

99963 Strand 
10869 End 
OJ000217_06.0317.C13.o3.gp Method 
15082 End 
LIB3433-020-P1-K1-A6 • Score 
15082. . 15512 

'5.670155/gb|AF161269.1|AF161269 2.0e-35 Ofyza sativa subsp. 
japonica BAC clone 34K24,- complete sequence,! 



OJ000217_06.0317.C13 

17955 
AAT/GAP 
15512 
698 



47029 
99964 
3833 

OJ000217_06.0317.C14 .o3.np 
3833 
7228442 
3833. .3871, 5455. .5647 

(AP001366) EST C28 952 {C6294 5 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_06. 0317 .C14 
+ 

5901 
AAT/NAP 
5647 
258 



47029 Seq. ID 

99964 Strand 

3833 End 
OJ000217_06.0317 .C14 .o2.np Method 

5173' End 

5441880 Score 
5173. .5344 

(AP000367) EST C28952 (C62945 ) corresponds to a region of the 



OJ000217_06.0317.C14 
+ 

5901 
AAT/NAP 
5344- 
248 



48688 



predicted gene.; Similar to maize transposon MuDR mudrA protein. 
(AC003981) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



^j" Seq. No. 

\J Gene No. 

tn Start 

f i i Name ' 
Start 

?1 GI 

'-f Exons 

fij Seq. No. 

Gene No. 
f=l Start 

Name 

Start 

GI 

^,3 Exons 

f3 GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



47029 Seq. ID 

99964 Strand 
3833 End 
OJ000217_06 . 0317 . C14 . o2 . gp Method 
5448 End 
LIB34 31-04 5-Pl-Nl-AlO Score 
5448. .5901 

*5441876/dbj IAP000367.1IAP000367 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 2, clone : P04 37H03 (contig b) ' 



OJ000217_06.0317.C14 
+ 

5901 
AAT/GAP 
5901 
852 



47029 Seq. ID 

99965 Strand 
7779 End 
OJ000217_06 . 0317 . C14 . o5 . np Method 
7770 End 
4314356 Score 
7770. .9161 

(AC006340) putative anthocyanidin-3-glucoside 
rhamnosyltransferase [Arabidopsis thaliana] 



OJ000217_06.0317.C14 
+ 

9197 
AAT/NAP 
9161 
702 



47029 Seq. ID 

99965 Strand 

7779 End 
OJ000217_06.0317.C14 .o2.gs Method 

7779 End 

none Score 
7779. .9197 



OJ000217_06.0317.C14 
+ 

9197 
GENSCAN 
9197 
1 



47029 Seq. ID 

99966 Strand 
17308 End 
OJ000217_06.0317.C14 .o3.gp Method 
17308 End 
97396_1.R1084 Score 
17308. .17468, 17988.. 18097 

'5733885/gb|AAD49773.1|AC007932_21 l.Oe-101 (AC007932) ESTs 

gb_H37217 and gb_T22141 come from this gene. [Arabidopsis 
thaliana] * 



OJ000217_06.0317.C14 
+ 

18406 
AAT/GAP 
18097 
4 67 



47029 Seq. ID 

99966 Strand 

17308 End 

OJ000217_06.0317.C14 .o7.np Method 

17376 End 

5733885 ' Score 



OJ000217_06.0317.C14 
+ 

18406 
AAT/NAP 
18406 
209 



17376. .17468, 17988 .. 18095 , 18122. .18406 

(AC007932) ESTs gb|H37217 and gb|T22141 come from this gene. 
[Arabidopsis thaliana] 



47029 Seq. ID 

99967 Strand 

452 End 

OJ000217_06.0317.C14 .ol .np Method 

452 End 



OJ000217_06. 0317 .C14 

4288 

AAT/NAP 

4288 



48689 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

-Name 

Start 

GI 

Exons 



7228442 Score 2841 

452. .479, 1639. .4288 

(AP001366) EST 028952(062945) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. (AC003981) [Oryza sativa] 



47029 Seq. ID. 

99968 Strand 

5018 End 

OJ000217_06 . 0317 . 014 . o4 . np Method 

5018 End 

6721543 Score 



OJ000217_06. 0317. 014 

6263 
AAT/NAP 
6263 
74 



5018. .5038, 5429. .5482, 6133. .6263 ■ 
{AP001073) hypothetical protein [Oryza sativa] 



47029 
99969 
7505 

OJ000217_06. 0317. 014. ol, 

2578 

none 

2578. .2697, 2687. .2755, 
2810. .2959 



tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_06. 0317. 014 
14472 

TBLASTX: Wheat 

2959 

51 



2694. .2756, 2780. .2956, 2805. .2957, 



Seq. No. 47029 Seq. ID 

Gene No. 99969 Strand 

Start 7505 End 

Name OJ000217_06 . 0317 . 014 . ol . tm Method 

Start 2775 End 

GI none Score 

Exons 2775.. 3248, 2786.. 3253 



OJ000217_06. 0317. 014 
14472 

TBLASTX: Maize 

3253 

217 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47029 
99969 
7505 

OJ000217_06.0317.O14 .o6.np 

7505 - 

7431235 

7505. .7552, 10563 .. 10637 , 



Seq. ID OJ000217_06. 0317. 014 
Strand 

End 14472 

Method AAT/NAP 

End 12333 

Score 144 
10732. .10860, 12310. .12333 



probable malate dehydrogenase (oxaloacetate-decarboxylating) 
{NADP+) (EO 1.1.1.40) - maize gi I 2950395 | emb | OAA12157 . 1 1 
(AJ224847) oxidoreductase [Zea mays] 



47029 Seq. ID 

99969 Strand 

7505 End 
OJ000217_06 . 0317 . 014 . o2 . ts Method 

7794 ' End 

none Score 
7794. .8117 



OJ000217_06. 0317. 014 
14472 

TBLASTX: Soybean 

8117 

251 



Seq. No. 47029 Seq, ID 

Gene No. 99969 Strand 

Start 7505 End 

Name OJ000217_06 . 0317 . 014 . o2 . tm Method 

Start 7797 End 

GI none Score 



OJ000217_0 6. 0317 .014 
14472 

TBLASTX: Maize 

8105 

232 



48690 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7797.. 7958, 7802.. 7924, 7803.. 7949, 7968.. 8105, 7971,. 8060 



47029 
99969 
7505 

OJ000217_06.0317.C14 .ol.ts 

8136 

none 



Seq. ID OJ000217_06. 0317. 014 
Strand 

End 14472 

Method TBLASTX : Soybean 

End 9095 

Score 66 



8136. .8210, 8418. .8519, 8568. .8711, 8726. .8998, 8742. .9002, 
8745.. 9095 



Seq. No. 47029 

Gene No. 99969 

Start 7505 

Name OJ000217_06 . 0317 . C14 . ol . tc 

Start 8544 

GI none 

Exons 8544... 8726, 8726.. 8911, 8727, 



Seq. ID OJ000217_06.0317.C14 
Strand 

End 14472 

Method TBLASTX : Cress 

End 8996 

Score 130 
.8996 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



47029 
99969 
7505 

OJ000217_06. 0317.C14 .o3.tm 

8565 

none 



Seq. ID OJ000217_06.0317.C14 
Strand 

End 14472 

Method TBLASTX : Mai ze 

End 9060 

Score 144 



8565. .8720, 8574. .8717, 8726. .8944, 8727. .8948, 9037. .9060 



47029 
99969 
7505 

OJ000217_06.0317.C14 .o2.tw 

8568 

none 



Seq. ID OJ000217_06.0317.C14 
Strand 

End 14472 

Method TBLASTX : Wheat 

End 8810 

Score 172 



8568. .8723, 8568. .8729, 8573. .8752, 8742. .8810, 8744. .8803 



47029- 

99969 

7505 

OJ000217_06. 0317.C14 .o3.gs 

10208 

none 



Seq. ID OJ000217_06.0317.C14 
Strand 

End 14472 • 

Method GENSCAN 

End 14472 

Score .82 



10208. . 10276, 10563. .10637, 12671 .. 12698 , 12721 12920, 
13071. . 13281, 13534 . .13638, 14402.. 14472 



47030 
99970 
66 

OJ000217_06. 0317.C16.ol.gp 
66 

none 

66. .162, 682. .848 

47031 
99971 
25 

OJ000217_02. 0313.Cl.ol.gs 
25 



Seq. ID OJ000217_06.0317.C16 
Strand 

End 848 

Method AAT/GAP 

End 848 

Score 481 



Seq. ID OJ000217_02. 0313.C1 

Strand + 

End 2166 

Method GENSCAN 

End 2166 



48691 



GI 

Exons 



none Score .66 

25. .117, 844. .938, 1488. .1591, 1982, .2166 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47031 Seq. ID OJ0002 17_02 . 0313 . 01 

99972 Strand 

1 End 141 

OJ000217_02.0313.Cl.ol.np Method AAT/NAP 

1 End 141 

6983861 Score 170 

1. .141 

(AP001168) Similar to gypsy-type retrotransposon RIRE8B DNA, 

internal region {AB014741) [Oryza sativa] 



47031 
99973 
2737 

OJ000217_02.0313.Cl.o2.gs 

2737 

none 

2737. .2817, 3194. .3332, 3763. 
8070. .8248 



Seq. ID OJ000217_02.0313.C1 
Strand 

End 8274 

Method GENSCAN 

End 8248 

Score .49 

.3894, 4490. .4589, 6653. .6825, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47031 Seq. ID OJ0002 17_02 . 0313 . CI 

99973 Strand 

2737 End 8274 

OJ000217_02.0313.Cl.o2.np Method AAT/NAP 

7643 End 8274 

6721559 Score 330 

7643. .7780, 7809. .8274 

(AP001073) hypothetical protein [Oryza sativa] 

gi| 6815084 Idbj IBAA90370.1 I (AP001081) hypothetical protein 
[Oryza sativa] 



47032 
99974 
1 

OJ0002,17_02 . 0313 . C2 . ol . np 



7340881 
1..120, 162. 



Seq. ID OJ000217_02.0313.C2 

Strand + 

End 6776 

Method AAT/NAP 

End 3613 

Score 178 



.480, 1696. .1811, 1917, .1959, 2121. .2289, 3326. .3613 



(AP001551) hypothetical protein [Oryza sativa] 



47032 Seq. ID 

99974 Strand 

1 End 

OJ0002 17_02 . 0313 . C2 . ol . gs Method 

4 9 End 

none ' Score 



OJ000217_02.0313.C2 
+ 

6776 
GENSCAN 
6610 
.79 - 



49, .104, 305. .480, 2184. .2240, 2275. .2391, 3221. .3408, 
3508. ,3623, 4670, .4886, 5763. .5864, 6033. .6136, 6386. .6486, 
6566. .6610 



Seq. No. 47032 Seq. ID 

Gene No. 99974 Strand 

Start 1 End 

Name OJ000217_02 . 0313 . C2 . ol . gp Method 

Start 3287 End 



OJ000217_02.0313.C2 
+ 

6776 

AAT/GAP 

6466 



- 48692:"^ 



GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Score 1360 

4886, 5763.-5864, 6033.. 6136, 



32397_1.R1084 

3287.. 3408, 3508.. 3623, 4670 
6386. .6466 

M966344/gb|AAD34675.1|AC006341__3 5.0e-46 (AC006341) ESTs 
gb_F15498, gb_H375I5v gb_T41906, gb_T22448, gb_W43356 and 
gb_T20739 come from this gene. [Arabidopsis thaliana] ' 



47032 
99974 
1 

OJ000217 
4665 
none 
4665 
5764 
6067 
6417 



02.0313.C2.ol. tm 



4883, 
5841, 
6135, 
6488 



4666. 
5815, 
6067, 



.4875, 
.5865, 
. 6156, 



4666. 
5835. 
6383. 



Seq. ID OJ000217_02.0313,C2 

Strand -i- 

End 6776 

Method TBLASTX : Mai ze 

End 6516 

Score 322 

.4884, 5757. .5837, 5760. .5837, 
.5873, 6028. .6060, 6066. .6134, 
.6484, 6385. .6516, 6388. .6483, 



Seq. No. 47032 

Gene No. 99974 

Start 1 

Name OJ000217_02 . 0313 . C2 . ol . tw 

Start 4668 

GI none 
Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000217_02.0313,C2 

Strand -h 

End 6776 

Method TBLASTX : Wheat 

End 6075 

Score 282 

4668. .4886, 4672. .4875, 4672. .4887, 5763. .5873, 5764. .5865, 
6028. . 6075, 6031-. . 6075 



Seq. No. 47032 

Gene No. 99974 

Start 1 

Name OJ000217_02 . 0313 . C2 . ol . tc 

Start 4669 

GI none 
Exons 



Seq. ID OJ000217_02.0313.C2 

Strand + 

End 6776 

Method TBLASTX : Cress 

End 6480 

Score 222 



4669. .4875, 4670. .4816, 4671. .4874, 4807. .4881, 5764. .5865, 
6027. .6131, 6028. .6156, 6031. .6135, 6385. .6480, 6385. .6474 



47032 ^ . . 

99974 

1 

OJ000217__02. 0313.C2.ol.ts 

4671 

none 

4671. .4892, 4672. .4875, 5764, 

47032 
99974 
1 

OJ000217__02 . 0313 . C2 . o2 . np 

4672 

4966344 



Seq. ID OJ000217_02.0313,C2 
Strand + 

6776 

TBLASTX: Soybean 
5865 
255 



End 

Method 
End 
Score 
.5865 



Seq. ID OJ000217_02.0313.C2 

Strand + 

End 6776 

Method AAT^^'^-^ 

End 6776 

Score 505 



4672. .4886, 5763. .5864, 6033. .6136, 6386. .6486, 6566. .6610, 
6727. .6776 

(AC006341) ESTs gbrF15498, gb|H37515, gbiT41906, gb|T22448, 
gb|W43356 and gb|T20739 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 



47032 



Seq. ID OJ000217 02. 0313. C2 



48693 



Gene No. 99974 

Start 1 

Name OJ000217_02 . 0313 . C2 . o2 . tw 

Start 6076 

GI none 

Exons 6076.. 6132, 6084.. 6131, 6091. 

. 6385. .6483, 6560.. 6610, 6717. 



Strand + 

End 6776 

Method TBLASTX : Wheat 

End 6776 

Score 69 

.6156, 6093. .6137, 6382. .6486, 
.6776, 6721. .6774 





o e q . LN o . 


yi T n o 








Seq. ID 


OJ000217 


_02.0313 


.02 




Gene No. 


99974 








Strand 


+ 








Start 


1 








End 


6776 








Name 




. U Jl J 




. ts 


Method 


TBLASTX: 


Soybean 






b tar L 


"0 o c 
DOOO 








End 


6776 








none 








Score 


155 








Exons 


DOOO . . b4 O D, 


d4 1 / 


. .6488 


, 6560. 


.6610, 6566.. 6601, 


6721. .6774 






D/Zy. .0 / / D 


















Seq. No. 


47032 








Seq. ID 


OJ000217 


_02.0313 


.02 




Gene No. 


99974 








Strand 










otar L 


1 








End 


6776 








Name 


OJ000217 02 


.0313 


.02. o2 


.gp 


Method 


AAT/GAP 








arr 


6581 








End 


6776 










none 








Score 


132 








Exons 


6581. .6610, 


6727 


. .6776 












T: 3 


Seq. No. 


47033 








Seq. ID 


OJ000217 


_02 . 0313 


.03 




Gene No. 


99975 








Strand 


+ 








o tarr 


475 








End 


2302 








Name 


OJ000217 02 


.0313 


.03. ol 


.gs 


Method 


GENSCAN 








o tarr 


475 






End 


2302 










none 








Score 


. 63 








Exons 


475. .619, 2175. .2302 














Seq. No. 


47033 








Seq. ID 


OJ000217_ 


_02.0313 


03 




Gene No. 


99976 








Strand 










Q-t- o vH 

oL,arr 


1 








End 


150 








Name 


OJ000217 02 


0313 


03. ol 


gp 


Method 


AAT/GAP 








o rarr 


1 








End 


150 






f'l 


C T 


none 








Score 


240 






f 


Exons 


1. .150 


















Seq. No. 


47033 








Seq. ID 


OJ000217_ 


_02.0313. 


03 




Gene No. 


99977 








Strand 










Start 


2855 








End 


3879 








Name 


OJ000217 02. 


0313. 


03. o2. 


gs 


Method 


GENSOAN 








Start 


2855 






End 


3879 








GI ■ 


none 








Score 


.59 








Exons 


2855. .3306, 


3407 . 


.3711, 


3770. 


.3879 










Seq; No. 


47034 








Seq. ID 


OJ000217_ 


_02.0313. 


04 




Gene No. 


99978 








Strand 










Start 


1516 








End 


1773 








Name 


OJ000217 02. 


0313. 


04 .ol. 


gs 


Method 


GENSCAN 








Start 


1516 








End 


1773 








GI 


none 








Score 


1 








Exons 


1516. . 1773 

















48694 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
.Start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
^ Start 
GI 

Exons 



47035 
99979 
1 

OJ000217_02,0313.C5.ol.np 



OJ000217 02. 0313. C5 



Seq. ID 
Strand 

End 860 
Method AAT/NAP 
1 End 860 

1362017 Score 125 

•■•1..108, 477. .546, 689. .860 

CCHH. finger protein 4 - Arabidopsis thaliana 

gi |790679|gb|AAA87300.1| {L39647) zinc finger protein 

[Arabidopsis thaliana] 

47036 Seq. ID OJ000217_02 . 0313 . C6 

99980 Strand + 

1 End 1175 

OJ000217_02 . 0313 . C6 . ol . np Method AAT/NAP 

1 End 1175 

7485351 Score 82 

1..137, 1152. .1175 
hypothetical protein • F10M6 
gi 128 64 621 |emb|CAA16968.1 I 

[Arabidopsis thaliana] gi I 7270126 | emb | CAB79940 . 1 1 
hypothetical protein [Arabidopsis thaliana] 



140 - Arabidopsis thaliana 
(AL021811) hypothetical protein 

{AL161580) 



47036 
99980 

1 

OJ000217_02.0313.C6.o2.np 
1 

4544372 
1..21, 321, 
{AC006920) 
thaliana] 



Seq. ID OJ000217_02.0313.C6 

Strand + 

End 1175 

Method AAT/NAP 

End 1175 

Score 435 



.1175 

putative retroelement pol polyprotein [Arabidopsis 



47036 Seq. ID 

99980 Strand 
1 ■ End 

OJ000217_02-. 0313 . C6 . ol . tm Method 

411 End 

none Score 
411. .740 



OJ000217_02.0313.C6 
-f 

1175 

TBLASTX: Maize 

740 

222 



Seq. No. 47036 

Gene No. 99980 

Start 1 

Name OJ0002 17_02 . 0313 .06 . ol . ts 

Start 573 

GI none 

Exons . 573.. 971, 677.. 793, 831.. ^854 

Seq. No. 47036 
Gene No.- • 99980 

Start 1 

Name . OJ000217_02 . 0313 . 06 . ol . tw 

Start 728 

GI none 

Exons 728.. 799, 729.. 1142 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_02.0313.C6 
+ 

1175 

TBLASTX: Soybean 

971 

227 



OJ000217_02.0313.C6 
+ 

1175 

TBLASTX: Wheat 

1142 

205 



48695 



Seq. No. 


47037 


Seq. ID 


OJ000217_02. 


Gene No. 


99981 


Strand 


+ 


O L ct I. L 


0 -7 4 f± 


bna 


1 m T o 
iU / / o 


Nsrne 


vjuuuuzi/ . uo JL o . u / . oo . qs 


Method 


O TP XT O O 7\ XT 

GENSCAN 


O Lai U 


ft Q 4 /I 

O *i fl 


hna 


1 ri T <c o 
lU / DO 


\j ± 


none 


Score 


Q A 


V 1^ o 




. . lU / d3 




O c v4 . LN U . 




beq. ID 


OJ UUUzi / DZ . 


Gene No. 


99981 


Strand 


+ 


Start 


8944 


End 


10778 


Ma mo 


OJ000217 02.0313.C7,ol.np 


Method 


T\ TV Ti / M 7\ T5 


Q-t- a -r-H 
O La.X L 


8951 


End 


T O T T O 

10778 


ox 


3668115 


Score 


1 L)3z 


£jX011o 


8951.. 9109, 9796.. 9950, 10059 


. . 10778 






{Y15069) cinnamoyl-CoA reductase [Zea 


mays] 


oeq * INO . 


47037 


Seq. ID 


OJ000217 02. 


f^QTio Mr^ 


99982 .. 


Strand , 


+ 


Start 


18350 


End 


19233 


Name 


OJ000217 02.0313.C7.ol.gp 


Method 


AAT/GAP 




18350 


End 


19233 




72524 1.R1084 


Score 


1571 


Exons 


18350. .19233 






ox uescxip. 


• 50914 96/dbj I AB0234 82 . 2 | AB0234 82 3.0e- 


84 Oryza sati' 




DNA, chromosome 6, clone P0680A03, complete sequenci 


Cd/^ M/^ 

oeq . LNO . 


47037 


Seq. ID 


OJ000217_02.i 


Ylfano Mo 


99983 


Strand 


+ 


start 


19179 


End 


25941 


Name 


OJ000217 02.0313.C7.o2.np 


Method 


AAT/NAP 


Start 


19179 


End 


25887 


GI 


7106512 


Score 


1810 


Exons 


19179. . 19239, 19312 .. 19457, 19553 .. 19817 , 19860. .211 




21374 . .22434, 22489 .. 22744, 25738. .258 


87 



GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] - 



Seq. No. 


47037 


Seq. ID 


OJ000217 02. 


0313. C7 


Gene No. 


99983 


Strand 


+ 




Start 


19179 


End 


25941 




Name 


OJ000217 02.0313.C7.o9.gs 


Method 


GENSCAN 




Start 


25176 


End 


25941 




GI 


none 


Score 


.82 




Exons 


25176. .25251, 25715. .25941 








Seq. No. 


47037 


Seq. ID 


OJ000217__02. 


0313. C7 


Gene No. 


99984 


Strand 






Start 


. 389 


End 


4134 




Name 


OJ000217 02.0313.C7.ol.gs 


Method 


GENSCAN 




Start 


389 


End 


4134 




GI 


none 


Score 


.81 




Exons 


389. .841, 1235. .1654, 1736.. 


2622, 2706, 


..3023, 3108. 


.3204, 




33'00..3443; 3585.. 3724, 4053 


. .4134 




Seq. No. 


47037 


Seq. ID 


OJ000217_02. 


0313. C7 


Gene No. 


99985 


Strand 







48696 



Start 


11244 




End 


14052 




Name 


OJ000217_02 . 0313 .C7 


. o4 .gs 


Method 


GENSCAN 




Start 


11244 




End. ; 


14052 - 






none.,.- \, , ■■ - 




Score 






ExonS''*. ■/ 


11244.711375, -12550 


. . 12610, 


13553;, .14 052 ■ 




Seq. No. 


47037 




Seq. ID 


OJ000217_02.0313 


.C7 


Gene No. 


99986 




Strand 






Start 


14674 




End 


17011 




Name 


OJ000217_02 . 0313 .C7 


. o5 . gs 


Method 


GENSCAN 




Start 


14 674 




''End 


17011 




GI 


none 




Score 


.61 ' 




Exons 


iJtTO'^ iji/^/^-i 

14 674 14783, 14901 


. . 14947, 


16058. .16195, 16407. .17011 




Seq. No. 


47037 




Seq. ID 


OJ000217_02.0313 


. C7 


Gene No. 


99987 




Strand 






Start 


21743 




End 


22385 




Name 


OJ000217 02. 0313.C7 , 


. o7 . gs 


Method 


GENSCAN 




Start 


21743 




• End 


22385" 




GI . 


none 




Score 


.61 




Exons 


21743 .. 22281, 22298. 


. .22385 








Seq. No. 


47037 




Seq. ID 


OJ000217_02.0313 


.C7 


Gene No. 


99988 




Strand 






Start 


23497 




End 


23853 




Name 


OJ000217 02. 0313. C7. 


. ol . tm 


Method 


TBLASTX: Maize 




Start 


9006 




End 


10745 




GI 


none 




Score 


167 




Exons 


9006. .9107, 9007. .9108, 9804 


..9950, 9902. .9979, 10059.. 


10103, 




10146. .10172, 10194. 


. .10745, 


10202. .10420, 10526. .10744 


Seq. No. 


47037 




Seq. ID 


OJ000217_02.0313 


.C7 


Gene No. 


99988 




Strand 






Start 


23497 




End 


23853 




Name 


OJ000217 02. 0313. C7. 


,o2.tc 


Method 


TBLASTX: Cress 




Start 


9007 




End 


10349 




GI 


none 




Score 


157 




Exons 


9007.. 9108, 9009.. 9107, 9f95 


..9950, 9902. .9979, 10059..: 


10103, 




10143. .10172, 10194 . 


. 10349 








Seq. No. 


47037 




Seq. ID 


OJ000217_02.0313 


.C7 


Gene No. 


99988 




Strand 






Start 


23497 




End 


23853 




Name 


OJ000217 02. 0313. C7. 


ol.ts . 


Method 


TBLASTX : Soybean 




Start 


9009 




End 


10736 




GI 


none 




Score 


162 




Exons 


9009. .9107, 9010. .9108, 9795 


..9950, 10058. . 10150, 10059 


. . 1010, 




' 10146. .10172, 10194 . 


.10736, 


10208. . 10420,' 10535.. 10597 


Seq . ■ No , 


47037 




Seq. ID 


OJ000217_02.0313, 


.C7 


Gene." No. . 


99988 




Strand 






Start 


23497 




End 


23853 




Name 


OJ000217 02. 0313. 07. 


ol . tw 


Method 


TBLASTX: Wheat 




Start 


10371 




End 


10730 




GI 


none 




Score 


181 




Exons 


10371. .10529, 10521. 


.10730, 


10526. .10726 





48697 



Seq. No. 


47037 




Seq. ID 


OJ000217_02.0313 


.C7 


Gene No. 


99988 




Strand 






Start 


23497 




. End 


23853 




Name, 


.OJ.0Q0217_..02 .,0313 . C7.. 


.ol . t'c. . 


-Method;. 


- TBLASTX: Cress . 




Start 


1354 6 




•'■ End - '* 


13980 ■ 




GI 


none 




Score 


51 




Exons 


1354 6 13662, 13547. 


.13657, 


13690. .13980, 13691. .13942 




Seq. No. 


47037 




Seq. ID 


OJ000217_02.0313 


.C7 


Gene No. 


99988 




Strand 






Start 


z J4 9 / 




End 


23853 




Name 


OJ000217 02,0313.07. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


13721 




End 


14046 




GI 


none 




Score 


99 




Exons 


IjI/^/^*^ IO"!'^'^ 

13721 .. 14002, 13723. 


. 13977, 


13975. .14046 




Seq. No. 


47037 




Seq. ID 


■OJ000217_02.0313. 


.C7 


Gene No. 


99988 




Strand 






Start 


23497 




End 


23853 




Name 


OJ000217 02. 0313. C7. 


o2 . tm 


Method 


TBLASTX: Maize 




Start 


16562 




End 


16918 




GI 


none 




Score 


113 




Exons 


^^•^■^ji *i^f"^'^ 

16562. .16714, 16563. 


.16715, 


16745. . 16801, 16784 . .16831, 






16820 . . 16918 










Seq. No. 


47037 




Seq. ID 


OJ000217_02.0313, 


,C7 


Gene No. 


99988 




Strand 






Start 


234 97 




End 


23853 




Name 


OJ000217 02.0313.C7 . 


o8 .gs 


Method 


GENSCAN 




Start 


23497 


End 


23853 




GI 


none 




Score 


.95 




Exons 


23497 . .23689, 23702. 


.23853 








Seq. No. 


47038 




Seq. ID 


OJ000217_02.0313. 


C8 


Gene No. 


99989 




Strand 


+ 




Start 


172 




End 


3603 




Name 


OJ000217 02. 0313. C8, 


ol . np 


Method 


AAT/NAP 




Start 


172 




End 


3545 




GI 


7106512 




Score 


119 




Exons 


172. .571, 3419. .3545 











GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



47038 
99989 
172 

OJ000217_02.0313.C8.o2.np 



Seq. ID 

Strand 
End 

_ _ Method 

2173 End 
7106512 Score 
2173. .2233, 2306. .2360, 3583. .3603 

(AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



OJ000217_02.0313.C8 
+ 

3603 

AAT/NAP . 

3603 

76 



47038 Seq. ID 

99990 Strand 

2249 End 

OJ000217_02 . 0313 .C8 . ol . gp Method 



OJ000217_02.0313.C8 

2633 
AAT/GAP 



48698 




ot air L. 


1913 


End 


2225 






72524 1.R1084 


Score 


428 




Exons 


1913. .2225 








yjx- UeSCnp, 


- V.5 0 9 14 96/ db j 1 AB 0 2 3 4 8 2 . 2 1 AB 0 2 3 4 8 2 v3 . 0 e - 


-84 Oryza sativa genomic 




DNA, chromosome 6, clone P0680A03/ complete sequence' 




Seq. No. 


47038 


Seq, ID 


OJ000217_02.0313 


.C8 


Gene No. 


99990/ 


Strand 






Of- a r--f- 


2249' 


End 


2633 




NaiTie 


OJ000217 02 . 0313 . C8 . o2 . gs 


Method 


GENSCAN 






2249 


End 


2633 






none 


Score 


.56 




Exons 


2249. .2633 








Seq. No. 


4 7038 


Seq. ID 


OJ000217_02,0313 


.C8 


Gene No. 


99991 


Strand 






O L a J- L 


3243 


End 


3602 




Naitie 


OJ000217 02.0313.C8.ol.tm 


Method 


TBLASTX: Maize 






324 3 


End 


3602 






none 


Score 


96 




Exons 


3243.. 3572, 3366.. 3563, 3463 


1..3573, 3561. .3602 




beq. NO, 


47039 


Seq. ID 


OJ000217_02.0313 


,C9 


Liene ino , 


99992 


Strand 






Start 


1 ' 


End 


2343 




Name 


OJ000217 02.0313.C9.ol.np 


Method 


AAT/NAP 






1 


End 


2343 






3738337 


Score 


62 9 




Exons 


1..1655, 2313. .2343 








GI Descrip. 


(AC005170) putative non-LTR 


retroelement reverse transcriptase 




[Arabidopsis thaliana] 








Seq. No. 


47039 


Seq. ID 


OJ000217_02.0313 


.C9 


Gene No. 


99992 


Strand 






o t air L 


1 


End 


2343 




Name 


OJ000217 02 , 0313 .C9. o2 . tm 


Method 


TBLASTX: Maize 




o rar L 


80 


End 


503 




PT 


none 


Score 


83 




Exons 


80. .187, 81. .197, 194. .265, 


254 . ,502, 


258. .503 




Seq. No. 


47039 


Seq. ID 


OJ000217_02.0313. 


.C9 


Gene No. 


99992 


Strand 






o uarL 


1 


End 


2343 




Name 


OJ000217 02 . 0313 .C9 . ol . tw 


Method 


TBLASTX: Wheat 




o Lar L 


110 


End 


451 




PT 


none 


Score 


184 




Exons 


110, .133, 135. .431, 137. .451 








Seq. No. 


47039 


Seq. . ID 


OJ000217_02.0313. 


.C9 


Gene No. 


99992 


Strand 






Start 


1 


End 


2343 




Name 


OJ000217 02.0313.C9.ol.ts 


Method 


TBLASTX: Soybean 




Start 


263 


End 


823 




GI 


none 


Score 


61 




Exons 


263. ,448, 357, ,449, 476, .586 


, 602, .697 


, 770. .823 




Seq. No. 


47039 


Seq. ID 


OJ000217_02.0313. 


C9 



48699 



Gene No. 99992 Strand 

Start 1 End 2343 

Name OJ000217_02 . 0313 . C9 . ol . gs Method GENSCAN 

Start .- 401 ■ End * 17,23 

GI none Score . . 63 
Exons 401.. 492, 647,, 1723 



1037, 1110.. 1214 



Seq. No. 47039 Seq. ID 

Gene No. 99992 Strand 

Start 1 End 

Name OJ000217_02 , 0313 . C9 . ol . tm Method 

Start 602 End 

GI none Score 

Exons 602.. 907, 953.. 1390, 954. 

Seq. No. 47039 Seq. ID 

Gene No. 99992 Strand 

Start 1 End 

Name • OJ0002 17_02 . 0313 . C9 . o2 . tw Method 

Start ■ 1133 End 

GI none Score 

Exons 1133., 1252, 1226.. 1468 



OJ000217_02.0313.C9 
2343 

TBLASTX: Maize 

1390 

71 



OJ000217_02. 0313.09 
2343 

TBLASTX: Wheat 

1468 

165 



Seq. No. 47040 Seq. ID 

Gene No, 99993 Strand 

Start 226 End 

Name OJ0002 17_02 . 0313 . C12 . ol . gs Method 

Start 226 End 

GI none Score 

Exons 226.. 291, 397,, 501 



OJ000217_02.0313.C12 
501 

GENSOAN 

501 

.68 



Seq. No. 


47041 




Seq. ID 


OJ000217 


_02 


.0313 


.013 


Gene No. 


99994 




Strand 










Start 


161 




End 


1230 








Name 


OJ000217 02,0313.013.01, 


.gs 


Method 


GENSOAN 








Start 


161 


End 


1230 








GI 


none 




Score 


.56 








Exons 


161.. 360, 492.. 1230 














Seq. No. 


47041 




Seq. ID 


OJ000217_ 


_02, 


.0313. 


.013 


Gene No. 


99994 




Strand 










Start 


161 




End 


1230 








Name 


OJ000217 02. 0313. 013. ol. 


,np 


Method 


AAT/NAP 








Start 


499 




End 


1230 








GI 


7248393 




Score 


430 








Exons 


499. .836, 912, .1230 














GI Descrip. 


{AP001389) hypothetical 


protein [Oryza 


sativa] • 








Seq, No, 


47042 




Seq, ID 


OJ000217 


_02. 


0313. 


,014 


Gene No. 


99995 




Strand 


+ 








Start 


1 




End 


6011 








Name 


OJ000217 02,0313.014.02. 


np 


Method 


AAT/NAP 








Start 


1 




End,.^/ ■ 


6008 








GI - 


7228457 




Score 


1351 








Exons 


1..30, 4186. .4282, 4328. 


.4401, 


4468. .6008 









GI Descrip. (AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 

retrotransposon RetroSorl, polyprotein, (.AF098806) [Oryza 



48700 



sativa] 



Seq. No. 47042 Seq. ID 

Gene No..:- ' ., 99995 \ . ^ Strand 

Start 1 ■ ' End 

Name OJ000217_02 . 0313 . C14 . ol . gs Method 

Start 552 End 

GI none Score 
Exons 



OJ000217_02.0313.C14 
+ 

6011 
GENSCAN 
6011 
.42 



552. .633, 1991. .2413, 3087. .3701, 3792. .4173, 4353. .4508, 
4806. .5004, 5200. .5528, 5540. .6011 



Seq. No. 47042 

Gene No. 99995 

Start 1 

Name OJ0002 17_02 . 0313 . C14 . ol 

Start 1564 

GI 7523517 

Exons 1564.. 1848, 1991.. 2042, 
GI Descrip. {AP001633) hypothetical 

Seq. No. 47042 

Gene No. 99996 

Start 10104 

Name OJ000217_02 . 0313 . C14 . o5 

Start 10104 

GI 7523517 

Exons 10104. .10403, 10552.. 10 
GI Descrip. (AP001633) hypothetical 



Seq. ID OJ000217_02.0313.C14 

Strand + 

End 6011 

.np Method AAT/NAP 

End 3618 

Score '329 
3590.. 3618 

protein [Oryza sativa] 

Seq. ID OJ000217_02.0313.C14 

Strand + 

End 12191 

.np Method AAT/NAP 

End 12191 

Score 409 
600, 12151.. 12191 

protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq.- No. 
Gene No. 
Start 
Name 
Start 



47042 Seq. ID 

99997 Strand 

6754 End 

OJ000217_02 . 0313 . C14 . o2 . gs Method 

6754 End 

none Score 



OJ000217_02.0313.C14 

10608 
GENSCAN 
10608 
.82 



6754,. 7094, 7310, 
8639.. 8662, 8702, 



.7388, 7621. .8292, 8339. .8437, 8467. .8589, 
.8826, 8907 ...8989, 9035 .. 91 62, . 9274 .. 9370, 



9547. .9687, 10260 .. 10330 , 10564. .10608 



47042 Seq. ID 

99997 Strand 

6754 End 
OJ000217_02 . 0313 . C14 . o3 . np Method 

74 92 End 

6721561 Score 

74 92. .8257, 8 339. .84 30, 8470. .8 631, 



OJ000217_02.0313.C14 

10608 
AAT/NAP 
8816 
1056 
8745. .8816 



{AP001073) EST AU082p58 (C12'976) corresponds to a region of the 
predicted gene hypotheticar protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il {AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
■protein [Oryza sativa] 



47042 Seq. ID 

99997 Strand 

6754 End 

OJ000217_02. 0313.C14 .o4 .np Method 

8057 End 



OJ000217_02.0313.C14 

10608 

AAT/NAP 

9646 



48701 



bl 


6721558 








Score 


261 




Exons 


8057. .8257, 


8698 


. .8826, 


9547. 


.9646 






GI Descrip. 


(AP001073) 


hypothetical 


protein [Oryza 


sativa] 






gi.l 6815083 1 dbj | BAA90369 


.11 (AP001081) 


hypothetical protein 




[Oryza' sativa] 












Seq. No. 


47042 








Seq. ID 


OJ000217_02.0313 


.C14 


Gene No. 


99998 - 








Strand 








11346 








End 


11509 




Name 


OJ000217 02 


. 0313 


.C14 .o3 


. tw 


Method 


TBLASTX: Wheat 






3514 








End 


3907 




GI 


none 








Score 


67 




Exons 


3514. .3633, 


3584 


. . 3667, 


3586. 


.3663, 3646.. 3786, 3647.. 3907 


Seq. No. 


47042 








Seq. ID 


OJ000217_02.0313 


.C14 


Gene No. 


99998 








Strand 






o uar L 


11346 








End 


11509 




Name 


OJ000217 02 


. 0313 


.C14 .o4 , 


.tw 


Method 


TBLASTX: Wheat 




ouart 


4372 








End 


4677 






none 








Score 


212 




Exons 


4372. .4677, 


4419, 


. .4673 










Seq. No. 


47042 








Seq. ID 


OJ000217_02.0313 


. C14 


Gene No. 


99998 








Strand 






otar u 


11346 








End 


11509 




Name 


OJ000217 02 


. 0313 , 


.C14 .ol. 


. tm 


Method 


TBLASTX: Maize 




Start 


4879 








End 


5184 




GI 


none 








Score 


250 




Exons 


4879. .5127, 


4899. 


. .5120, 


5127 . 


.5183, 5128. .5184 




Seq. No. 


47042 








Seq. ID 


OJ000217_02.0313 


.C14 


Gene No. 


99998 








Strand 






o tar u 


11346 








End 


11509 




Name 


f-\ TAAAOI "1 AO 

OJ000217 02 


. 0313 . 


,C14.o2. 


tw 


Method 


TBLASTX: Wheat 




O 4- -1 4- 

otar L 


4882 








End 


5262 




bl 


none 








Score 


210 




Exons 


4882. .5127, 


4890. 


, . 5087, 


5115. 


.5261, 5116. .5262 




Seq. No. 


47042 








Seq. ID 


OJ000217_02.0313. 


.C14 


Gene No. 


99998 








Strand 






o rar L 


11346 








End 


11509 




Name 


r-\ tAAAOI^ AA 

OJ000217 02 


. 0313 . 


C14 .ol. 


tw 


Method 


TBLASTX: Wheat 




o cart: 


5386 








End 


5999 




bl 


none 








Score 


129 




Exons 


5386. .5559, 


5547. 


. 5843, 


5868 . 


.5999, 5873.. 5998 




Seq. No. 


47042 








Seq. ID 


OJ000217_02.0313. 


C14 


Gene No. 


99998 








.Strand 






ouarr 


11346 








End 


11509 




Name 


OJ000217 02. 


.0313. 


C14 .o2. 


tm 


Method 


TBLASTX: Ma -ze 




C-l- a T*4- 

oLarr. . 


5697 








End 


5963 




GI 


none 








Score 


145 




Exons 


5697. .5879, 


5762. 


.5878, 


5873. 


.5962, 5880.. 5963 




Seq. No. 


47042 








Seq. ID 


OJ000.217_02.0313. 


C14 


Gene No. 


99998 








Strand 






Start 


11346 








End 


11509 





48702 




N3.ine 


UJUUUzi 1 /_0^ .0jl3.C14.o3.gs 


Method 


GENSCAN 










I 1 Q /I c 

II o4 o 


End 


11509 








\3± 


none 


Score 


. 95 








Exons 


llOfiD. . iiDuy 












Seq. No. 


47043 


Seq. ID 


OJ000217 


_02 


.0313 


.C15 


Gene No. 


99999 


Strand 


+ 








O t a J- L. 


/I "5 Q 
J 0 


End 


748 . 








N3,ine 


ujuuuzi/ uz.uji3.cio.oi.gs 


Method 


GENSCAN 








O L a X C 


^ T Q 
f± J o 


End 


74 8 










none 


Score 


. 68 










R11 ^/IQ 1 A Q 
400. D*10. . /HO 












Seq. No. 


47044 


Seq. ID 


OJ000117_ 


_03 


. 0317 


.C3 


Gene No. 


100000 


Strand 


+ 








o (_ d I. u 


o u ^ 


End 


2009 








NsiTis 


UJUUUll / U3 . U31 / . C3 . ol . gs 


Method 


GENSCAN 








'O U a. J- t 




End 


2009 








PT 


none 


Score 


-.57 










^^nO Q "5 /I 1 ^ O OAAQ 

Duy, .oo4i, ibby. .^luuy 












Seq. No. 


47044 


Seq. ID 


OJ000117_ 


_03 


. 0317 


.C3 


Gene No. 


100001 


Strand 


+ 








o u air t. 




End 


7628 








Name 


/^TAAATIT A'D r\'3'l'7 /^"^ _1 

UJUUUll/ U3 . 0317 . C3 . o3 . gs 


Method 


GENSCAN 








Otd. IT L 


"7 1 A / 
/ lU 4 


End 


7 628 










none 


Score 


. 95 








Exons 


TIA/I "70T0 '*7':)Cyl T^no 

fl\j^,,IZIZ, 7354. .7628 












beq. JNO. 


4 /U44 


Seq. ID 


OJ000117_ 


_03. 


.0317, 


.C3 




± u u u uz 


Strand 










Start 


7554 


End 


7858 








Name 


OJ000117__03.0317.C3.ol.gp 


Method 


AAT/GAP 








O Ld. IT L 




End 


7858 










3 / d1 / 4 5 


Score 


518 








Exons 


. /ODO 












uescnp. 


4 uy y4 Jb/gD 1 UoTzoO 1 MVU87250 3 


. Oe-67 Mustela vison GT. dinucleotide 




repear, cnromosome Zf6fO and 


7 centromeric 








Seq. No. 


47044 


Seq. ID 


OJ000117_ 


_03. 


0317. 


C3 


Gene No. 


100003 


Strand 












± U U DO 


End 


11526 








Name 


OJUUUll/ 03 . 0317 . C3 . o4 , gs 


Method 


GENSCAN 








o La J- L. 


1 n A c: 
lUUbO 


End 


11526 








PT 


none 


Score 


. 61 










innf^t; lAOQc; llO>1A iTOOiC 

luuDO . . 1 uz y 0 , 1 iz4 u . . 1 iz y b. 


11473. . 11526 








Seq. No. 


47045 


Seq. ID 


OJ000117_ 


03. 


0317. 


C4 


Gene No. 


100004 


Strand 


+ 








o caiT L 


ACt A 
fi 0 fl • 


End 


1034 








Name 


UJUUUll/ U3.U31/'. C4,ol.gs 


Method 


GENSCAN 








Start- 


484 


End 


1034 








GI 


none 


Score 


. 9 








Exons 


484-'^v-5#l3, 1007 . . 1034 












Seq. No. 


47045 


Seq. ID 


OJ000117_ 


03. 


0317. 


C4 


Gene No. 


100005 


Strand 











48703 



start 4197 

Name OJ000117_03 . 0317 . C4 . o3 . gs 

Start 4197 

GI none 

Exons 4197. .4327, 4463. .4625 

Seq. No. , 47045 

Gene No. 100006 

Start 5908 

Name OJ000117_03 . 0317 . C4 . o4 . gs 

Start 5908 

GI none 

Exons 5908.. 6008, 7613.. 7787, 8087. 

Seq. No, 47046 

Gene No. 100007 

Start 89 

Name , OJ000117_03 . 0317 . C5 . ol . gs 

Start 89 

GI none 

Exons 89.. 483, 489.. 509, 599.. .794, 
2311. .2440, 2536. .2694, 3982, 
6465. .6618, 6666. .8050, 8138. 

Seq. No. ^ 47046 

Gene No. 100007 
Start '89 

Name OJ000117_03 . 0317 . C5 . ol . tm 

Start 1515 

GI none 

Exons 1515.. 1928, 1520.. 1930, 1701. 

2118. .2180, 2121. .2183, 2122. 

Seq. No. 47046 

Gene No. 100007 

Start 89 

Name OJ000117_03 . 0317 . C5 . o3 . tm 

Start 2303 

GI none 

Exons 2303.. 2509, 2308.. 2508, 2309. 

Seq. No. 47046 

Gene No. 100007 

Start 89 

Name OJ000117_03 . 0317 . C5 . o3 . tw 

Start 3934 

GI none 

Exons ■ 3934. .4254, 3942. .4232 

Seq. No. 47046 

Gene No. 100007 

Start 89 

Name OJ000117_03 . 0317 . C5 . o2 . tm 
Start ■ 4120 

GI none 

Exons 4120.. 4359, 4120.. 4356, 4122. 



End 

Method 

End 

Score. 



4625 
GENSCAN 
4625 
.94 



Seq. ID OJ000117_03,03L7,C4 

Strand + 

End 10512 

Method GENSCAN 

End 10512 

Score .72 
.8305, 9671.. 10054, 10288.. 10512 

Seq. ID OJ000117_03.0317.C5 

Strand + 

End 8832 

Method GENSCAN. ■ 

End 8832 

Score .49 
851. .1044, 1373. .1873, 2012. .2194, 
.4740, 4885. .4958, 5018. .6455, 
.8302, 8407. .8832 

Seq. ID OJ000117_03.0317 .C5 

Strand + , 

End 8832 

Method TBLASTX:Maize 

End 2185 

Score 502 
.1937, 2010. .2126, 2051. .2125, 
.2184, 2123. .2185, 2123. .2185 

Seq. ID OJ000117_03.0317.C5 

Strand + 

End 8832 

Method TBLASTX : Maize 

End 2512 

Score 265 
.2512 

Seq. ID OJ000117_03.0317.C5 

Strand + 

End 8832 

Method TBLASTX : Wheat 

End 4254 

Score 348 



Seq. ID OJ000117 03.. 0317. C5 

Strand + 

End 8832 

Method TBLASTX: Maize 

End 4390 

Score 314 
.4358, 4199. .4390 



48704 




Seq. No. 


47046 






Seq. ID 


OJ000117__03.0317.C5 


Gene No . 


100007 






Strand 


+ 


Start 


89 






End 


8832 


Name 


OJ000117 03 


,:0317 


. C5 . ol . np 


Method 


AAT/NAP 


Start 


4830 






End 


8801 


■ GI 


7228457 






Score 


1581 


Exons 


4830. .4877, 


6326 


..7930, 7988. 


.8801 




GI Descrip. 


(AP001366) 


Similar- to Sorghum bicolor 


Gypsy-Ty3 type * 




retrotransposon RetroSorl, polyprotein 


. (AF098806) [Oryza 




sativa] 










Seq. No. 


47046 






Seq. ID 


OJ000117 03. 0317. C5 


Gene No. 


100007 






Strand 


+ 


Start 


89 






End 


8832 


Name 


OJ000117 03 


.0317. 


.C5.04 . tw 


Method 


TBLASTX: Wheat 


Start 


6465 






End 


6862 


GI 


none 






Score 


124 


Exons 


6465. .6641, 


6638. 


. .6862 






Seq. No. 


47046 






Seq. ID 


OJ000117_03.0317.C5 


Gene No. 


100007 






Strand 


+ 


Start 


89 






End 


8832 


Name 


OJ000117 03 


.0317, 


.C5.o2.tw 


Method 


TBLASTX: Wheat 


Start 


7445 






End 


8212 


GI 


none 






Score 


128 


Exons 


7445. .7627, 


7453, 


,.7626, 7664. 


.7900, 7666.. 7890, 7958.. 8212. 




8047. .8208 










Seq. No. 


47046 






Seq. ID 


OJ000117_03.0317.C5 


Gene No. 


100007 






Strand 


+ 


Start 


89 






End 


8832 


Name 


OJ000117 03 


.0317. 


,C5.o5.tw 


Method 


TBLASTX: Wheat 


Start 


8213 






End 


8445 


GI 


none 






Score 


208 


Exons 


8213. .8407, 


8215. 


.8406, 8377. 


.8445, 8388. .8444 


Seq. No. 


47046 






Seq. ID 


OJ000117_03.0317.C5 


Gene No . 


100007 






Strand 


+ 


Start 


89 






End 


8832 


Name 


OJ000117 03 


.0317. 


C5.o4.tm 


Method 


TBLASTX: Maize 


Start 


8222 






End 


8577 


GI 


none 






Score 


184 


Exons 


8222. .8416, 


8276. 


.8380, 8284. 


.8403, 8377. .8577, 8385.. 8576: 


Seq, No. 


47046 






Seq. ID 


OJ000117 03. 0317. C5* 


Gene No. 


100007 






Strand 


+ 


Start 


89 






End 


8832 


Name 


OJ000117 03, 


.0317. 


C5.ol.tw 


Method 


TBLASTX: Wheat 


Start 


8446 






End 


8802 


GI 


none 






Score 


392 


Exons 


8446. .8802, 


8458. 


.8802 






Seq. No. 


47046 






Seq. ID 


OJ000117_03. 0317.C5 


Gene No. 


100007 






Strand 


+ 


Start 


89 






End 


8832 


Name 


OJ000117 03, 


.0317. 


C5.o5.tm 


Method 


TBLASTX: Maize 


Start 


8581 . 






End 


8802 



48705 






none 


Score 


198 








Exons 














beq. NO. 


4 /U4 / 


Seq. ID 


OJ000117 


_03 


. 0317 


.C6 


Gene No. 


"* 100008 


"Strand 










Start 


1479 


End 


2276 








NBine 


OJ000117 03.0317.C6.oi:np 


Method 


AAT/NAP 








C+- -3 -V^ 

o tar L 


■■'1479 


End 


• 2276 








r* T 


4512231 


Score 


1342 








Exons 


1479. .2276 












GI Descrip. 


(AB014741) ORFO protein [Oryza sativa] 










beq. NO. 


47047 


Seq. ID 


OJ000117 


_03 


. 0317 


,C6 


Gene No. 


100009 


Strand 


+ 








Start 


2499 


End 


6974 








Name 


OJ000117 03.0317.C6.o2.np 


Method 


AAT/NAP 








b tar L 


2499 


End 


6974 








P T 


4680179 


Score 


5601 








Exons 


2499. .3554, 3582. .6974 












GI Descrip . 


(AF111709) polyprotein [Oryza sativa subsp. indica; 


1 




beq. NO. 


47047 


Seq. ID 


OJ000117_ 


03 


. 0317 


.06 


Gene No. 


100010 


Strand 


+ 








Start 


9988 


■ End 


12453 








Name 


OJ000117 03.0317.C6.o3.np 


Method 


AAT/NAP 








btar L 


9988 


End 


12453 








n T 


5902445 


Score 


2185 








Exons 


9988.;ill70, 11210.. 12453 












GI Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 








beq. NO. 


47047 


Seq. ID 


OJ000117_ 


_03, 


. 0317 , 


.06 


Gene No. 


100011 


Strand 


+ 








Start 


13970 


End 


19844 








Name 


OJ000117 03.0317.C6.o8.np 


Method 


AAT/NAP 








bcart 


13970 


End 


19015 








PT 


4680186 


Score 


368 








Exons 


13970. . 14094, 17 934 .. 17977; 


18813. .19015 








GI Descrip. 


{AF111709) unknown [Oryza sativa subsp, 


. indica] 








beq. NO. 


47047 


Seq. ID 


OJ000117 


_03. 


, 0317 . 


.06 


Gene No. 


100011 


Strand 


+ 








Start 


13970 


End 


19844 








Name 


OJ000117 03.0317.C6.o6.np 


Method 


AAT/NAP 








btiart 


16357 


End 


16890 








P T 


7523517 


Score 


252 








Exons 


16357. .16651, 16796. .168 90 












GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 








Seq. No. 


47047 


Seq. ID 


OJ000117_ 


03. 


0317. 


06 


Gene No. 


100011 


Strand 


+ 








Start 


13970 


End 


19844 








Name 


OJ000117 03.0317.C6.o4 .gs 


Method 


GENSCAN 








Start 


16901 


End 


19844 








GI 


none 


Score . 


.48 








Exons 


16901. .17150, 18663. .18716, 


18813. . 18968, 19696. 


. 19844 




Seq. No. 


47047 


Seq. ID 


OJ000117_ 


03. 


0317. 


06 



48706 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 



100012 Strand - 

11791 End 16166 

OJ000117_03 . 0317 . 06 . o5 . np Method AAT/NAP 

11791 End 15967 

6907089 Score 272 
11791. .11835, 15242. .15967. 

(AP001129) hypothetical protein [Oryza sativa] 



47047 

100012 

11791 

OJ000117_03.0317.C6.o3.gs 

13087 

none 



Seq. ID OJ000117_03.0317.C6 
Strand 

End 16166 

Method GENSCAN 

End 16166 

Score .82 



13087. .13560, 13857 .. 14352, 14397 .. 14582 , 14 638 .. 14 696, 
14767. .14958, 15026 15150, 1531 6 .. 15654 , 15847 .. 15987 , 
16097. . 16166 



47047 

100012 

11791 

OJ000117_03 . 0317 . C6 . o4 . np 

13815 

6721561 

13815. . 14572, • 14 638 14 696, 



OJ000117 03. 0317. C6 



Seq. ID _ 
Strand 

End 16166 
Method AAT/NAP 
End 15022 
Score 1176 

- ^ 14767. .15022 

{AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



47047 

100013 

18565 

OJ000117_03.0317 .C6.ol0.tw 

2705 

none 

2705. .2902, 2706. .2903, 2709. 

47047 

100013 

18565 

OJ000117_03.0317.C6.o6.tw 

2952 

none 

2952. .3149, 2955. .3305 
47047 

100013 ' 
18565 

OJ000117_03.0317.C6.o9.tm 

2955 

none 

2955. .3260, 2955. .3191 

47047 
100013 



Seq. ID 

Strand 

End 

Method 
End 
Score 
.2903- 

Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117__03.0317.C6 
18948 

TBLASTX: Wheat 

2903 

205 



OJ000117_03. 0317. C6 
18948 

TBLASTX: Wheat 

3305 

315 



OJ000117_03.0317.C6 
18948 

TBLASTX: Maize 

3260 

247 



Seq. ID OJ000117_03. 0317. C6 
Strand 



48707 






Start 


1 O C c 
lob DO 








End 


18948 




Name 


OJ000117 03. 


, 0317 , 


, C6 . o9 . 


tw 


Method 


TBLASTX : Wheat 




Start 


n r c\ 








End 


3992 




GI 


none 








Score 


253 




Exons 
















Seq. No. 


47047 








Seq. ID 


OJ000117 03. 0317. 06 




Gene No. 


100013 








Strand 


- 




Start 


1 o c ^ c 

18565 








End 


18948 




Name 


OJ000117_03 . 


A O T "7 

0317 . 


Cd . Oil 


, . tm 


Method 


TBLASTX : Mai ze 




Start 


3996 








End 


4193 




GI 


none 








Score 


196 




Exons 


3y 96 . .4193, 


>1 A O /I 

4034 . 


j1 T A O 

. 4 192 










Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317.C6 




Gene No. 


100013 








Strand 






Start 


1 O C c 
1 0 5 D D 








End 


18948 




Name 


OJOOOll/ 03. 


A O T T 

0317 . 


C6 . o4 . 


tw 


Method 


TBLASTX: Wheat 




Start "^r • 


4124 








End 


4608 




GI 


none 








Score 


527 




Exons 


^ilZ4 , . 4 D o4 / 


4125. 


/I A T 

. 4 dO / , 


yl T y| A 

414 9. 


.4604, 4234. .4608 




Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317.C6 




Gene No. 


100013 








Strand 




^ J 


Start 


185 65 








End 


18948 


f 


Name 


OJ000117 03 . 


0317 . 


C6 . o4 . 


ts 


Method 


TBLASTX : Soybean 


ill 


Start 


4161 








End 


4475 




GI 


none 








Score 


190 


; ~! 


Exons 


4161. .4 475 














Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317.C6 




Gene No. 


100013 








Strand 






Start 


1 O C c 

loODO 








End 


18948 




Name 


OJ000117 03. 


0317 . 


C6 . o4 . 


tm 


Method 


TBLASTX: Maize 




Start 


4194 








End 


4637 




GI 


none 








Score 


365 




Exons 


' 4 1 9 4 . . 4 d3 / 














Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317.C6 




Gene No. 


100013 








Strand 






Start 


18565 








End 


18948 




Name 


OJ000117 03. 


A O 1 T 

0317 . 


C6 . ol . 


ts 


Method 


TBLASTX : Soybean 




Start 


4548 








End 


10192 




GI 


none 








Score 


57 




Exons 


4548 . .4580, 


4548 . 


. 4580, 


4584 , 


.4637, 4586. .4627, 4698. .4943, 






^TAA ylAOO 

4700 . .4 933, 


9995 . 


.10192 










Seq, No. 


47047 " 








Seq. ID 


OJ000117_03.0317.C6 




Gene No. 


100013 








Strand 






Start 


18565 








End 


18948 




Name 


OJ000117 03. 


0317 . 


C6.o5. 


tw 


Method 


TBLASTX: Wheat 




Start 


4670 








End 


10306 




GI 


none 








Score 


62 




Exons 


4670. .4762, 


4694. 


.4957, 


4698 . 


.4958, 9995.. 10306, 9997.. 1023 




Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317 .C6 




Gene No. 


100013 








Strand 





48708 



start 


18565 








End 


18948 




Name 


OJ000117 03. 


0317 


.C6.o6. 


tm 


Method 


TBLASTX: Maize 




Start 


4710 








End 


10270 




GI 


none 








Score 


307 




Exons 


4710. .5024, 


4745 


. . 5023, 


9995. 


. 10270 






Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317 


.C6 


Gene No. 


100013 








Strand 






Start 


18565 








End 


18948 




Name 


OJ000117 03. 


0317 


.C6.03. 


tw 


Method 


TBLASTX: Wheat 




Start 


4959 








End 


5397 




GI 


none 








Score 


78 




Exons 


4959. .5024, 


5020 


. . 5397, 


5025 . 


.5390, 5047. .5397 




Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317 


.06 


Gene No. 


100013 








Strand 






Start 


18565 








End 


18948 




Name 


OJ000117 03. 


0317 


.06. o2. 


tm 


Method 


TBLASTX: Maize 




Start 


5044 








End 


5397 




GI 


none 








Score 


460 




Exons 


5044. .5397, 


5049 


. . 5390 










Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317 


.06 


Gene No . 


100013 








Strand 






Start 


18565 








End 


18948 




Name 


OJ000117 03. 


0317 


.C6.02. 


tw 


Method 


TBLASTX: Wheat 




Start 


5428 








End 


11674 




GI 


none 








Score 


392 




Exons 


5428. .5820, 


5581 


. .5814, 


5607. 


.5816, 5823. .5963, 5831. .5959, 




11390. . 1159G 


, 11597. .11674 








Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317 


.06 


Gene No. 


100013 








Strand 






Start 


18565 








End 


18948 




Name 


OJ000117 03. 


0317 


.C6.01. 


tc 


Method 


TBLASTX: Cress 




Start 


5662 








End 


5987 




GI 


none 








Score 


83 . 




Exons 


5662. .5844, 


5844 


. .5987, 


5846. 


.5986 






Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317 


.06 


Gene No. 


100013 








Strand 






Start 


18565 








End 


18948 




Name 


OJ000117 03. 


0317 


.C6.03. 


tm 


Method 


TBLASTX: Maize 




Start 


5820 








End 


6101 




GI 


none 








Score 


386 




Exons 


5820. .5909, 


5823 


. .6101, 


5828. 


. 6097 






Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317 


06 


Gene No. 


100013 








Strand 






Start 


18565 








End 


18948 




Name 


OJ000117 03. 


0317 


.C6.o2. 


ts 


Method 


TBLASTX: Soybean 




Start 


5823 








End 


6011 




GI 


none 








Score 


246 




Exons 


• 5823. .6011, 


5825 


. . 6010 ■ 










Seq. No. 


47047 








Seq. ID 


OJ000117_03.0317 


06 


Gene No. 


100013 








Strand 







48709 





1 fi s*^^ 




End 


18948 




Nsme 




.0317.C6.ol.tw 


Method 


TBLASTX: Wheat 










End 


12087 




O X 


none 




Score 


712 




P von Q 




6026. .6478, 6536. .6595, 1177 4. . 11911 , 11959 


. .12087 


O C • IN (J • 






Seq. ID 


OJ000117_03.0317 


.C6 


Gene No. 


100013 




Strand 






Start 


18565 




End 


18948 




IN OlUC 


n.Tonn 1 1 7 n"^ 


0317.C6.ol.tm 


Method 


TBLASTX: Maize 




o t cilT L 






End 


6734 




o ± 


none 




Score 


225 




Exons 


Dl ft y . . D JUfi , 


6150. .6311, 6164. .6313, 6308. .6481, 6309. .6734, 




*^4 fifi fi7 T ^ 

D4DO. .D/XO/ 


DO O D . . D / O J 








Seq. No. 


47047 




Seq. ID 


OJ000117__03.0317 


. C6 


Gene No. 


100013 




Strand 






o L. a J. L. 


X O J U J 




End 


18948 




Name 


ri inn n 1 1 7 n 


U J 1 / . CD . O / . tW 


Method 


TBLASTX: Wheat 










End 


6929 






none 




Score 


315 








6597. .6929 








O tr . Ln vJ • 


4 7 0 4 7 




Seq. ID 


OJ000117_03.0317 


. C6 


Gene No. 


100013 




Strand 






Start 


18565 




End 


18948 




Name 




0317.C6.o8.tw 


Method 


TBLASTX: Wheat 




o U,a.rT_ 


10/101 




End 


10828 






none 




Score 


201 




Exons 


10491 lOf^/lc 


, 10460. . 10645, 


10474. .10647, 10655. .10828, 






1 07 (^'^ 1 OR 9fl 










Seq. No. 


47047 




Seq. ID 


OJ000117_03.0317 


. C6 


Gene No. 


100013 




Strand 








18565 




End 


18948 




Name 


OJ000117 03. 


0317.C6.o5.tm 


Method 


TBLASTX: Maize 




O L.Cli. L. 


11330 




End - ^' 


11635 . 




Vj J. 


none 




Score 


324 






11330. . 11635, 11347. .11634 








Seq. No. 


47047 




Seq. ID 


OJ000117_03.0317 


C6 


Gene No. 


100013 




Strand 






ri- 


18565 




End 


18948 




Name 


OJ000117 03. 


0317. C6. oil. tw 


Method 


TBLASTX: Wheat 




O Lax t 


12088 




End 


12444 






none 




Score 


128 






1208-8. .12288 


, 12313. .12444, 


12318. .12443 




Seq. No. 


47047 




Seq. ID 


OJ000117_03.0317. 


C6 


Gene No. 


100013 




Strand 






Start 


18565 




End 


18948 




Name 


OJ000117 03. 


0317.C6.ol0.tm 


Method 


TBLASTX: Maize 




Start 


12142 




End 


12408 




GI 


none 




Score 


158 




Exons 


12142. . 12324 


, 12211. . 12330, 


12315. .12374, 12325. .124 08 




Seq. No. 


47047 




Seq. ID 


OJ000117_03.0317. 


C6 



48710 



Gene No. 


100013 




Strand 




Start 


18565 




End 


18948 


Nsrue 


\JU UUUXX/ Uj.Uj±/.L-D. 


. o7 . tru 


Method 


i oIjAo i a : Mai ze 


O LciX c 


X p 0 o u 




tjnci 






none 




Score 


O O CL 




XDOJU. .X/X*!^/ XOOOti 


1 f^QQ9 
> . X D r iJZ , 


171RQ ^ lOi 






17910 179 R 4 






*^prf No 


47 047 




Ofc;{-J . XU 


nTnrinii7 fi"^ 0*^17 r'i^ 


Gene No. 


100013 




Strand 




Start 


18565 




End 


18948 


Name 


OJ000117 03. 0317. C6. 


, o3 . ts 


Method 


TBLASTX: Soybean 


Start 


17254 




End 


17467 


GI 


none 




Score 


200 


Exons 


17254. .17466, 17264. 


, .17467 







Seq. No. 47047 

Gene No. 100013 

Start 18565 

Name OJ000117_03 . 0317 . C6 . 08 . tm 

Start 17288 

GI none 

Exons 17288. , 17482, 17290 .. 17481 , 
17602, .17640 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000117_03. 0317,06 
18948 

TBLASTX: Maize 

17640 

263 



17310. .174 8 6, 17327. .17482, 



OJ000117 03. 0317. C6 



Seq. No. 47047 Seq. ID 

Gene No. 100013 " Strand - ~ 

Start 18565 End 18948 

Name OJ000117_03 , 0317 . 06 . ol . gp Method AAT/GAP 

Start 18565 ' End 18948 

GI uC-osflcyp033a04bl Score 655 

Exons 18565. .18948 

GI Descrip. * 6016845/dbj | AP000570 . 1 | AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. No. 


47048 








Seq, ID 


OJ0.00117_ 


Gene No. 


100014 








Strand 


+ 


Start 


874 








End 


983 


Name 


OJ000117 03 


.0317 


.07.01 


. gs 


Method 


GENSCAN 


Start 


874 








End 


983 


GI 


none 








Score 


.87 


Exons 


874. .983 












Seq. No. 


47049 








Seq. ID 


OJ000117_ 


Gene No. 


100015 








Strand 


+ 


Start 


1577 








End 


2966 


Name 


OJ000117 03 


.0317 


.C8.0I 


.gs 


Method 


GENSOAN 


Start 


■ 1577 








End 


2966 


GI 


none 








Score 


.99 


Exons 


1577. .1741, 


2728 


. .2966 








Seq. No. 


4 7050 








Seq. ID 


OJ00.0117_i 


Gene No. 


100016 








. Strand 




Start 


1 








End 


902,6 


Name 


OJ000117 03, 


.0317 


.09.01 


.np 


Method 


AAT/NAP 


Start 


1 








End 


6466 


GI 


4877649 








Score 


414 



48711 



Exons 1..22, 3211.. 3302, 6035.. 6294, 6352.. 6466 

GI Descrip, (AF114162) gibberellin MYB transcription factor [Lolium 
temulentuin] 



Seq . No . 


/I T n c; n 








beq. lu 


OJUUUil/ UJ.UJl/.Cy 


Gene No . 


iUUUi D 








strand 




brar c 


X 








hjVLQ. 


y UZ D 


Name 


r\ rn n n 1 i 7 n 
u J uuuix/ 


. U 0 1 / . 


. uy . oi . 




Method 


AAJ. / LiAr 


otart 


U JO 








End 


2204 


GI 


2796906 








Score 


309 


Exons 


2035. .2204. 












beq. NO. 


/I T n c; n 








Seq. ID 


OJ000117_03.0317.C9 


Gene No . 


1 n n n 1 
1 U U U 1 D 








Strand 




C 4 1 i"4- 


i 








End 


9026 


Name 


TH n n 1 1 7 n "5 
vj J UUUll/ Uo, 


, U 0 1 / . 


uy . oi . 


gs 


Method 


GENSCAN 


btarc 










End 


9026 


GI 


none 








Score 


.83 


Exons 


2178. .2497, 


2564 . 


.3302, 


6035. 


. 6518, • 6675. . 6742, 7373. .7509, 




QOQT Qc:iQ 
oJoo. .OOlo, 


O 0 DZ . 


Q n o c 

. y uz D 








beq. NO. 


4 / UoU 








Seq. ID 


OJ000117_03.0317.C9 


Gene No . 


1 n n n 1 T 
iUUUi / 








Strand 




C 4- ■»«4- 

b uart 


y ^: 1 y 








End 


9521 


Name 


UJ UUU 1 i / Uo , 


, U Jl / . 


. oi . 


4- 

tc 


Method 


. TBLASTX: Cress 


Start 


3237 








End 


6287 


GI 


none 








Score 


187 ' 


Exons 


oZo / . . oz y y , 


dU Jo . 


. OZ O D , 


bU 4 Z . 


.6287 




beq. NO. 


/I T n R n 
4 / UoU 








Seq. ID 


OJ000117_03.0317.C9 


Gene No. 


1 A n n 1 T 
lUUUl / 








Strand 




b rari: 


Q 0 1 Q 

yz 1 y 








End 


9521 


Name 


UJ UUU 11 / Uo , 


. U Jl / . 


O Q ^1 

cy . oi . 


4- m 

tm 


Method 


TBLASTX: Maize 


Start 


3246 








End 


6286 


GI 


none 








Score 


65 


Exons 


oz 4 D . . oz y y , 


'5 0 Q 

jz 0 y . 


. J JU o , 


bU4 1 . 


.6286, 6042.. 6281 


beq. NO. 


4 /UoU 








Seq. ID 


OJ000117_03.0317.C9 


Gene No ■ 


1 U u U 1 / 








Strand 




btart: 


yz 1 y 








End 


9521 


Name 


UJUUUll / Uo . 


. U Jl / . 


uy . OI . 


4- T T 


Method 


TBLASTX: Wheat 


Start 


3249 








End 


6292 


GI 


none 








Score 


113 


Exons 


oz 4 y . . oz y y , 


dU4 1 . 


0 Q O 

. dz y z , 


dU4 Z , 


. 6287 




beq. No. 


4 /UoU 








Seq. ID 


OJ000117_03.0317.C9 


Gene No . 


100017 








Strand 




Start 


■ 9219 








End 


9521 


Name 


OJ000117 03. 


0317. 


C9.ol. 


ts 


Method 


TBLASTX: Soybean 


Start 


6041 








End 


6287 


GI 


none 








Score 


100 


Exons 


6041. . 6286, 


6117. 


. 6227, 


6264 . 


.6287 




Seq. No. 


47050 








Seq. ID 


aJ000117_03.0317.C9 


Gene No. 


100017 








Strand 




Start . 


9219 








End 


9521 


Name 


OJ000117 03. 


0317. 


C9.02. 


gs 


Method 


GENSCAN 



48712 



start 9219 End 9521 

GI none Score . 98 

Exons 9219. . 9521 



Seq. No. 47051 Seq. ID 

Gene No. 100018 Strand 

Start 1361 . End 

Name OJ000117__03 . 0317 . CIO . ol . gs Method 

Start 1361 End 

GI none Score 

Exons 1361. .1471 



OJ000117_03.0317..G10 
+ 

1471 
GENSCAN 
1471 
.85 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip. 



47051 

100019 

2590 

OJ000117_03. 0317. CIO. o2.gs 

2590 

none 

2590.. 2730, 3105.. 3137 

47052 

100020 

1 

OJ000117_03. 0317. Cll. ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 



OJ000117_03. 0317. CIO 

3137 
GENSCAN 
3137 
.6 . 



OJ000117 
+ 

911 

AAT/NAP 
908 
1571 



03. 0317. Cll 



Escherichia coli 



2126090 
1. .908 

transposase (insertion sequence ISIO) 
gi I 455676 I bbs 1 140379 (S67119) transposase [Escherichia coli, 
LBB84, plasmid pXT107, ISlOL/R-1, Peptide 

PlasmidTransposonlnsertionMutant, 4 02 aa] [Escherichia coli] 
gi I 6634720 |gb|AAF19728. 1 I AC012463_2 (AC012463) T2E6.2 
[Arabidopsis thaliana] 



Seq. No. 


47052 






Seq. ID 


OJ000117 


_03 


0317 


.Cll 


Gene No. 


100020 






Strand 


+ 








Start 


1 






End 


911 








Name 


OJ000117 03.0317 


.Cll. 61 


:gs 


Method 


GENSCAN 








Start 


24 






End 


911 








GI 


none 






Score 


.98 








Exons 


24. .911 
















Seq. No, 


47052 






Seq. ID 


OJ000117 


_03 


0317 


.Cll 


Gene No. 


100021 






Strand 










Start 


2311 






End 


4252 








Name 


OJ000117 03.0317 


.C11.02 


gs 


Method 


GENSCAN 








Start 


2311 






End 


4252 








GI 


none 






Score 


.51' 








Exons 


2311. .2510, 2544 


. .2593, 


2640. 


.2719, 4176.. 4252 








Seq. No. 


47053 






Seq. ID 


OJ000117 


_03. 


0317 


C12 


Gene No. 


100022 






Strand 


+ 








Start 


234 






End 


- 1697 








.N^ame 


OJ000117 03.0317 


.C12.01 


gs 


Method 


GENSCAN 








Start 


234 






End 


1697 








GI 


none 






Score 


.48 








Exons 


234. .452, 1623.. 


1697 















48713 



Seq. No. 


47054 


Seq. ID 


OJ000217_ 


_01.0308 


.CI 


Gene No. 


100023 


Strand 










1 


End 


1402 






Name 


OJ000217 01.0308.Cl.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1402 








4210449 


Score 


138 






Exons 


1..83, 697. .750, 964. .1040, 1136. .1402 






GI Descrip. 


(AB016471) ARRl protein [Arabidopsis. thaliana] 






Seq. No. 


47054 


Seq. ID 


OJ000217_ 


__01.0308 


.CI 


Gene No. 


100023 


Strand 








Start 


1 


End 


1402 






Name 


OJ000217 01.0308.Cl.ol.gs 


Method 


GENSCAN 






btar L 


54 


End 


1336 






GI 


none 


Score 


.89 






Exons 


54. .750, 964. .1040, 1136.. 


1286, 1316.. 


1336 






oeq . NO . 


47055 


Seq. ID 


OJ000217_ 


_01.0308 


. Cz 




100024 


Strand 








Start 


1 


End 


3083 






Name 


OJ000217 01.0308.C2.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1744 






GI 


7485369 


Score 


207 






Exons 


1..36, 1364. .1516, 1618. .1744 








GI Descrip. ^ 


hypothetical protein F10N7 


.270 - Arabidopsis thaliana 






gi 12827 64 31 emb|CAA16597.1 1 


(AL021636) 


predicted 


protein 





[Arabidopsis thaliana] gi | 3549641 | emb | CAA06432 . 1 | (AJ005195) 



receiver-like protein 4 
gi| 7270096|emb|CAB79910. 
[Arabidopsis thaliana] 



[Arabidopsis thaliana] 

11 (AL161580) predicted protein 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 
Seq. No. 



47055 

100024 

1 

OJ000217_01.0308.C2.ol.gs 

726 

none 



Seq. ID OJ000217_01.0308.C2 
Strand 

End 30.83 

Method GENSCAN 

End - 3083 

Score .46 



726. .745, 1364. .1516, 1618. .1759, 2231. .2360, 3010. .3083 



47055 

100024 

1 

OJ000217_01 . 0308 . C2 . ol . tw 

1329 

none 

1329. .1514, 1373. .1483 

47055 

100024 

1 

OJ000217_01.0308.C2.ol.tc 

1335 

none 



Seq. ID OJ000217__01.0308.C2 
Strand 

End 3083 

Method TBLASTX : Wheat 

End 1514 

Score 99 



Seq. ID OJ000217_01.0308.C2 
Strand 

End 3083 

Method TBLASTX : Cress 

End 1712 

Score 57 



1335. .1514, 1363. .1515, 1622. .1711, 1623. .1712 

47055 Seq. ID OJ000217 01. 0308. C2 



48714 




Gene No. 


100024 




Strand 






Start 


1 




End 


3083 




Name 


OJ000217 01 , 0308 . C2 . ol . 


. tm 


Method 


TBLASTX:Maize 




Start 


1363 




End 


1742 




GI 


none 




Score 


60 




Exons 


lO/TO TCTC 1'^/"C ICTyl 

liDJ..lDl5, 1365. .1514, 


1622, 


..1711, 1623.. 1742 




Seq. No. 


47055 




Seq. ID 


OJ000217_01.0308 


.C2 


Gene No. 


100024 




Strand 






Start 


1 




End 


3083 




Name 


OJ000217 01 . 0308 . C2 . ol . 


. ts 


Method 


TBLASTX: Soybean 




Start 


1363 




End 


1711 




GI 


none 




Score 


64 




Exons 


1363.. 1515, 13 65.. 1514, 


1622 , 


..1711, 1623. .1706 




Seq. No. 


47056 




Seq. ID 


OJ000217_01.0308 


.C5 


Gene No . 


lUUUzo 




Strand 


+ 




Start 


1 ' 




End 


351 




Name 


OJ000217_01.0308.C5.ol. 


gp 


Method 


AAT/GAP . . 




Start 


1 




End 


351 




GI 


702025 




Score 


507 




Exons 


1 . .52, 128 . . 351 










GI Descrip. 


4337187/ go 1 AAD18101 1 4 . 


Oe-34 


(AC006403) 


putative 






prolylcarboxypeptidase. 


5' partial [Arabidopsis thaliana] 


Seq. No. 


47056 




Seq. ID 


OJ000217_01.0308, 


. C5 


Gene No . 


100025 




Strand 


+ 




Start 


1 




End 


351 




Name 


OJ000217 01.0308.C5.ol. 


np 


Method 


AAT/NAP 




Start 


1 




End 


258 




GI 


6598559 




Score 


193 




Exons 


1. .52, 128. .258 










GI Descrip. 


(AC006403) putative prolylcarboxypeptidase [Arabidopsis 






thaliana] 










Seq. No. 


47056 




Seq. ID 


OJ000217_01.0308. 


.C5 


Gene No. 


100025 




Strand 


+ 




Start 


1 




End 


351 




Name 


OJ000217, 01. 0308.C5.ol. 


gs 


Method 


GENSCAN 




Start 


128 




End 


264 




GI 


none 




Score 


.52 




Exons 


128. .264 










Seq. No. 


47056 




Seq. ID 


OJ000217_01.0308. 


,C5 


Gene No. 


100026 




Strand 






Start 


1039 




End 


1487 




Name 


OJ000217 01.0308.C5.o2. 


tm 


Method 


TBtASTX: Maize 




Start 


15 ■ • ■ ■ - 




■End . 


258 




GI 


none 




Score 


48 




Exons 


15. .53, 15. .74, 16. .54, 


108. . 


257, 117.. 


233, 127. .258 




Seq. No. 


47056 




Seq. ID 


OJ000217_01.0308. 


C5 


Gene No. 


100026 




Strand 






Start 


1039 ■ " 




End 


1487 




Name 


OJ000217 01.0308.C5.o2. 


gs 


Method 


GENSCAN 




Start 


1039 


End 


1487 




GI 


none 




Score 


.85 





48715 




Exons 


lU . . 1095, 


1 o o o 

1338 


. .14 87 










Seq. No. 


47056 








Seq. ID 


OJ000217 


_01.0308.C5 


Gene No. 


100027 








Strand 






Start 


T C O C 

l3o 5 








End 


1882 




Name 


OJUUUzl / Ul . 


r\ "D A o 

. 030o . 


. C5 . ol . 


tm 


Method 


TBLASTX: 


Maize 


Start 


1 c o c 
15o5 








End 


1882 






none 








Score 


56 




Exons 


looo . . Icf o 1 , 


IbU / , 


, . 1 / oU , 


lb /2 . 


.1881, 1775. .1882 




Seq. No.. 


47057 








Seq. ID 


OJ000217 


_01.0308.C6 


Gene No. 


100028 








Strand 


+ 




Start 










End 


5831 




Name 


OJUUUzl / Ul . 


n o n o 
U3Uo , 


, C6 . o2 . 


gs 


Method 


GENSCAN 




Start 










End 


5831 




GI 


none 








Score 


.6 




Exons 


4z4U . . 4ooz , 


c n Q Q 


. .5151, 


5dd4 . 


.5831 






beq. No. 


4 /UO / 








Seq. ID 


OJ000217 


_01 . 0308 . 06 


Gene No. 


100029 - 








Strand 


+ 




Start 


7068 








End 


12708 




Name 


OJ UUUZ 1 / U 1 . 


0308. 


,06. o3. 


gs 


Method 


GENSCAN 




Start 


T O 

/Udo 








End 


12708 




GI 


none 








Score 


. 69 




Exons 


/Udo . . /Ibz , 


8371. 


, .8501, 


8816. 


.8890, 935 


i8. .9511, 


9539 . . 9634 , 




yyz y . . luoz 4 , 


11877. . 121 


87, 12523. .12708 




O C • LN (J . 










Seq. ID 


OJ000217 


UI.UOUO.L^D 


Gene No. 


100029 








Strand 


+ 




Start 


7068 








End 


12708 




Name 


OJ000217 01. 


0308. 


,C6.o2. 


np 


Method 


AAT/NAP 




Start 


8729 








End 


10258 




GI 


7485781 








Score 


339 




Exons 


8729. .8890, 


8978. 


.9061, 


9166. 


.9255, 9756.. 9827, 


9929. .9996, 



10108. .10258 

GI Descrip. hypothetical protein F19F24.15 - Arabidopsis thaliana 

gi|3004556|gb|AAO09029.1| ^AO003673) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 47057 

Gene No. 100029 

Start 7068 - 

Name OJ000217_01 . 0308 . 06 . o3 . gp 

Start 11920 

GI 2443015 

Exons 11920. . 12111 



Seq. ID OJ000217_01.0308.O6 

Strand + 

End 12708 

Method AAT/GAP 

End . 12111 

Score 339 



Seq. No. 47057 Seq. ID 

Gene No. 100030 - Strand 

Start 16461 * End 

Name OJ000217_01 . 0308 . 06 . o5 . gs Method 

Start 16461 End 

GI none Score 
Exons 16461, 

19262, 

21655. 



OJ000217_01.0308.O6 
+ 

24171 
GENSOAN 
24171 
.71 



.16564, 18092. .18169, 18476 .. 18760, 18800 .. 18 950 , 
,19417, 20596. .20634, 20711 .. 20791 , 2147 9 . . 2 154 1 , 
.21714, 23306. .23398, 24004. .24171 



48716 



OJ000217_01.0308.C6 
+ 

24171 
AAT/NAP 
21936 
69 



Seq, No. 47057 Seq. ID 

Gene No. 100030 Strand 

Start 16461 ' End 

Name OJ000217_01 . 0308 . C6 . o3 . np Method 

Start 18764 . End 

GI 7446248 Score 

Exons 18764, . 18912, 21884.. 21936 

GI Descrip. probable homeotic protein - rice gi | 2935573 |gb | AAC32817 . 1 | 
(AF050180) KNOX class homeodomain protein [Oryza sativa] 
gi|4887610|dbj IBAA77818.il (AB007624) homeoboxgene [Oryza 
sativa] gi I 5103729 | dbj' | BAA79226 . 1 1 (AB028885) knottedl-type 
homeobox protein 0SH71 [Oryza sativa] 



Seq. No. 47057 Seq. ID OJ000217_01 . 0308 . C6 

Gene No. 100030 Strand + 

Start 16461 End 24171 

Name OJ000217_01 . 0308 . C6 . o4 . gp Method AAT/GAP 

Start 19870 End 20077 

GI . . 5005167 ' • Score 88 

Exons 19870. .19895, 20006 .'. 20077 

GI Descrip. 14 0281/sp | P09363 | YCX1_S0YBN l.Oe-32 HYPOTHETICAL 16.8 KD PROTEIN 

(ORF 143) >gi_81821_pir S05717 hypothetical protein 143 - 

soybean chloroplast >gi_11577_emb_CAA30522_ (X07675) ORF 143 
[Glycine max] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47057 

100031 

31289 

OJ000217_01.0308.C6.o7.gs 

31289 

none 



Seq. ID OJ000217 01. 0308. C6 



Strand 
End 

Method 

End 

Score 



34677 
GENSCAN 
34061 
.7 



31289. .31783, 32839 .. 32959, 33422 .. 33612 , 33903.. 34061 



47057 • Seq. ID 

100031 ... Strand 
.31289 End 
OJ000217_01 . 0308 .06. o5 .gp Method 
31395 End 
75625_1.R1084 Score 
31395. .31692 

'134 6388/sp|P48001|HKL4_ARATH 8.0e-12 HOMEOBOX PROTEIN KNOTTED-1 
LIKE 4 (KNAT4) >gi_104 504 4_emb_CAA63 131_ (X92393) KNAT4 homeobox 
protein [Arabidopsis thaliana] * 



OJ000217__01.0308.C6 
+ 

34677 . 
AAT/GAP 
31692 
527 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47057 Seq. ID 

100031 Strand 

31289 End 

OJ000217_01. 0308.C6.o6.gp' Method 

32823 End 

39 1.R1084 Score 



OJ000217_01.0308.C6 
+ 

34677 
AAT/GAP 
34677 
2366 



32823.-32959, 33422 33612, 33687 .. 338 18 , 33903. .34677 
M887618/dbj IBAA77822.il l.Oe-110 (AB007628) homeoboxgene 
[Oryza sativa] V 



■Seq. No. 
Gene No. 
Start 



47057 

100031 

31289 



Seq. ID OJ000217_01.-0308.C6 
Strand + 
End 34677 



48717 




Name 


UJUUUzl/ Ul.UoUo.bb 


. o4 .np 


Method 


AAT/NAP 




bcart 


O O O O /I 


End 


34058 






4 00 /dIo 




Score 


965 




Exons 


OOOOyI OOOCn O'^ylOO 


. .33612, 


33687. ,33818, 33903. 


. 34 058 


GI Descrip. 


(AbUU/Dzo) nomeoDox 


gene [Oryza satiya] 




beq. NO. 


/ "7 n c -7 




Seq. ID 


OJ000217_ 


01 . 0308 , C6 


Gene No. 


100032 




Strand 


+ 




Start ' 


50642 




End 


54018 




Name 


UJUUUi^l / U1.U3Uo.Ld. 


. olO . gs 


Method 


GENSCAN 




b tar L 






End 


54018 






none 




Score 


.74 




Exons 


n;ri£;/iO cimQO citc'dq 
OU d4 Z , , OU / 3z , Olo3y. 


. .51640, 


51865. ,51932, 52793. 


. 52988 , 




C'ST^rO COOOT CO'DCn 

d31 d3 . , o32zl , o33bU. 


. .53442, 


5.3487. .53628, 53957. 


.54018 


be<5 . NO . 






Seq. ID 


-OJ000217_ 


01 . 0308 . C6 


Gene No. 


100033 




Strand 


+ 




Start 


57297 




End 


60664 




Name 


UJUUUZl / Ul.UoUo.bO, 


. 0 9 . np 


Method 


AAT/NAP 




Start 


OD /II ^ 




End 


60551 




r"* T 
bi 


/I c a 0 /~ ^ iz 

45oo 665 




Score 


90 




Exons 


C^TII C^rOnT CTTOO 

o6 /II . . bboU / , 0//3U, 


. .58069, 


60446, .60551 




GI Descrip. 


iAbUU/UbJj putative 


ABC transporter [Arabidopsis 


thaliana] 


becj. NO. 


/ T n c: T 
4 / UO / 




Seq. ID 


OJ000217 


01 . 03.08 , C6 


Gene No. 


100033 




Strand 






Start . 


57297 




End 


60664 




Name 


OJUUUzl / Ul.030o.C6. 


oll.gs 


Method 


GENSCAN 




Start 


c *i 0 ri "7 

0 1 Z31 




End 


60664 




bl 


none 




Score 


.47 




Exons 


CTom c'7'Don ctoc-i 

0 /zy /,. 57329, 57851. 


.58402, 


58418. .58548, 58585. 


. 58712, 




coT^cyi cooci cnno^ 

bo / 64 . . 5oo51 , 59926. 


.60268, 


60326. .60511, 60614 . 


, 60664 


beq. NO, 


4 / Uo / 




Seq, ID 


OJ000217_ 


01 . 0308 . C6 


Gene No . 


1 UUU34 




Strand 


+ 


■■ 


D Lai L 


67150 




End . 


70026 




Name 


OJ000217 01. 0308. C6. 


oil . gp . 


Method 


AAT/GAP 




Start 


67072 


End 


70026 




bl 


1362 1,R1084 




Score 


2535 




Exons 


67072. .67305, 68004. 


. 68104, 


68190, .68412, 68608. 


, 68801, 




69177. . 69288, 69454, 


.69567, 


69651, .70026 




GI Descrip. 


•3402713 3.0e-77 (AC004261) 


hypothetical protein 


[Arabidops 




thaliana] ' 










beq. NO, 


47057 




Seq. ID 


OJ000217_ 


01 . 0308 , C6 


Gene No, 


100034 




Strand 


+ 




Start ■ 


67150 




End 


70026 




Name ■ 


OJ000217 01, 0308. C6. 


ol4 . gs 


Method 


GENSCAN 




Start ; 


67150 




End 


69788 




bl , 


none 




Score 


.97 




F. X OTI *=5 ■ ■ ' 


67150.-. 67305, 67350, 


.67379, 


68608, .68801, 69177. 


(T Q 0 Q Q 

. D y z 0 0 , 




' 69454, .69567, 69651. 


,69788 








Seq. No, 


47057 




Seq. . ID 


OJ000217_ 


01. 0308. 'C6 


Gene No. 


100034 




Strand 


+ 




Start 


67150 




End 


70026 




Name 


OJ000217 01. 0308, C6. 


olO . np 


Method 


AAT/NAP 





48718 



start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



67238 End 69297 

7487623 Score 605 

67238. .67428, 68004 68104 , 68190 .. 684 12 , 68 608 68661 , 

68704. .68801, 69174. .69297 

hypothetical protein T3K9.19 - Arabidopsis thaliana 
gi|3402713|gb|AAD12007.1| (AC004261) hypothetical protein 
[Arabidopsis thaliana] 



47057 
100035 
1593 

OJ000217 
1325 
13595_1.R1084 
1325. .1670, 2947. .3063, 



7_01.0308.C6.ol.gp 



Seq. ID 
Strand 
End 

Method 
End 
Score 
3147. .3448 



OJ000217_01.0308.C6 

3448 
AAT/GAP 
3448 
1411 



*132918/sp|P23326|RK35_SPIOL 3.0e-29 SOS RIBOSOMAL PROTEIN L35, 

CHLOROPLAST PRECURSOR (CL35) >gi_8148 6_pir A36107 ribosomal 

protein L35 precursor, . chloroplast - spinach >gi_170139 (M60449) 
ribosomal protein L35 [Spinacia oleracea] ' ' 



47057 Seq. ID 

100035 Strand 

1593 End 

OJ000217_01 . 0308 .06 . ol . gs Method 

1593 End . 

none Score 

1593. .1670, 2947. .3063, 3147. .3392 



OJ000217_01.0308.C6 

3448 
GENS CAN 
3392 
.82 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47057 Seq. ID OJ000217_01 . 0308 . 06 

100035 Strand 

1593 End 3448 

OJ0002 17_01 . 0308 . 06 . ol . np Method AAT/NAP 

2922 End 3389 

3738336 Score 189 
2922.. 3063, 3147.. 3389 

(AC005170) putative chloroplast ribosomal protein L35 
[Arabidopsis thaliana] ^' ' 

47057 Seq. ID OJ000217_01 . 0308 . C6 

100036 Strand 

7706 End 7867 

OJ000217_01 . 0308 . 06 . o2 . gp Method AAT/GAP 

7706 End 7867 

18419_1.R1084 Score 234 
7706. .7867 

M521193/dbj I AB013450.il AB013450 3.0e-40 Oryza sativa DNA, 
similar sequence to Pib gene* 



47057 Seq. ID 

100037 . Strand 

13908 ' End 

OJ000217_01 . 0308 . 06 . o4 . gs Method 

13908 End 

none Score 

13908. .13961, 14236. .14268 



OJ000217_01.0308.C6 

14268 
GENSCAN 
14268 
.9 



Seq. No. 



47057 



Seq. ID OJ000217_01.0308.C6 



48719 




Gene No. 


100038 


Strand 








o rare 




End 


zd4 69 






Name 


OJUUU^l / U 1 . UoUo . Cd . 06 . gs ■ 


Method 


GENSCAN 






otart 


o ^ o o ^ 


End 


264 69 






T 


none 


Score 








Exons 


OCOOC O^yilA d A C C\ 










becj. INC. 


/ -T r\ c -7 


Seq, ID 


OJ000217 


_01, 


.0308. C6 


Gene No. 




Strand 








O -1- -3 v4- 


"5 c: 0 R 1 


End 


38119 






Vi CtiUC 


OJ000217 01.0308.C6.o7.gp 


Method 


AAT/GAP 






Start 


35251 


End 


38054 






GI 


391 1.R1084 


Score 


2116 






Exons 


35251. .35670, 35752 .. 35838 , 


36275. .36387, 36806 


. .37049, 




37557. ,37613, 37868.. 38054 










GI Descrip. 


M774163/dbj IBAA77508.il 3. 


Oe-62 (AB026909) Fl- 


ATP 


synthase 




delta subunit [Ipomoea batatas] * 









Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217 01. 0308. C6 



Seq. No. 47057 
Gene No. 100039 
Start 35251 

Name OJ000217_01 . 0308 . 06 . o5 . np 

Start 35544 
GI 7543912 

Exons 35544. .35670, 35752 .. 35838 , 

37976.. 38119 

GI Descrip. (AL163572) delta subunit of mitochondrial Fl-ATPase [Ar'abidopsis 
thaliana] 



38119 
AAT/NAP 
38119 
435 



36275. .36387, 36806 .. 3704 9, 



P 



Seq. No. 47057 

Gene No. 100039 

Start 35251 

Name OJ000217_01 . 0308 . C6 . o8 . gs 

Start 35551 

GI none 

Exons 35551. .35670, 35752 .. 35838, 
37557. .37619 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217__01.0308.C6 

38119 
GENSCAN 
37619 
.71 



36275. .36387, 36806 .. 3704 9, 



Seq. No. 47057 
Gene No. 100040 
Start 39822 

Name OJ000217_01 . 0308 . C6 . o9 . gs 

Start 39822 
GI none 

Exons 39822.-39893, 40130 .. 40282, 

41866. .41953, 42043 .. 42165, 
4 3660. .43812, 4 444 3. .4 6557 



Seq. ID 
Strand 
End 

Method 
End ' 
Score 

40642 

43159 



OJ000217 01. 0308. 06 



46741 
GENSCAN 
46557 
.41 

40706, 41607. .41732, 
43306, 43423. .43586, 



Seq. No. 47057 Seq. ID 

Gene No. 100040 Strand 

Start 39822 End 

Name OJ0002 17_01 . 0308 . 06 . o6 . np Method 

Start 41539 End 

GI 7487762 Score 

Exons 41539. .41732, 4 1866 .. 4 1953, 42043 

43423. .43582, 43656 .. 4 38 94 , 44149 



42165, 
46741 



OJ000217 01. 0308. 06 



46741 
AAT/NAP 
46741 
1168 

43159. 



43306, 



GI Descrip. hypothetical protein T6H20.50 - Arabidopsis thaliana 



48720 



gi|5541667|emb|CAB51173.1| (AL096859) putative protein 
[Arabidopsis thaliana] 

Seq. No. 47057 Seq. ID OJ000217_0a . 0308 . C6 

Gene No. 100040 Strand 

Start 39822 End 46741 

Name OJ000217_01 .0308 . C6 . o7 . np Method AAT/NAP 

Start 42271 ' End 46741 

GI 7487762 Score 686 

Exons 42271. .42301, 43159 4 3306, 4 3423 4 3582 , 43656 .. 43894 , 
44149. .46741 

GI Descrip. hypothetical protein T6H20.50 - Arabidopsis thaliana 

gi|5541667|emb|CAB51173.1| (AL096859) putative protein 
[Arabidopsis thaliana] 



Seq. No. 47057 Seq. ID 

Gene No. 100040 Strand 

Start 39822 . End 

Name OJ000217_01 . 0308 . C6 . o8 . gp Method 

Start 44122 End 

GI none Score 

Exons 44122. .44190, 44283. .44647 



OJ000217_01.0308.C6 

46741 
AAT/GAP 
44647 
764 



Seq. No. 47057 Seq. ID 

Gene No. 100040 Strand 

Start 39822 End . 

Name OJ0002 17_01 . 0308 . C6 . o9 . gp Method 

Start 45689 End 

GI none Score 

Exons 45689. .46154 



OJ000217_01.0308.C6 

46741 
AAT/GAP 
46154 
912 



Seq. No. 47057 Seq. ID 

Gene No. 100041 Strand 

Start 52624 End 53719 

Name OJ0002 17_01 . 0308 . C6 . o8 . np Method AAT/NAP 

Start 52624 End 53719 

GI 5295955 - Score 351 

Exons- 52624. .53233, 53311.. 53719 

GI Descrip. (AB026295) Similar to Epstein-Barr virus (EBV) 
[Oryza sativa] 



OJ000217 01. 0308. C6 



■genome. (V01555) 



Seq. No. 


47057 








Seq. ID 


OJ000217 


Gene No. 


100042 








Strand 




Start 


60686 








End 


61166 


Name 


OJ000217 01.0308 


.C6 


,olO 


gp 


Method 


AAT/GAP 


Start 


60686 








End 


61166 


GI . 


none 








Score 


895 


Exons 


60686.. 61166 












Seq. No. 


47057 








Seq. ID 


OJ000217 


Gene No. 


100042 








Strand 




Start 


60686 








End 


61166 


Name 


OJ000217 01.0308 


C6 


.ol2 


gs 


Method 


GENSCAN 


Start 


60774 . 








End 


61082 


GI 


none 








Score 


.99 


Exons 


60774.. . 61082 













48721 




Seq. No. 47057 

Gene No. 100043 

Start 61425 

Name OJ000217_01 . 0308 . C6 . o7 . 

Start 1456 

GI none 

Exons 1456.. 1665, 1472.. 1630, 
3147.. -3173, 3273.. 3386, 

Seq. No. 47057 

Gene No. 100043 

Start 61425 

Name OJ000217_01 . 0308 . C6 . o8 . 

Start 1599 

GI none 

Exons 1599.. 1664, 1600.. 1665, 
3148. .3171 

Seq. No. . 47057 
Gene No. 100043 
Start 61425 

Name OJ000217_01 . 0308 . 06 . o4 . 

Start 8800 
GI none 

Exons 8800.. 8895, 8804.. 8893, 

9147. .9248, 9166., 9258, 
9929. .10030, 101*36. .102 
10336. . 10380 




Seq. ID OJ000217_01.0308.C6 
Strand 

End 66349 

tm Method TBLASTX : Maize 

End 3386 

Score 172 
1509. ,1700, 2944. .3066, 2945. .3064, 
3274.. '3378 ' 

Seq. ID OJ000217__01.0308.C6 
Strand 

End 66349 

ts Method TBLASTX : Soybean 

End 3173 . 

Score 75 
2947, .3066, 2948. .3064, 3147. .3173, 

Seq.- ID OJ000217_01.0308.C6 
Strand 

End 66349 
tm Method TBLASTX : Maize 

End 10381 
Score 99 
8975. .9043, 8977. .9042, 9126. .9245, 
9361.. 9459,' 9536.. 9634, 9750., 9830, 
43, 10141. .10242, 10322 .. 10381, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47057 

100043 

61425 

OJ000217_01.0308,C6,o4 .ts 

9199 

none 

9199. -.9258, 9361.. 9459, 9536. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_01.0308,C6 
66349 

TBLASTX: Soybean 

10378 

69 



,9634, .9544.. 9663, 9750.. 9857, 



9755.. 9817, 9913.. 10023, 992 9 .. 1002.4 , 10106 .. 1024 3, 10322 ., 1037 ? 



47057 

100043 

61425 

OJ000217_01.0308.C6, 

31562 

none 

31562. .31675, 31564. 
32830. .32892, 32839, 
32894. .32962, 33418. 
33449. .33613, 33684. 
33902, ,34042, 33903. 
34191, ,34259, 34360. 



o2 . tm 



.31671, 
.32892, 
.33612, 
.33818, 
.34007, 
.34398 



Seq. ID 
Strand 
End 

Method 
End 
Score 

31757 

32893 

33420 

33685 

33904 



OJ000217 01. 0308. C6 



66349 

TBLASTX: Maize 
34398 
199 

31783, 31763. .31783, 
32961, 32893. .32961, 
33575, 33421. .33612, 
33819, 33686. .33820, 
34068, 34121, .34183, 



Seq. No. 47057 Seq, ID 

Gene No. 100043 Strand 

Start 61425 End 

Name OJ000217_01 . 0308 . C6 . ol . tc Method 

Start 31568 End 

GI none Score 



OJ000217_01,0308.C6 
66349- 

TBLASTX: Cress 

34030 

155 



48722 



Exons 



31568, .31675, 31576 31665, 32838 32960 , 32839 32961, 

32842. .32958, 33418 33507, 33420 .. 33554 , 33421 .. 33531, 

33439. .33612, 33519 33566, 33684 .. 33818, 33685 338 19, 

33731. .33820, 33902 .. 34030, 33903.. 340Q7 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47057 
100043 , 
61425 

OJ000217_01.0308.C6.o5.tw 
31594 



OJ000217 01. 0308. C6 



none 
31594, 
32830. 
33421. 



Seq. ID 
' Strand 
■ End 

_ Method 

End 
Score 

31671, 31595. .31675, 31637 .. 31675, 31757 .. 31783, 
32958, 32838. .32960, 32839 .. 32961 , 334 18 .. 334 92, 
33492 



66349 

TBLASTX: Wheat 

33492 

94 



Seq. No. 47057 Seq. ID 

Gene No. 100043 Strand 

Start 61425 End 

Name OJ000217_01 . 0308 . C6 . o7 . ts Method 

Start 32833 End 

GI none Score 

Exons 32833. .32961, 32836.. 32961 



OJ000217_01.0308 .C6 
66349 

TBLASTX: Soybean 

32961 

210 



Seq. No. 

Gene No . 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47057 Seq. ID 

100043 Strand 

61425 End 

OJ000217_01 . 0308 . 06 . ol . ts Method 

33442 . End 

none Score 



OJ000217_01.0308.C6 
66349 

TBLASTX: Soybean 

34062 

86 



33442. .33504, 33510 33566, 33511 .. 33612 , 33684 .. 33818, 
33686. .33820, 33902 .. 34042, 33903 .. 34007 , 33904. .34062 



47057 

100043 

61425 

OJ000217_01.0308.C6.ol.tw 

33493 

none 



Seq. ID OJ000217_01.0308.C6 
Strand 

End 66349 

Method TBLASTX : Wheat 

End 34165 

Score 73 



33493. .33537, 334 95 .. 33554 , 334 96 3354 3, 33528 33566, 

33529. .33612, 33529 .. 33612, 33684 .. 338 18 , 33685 .. 33819, 

33686. .33820, 33902 .. 34 054 , 33903 .. 34004 , 33904 34071, 

34121. .34165, 34121. .34165 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 



47057 

100043 

61425 

OJ000217_01.0308.C6.o6. tm 

35370 

none 

35370. .35438, 354 8 1 . . 35531 , 

35534 . .35671, 35539 .. 35688, 

35753. .35803, 36275 .. 36388, 

36794. .37051, 367 98 .. 3704 3, 

37555. .37608, 37778 .. 378 13, 

47057 
100043 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000217 01. 0308. C6 



66349 

TBLASTX: Maize 
•37922 

175 . ■ - 

35525. .35671, 35533. .35673, 
35749. .35802, 35751 .. 35855, 
36275. .36388, 36276 .. 36395, 
36803. .37054, 37554 .. 37 607 , 
37871. .37921, 37875. .37922 

Seq. ID OJ000217_01.0308.C6 
Strand 



48723 



start 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



61425 End 

OJ000217_01 . 0308 . C6 . 06 . tc Method 

35536 End 

none Score 



66349 

TBLASTX: Cress 

37050 

74 



35536.-35673, 35557 35673, 35558 35689, 3574 3 35802 , 
36275. .36388, 3627 6.-36383, 367 98 .. 37040, 36808.. 37050 



47057 
100043 
61425 

OJ000217_01.0308.C6.o3.tw 
36822 
none 

36822. .37052, 36822 3704 3, 36839 
37875. .37925 



Seq. .ID 
Strand 
End 

Method 
End 
Score 



OJ000217_01.0308.C6 
66349 

TBLASTX: Wheat 

37925 

265 



,37054, 37871. .37924, 



Seq. No. 
Gene No, 
■ Start 
Name 
Start 
GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 
Gene No. 
Start ■ 
Name 
Start 
GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 



47057 

100043 

61425 

OJ000217_01 . 0308 .C6.ol.tm 
41057 
none 
41057. 
41327, 
41570, 



Seq. ID OJ000217_ 
Strand 



01. 0308. C6 



.41116, 
.41374, 
.41734, 
42032. .42166, 
43156. .43308, 
43390. .43515, 



43528, 
43919. 
44318, 
44542, 



.43587, 
.43966, 
.44482, 
.44607, 



41141, 
41373, 
41857, 
42033, 
43157, 
43422. 
43660. 
44036. 
44319, 
44608 . 



.41179, 
.41414, 
.41955, 
.42167, 
.43309, 
.43523, 
.43818, 
.44191, 
.44477, 
.44760, 



47057 

100043 

61425 

OJ000217_01.0308.C6.o2.ts 
41581 
none 
41581, 
42032, 
43159, 
43660, 



.41733, 41585. 

,42166, 42040. 

,43308, 43332, 

,43818, 43664, 



.41734, 
,42165, 
,43367, 
,43774, 



47057 

100043 

61425 

OJ000217_01.0308.C6.o3.tc 

41584 

none 



End 

Method 

End 

Score 



66349 
TBLASTX: 
44761 
58 



Maize 



41239. .41295, 41253 

41376. .41417, 41569 

41864. .41956, 41865 
42040. .421-65,.' 42041 

43158. .43277*, 43159 

43423. .43524, 43527 

43660. .43818, 43913 

44040. .44192, 44317 

44320. .44478, 44538 

44608. .44760, 44675 



. .41294, 
. .41733, 
. .41954, 
. .42166, 
. . 43305, 
. .43586, 
. .43966, 
. .44469, 
. .44570, 
. .44761 



Seq. ID OJ000217_01.0308.C6 
Strand 

End 66349 

Method TBLASTX : Soybean 

End " 43822 

Score 109 
41864. .41956, 4 18 65 .. 4 1954 , 
42041. . 4 2166, 4 3156 .. 4 3308 , 
4 3356. . 4 3580, 4 34 1 1 . . 4 358 1 , 
43664. .43822, 43687. .43815 



Seq. . ID 

Strand 

End 

Method 
End . 
Score 



OJ000217_01.0308.C6 
66349 

•TBLASTX: Cress 
42166 
104 



41584. .41694, 4 1587 .. 4 1733, 41588. .41734, 4 18 64 .. 4 1956, 
41865. .41954, 42032 .. 421 66, 42040 421 65, 42068. .42166 



47057 Seq. ID 

100043 Strand " 

61425 End 

OJ000217 01.0308.C6.o4.tw Method 



OJ000217_0r'.0308.C6 
66349 

TBLASTX: Wheat 



48724 






H 1 D Jo 






End 


42168 




CT 


none 






Score 


103 




Exons 


41638. .41733, 


41639, 


. . fi 1 / OH , 


41864. ,41956, 41865 


. . 41954, 




42037. .42168, 


42040, 


. . ^ 1 DO , 


42080. .42166 




oeq. INO. 


47057 






Seq. ID 


OJ000217 


Ul . UoUo 


Gene No . 


100043 






Strand 






b tart. 


61425 






End 


66349 




Name 


OJ000217 01. 0308. C6, 


.o2. tc 


Method 


TBLASTX : 


Cress 


Start 


43183 






End 


43732 




GI 


none 






Score 


94 




Exons 


43183. .43308, 


43189, 


. .43308, 


43223. .43309, 43420 


. .43581, 




43422. .43583, 


43426. 


. .43593, 


43657. .43725, 43657 


. .43731, 




43661. .43732 













Seq. No. 47057 
Gene No. 100043 
Start 61425 

Name OJ000217_01 . 0308 . C6 . o2 . tw 

Start 43239 

GI none 

Exons 43239. .43307, 43240 43308, 4 324 1 .. 4 3309, 43386 

43390. .43587, 43422 .. 43586, 43423 .. 43587, 43660 
43660. .43839, 43890 .. 43964 , 43892 
44036. .44071 



Seq. ID OJ000217_01.0308.C6 
Strand 

66349 

TBLASTX: Wheat 
44071 
52 



End 

Method 

End 

Score 



43966, 43892. 



.43586, 
,43833, 
,43966, 



Seq. No. 47057 
Gene No. 100043 
Start 61425 

Name OJ000217_01 . 0308 . C6 . o3 . tm 

Start 44911 
GI none 
Exons 44911 . 

45017. 

45256. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000217 01. 0308. C6 



.44991, 44912. .44995, 44912, 
.45220, 45018. .45158, 45027. 
.45360, 45256. .45363, 45258. 



66349 

TBLASTX: Maize 
45449 
94 

,44995, 44968. .45219, 
,45293, 45094. .45207, 
45395, 45267. .45395, 



4 5372. .45443, 45387. .45449,-45413. .45448 



Seq. No. 47057 

Gene No. 100043 

Start 61425 

Name OJ000217_01 . 0308 . C6 . o6 . tw 

Start 44989 

GI none 

Exons 44989. .45219, 4 5008 .. 45220, 
■ 45264 . .45308, 4 5265 .. 4 5333, 



Seq, ID 
Strand 
End 

Method 
End 
Score 



OJ000217 01. 0308. C6 



66349 

TBLASTX: Wheat 
45358 
85 

4 5050, ,45262, 45051. .45221, 
45317, .45358 



Seq, No. 47057 Seq. ID 

Gene No. 100043 Strand 

Start 61425 . End 

Name OJ000217_01 . 0308 . C6 . o5 . ts Method 

Start 46204 End 

GI none Score 

Exons . 46204. .46344, 46372.. 46521 



OJ000217_01,0308.C6 
66349 

TBLASTX: Soybean 

46521 

149 



Seq. No. 
Gene No, 
Start 



47057 

100043 

61425 



Seq. ID 

Strand 

End 



OJ000217 01.0308.06 



66349 



48725 




Name 


UJUUU^i / Ul.UJUo.bD, 


. o5 . t c 


Method 


TBLAbTX : Cress 










T-l _ _1 

End 


4 DOio 






none 




:." . Score 


10/ 




Exons 


Af.O'^A A^'^AA Af.'^^A 


. . 4 DO X 0 








Seq. No. 


47057 




Seq. ID 


OJ000217_01.0308 


.C6 


Gene No. 


.100043 




Strand 








1 4 9 ■-' 
DX Z 0 




End 


66349 




Name 


vJJUUU^i / Ul.UJUo.bD. 


/-1 0 4- 

oo . tm 


Method 


TBLASTX: Maize 




ot art 






End 


46521 






none 




Score 


77 




Exons 




/I C3 yl 1 
. 4 DO 4 X , 


4 6369. .4 6521, 4 6418. .4 6450 




Seq. No. 


47057 




Seq. ID 


OJ000217_01.0308 


.C6 


Gene No. 


100043 




Strand 








D 1 *± Z 3 




End 


66349 




Naitie 


UJUUUZl/ Ul.UJUo.bb. 


ol 3 . gs 


Method 


GENSCAN 




o uar L 


0 X Z O 




End 


66349 




bi 


none 




Score 


.51 




Exons 


DX4ZO . . dXddd, dz/UX. 


. dJUdO, 


65473. .65536, 66217. .66349 




Seq. No. 


47057 




Seq. ID 


OJ000217_01.0308 


.C6 


Gene No. 


100044 




Strand 






o Liar t 


DCS uuu 




End 


68343 




Name 


UaUUUZl / UX.UoUo.bb. 


o4 . tc 


Method 


TBLASTX: Cress 




b tart 


/TO n n n 
DO UUU 




End 


68343 




bl 


none 




Score 


132 




Exons 


t^Qonn ^^Qin/i t^onn/i 
Do UUU . . DO XU4 , DoUU4. 


/T Q 1 n C 
. DO X Uo , 


68194 . . 68343, 68196. .68342 




Seq. No. 


47057 




Seq. ID 


OJ000217_01.0308 


.C6 


Gene No. 


100044 




Strand 






ocar r. 


D 0 u u U 




End 


68343 




Name 


UJUUUZX/ UX.UoUo.bb. 


06 . ts 


Method 


TBLASTX: Soybean 




C -h -3 V- +- 

o uar u 


n 1 Q 
DO u X y 




End 


68298 




bl 


none 




Score 


126 




Exons 


i^DniQ ^;Qiric; iCQim 
DO U X y , , DO X UO , DOUOO. 


. bo XU4 , 


68190. . 682 91, 68191. . 68298 




Seq. No. 


47057 




Seq. ID 


"OJ000217_01.0308 


.C6- 


Gene No. 


100045 




Strand- 






oT_arT;, 


Do 0 DO 




End 


69809 




Name 


vJJUUUZX / UX.UoUo.bD. 


o9 . tm 


Method 


TBLASTX: Maize 




Q -i- >-4- 


DO J DO 




End 


68745 




C T 
bX 


none 




Score 


82 




Exons 


fift'^^P ^^Qf^HR 
DOjDO. .D04XZ^ DODUO. 


. bo / 4 0 , 


68606. .687 


43, 68607. .68744 




beq. NO. 


AH C\^n 
4 / UO / 




Seq. ID 


OJ000217_01.0308 


. C6 


Gene No. 


100045 




Strand 






Start 


68368 




End 


69809 • 




Name 


UJUUUzl/ UX-.UJUo.bD. 


oo . t s 


Method 


TBLASTX: Soybean 




bt ar t 


CO C Q d 

Do oo y 




End 


69537 




bl 


none 




Score 


88 




Exons 


68589. .68801, 68590. 


.68802, 


68613. .688 


01, 69178. .69294, 






69183. .69290, 69454. 


.69537 








Seq. No. 


47057 




Seq. ID 


OJ000217_01.0308 


.C6 


Gene No. 


100045 




Strand 






Start 


68368 




End 


69809 





48726 




Name 


OJ000217_01.0308.C6, 


. o5.tm Method 


TBLASTX: Maize 




Start 


6874 6 


End 


69809 




GI 


none 


Score 


73 




Exons 


/"O^Jt/" /"^l/"*^ 

6874 6 .. 68799, 69162, 


..69290, 69169. . 69294, 694 53.-69566, 






D94Di .. 69566, 69454, 


..69570, 69648. .69809, 69648 .. 69782, 






69710 . . 69808 








Seq . No . . . ' 


4 /U5o 


Seq. ID 


OJ000217_01.0308 


.C7 


Gene No. 


100046 


Strand 


+ 




Start 


85 


End 


3065 




Name 


OJU00^17 01. 0308. C7. 


, ol.np Method 


AAT/NAP 




Start 


A C 

85 


End 


3065 




GI 


/" T "1 >1 A A T 

6714281 


Score 


214 




Exons 


OC TA^ TCIA T"7AC: 

O5..106, 1572. .1705, 


2646. .2711, 2794. 


.2891, 3001.. 3065 




GI Descrip. 


(AC017118) F6N18.13 


[Arabidopsis thaliana] 




Seq. No. 


47058 


Seq. ID 


OJ000217_01.0308 


.C7 


Gene' No. 


100046 


Strand 


+ 




Start ■ 


85 


End 


3065 




Name 


OJ000217 01. 0308. C7. 


ol.gs Method 


GENSCAN 




Start 


358 


End 


2836 




GI 


none 


Score 


. 94 




Exons 


358. .409, 1572. .1684, 2646. .2708, 2794 


. .2836 




Seq. No. 


47059 


Seq. ID 


OJ000217_01.0308 


.C8 


Gene No. 


100047 


Strand 


+ 




Start 


1- 


End 


921 




Name 


-OJ000217 01. 0308. C8. 


ol.np Method 


AAT/NAP 




Start 


1 


End 


866 




GI 


6714281 


Score 


342 




Exons 


1..22, 513. .866 








GI Descrip. 


(AC017118) F6N18.13 


[Arabidopsis thaliana] 




Seq. No. 


47059 


Seq. ID 


OJ000217_01.0308 


.C8 


Gene No. 


100047 


Strand 


+ 




Start 


1 


End 


921 




Name 


OJ000217 01. 0308. 08. 


ol.tm Method 


TBLASTX: Maize 




Start 


498 


■■ End 


921 




bi 


none 


Score 


376 




Exons 


498. .863, 510. .857, 


877. .918, 883. . 921 






Seq. No. 


47059 


Seq. ID 


OJ000217_01.0308 


.08 


Gene No. 


100047 


Strand 


+ 




Start 


1 


End 


921 




Name 


OJ000217 01. 0308. C8. 


ol.gp Method 


AAT/GAP 




Start 


511 


End 


584 




GI 


none 


Score 


133 




Exons 


511. -.584 








Seq. No. 


47059 


Seq. ID 


OJ000217_01.0308 


.08 


Gene No. 


100047 


Strand 


+ 




Start 


1 


■ End 


921 




Name 


OJ000217 01. 0308. C8. 


ol .gs Method 


GENSCAN 




Start 


513 


End 


863 




GI 


none 


Score 


.54 




Exons 


513. .863 









48727 



Seq. No. 


47060 




Seq. ID 


OJ000217_01.0308 


.C9 


Gene. No. 


100048 




Strand 


+ 




Start 


207 




End 


5318 




Name 


OJ000217 01.0308.C9.ol. 


,gs 


Method 


GENSCAN 




Start 


207 




End 


5318 




GI 


none 




Score 


.86 




Exons 


207. .294, 387. .517, 549. .850, 


1208. .1492, 1593. .1651, 






1756.. 1792, 2663.. 3436, 


3720. 


.3803, 3955. .4315, 5076. .5318 


Seq. No. 


47060 




Seq. ID 


OJ000217_01.0308 


.C9 


Gene No. 


100048 




Strand 


+ 




Start 


207 




End 


5318 




Name 


OJ000217 01.0308.C9.ol. 


np 


Method 


AAT/NAP 




Start 


1552 




End 


3380 




GI 


4734014 




Score 


624 




Exons 


1552.. 1651, 1756.. 1792, 


1883. 


.1954, 2663. .3380 




GI Descrip. 


(AC007112) unknown protein [Arabidopsis thaliana] 




Seq. NoV 


A f\ <Z C\ 

47060 




Seq. ID 


OJ000217_01.0308 


.C9 


Gene No. 


100049 




Strand 


+ 




Start 


12131 




End 


12717 




Name 


OJ000217 01.0308.C9.ol. 


gp 


Method 


AAT/GAP 




Start 


12077 




End 


12448 




GI 


none 




Score 


736 




Exons 


12077. .12448 










Seq. No. 


47060 




Seq. ID 


OJ000217_01.0308 


.C9 


Gene No. 


100049 




Strand 


+ 




Start 


12131 




End 


12717 




Name 


OJ000217 01.0308.C9.o3. 


gs 


Method 


GENSCAN 




Start 


12131 




End 


12717 




GI 


none 




Score 


.98 




Exons 


12131. .12717 










Seq. No. 


47060 




Seq. ID 


OJ000217_01.0308 


.C9 


Gene No. 


100049 




Strand 


+ 




Start 


■ 12131 




End 


12717 




Name 


OJ000217 ■01.0308.C9.o3. 


np 


Method 


AAT/NAP 




Start 


12131 


End 


12344 




GI 


6730731 




Score 


189 




Exons 


12131. .12344 










GI Descrip. 


(AC018849) hypothetical 


protein [Arabidopsis thaliana] 




Seq. No. 


47060 




Seq. ID 


OJ000217_01.0308, 


.C9 


Gene No. 


100050 




Strand 






Start 


2767 




End . 


6571 




Name 


OJ000217 01.0308.C9.ol. 


tm 


Method 


TBLASTX: Maize 




Start 


1849 




End 


3242 




GI 


none 




Score 


67 




Exons 


1849. .1953, 1877. .1960, 


1884 . 


.1997, 2645. .2797, 2661. .2813, 




2889. .3242, 2894. .2944, 


3011. 


.3241 






Seq. No. 


47060 




Seq. ID 


OJ000217_01.0308. 


.C9 


Gene No. 


100050 




Strand 






Start 


2767 




End 


6571 




Name 


OJ000217 01.0308.C9.ol. 


ts 


Method 


TBLASTX: Soybean 




Start 


2660 




End 


3242 





48728 






none 


Score 


157 




Exons 


2660. .2803, 2661. .2813, 2889. .3026, 3023. .3214, 3048. .3242 


O « « XT 

beq. NO. 


47060 


Seq. ID 


OJ000217_01.0308 


.09 


Gene No. 


100050 


. Strand 






Start 


2767 


End 


6571 




Na.ine 


OJ000217 01.0308.C9.o2.np 


. Method 


AAT/NAP 




o tar L 


27 67 ' 


End 


6571 






6721547 


Score 


87 




Exons 


2767. .2816, 6487. .6571 








GI Descrip. 


tArUUiu/oj bimiiar to Oryza 


sativa gene for Pib. (AB013448) 


Seq. No. 


47060 


Seq. ID 


OJ000217_01.0308 


.09 


Gene No. 


100051 


Strand 






o uarn 


12130 


End 


12652 




Nanie 


OJ000217 01.0308.C9.o2.ts 


Method 


TBLASTX: Soybean 




O -1- 1^4- 

oTzar L 


12130 


End 


12316 






none 


Score 


225 




Exons 


12130. .12315, 12131. .12316 








Seq. No. 


47060 


Seq. ID 


OJ000217_01.0308 


.09 


Gene No. 


100051 


Strand 






Start 


12130 


End 


12652 




Name 


OJ0002.17 01.0308.C9.o2.tm 


Method 


TBLASTX: Maize 




C -4- -w-t- 

otart 


12136 


End 


12652 






none 


Score 


266 




Exons 


12136. .12315, 12137. .12316, 


12385. .12429, 124 85 .. 12574 , 






12557. . 12652 








beq. NO. 


47061 


Seq. ID 


OJ000217_01.0308 


012 


Vasne iNO . 


100052 


Strand 






Start 


1 


End 


1366 




Name 


OJ000217 01.0308.C12.ol.np 


Method 


AAT/NAP 




b uar L 


1 


End 


1366 






6598559 


Score 


335 




Exons 


1..81, 155. .310, 505. .628, 1344. .1366 






GI Descrip. 


'(AC.006403) putative prolylcarboxypeptidase [Arabidopsis 






thaliana] 








Seq. No. 


47061 


Seq. ID 


OJ000217_01.0308. 


012 


Gene No. 


100052 


Strand 






b Tzar L 


1 


End 


1366 




Name 


OJ000217 01.6308.C12.ol.tm 


Method 


TBLASTX: Maize 




b rart 


1 


End 


331 




bl 


none 


Score 


105 




Exons 


1..84, 7. .144, 11. .91, 140.. 


322, 140.. 


331 




Seq. No. 


47061 


Seq. ID 


OJ000217_01.0308. 


012 


Gene No;^ 


100052 


"strand 






Start 


1 


End 


1366 




Name 


OJ000217 01.0308.C12.ol.gp 


Method 


AAT/GAP 




Start 


32 


End 


316 




GI 


12281 1.R1084 


Score 


312 





Exons 32.. 81, 155.. 316 

GI Descrip. ' 4337187/gb | AAD18101 | 4.0e-34 (AO006403) putative 

prolylcarboxypeptidase, 5*' partial [Arabidopsis thaliana]* 



48729 



Seq. No. 


47061 


Seq. ID 


OJ000217 01.0308 


.C12 


Gene No. 


100052 


Strand 






Start 


1 


End 


1366 




Name 


OJ000217 01.0308.C12.ol.gs 


Method 


GENSCAN 




Start 


155 


End 


310 




GI 


none 


Score 


.56 




Exons 


155. .310 








Seq. No. 


47061 


Seq. ID 


OJ000217 01.0308 


.C12 


Gene No. 


100052 


Strand 






Start 


1 


End 


1366 




Name 


OJ000217 01.0308.C12.o2.tm 


Method 


TBLASTX:Maize 




Start 


502 


End 


634 




GI 


none 


Score 


119 




Exons 


502. .624, 502. .630, 506. .634 








Seq. No. 


47062 


Seq. ID 


OJ000117_08.0310 


CI 


Gene No. 


100053 


Strand 






Start 


185 


End 


403 




Name 


OJ000117 08.0310.Cl.ol.np 


Method 


AAT/NAP 




Start 


185 


End 


400 




GI 


3915635 


Score 


112 




Exons 


185. .400 








GI Descrip. 


CYCLIN DELTA-1 gi | 2 995130 | emb | CAA5828 5 


1 (X83369) cyclin 


delta 




[Arabidopsis thaliana] 








Seq. No. 


47062 . 


Seq. ID 


OJ000117_08 . 0310 


CI 


Gene No, 


100053 


Strand 






Start 


185 


End 


403 




Name 


OJ000117 08.0310.Cl.ol.tm 


Method 


TBLASTX: Maize 




Start 


186 


End 


371 




GI 


none 


Score 


81 




Exons 


186. .365, 190. .300, 207. .371 









Seq. No. 47062 Seq. ID 

Gene No. 100053 Strand 

Start • 185 • • End 

Name OJ000117_08 . 0310 . CI . ol . tc Method 

Start 189 End 

GI none Score 

Exons 189.. 389, 207.. 341 



OJ000117_08.0310.C1 
403 

TBLASTX: Cress 

389 

63 



Seq. No. 47062 Seq. ID 

Gene No. 100053 Strand 

Start 185 End 

Name OJ000117_08 . 0310 . CI . ol . ts Method 

Start 189. End 

GI none Score 

Exons 189.. 401, 227.. 403, 241.. 387 



OJ000117_08.0310.C1 
403 

TBLASTX : Soybean 

403 

69 



Seq. No. 47063 Seq. ID 

Gene No. 100054 Strand 

Start 480 . End 

Name OJ000117_08 . 0310 . C4 . ol . gs Method 

Start 480 End 

GI none Score 

Exons 480.. 632 



OJ000117_08.0310.C4 
+ 

632 

GENSCAN 

632 

.48 



48730 



Seq. No. 47064 Seq. ID 

Gene No. 100055 Strand 

Start 350 End 

Name OJ000117_08 . 0310 .C5.ol.gs Method 

Start 350 End 

GI none Score 

Exons 350.. 679, 1196.. 1363 



OJ000117_08.0310.C5 
+ 

136^3 
GENSCAN 
1363 
.84 



Seq. No. 47065 

Gene No. 100056 

Start 3017 

Name OJ000117_08 . 0310 . C6 . ol . gs 

Start 3017 

GI none 

Exons 3017.. 3368, 3841.. 3947 



Seq. ID OJ000117_08.0310.C6 

Strand + 

End 3947 

Method GENSCAN 

End 3947 

Score .71 



Seq. No. 47065 

Gene No. 100057 

Start 4769 

Name OJ000117_08 . 0310 . C6 . o2 . gs 

Start 4769 

GI none 

Exons 4769. -.5026, 5039.. 5269 



Seq. ID OJ000117_08.0310.C6 

Strand + 

End 5269 

Method GENSCAN 

End 5269 

Score .96 



Seq. No. ' 47065 ' 

Gene No. 100058 

Start 5219 

Name OJ000117_08 . 0310 . C6 . ol . tm 

Start 5219 

GI none 

Exons 5219.. 5416, 5220.. 5417, 5221. 

Seq. No. ■ 47065 

Gene No. 100058 • 

Start 5219 

Name . OJ000117_08 . 0310 . C6 . ol . ts 

Start 5219 

GI none 

Exons 5219.. 5347, 5219.. 5347, 5220. 

5362. .5430, 5364. .5429 



Seq. ID OJ000117_08.031Q.C6 
Strand 

End 5430 

Method TBLASTX : Mai ze 

End 5418 

Score 276 
.5418, 5221. .5418 

Seq. ID OJ000117_08.0310.C6 
Strand 

End 5430 

Method TBLASTX : Soybean 

End 5430 

Score 161 

.5348, 5221. .5361, 5356. .5418, 



Seq. No. 47066 

Gene No. 100059 

Start 5966 

Name OJ000117_08 . 0310 . C7 . o2 , gs 

Start 5966 
GI ■ none 

Exons 5966. . 6041 



Seq. ID OJ000117_08 . 0310.C7 
Strand 

End 6041 
Method GENSCAN 
End 6041 
Score • .62 



Seq. No. 47067 

Gene No. 100060 

Start 1245 

Name OJ000117_08 . 0310 . C8 . ol . gs 

Start 1245 

GI none 

Exons 1245.. 1913 



Seq. ID OJ000117_08.0310.C8 
Strand 

End 1913 

Method GENSCAN 

End 1913 

Score 1 



48731 



Seq. No. 


47068 






Seq. ID 


OJ000117_08.0310 


.C9 


Gene No. 


100061 






Strand 


+ 




Start 


29 






End 


816 




Name 


OJ000117_08 


.0310.C9.ol.- 


gs 


Method 


GENSCAN 




Start 


29 






End 


816 




GI 


none 






Score 


.92 




Exons 


29. .75, 741 


. .816 










Seq. No. 


47069 






Seq. ID 


OJ000117_08.0310 


.CIO 


Gene No. 


100062 






Strand 






Start 


3686 






End 


6507 




Name 


OJ000117 08 


.0310. CIO. ol 


.np 


Method 


AAT/NAP 




Start 


3686 






End 


6507 




GI 


6815107 






Score 


533 




Exons 


3686. .3805, 


5024. .6032, 


6061. 


.6214, 6332. .6507 




GI Descrip. 


{AP001081) 


Similar to Arabidopsis thaliana DNA chromosome 4, BAG 




clone F20D10;hypothetical protein (AL035538 ) [Oryza sativa] 


Seq. No. 


47069 






Seq. ID 


OJ000117_08.0310 


. CIO 


Gene No. 


100063 






Strand 






Start 


7282 






End 


8875 




Name 


OJ000117 08 


.0310. CIO. ol 


. tc 


Method 


TBLASTX: Cress 




Start 


5614 






^End 


5922 




GI 


none 


_ 




Score 


199 




Exons 


5614. .5922 












Seq. No. 


47069 






Seq. ID 


OJ000117_08.0310 


.CIO 


Gene No, 


100063 






Strand 






Start 


7282 






End 


8875 




Name 


OJ000117 08 


. 0310. CIO. ol 


. tm 


Method 


TBLASTX: Maize 




Start 


5614 ~ 






End 


6030 




GI 


none 






Score 


278 




Exons 


5614. .6030, 


5614. .5820, 


5616. 


.5960 






Seq. No. 


47069 






Seq. ID 


OJ000117_08.0310 


.CIO 


Gene No. 


100063 






Strand 






Start 


7282 






End 


8875 




Name 


OJ000117 08 


.0310.C10:ol 


.ts 


Method 


TBLASTX: Soybean 




Start 


5673 






End 


6030 




GI 


none 






Score 


69 




Exons 


5673. .5879, 


5673. .5936, 


5674. 


.6030, 5674. .5946 




Seq. No. . 


47069 






Seq. ID 


OJ000117_08,0310 


.CIO 


Gene No. 


100063 






Strand 






Start 


7282 






End 


8875 




Name 


OJ000117 08 


.0310..C10.O2 


. tm 


Method 


TBLASTX: Maize 




Start 


6627 






End 


6937 




GI 


none 






Score 


72 




Exons 


6627. . 6743, 


6632. . 6937, 


6632. 


. 6775 






Seq. No. 


47069 






Seq. ID 


OJ0001.17_08.0310, 


.CIO 


Gene No . ■ 


100063 






Strand 






Start 


7282 






-End 


8875 




Name 


OJ000117 08 


.0310. CIO. o3 


.np 


Method 


AAT/NAP 




Start 


7282 






End 


8875 




GI 


6678581 






Score 


38 





48732 




Exons 7282.. 7306, 8485.:. 8875- 

GI Descrip. Wiskott-Aldrich syndrome protein gi | 24 99130 | sp | P70315 | WASP_MOUSE 
WISKOTT-ALDRICH SYNDROME PROTEIN HOMOLOG (WASP) 
gi|1314755|gb|AAC52556.1| (U54788) Wiskott-Aldrich Syndrome 
Protein [Mus musculus] gi | 4096355 | gb | AAC99855 . 1 | {U29673) 
Wiskott-Aldrich syndrome protein (WASP) [Mus musculus] 
gi|.1584081|prf I I2122283A Wiskott-Aldrich syndrome protein [Mus 
musculus] 



Seq. No. 


47070 


Seq. ID 


OJ000117_08. 


0310 


.Cll 


Gene No. 


100064 


Strand 


+ 






Start 


1219 


End 


1620 






Name 


OJ000117 08.0310.Cll.ol.gs 


Method 


GENSCAN 






Start 


1219 


End 


1620 






GI 


none 


Score 


. 87 






Exons 


1219. .1620 










Seq. No. 


47071 . 


Seq. ID 


OJ000117_08. 


0310 


.C12 


Gene No. 


100065 


Strand 


+ 






Start 


130 


End 


1932 






Name 


OJ000117 08.0310.C12.ol.gs 


Method 


GENSCAN 






Start 


130 


End 


1371 






GI 


none 


Score 


. 67 






Exons 


1301.263, 418. .697, 1159. .1371 








Seq. No. ^ 


47071 


Seq. ID 


OJ000117 08. 


0310 


.C12 


Gene No. 


100065 


Strand 


+ 






Start 


130 


End 


1932 






Name 


OJ000117 08.0310.C12.ol.np 


Method 


AAT/NAP 






Start 


503 


End 


1932 






GI 


7340909 


Score 


168 






Exons 


503. .659, 1482. .1932 










GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47071 


Seq. ID 


OJ000117_p8. 


0310 


.C12 


Gene No. 


100066 


Strand 








Start 


1827 


End 


1958 






Name 


OJ000117 08.0310.C12.o2.gs 


Method 


GENSCAN 






Start 


1827 


End 


1958 






GI 


none 


Score 


. 96 






Exons 


1827. .1958 










Seq. No. 


47072 


Seq. ID 


OJ000117_08. 


0310 


.C13 


Gene No. 


100067 


Strand ; 


-+ . 






Start 


1780 


End 


4587 






Name 


OJ000117 08.0310.C13.o2.np 


Method 


AAT/NAP 






Start 


1780 


End 


4587 






GI 


7106528 


Score 


79 






Exons 


1780. .1873, 4469. .4587 










GI Descrip. 


(AP001278) EST D4 0774 ( S2 920 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa 


] 




Seq; No. 


4 7 072 


Seq. ID 


OJ000117_08. 


0310 


.C13 


Gene No. 


100068 


Strand 








Start 


1 


End 


3562 






Name 


OJ000117 08.0310.C13.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1895 







48733 



GI 


7340909 


Score 


131 


Exons 


1..42, 228. ,601, 1867. .1895 






GI Descrip. 


(AP001550) hypothetical protein [Oryza 


sativa] 


Seq. No. 


47072 


Seq. ID 


OJ000117_08.0310.C13 


Gene No. 


100068 


Strand 




Start 


1 


End 


3562 


Name 


OJ000117 08.0310.^C13.ol,gs 


Method 


GENSCAN 


Start 


47 


End 


3562 


GI 


none 


Score 


. 87 


Exons 


47. .271, 2140. .2263, 3516. .3562 




Seq. No. 


47073 


Seq. ID 


OJ000117_08.0310.C14 


Gene No. 


100069 


Strand 


+ 


Start 


792 


End 


4799 


Name 


OJ000117 08.0310.C14.ol.gs 


Method 


GENSCAN 


Start 


792 


End 


4231 


GI 


none 


Score 


. 63 


Exons 


792. .898, 3228. .3432, 3572.. 


3768, 3874, 


. . 4042, 4121 . . 4231 


Seq. No. 


47073 


Seq. ID 


OJ000117_08.0310.C14 


Gene No. 


100069 


Strand 


+ 


Start 


792 


End 


4799 


Name 


OJ000117 08.0310.C14 .ol.np 


Method 


AAT/NAP 


Start 


2033 


End 


4799 


GI 


6498434 


Score 


106 


Exons 


2033.. 2063, 3220.. 3326, 3460 


..3624, 3667. .3768, 4165. .4192, 




4766. .4799 






GI Descrip. 


{AP000815) hypothetical protein [Oryza 


sativa] 


Seq. No. 


47073 


Seq. ID 


OJ000117_08.0310.C14 


Gene No . 


100069 


Strand 


+ 


Start 


792 


End 


4799 


Name 


OJ000117 08.0310.C14 .ol.tm 


Method 


TBLASTX: Maize 


Start 


2213 


End 


2724 


GI 


none 


Score 


70 


Exons 


2213.. 2299, 2213.. 2329, 2278 


..2724, 2344. .2400, 2390. .2659, 




2398.. 2721 






Seq. No. 


47074 


Seq. ID 


OJ000117_08.0310.C16 


Gene No, 


100070 


Strand 




Start 


1 


End 


1437 


Name 


OJ000117 08. 0310. C16. ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1437 


GI 


6006374 


■ Score 


1606 


Exons 


1..1437 






GI Descrip. 


{AP000559) Similar to Rice tungro bacilliform virus; revers* 




transcriptase {D10774) [Oryz 


a sativa] 




Seq. No, 


47074 


Seq. ID 


OJ000117_08.0310.C16 


Gene No, 


100070 


Strand 




Start 


1 


End 


1437 


Name 


OJ00.0117 08.0310.C16.ol.gs 


Method 


GENSCAN 


Start - . 


1110 


End 


1437 


GI 


none 


Score 


.54 


Exons 


1110. .1437 







48734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47075 Seq. ID OJ000117_08 . 0310 . C17 

100071 . Strand 

1 . End ' 120 

OJ000117_08 . 0310.C17.ol.gp Method AAT/GAP 

1-- - End ■i-20 ■ 

LIB34 77-003-P1-K1-E9 Score 164 

1..120 

•2498586/'sp|Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN CRY 
S 1 PRECURSOR (ORY S I) >gi_il73557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 47076 

Gene No. 100072 

Start 1183 

Name OJ000117_08 . 0310 . C18 . ol . gs 

Start 1183 

GI none 
Exons 



Seq. ID OJ000117_08. 0310. GIB 
Strand 

End 10534 

Method GENSCAN 

End 6536 

Score .74 



1183.. 1298, 1385.. 1501, 1699.. 1815, 1920.. 2233, 2740^. .2882, 
3232. .3564, 4429. .4474, 4488. .4606, 5014. .5150, 6512. . 6536 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47076 

100072 

1183 

OJ000117_08.0310.C18.ol.np 
.2606 
5295955 



Seq. ID OJ000117_08. 0310. 018 
Strand 

End 10534 

Method AAT/NAP 

End 10534 

Score 667 



2606. .3168,-.' 3281. .3743, 4429. .4542, 5082. .5150, 7923. .8091, 
10084. .10534 

(AB026295) Similar to Epstein-Barr virus (EBV) genome. (V01555) 
[Oryza sativa] 



Seq. No. 


47076 




Seq. ID 


OJ000117 


_08 


.0310 


.018 


Gene No. 


100072 




Strand 










Start 


1183 




End 


10534 








Name 


OJ000117 08.0310.C18.o2 


.gs 


Method 


GENSCAN 








Start 


7818 




End 


10471 








GI 


none 




Score 


.79 








Exons 


7818. .8490, 8562. .8690, 


10142. 


.10471 










Seq. No. 


47077 




Seq. ID 


OJ000117 


_08 


,0310 


.019 


Gene No. 


100073 




Strand 


+ 








Start 


2011 




End 


2556 








Name 


OJ000117 08.0310.C19.ol 


.np 


Method 


AAT/NAP 








Start 


2011 




End 


2556 








GI 


6448480 




Score 


58 








Exons 


2011.. 2253, 2470.. 2556 














GI Descrip. 


(AJ250396) cyclin Dl [Antirrhinum majus] ' ' 








Seq. No. 


47078 




Seq. ID 


OJ000117 


_08 


.0310 


.020 


Gene No. 


100074 




Strand 


+ 








Start 


1089 




End 


11922 








Name 


OJ000117 08.0310.C20.o2 


np 


Method 


AAT/NAP 








Start 


1089 




End 


11922 








GI 


1076556. 




Score 


162 








Exons 


1089.. 1196, 3819.. 3972, 


4144. . 


4345, 5456. .5510, 


11628. . 


11693, 




11791. ,11922 














GI Descrip. 


extensin-like protein - 


cowpea ( fragment ) 









48735 




gi|791148|emb|CAA60021| (X86029) extensin-like protein [Vigna 
unguiculata] 



Seq. No, 


47078 


Seq. ID 


OJ000117_ 


08 . 0310 .C20 


Gene No. 


100074 


Strand 


.+ 




Start 


1089 


End 


11922 




Name 


OJ000117_08 .0310.C20.ol.gs 


Method 


GENSCAN 




Start 


1707 


End 


6127 




GI 


none 


Score ■ 


'.'43 




Exons 


1707. .1763, 2020. .2101, 2548 


..2696, 3060. .3301, 


3467 . . 4107, 




4271. .4402, 4672. .4777, 4858 


..4891, 5373. .5552, 


5969. .6127 


Seq. No. 


47078 


Seq. ID 


OJ000117^ 


_08 . 0310 .C20 


Gene No. 


100074 


Strand 


+ 




Start 


1089 


End 


11922 




Name 


OJ000117 08.0310.C20.ol.np 


Method 


AAT/NAP 




Start 


3154 


End 


4421 




GI 


7106508 


Score 


122 




Exons 


3154.. 3401, 3548.. 3972, 4300 


. .4421 






GI Descrip. 


(AP001278) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47078 


Seq. ID 


OJ000117 


08 . 0310 .C20 


Gene No. 


100075 


Strand 


+ 




Start 


14080 


End 


18463 




Name 


OJ000117 08.0310.C20.o3.gs 


Method 


GENSCAN 




Start 


14080 ~ 


End 


18463 




GI 


none 


Score 


.42 




Exons 


14 080. .14200, 14232. .14373, 


17584. .17602, 18266 


. .18463 


Seq. No. 


47078 


Seq. ID 


OJ000117 


08 . 0310 . C20 


Gene No. 


100076 


Strand 


+ 




Start 


27802 


End 


28340 




Name 


OJ000117 08.0310.C20.o5.gs 


Method 


GENSCAN 




Start 


27802 


End 


28340 




GI 


none 


Score 


.76 




Exons 


27802. .28012, 28 126 .. 28340 * 








Seq. No. 


47078 


Seq. ID 


OJ000117 


_08.0310.C20 


Gene No. 


100077 


Strand 






Start 


9392 


End 


9651 




Name 


OJ000117 08.0310.C20.ol,gp 


Method 


AAT/GAP 




Start 


9392 


. End 


9651 




GI 


LIB3431-010-P1-N1-F11 


Score 


457 




Exons 


9392. .9651 








GI Descrip. 


'287403/dbj ID10838IRICSBE1 1 


.Oe-111 Rice gene for starch 




branching enzyme' 








Seq. No. 


47078 - 


Seq. ID 


OJ000117 


_08'. '0310.C20 


Gene No. 


100078 


Strand 






Start 


11075 


End 


11982 




Name 


OJ000117 08.0310.C20.o2.gs 


Method 


GENSCAN 




Start 


11075 


End 


11859 




GI 


none 


Score 


. 96 




Exons 


11075. .11185, 11286. .11425,* 


11541.. 11859 




Seq. No. 


47078 


Seq. ID 


OJ000117_ 


_08.0310.C20 


Gene No. 


100078 


Strand 







48736 



start 
Name 
Start 
GI 

Exons 



11075 End 11982 

OJ000117_08 . 0310 . C20 . o2 , gp Method AAT/GAP 

11730 End 11982 

none Score 34 9 
11730. .11982 



Seq. No. 47078 
Gene No. 100079 
Start • 19127 

Name OJ000117_08 . 0310 . C20 . o4 . gs 

Start 19127 
GI none 

Exons 19127. .19231, 19536 .. 19733, 

23021. .23145, 23248 .. 23408, 
23978. .24036, 24 122 .. 24208 , 
24901. .24976, 25135 .. 25235, 
26076. .26187 



Seq. ID OJ000117_08.0310.C20 
Strand 

End 26207 

Method GENSCAN 

End 26187 

Score . 62 
20659. .20713, 21615. .21770, 
23512. .23589, 23777. .23868, 
24291. .24387, 24479 .. 24663, 
25329. .25505, ■ 25690. .25874, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



47078 Seq. ID 

100079 Strand 

19127 End 

OJ000117__08 . 0310 . C20 . o3 . np Method 

22930 End 

4249382 Score 



OJ000117_08.0310.C20 

26207 
AAT/NAP 
26207 
1788 



22930. .23145, 23248 .. 23408 , 23512 .. 2358 9, 23777 .. 238 68 , 
23978. .24036, 24 122 .. 24208 , 24291 .. 24 387 , 24479. . 24663, 
24753. .24812, 24 901 .. 24 97 6, 25135 .. 25250 , 2532 9 .. 25505, 
25690. .25787, 26076. .26207 

(AC005966) Strong similarity to gi 13337350 F13P17.3 putative 
permease from Arabidopsis thaliana BAC gb|AC004481. [Arabidopsis 
thaliana] 



Seq. No. 47078 
Gerie No. 100080 
Start 28605 

Name OJ000117_08 . 0310 . C20 . oL, tm 

Start- 22924 , ' 

GI none 

Exons 22924. .23145, 22931 .. 2314 6, 

23248. ,23415, 23510 .. 23590, 

23757. .23867, 23776 .. 23868, 

24120. .24209, 24 122 .. 242 17 , 

24292.-24387, 24298 .. 24387 , 

24482.-24 673, 24747.. 24 821, 

24881- .24 979, 24 8 99. .24 997, 

25332- -25505, 25357 .. 25506, 

26077- -26124, 26078. .26125 



Seq. ID OJ000117_08.0310.C20 
Strand 

End 28913 

Method TBLASTX : Maize 

End 26125 

Score 221 
22937. .23161, 23236 23409, 
23511. .23591, 23757 .. 23867 , 
23977. .24039, 23978 .. 24 043, 
24123. .24209, 24291 .. 24 386, 
24478. .24654, 24 4 78 .. 24 663, 
24772. .24813, 24880 .. 24 978, 
25116. .25235, 25132 .. 25233, 
25690. .25794, 25697 .. 257 95, 



Seq. No. 47078 

Gene No. 100080 

Start 28605 

Name OJ000117_08 . 0310 . C20 . ol . ts 

Start 22925 

GI none 
Exons 



Seq. ID OJ000117_08.0310.C20 
Strand 

End 28913 

Method TBLASTX : Soybean 

End 26188 

Score 207 



22925. .23041, 22927 .. 23145, 22931 .. 2314 6, 23248 .. 23403, 
23248. .23415, 23510 .. 23590, 23511 .. 23591 , 23757 .. 23867 , 
23776. .23868, 23977 .. 24039, 23978 .. 24 04 3 , 24 120 .. 24209, 



48737 




24122. .24217, 24 123 24209, 

24499. .24657, 24 4 99 .. 24 666, 

24757. .24813, 24880 . .24 978 , 

25135. .25236, 25329 .. 25505, 

25689.-25787, 25690 25794 , 
26078. .26188 




24258. 


.24404, 


24291. 


.24386, 


24500. 


.24667, 


24735. 


.24812, 


24881. 


.24979, 


25116. 


,25241, 


25357. 


.25506, 


25688. 


.25795, 


25691. 


.25795, 


26041. 


.26187, 



Seq. No. 


47078 








Seq. ID. 


OJ000117 


_08.0310.C20 


Gene No. 


100080 








Strand 






Start 


28605 








End 


28913 




Name 


OJOOOl 


17_08.03 


10.C20 


.ol.tc 


Method 


TBLASTX: 


Cress 


Start 


22927 








End 


24160 




GI 


none 








Score 


194 




Exons 


22927. 


.23145, 


22931. 


23155, 


22937. .231 


61, 23248 


. .23409, 




23248. 


.23415, 


23510. 


23590, 


23511. .235 


91, 23757 


. .23894, 




23776. 


.23937, 


23977. 


24039, 


24104. .241 


60 





Seq. No. 47078 Seq. ID 

Gene No. 100080 Strand 

Start 28605 End 

Name OJ000117_08 . 0310 . C20 . ol . tw Method 

Start 23002 End 

GI none Score 
Exons 



OJ000117_08.0310.C20 
28913 

TBLASTX: Wheat 

23817 

143 



23002. .23145, 23003 .. 2314 6, 23003 .. 23161 , 2307 1 .. 23154 , 
23248. .23409, 23248 .. 23415, 2324 9 .. 234 16, 23504 .. 23545, 
23510. .23608, 23511 .. 23600, 23757 .. 23816, 23776.. 23817 



Seq. No. 


47078 




Seq. ID 


OJ000117_08.0310 


.C20 


Gene No. 


100080 




; Strand 






Start 


28605 




" End- 


28913 




Name 


OJ000117 08.0310.C20 


.o2.tc 


Method 


TBLASTX: Cress 




Start 


24161 




End 


24667 




GI 


none 




Score 


67 




Exons 


24161. .24217, 24162. 


.24209, 


24169. .24228, 24291 .. 24386, 






24292. .24387, 24298. 


.24387, 


24300. .24389, 24453 .. 24629, 






24469. .24630, 24478. 


.24666, 


24479. .24667 




Seq. No. 


47078 




Seq. ID 


OJ000117_08.0310 


.C20 


Gene No. 


100080 




Strand 






Start 


28605 




End 


28913 




Name 


OJ000117 08.0310.C20 


. o3 . tc 


Method 


TBLASTX: Cress 




Start 


25141 




End 


26173 




GI- 


none 




Score 


91 




Exons 


25141. .25239, 25141. 


25239, 


25143. .252 


56, 25329. .25511, 






25329. .25514, 25357. 


25515, 


25690. .257 


94, 26041. .26172, 






26081. .26173 










Seq. No. 


47078 




Seq. ID 


OJ000117_08.0310 


.C20 


Gene No. 


100080 




Strand 






Start 


28605 




End 


28913 




Name 


OJ000117 08.0310.C20 


o6 . gs 


Method 


GENSCAN 




Start 


28 605 




End 


28913 




GI 


none 




Score 


.87 




Exons 


28605. .28705, 28835. 


28913 








Seq. No. 


47079 




Seq. ID 


OJ000117_08.0310 


.C22 


Gene No. 


100081 




Strand 







48738 



start 


TAT 

101 




End 


4 cf 0 


Name 


OJ000117_08 .0310.C22,ol. 


gs 


Method 


/"^ I"" X"! n /"^ TV XT 

GENSCAN 


Start 


101 




End 


485 


GI 


none 




Score 


. 57 


Exons 


irxi ooo /ion A o c 

101. .392, 4zy..'3oD 








Seq. No. 


4707 9 




Seq. ID 


^TAAAITT AO A'DIA i^OO 

OJUUUll/ Uo.UolU.Czz 


Gene No. * , 


100082 




Strand 


+ 


Start 


5530 ' 




End 


7372 


Name 


OJ000117 0o.0ilQ.Ci2.ol. 


np 


Method 


AAT/NAP 


Start 


5530 




End 


'7 O T O 


GI 


6721516 




Score 


531 


Exons 


5530.. 5778, 6193.. 6563, 


7233. 


.7372 




GI Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47079 




Seq. ID 


OTAAAITI AO A'31A /^OO 

QJUUUll / Uo.U31U.Czz 


Gene No. 


100083 




Strand 




Start 


6287 




End ' 


8876 


Name 


/^tAAAIII AO AOTA r^oo 

OJ000117 08 . 0 JIO . C<^2 . oz . 


np 


•'Method 


AAT/NAP 


Start 


6287 




End 


O O "J 

8876 


GI 


7340909 




Score 


127 


Exons 


6287. .6435, 7230. .7577, 


8836. 


.8876 




GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47080 




Seq. ID 


OJ000117_08.0310.C23 


Gene No. 


100084 




Strand 




Start 


3 




End 


TOO/"' 

128 6 


Name 


OJ000117 08 . 0310 .C23 . ol . 


gs 


Method 


GENSCAN 


Start 


3 




End 


128 6 ^ . 


GI 


none 




Score 


. 63 


Exons 


3. .169, 903. .1286 








Seq. No. 


47081 




Seq. ID 


/^"tAAAOAT ai a o o a oo 

OJQ00307 07. 0330. Cz 


Gene No. 


100085 




Strand 


+ 


Start 


1306 




End 


1398 


Name 


OJ000307 07.0330.C2.ol.gp 


Method 


AAT/GAP 


Start 


1306 




End 


1398 


GI 


uC-osflcyp064 alibi 




Score 


130 


Exons 


1306. .1398 








GI Descrip. 


'951166 2.0e-30 {U31451) 


invertase [Zea mays] * 


Seq. No. 


47081 




Seq. ID 


OJ000307_07.0330.C2 


Gene No, 


100086 




Strand 




Start 


4205 




End 


4822 


Name 


OJ000307 07.0330.C2.ol.tm 


Method 


TBLASTXiMaize 


Start 


548 




End 


4683 


GI 


none 




Score . 


116 


Exons 


548. .625, 553. .627, 553. 


. 624, 


715. .966, 


717. .965, 718. .969, 




912. .968, 1074. .1175, 10 


85.. 1180, 1086. 


. 1202, 1304 . . 1384, 




1309.. 1386, 1309. .1383, 


1310. 


.1384, 1721. .1807,- 1737. .1814, 




1751. .1807, 2959. .3099, 


2997. 


.3086, 3182. .3250, 4136. .4237, 




4137. .4235, 4138. .4254, 


4567. 


.4683 




Seq. No. 


47081 




Seq. ID 


OJ000307__07.0330.C2 


Gene No. 


100086 




Strand 




Start 


4205 




End 


4822 


Name 


OJ000307_07.0330.C2.ol.ts 


Method 


TBLASTX: Soybean 



48739 




start 


552 


End 


1808 


GI 


none 


Score 


41 


Exons 


552. .602, 553. .630, 554. .643, 


706.;771, 715. .966, 716. .964 




.874r.969, 1074. .1181, 1074. .1178, 1085 


..1180, 1087. .1188, 




1304. .1384, 1309. .1386, 1309. 


.1383, 1737.. 1808, 1751.. 1807 


Seq. No. 


47081 


Seq. ID 


OJ000307_07.0330.C2 


Gene No. 


100086 


Strand 




Start ■ 


4205 


End 


4822 


Narae 


OJ000307 07.0330.C2.ol.tc 


Method 


TBLASTX: Cress 


Start 


796 


End 


1808 


GI 


none 


Score 


94 


Exons 


796. .966, 836. .964, 1085. .1180, 1086.. 


1181, 1304. .1384, 




lorin 1*^0/" ior\n it'^t 

1309.. 1386, 1309.. 1383, 1737. 


1808, 1751. .1807 


Seq. No. 


4 7081 


Seq. ID 


OJ000307 07. 0330. 02 


Gene No. 


1 n A n o 
lUUUo D 


Strand 


- 


Start 


/I O A C 

4205 


End 


4 822 


Name 


OJ000307 07.0330.C2.o3.gp 


Method 


AAT/GAP 


Start 


4205 


End 


4822 


GI 




Score 


523 


Exons 


/lOAC ^OOyl /ICIO /lOOO 

4z0d..4^34, 4573. .4822 






Seq. No. 


/I T A O T 

4 /Ool 


Seq. ID 


OJ000307_07.0330.C2 


Gene No. 


1 A A A O 


Strand 




Start 


1 O O A /I 

123(J4 


End 


12496 


Name 


/^TAAA'SAT A*! A'^'^A /~iA _ O i 

OJ0003u7 07 . 0330 . C2 . o2 . tc 


Method 


TBLASTX: Cress 


Start 


12304 


End 


12496 


GI 


none 


Score 


108 


Exons 


lOOA/l 10/1A0 TO^AT 10yiA/~ 

Iz o(j4 . . 124 92 , 124 (J / . . 124 9d 






Seq. No. 


4 7082 


Seq. ID 


OJ000307_07.0330.C4 


Gene No. 


1 A A A O O 

lUUUo o 


Strand 




Start 


O A O 


End 


1246 


Name 


/-\ TAAATAT AT A^'^A A ^ 1 j_ 

OJ000307 07 . 0330 . C4 . ol . tw 


Method 


TBLASTX: Wheat 


Start 


Q Q "5 

o y J 


End 


1246 


GI 


none 


Score 


210 


Exons 


• 893. . 1246 ■ 






Seq. No. 


47083 


Seq. ID 


OJ000307_07.0330.C5 


Gene No. 


100089 


Strand 




Start 


4424 


End 


4945 


Name 


OJ000307 07.0330.C5.o2.ts 


Method 


TBLASTX : Soybean 


Start 


735 


End 


1158 


GI 


none 


Score 


208 


Exons 


735. .998, 737. .985, 980. .1087, 


1031.-1078, 1055.. 1147, 




1075. .1158, 1075. .1146 






oeq . iNO . 


47083 


Seq. ID 


OJ000307_07.0330.C5 


Gene No. 


100089 . . 


Strand 




Start 


4424 


End 


4945 


Name 


OJ000307 07.0330.C5.o3.tw 


Method 


TBLASTX: Wheat 


Start 


735 


End 


1137 


GI- 


none 


Score 


204 


Exons 


735.. 977, 737. .988, 980. .1087, 


1075. .1137 



Seq. No. 



47083 



Seq. ID OJ000307_07.0330.C5 

48740 



Gene No. 


100089 








Strand 


- 


Start 


4424 








End 


4945 


Name 


OJ000307. 07 


.0330. 


C5.o2. 


tm 


Method 


TBLASTX: Maize 


Start 


1022 








End 


1383 


GI 


none 








Score 


62 


Exons 


1022. .1087, 


1072. 


.1383 








Seq. No. 


47083 








Seq. ID 


OJ000307 07. 0330. C5 


Gene No. 


100089 








Strand- 




Start 


4424 








End 


4945 


Name 


OJ000307 07 


.0330. 


C5.ol. 


tw 


Method 


TBLASTX: Wheat 


Start 


1234 








End 


1664 


GI 


none 








Score 


182 


Exons 


1234 . . 1389, 


1261. 


. 1380, 


1386. 


.1664, 13£ 


8. .1654 


Seq. No. 


47083 








Seq. ID 


OJ000307 07. 0330. C5 


Gene No. 


100089 








Strand 




Start 


4424 








End 


4945 


Name 


OJ000307 07 


.0330. 


C5.01. 


tm 


Method 


TBLASTX.: Maize 


Start 


1398 








End 


1946 


GI 


none 








Score 


275 


Exons 


1398. .1811, 


1490. 


. 1810, 


1803. 


. 1946 




Sea No. 


47083 








Seq. ID 


OJ000307 07 . 0330.C5 


Gene No. 


100089 








Strand 




Start 


. -4 424 








End 


4 945 


Name 


OJ000307 07 


.0330, 


C5.04 . 


ts 


Method 


TBLASTX : Soybean 


Start 


1524 








End 


1859 


GI ' 


none 








Score' 


71 . ■ 


Exons 


1524.. 1589, 


1589. 


.1804, 


1590. 


.1859 




Seq. No. 


47083 








Seq. ID 


OJ000307__07.0330.C5 


Gene No. 


100089 








Strand 




Start 


4 424 








End 


4945 


Name 


OJ000307 07 


0330. 


C5.o2. 


tw 


Method 


TBLASTX: Wheat 


Start 


1664 








End 


1979 


GI - 


none 








Score 


373 


Exons 


1664 . . 1825, 


1668. 


.1979, 


1669. 


.1938, 1847. .1969 


Seq. No. 


47083 








Seq. ID 


OJ000307_07.0330.C5 


Gene No . 


100089 








Strand 




Start 


4424 








End 


4945 


Name 


OJ000307 07 


0330. 


C5.o6. 


tw 


Method 


TBLASTX: Wheat 


Start 


1983 








End 


2400 


GI 


none 








Score 


193 


Exons 


1983. .2183, 


1985. 


.2167, 


2004 . 


.2168, 2171. .2245, 2175. .2246, 




2259. .2333, 


2332. 


.2400 








Sea No 


'47083 








Seq. ID 


OJ000307_07.0330.C5 


Gene No. 


100089 








Strand 




Start 


4424 








End 


4945 


Name 


OJ000307 07 


0330. 


C5 .o5 . 


ts • 


Method 


TBLASTX : Soybean 


Start 


1989 








End 


2167 


GI 


none 








Score 


183 


Exons 


1989. .2129, 


2004. 


.2105, 


2135. 


.2167 




Seq. No. 


47083 








Seq. ID 


OJ000307_07.0330.C5 



48741 



Gene No. 


100089 








Strand 






Start 


4424 








End 


4945 




Name 


OJ000307_07 


. 0330 , 


, C5 . ol . 


tc 


Method 


TBLASTX: Cress 




Start 


2166 








End 


2496 




GI 


none 








Score 


59 




Exons 




o o n o 


O "2 O T 


o o o o 


.2496, 2346. .2495 




Seq. No. 


47083 








Seq. ID 


OJ000307_07.0330 


,-05 


Gene No. 


100089 








Strand 






Start 


4424 








End 


4945 




Name 


OJ000307 07 


. 0330 . 


C5 . o3 . 


ts 


Method 


TBLASTX: Soybean ' 




Start 


2517 








End 


2871 




GI 


none 








Score 


71 




Exons 


2517 . . 2558 , 


2518 . 


. 2559, 


2554 . 


.2871, 2556. .2870 




Seq. No. 


47083 








Seq. ID 


OJ000307_07.0330 


.05 


Gene No. 


100089 








Strand 






Start 


44z4 








End 


4945 




Name 


OJ000307 07 


A o A 

. 0330 . 


05 . o5 . 


tw 


Method 


TBLASTX: Wheat 




Start 


2518 








End 


2916 




GI 


none 








Score 


326 




Exons 


2518 . . 231b f 


2523 . 


. 2876 










Seq. No. 


47083 








Seq, ID 


OJ000307_07.0330 


.05 


Gene' No . 


100089 








Strand 






Start 


4424 








End 


4945 




Name 


OJ000307 07 


.0330. 


05. o2. 


gp 


Method 


AAT/GAP 




Start 


4424 








End 


4945 




GI 


uC-osflM20204 8cl2bl 




Score 


812 




Exons - 


4424. .4945 














GI Descrip. 


•5257255/dbj | AP000364 . 1 | AP000364 2.0e- 


■16 Oryza sativa genor 




DNA, chromosome 8 


!, clone:P0026F07 ' 






Seq. No. 


47083 








Seq. ID 


OJ000307_07.0330 


.05 


Gene No. 


100090 








Strand 






Start 


5721 








End 


6132 




Name 


OJ000307 07 


.0330. 


05. ol. 


ts 


Method 


TBLASTX : Soybean 




Start 


5721 








End 


6132 




GI 


none 








Score 


99 




Exons 


5721. .5849, 


5722. 


.6039, 


5121 , 


.6038, 6052.. 6132 




Seq. No. 


47083 








Seq.. ID 


OJ000307_07.03'30 


.05 


Gene No. 


100090 








Strand 






Start 


5721 








End 


6132 




Name 


OJ000307 07 


.0330. 


05 .o4 . 


tw 


Method 


TBLASTX: Wheat 




Start 


5721 








End 


6042 




GI 


none 








Score 


343 




Exons 


5721. . 6041, 


5722. 


.6042 










Seq. No. 


47084 








Seq. ID 


OJ000307_07.0330 


.07 


Gene No. 


100091 








Strand 






Start 


903 








End 


1333 




Name 


OJ000307 07 


.0330. 


07 .ol. 


tc 


Method 


TBLASTX :Oress 




Start 


580 








End 


1053" 




GI 


none 








Score 


97 





Exons 580. .648, 853. .1053, 959. .1048 



48742 



Seq. No. 47084 

Gene No. 100091 

Start 903 

Name OJ000307__07 . 0330 . C7 . ol . gp.. 

Start 903 

GI uC-osflcyp034f01bl 

Exons 903.. 1333 

GI Descrip. '1732406 3.0e-ll {U81157 ) ' S25-XP1 DNA binding protein [Nicotiana 
tabacum] ' 



Seq. ID OJ000307_07.0330.C7 
Strand 

End 1333 

Method AAT/GAP 

End 1333 

Score 853 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47085 

100092 

770 

OJ000307_07 . 0330 . 08 .o4 . tw 

770 

none 



Seq. ID OJ000307_07 .0330.C8 
Strand 

End 1281 

Method TBLASTX : Wheat 

End 1129 

Score 56 



770;. 823, 786. .824, 835. .1014, 836. .994, 974. .1129, 995. .1123 



Seq. No. 4 7085 . 

Gene No. 100092 

Start 770 

Name OJ000307_07 . 0330 . C8 . ol . tm 

Start 968 

GI none 

Exons -968.. 1279, 976.. 1281 



Seq. ID OJ000307_07.0330.C8 
Strand 

End 1281 

Method TBLASTX : Mai ze 

End 1281 

Score 353 



Seq. No. 47085 

Gene No. 100093 

Start 1848 

Name OJ000307_07 . 0330 . C8 . o3 . tm 

Start 1848 

GI none 
Exons 



Seq. ID OJ000307_07.0330.C8 
Strand 

End 2169 

Method TBLASTX : Mai ze 

End 2169 

Score 88 



1848. .1898, 1850. .1900, 1851. .1901, 1890. .2084, 1891. .2091, 
1970. .2134, 2106. .2150, 2107. ,2169 



Seq. No. 47085 

Gene No. . 100094 

Start ''2403 

Name OJ000307_07 . 0330 . C8 . o5 . tm 

Start 2403 

GI none 

Exons 2403.. 2585, 2404.. 2613, 2673. 



Seq. ID OJ000307_07.0330.C8 
Strand 

End 3246 

Method TBLASTX: Maize 

End 2840 

Score 165 
.2840 



Seq. No. 47085 . ' 

Gene No. 100094 

Start 2403 

Name OJ000307_07 . 0330 . C8 . o3 . ts 

Start 2443 

GI none 
Exons 



Seq. ID OJ000307_07.0330.C8 
Strand 

End 3246 

Method TBLASTX : Soybean 

End 2840 

Score 139 



2443. .2613, 2451. .2609, 2667. .2840, 2669. .2707 



Seq. No. 47085 

Gene No. 100094 

Start 2403 

Name OJ000307_07 . 0330 . C8 . ol . tw 

Start 2491 

GI none 



Seq. ID OJ000307_07 . 0330.C8 
Strand 

End 324 6 

Method TBLASTX : Wheat 

End 3246 

Score 189 



48743 



Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



2491. .2619, 2499. .2615, 2598. .2966, 2612. .2803, 2612. .2992, 
2613. .2999, 3011. .3226, 3014. .3220, 3037. .3246, 3087. .3245 



47085 

100095 

3172 

OJ000307_07.0330.C8.ol.ts 

3172 

5509260 



Seq. ID OJ000307_07.0330.C8 
Strand 

End 4524 

Method TBLASTX : Soybean 

End 3630 

Score 343 



3172.. 3630, 3261.. 3479, 3442.. 3609, 3552.. 3611 



47085 

100095 

3172 

OJ000307_07.0330.C8 .ol.tc 

3259 

none 

3259. .3519, 3261. .3431 



Seq. ID OJ000307_07.0330.C8 
Strand 

End 4524 

Method TBLASTX : Cress 

End 3519 

Score 273 



Seq. No. 47085 

Gene No. 100095 

Start 3172 

Name OJ000307_07 . 0330 . C8 . o2 . tm 

Start 3300 

GI none 

Exons 3300.. 3482, 3301.. 3747, 3436, 



Seq. ID OJ000307_07.0330.C8 
Strand 

End 4524 

Method TBLASTX : Mai ze 

End 37 4 7 

Score - 328 
.3618 



Seq. No. 47085 

Gene No. 100095 . 

Start 3172 

Name OJ000307_07 . 0330 . 08 . o3 . tw 

Start 3301 

GI none 

•Exons 3301.. 3645, 3448.. 3621, 3640. 



Seq. ID OJ000307_07.0330.C8 

Strand . 

End 4524 

Method TBLASTX : Wheat 

End 3846 

Score 293 

3846, 3715.. 3816 



Seq. No. 47085 

f-^ Gene No. 100095 

%J Start 3172 

[3 Name OJ000307_07 . 0330 . 08 . o2 . ts 

n Start 3699 

GI none 

Exons 3699.. 3899, 3700. .4044 



Seq. ID OJ000307_07.0330.C8 

Strand ' 

End 4524 

Method TBLASTX : Soybean 

End 4044 

Score 276 



Seq. No. 47085 

Gene No. 100095 

Start 3172 

Name OJ000307_07 . 0330 . 08 . o4 . tm 

Start 3855 

GI none 

Exons 3855.. 4193, 3856.. 4194 



Seq. ID OJ000307_07.0330.O8 
Strand 

End 4524 

Method . TBLASTk: Maize 

End 4194 

Score 315 



Seq. No. 47085 
Gene No. 100095 
Start 3172 

Name , OJ000307_07 . 0330 . 08 . o2 . tw 
Start 4050 



Seq. ID OJ000307_07 .0330.08 
Strand 

End 4524 

Method TBLASTX : Wheat 

End 4524 



48744 



GI 

Exons 



none 

4050. .4121, 
4141. .4524 



4051.. 4125, 4052. 



Score 101 

.4123, 4140. .4493, 4140. .4520, 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47085 

100095 

3172 

OJ000307_07, 

4057 

none 

4057. .4170, 

47086 

100096 

128 

OJ000307_07, 
128 

5003232 
128. .492 



0330.C8.o4 .ts 



Seq. ID OJ000307_07.0330.C8 
Strand 

End 4524 

Method TBLASTX : Soybean 

End 4398 

Score 95 



4083. .4163, 4189. .4398, 4189. .4377 



0330.C9.ol.gp 



Seq. ID OJ000307_07.0330.C9 

Strand + 

End 4 92 

Method AAT/GAP 

End 4 92 

Score 628 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47086 

100097 

8927 

OJ000307_07, 
3799 

none . 
3799. .3888, 
4103. .4246, 
4318. .4383, 



0330.C9.o2 .tm 



381.7., 3858, 3877. 
4134. .4250, 4138. 
4358. .4498 



Seq. ID OJ000307_07.0330.C9 

Strand + 

End 12237 

Method TBLASTX : Mai ze 

End 4498 

Score 39' 

.4071, '3923. . 4078, 4088. .4243, 
.4254, 4245. .4370, 4247. .4375, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47086 

100097 

8927 

OJ000307_07. 

4018 

none 

4018. .-4068, 

47086 

100097 

8927 

OJ000307_07, 

4609 

none 

4609. .4926, 



0330.C9.ol.tw 



4185. .4250, 4244. 



0330.C9.o5.tm 



4635. .4922 



Seq. ID OJ000307_07.0330.C9 

Strand + 

End 12237 

Method TBLASTX : Wheat 

End 4363 

Score 139 
.4363 

Seq. ID OJ000307_07.0330.C9 

Strand + 

End 12237 

Met hod TBLASTX : Mai ze 

End 4 92 6 

Score 107 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



47086 

100097 

8927 

OJ000307_07. 

4857 

none 

4857. .4985, 

47086 

100097 

8927 



0330,C9.o2,tw 



4995. .5291 



Seq. ID OJ000307_07.0330.C9 

Strand + 

End 12237 

Method TBLASTX : Wheat 

End 5291 

Score 169 



Seq. ID OJ000307_07.0330.C9 
Strand + 
End 12237 



48745 



Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 



OJ000307_07 . 0330 . C9 . ol , tm Method 

4 932 End 

none Score 
4932.-5486, 4939. .5388 



TBLASTXrMaize 

5486 

213 



47086 
100097 
8927^ ' 

OJ000307_07. 0330.C9.o3.tm 
8806 
- none 



Seq. ID 
Strand 
End . 
Method 
End 
Score 

8806. .8961, 8807. .9073, 9004. .9069, 9958. .10092, 9960. .10058, 
9990. .10103, 10013. .10102, 104 84 10564 , 10 956 .. 11069, 
10959. .11069, 10960. .11070, 11137 .. 11184 , 11 138 11185 , 
11139. .11183 



OJ000307_07.0330.C9 
+ 

12237 

TBLASTX: Maize 

11185 

306 



Seq. No. 47086 ' Seq, ID 

Gene No. 100097 Strand 

Start 8927 End 

Name OJ'000307_07 . 0330 . C9 . o2 . tc Method 

Start 8909 End 

GI none Score 

Exons 8909, . 9073 



OJ000307_07,0330,C9 
+ 

12237 

TBLASTX: Cress 

9073 

211 



Seq. No,^ 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq, No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 



47086 Seq. ID 

100097 Strand 
8927- End 
OJ000307_07. 0330.C9.o2 .gp Method 
8927 End 
1078__1.R1084 Score 
8927. .9070, 9961. .10091, 10522 10563, 
11140. , 11218, 12035.. 12207 

'2708745 O.Oe+00 (AC003952) putative calcium-dependent ser/thr 
protein kinase [Arabidopsis thaliana] * 



OJ000307_07.0330.C9 

+ ■ ■ ' ' 

12237 

AAT/GAP 

12207 

1234 

10958. .11069, 



47086 

100097 

8927 

OJ000307_07. 0330.C9,ol.tc 

9982 

none 

.9982. .10092, 104 84 .. 10564 , 



Seq. ID OJ000307_07.0330.C9 

Strand + 

End 12237 

Method TBLASTX : Cress 

End 12237 

Score 80 
10656. .10697, 10941. .11069, 



11137. .11220, 11139. .11219, 12033. .12200, 12034. .12237 



47086 Seq. ID 

100097 Strand 

8927 End 

OJ000307_07. 0330.C9.ol, ts Method 

9996 End 

none Score 



OJ000307_07.0330.C9 
+ 

12237 

TBLASTX : Soybean 

12150 

143 



9996. .10055, 9997. ,10092, 10025 ., 10102, 104 84 ., 10564 , 
10956. . 11069, 11003. ,11068, 11112 11219, 11137 .. 11220, 
12033. . 12140, 12034. ,12150 ' 



47086 

100097 

8927 



Seq. ID OJ000307_07. 0330.C9 
Strand + 
End 12237 



48746 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000307_07 .0330.C9.o4 . tm 

12037 

none 

12037. . 12210,. 12037. .12174, 

47087 

100098 

1 

OJ000307_07. 0330. CIO. ol.gp 

1 

1078_1.R1084 

1..19, 102. .229, 999. .1114, 
'2708745 O.Oe+00 (AC003952) 
protein kinase [Arabidopsis 

47087 

100098 

1 

OJ000307_07 .0330. CIO. ol.ts. 
99 

none 

99. .239, 100. .234, 102. .236 



Method TBLASTX : Mai ze 
End 12210 
Score 220 
12108. .12206 

Seq. ID OJ000307_07. 0330. CIO 
Strand + 
, End 1310 
Method' AAT/GAP 
End 1310 
Score 620 
1203. .1310 

putative calcium-dependent ser/thr 
thaliana] ' 

Seq. ID OJ000307_07. 0330. CIO 

Strand + 

End . 1310 

Method TBLASTX: Soybean 

End 239 

Score 183 



Seq. No. 47087 

Gene No. 100098 

Start 1 

Name OJ000307_07. 0330 . CIO . ol . tm 

Start 102 

GI none 

Exons 102.. 221, 102.. 224, 103.. 22^ 
1203. . 1307 



Seq. ID OJ000307__07. 0330. CIO 

Strand + 

. End 1310 

Method TBLASTX: Maize 

End 1307 

Score 66 
, 993. .1115, 998. .1132, 1000. .1113, 



Seq. No. 47087 

Gene No. 100098 

Start 1 

Name . OJ000307_07 . 0330 . CIO . ol . tc 

Start 1000 

GI none 

Exons 1000.. 1110, i001..1132, 1196.. 1309, 1203.. 1310 



Seq. ID OJ000307_07. 0330. CIO 

Strand + 

End 1310 

Method . TBLASTX: Cress 

End 1310 

Score 167 



Seq. No. 47088 

Gene No. 100099 

Start 1 

Name OJ000307_07 . 0330 . Cll . ol . tc 

Start 1 

GI none 

Exons 1..51, 8^,. 52, 142.. 288, 145, 

Seq. No. 47088 

Gene No. 100099 

Start 1 

Name OJ000307_07 . 0330 . Cll . ol . tm 

Start 1 

GI ' -none 

Exons 1..51, 2.. 49, 187.. 276, 187. 
358. .441 



Seq. ID OJ000307_07. 0330. Cll 
Strand 

End 456 

Method TBLASTX : Cress 

End 456 

Score 62 
.288, 182. .301, 358. .456, 358. .456 

Seq. ID OJ000307_07. 0330. Cll 
Strand 

End 456 

Method TBLASTX : Mai ze 

End 4 41 

Score 75 - 
.276, 197. .277, 348. .434, 356. .439, 



48747 




Seq. No. 


47089 








Seq. ID 


OJ000307_02. 0330.04 


Gene No. 


100100 








Strand 


+ 


Start 


6470 








End 


8669 


Name 


OJ000307 02 


.0330, 


, C4 .o2. 


gs 


Method 


GENSCAN 


Start 


6470 








End 


8669 


GI 


none 








Score 


.65 


Exons 


6470. . 6607, 


7418 . 


. .7570, 


7721. 


.7840, 8306.. 8312, 8604.. 8669 


Seq. No. 


47089- 








Seq. ID 


OJ000307_02.0330.C4 


Gene No. 


100101 








Strand 




Start 


1 








End 


3580 


Name 


OJ000307 02 


.0330, 


,C4 .ol. 


np 


Method 


AAT/NAP 


Start 


1 








End 


2745 


GI 


7437548 








Score 


1045 


Exons . 


1..62, 586. 


.78'2, 


1529. . 


1672, 


1753. .1818 


2212.. 2745 


GI Descrip. 


isoleucine-- 


-tRNA 


ligase 


homolog F24G24. 


120 - Arabidopsis 



thaliana gi | 4538 961 | emb | CAB39785 . 1 | (AL049488) isoleucine-tRNA 
ligase-iike protein [Arabidopsis thaliana] 
gi I 7267729 |emb|CAB78lS5.1 1 (AL161517) isoleucine-tRNA 
ligase-like protein [Arabidopsis thaliana] 



Seq. No. 47089 
Gene No. 100101 
Start 1 

Name . OJ000307_02 . 0330 . C4 . ol . gs 
Start 348 
GI none 
Exons 348.. 357, 586.. 782, 1529.. 1672, 2212 

3425.. 3580 



Seq. ID OJ000307_02.0330.C4 



Strand 
End 

Method 

End 

Score 



3580 
GENSCAN 
3580 
.57 

.2887, 3160.. 3377, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons - 



47089 

100101 

1 

OJ000307_02.0330.C4 .ol.tw 

681 

none 



Seq. ID OJ000307_02.0330.C4 
Strand 

End 3580 

Method TBLASTX : Wheat 

End 1670 

Score 71 



681. .785, 732. .851, 1522. .1668, 1526. .1669, 1527. .1670 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47089 

100101 

1 

OJ000307_02. 0330.C4 .ol.ts 

1753 

none 



Seq. ID OJ000307_02.0330.C4 
Strand 

End 3580 

Method TBLASTX : Soybean 

End 2745 

Score 366 



1753. .1821, 2203. .2598, 2207. .2734, 2209. .2745, 2677. .2745 



Seq. No. 47089 

Gene No. 100101 
Start • . 1 

Name OJ000307_02 . 0330 . C4 . ol . tm 

Start 2389 

GI none 

Exons , . 2389.. 2745, 2390.. 2731, 2674, 



Seq. ID OJ000307_02.0330.C4 



Strand 
End 

Method 
End 
Score 
.2757 



3580 

TBLASTX: Maize 

2757 

448 



Seq. No. 
Gene No. 
Start 



47090 

100102 

2006 



Seq. ID OJ000307_02.0330.C5 
Strand + 
End 7094 



48748 



Name 

Start 

GI 

Exons 



OJ000307_02.0330.C5.ol.gs 

2006 

none 

2006.. 3271 



Method GENSCAN 
End 3271 
Score 1 



Seq. No. 


'47 090 








Seq. ID 


OJ000307 


02 , 


. 0330 


.C5 


Gene No. 


100102 








Strand 


+ 








Start 


o n n 








End. 


O A A ^ 

/094 








Name 


OJUUUiO / OZ 


.0330. 


, CS.ol. 


np 


Method 


AAT/NAP 








Start 


2099 








End 


7094 








GI 


7363269 








Score 


869 








Exons 


zuy y . .0^01, 


7076. 


, .7094 














GI Descrip. 


( APOO loo^: ) 


hypothetical 


protein [Oryza 


sativa ] 








Seq. No. 


47090 








Seq. ID 


OJ000307 


02 , 


. 0330 


. C5 


Gene No. 


1 A A 1 AO 

luUlOo 








Strand 










Start 


454 0 








End 


4878 








Name 




..0330. 


C5.o2. 


gs 


Method 


GENbCAN 








Start 


4540 








End 


4878 








GI 


none 








Score 


.67 








Exons 


4540. .4878 


















Seq. No. 


47090 








Seq. ID 


OJ000307_ 


02. 


,0330 


.C5 


Gene No. 


100104 








Strand 










Start 


5916 








End 


6936 








Name ■ 


OJ000307 02 


.0330. 


C5.o3. 


gs 


Method 


.GENSCAN 








Start 


5916 








' End 


6936 








GI 


none 








Score 


.87 








Exons 


5916. . 6660, 


6842. 


.6936 















Seq. No. 47091 Seq. ID 

Gene No. 100105 Strand 

Start 798 End 

Name OJ000307_02 . 0330 . C6 . ol . gs Method 

Start 798 End 

GI none Score 

Exons 798. .998, 1109. .1180, 1429. .1544, 1631, 
1963.. 2119 



OJ000307_02.0330.C6 
+ 

2119 
GENSCAN 
2119 
.79 

.1697, 1777. .1883, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47091 Seq. ID OJ000307_02 . 0330 . C6 

100105 Strand + 

798 End 2119 

OJ000307_02.0330.C6.ol.np Method AAT/NAP 

816 End 1884 

7487985 Score 316 

816. .998, 1109. .1180, 1610. .1697, 1777. .1884 

OS-9 protein homolog F7N22.4 - Arabidopsis thaliana 

gi|3047065|gb|AAC13579.1| {AF058825) contains similarity to 

human OS-9 precurosor (GB:U41635) [Arabidopsis thaliana] 



47091 Seq. ID 

100106 Strand 
4160 - End 

OJ000307_02 . 0330 . C6 . o2 . gs Method 

4160 End 

none Score 
4160. .5620 



OJ000307_02.0330.C6 
+ 

5620 
GENSCAN 
5620 
.99 



48749 



Seq. No. 

Gene' No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip . 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47091 
100106 
4160 

OJ000307_02.0330.C6.o2.np 
4160 
6730737 

4160. .5617 " • 

{AC018849) hypothetical protein [Arabidopsis thaliana] 



Seq. ID OJ000307_02.0330.C6 

Strand + 

End 5620 

Method AAT/NAP 

End 5617 

Score 1468 



47091 Seq. ID 

100106 Strand 
4160 End 
OJ000307_02 . 0330 . C6 . ol . gp Method 
5070 End 
LIB3433-025-P1-K1-A12 Score 
5070. .5448 

M586058/gb|AAD25676. 1 |AC007020__18 2.0e-22 (AC007020) unknown 
protein [Arabidopsis thaliana] ' 



OJ000307_02.0330.C6 
+ 

5620 
AAT/GAP 
5448 
709 



Seq. No. 47091 Seq. ID 

Gene No. 100107 Strand 

Start 6349 End 

Name OJ000307_02 . 0330 . 06 . o2 . gp Method 

Start 634 9 End 

GI none Score 

Exons 6349.. 6561 



OJ000307_02.0330.C6 
-f 

6561 
AAT/GAP 
6561 
426 



Seq. No. 47091 Seq. ID 

Gene No. 100108 Strand 

Start 6422 End 

Name OJ000307_02 . 0330 . 06 . o3 . tm Method 

Start 306 End 

GI none Score 

Exons 306. .401, 317. .403, 322. .402, 798.-998, 798. .998, 1106. .1156, 
1108.. 1152, 1109.. 1156 



OJ000307_02. 0330.06 
7352 

TBLASTX: Maize 

1156 

131 



Seq. No. 47091 „ 

Gene No. 100108 

Start 6422 

Name OJ000307_02 . 0330 . 06 . o2 . ts 

Start 885 

■GI none 
Exons 



Seq. ID OJ000307_02.0330.O6 
Strand 
End 

Method 
End 
Score 



7352 

TBLASTX: Soybean 

1894 

98 



885. .998, 1070. .1183., 109'9..1182, 1426. .1545, 1628. .1699, 
1629. .1700, 1740. .1883, 1774. .1884, 1775. .1894, 1776. .1886 



Seq. No. 47091 

Gene No. 100108 

Start ' 6422 

Name OJ000307__02 . 0330 . 06 . o2 . tm 

Start 1413 • 

GI none 

Exons 1413.. 1448, 1429.. 1560, 1628. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_02. 0330.06 
7352 

TBLASTX: Maize 

2142 

36 



,1699, 1629.. 1700, 1740. 



1772. .1885, 1774. .1884, 1776. .1886, 1963. .2073, 1964, 
1967. .2074, "2031. .2120, 2031. .2120, 2047. .2142 



, 1883, 
.2074,- 



Seq. No. 



47091 



Seq. ID OJ000307 02.0330.06 



48750 






Gene No. 


100108 








Strand 








Start 


6422 








End 


7352 • 






Name 


OJ000307 02. 


.0330. 


C6.01. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


1640 








End 


2188 






GI 


none 








Score 


91 






Exons 


1640. .1699, 


1641. 


. 1700, 


1740, 


..1883, 1768. .1884, 


1772. .1885 






1775. ,1891, 


1963, 


,2004, 


1964 . 


..2044, 1967. .2026, 


2015. .2074 






2018. .2074, 


2036. 


.2122, 


2068. 


..2121, 2159.V2188 






Seq. No. 


47091 








Seq, ID 


OJ000307 


02. 0330. 06 




Gene No. 


100108 








Strand 








Start 


6422 








End 


7352 






Name 


OJ000307 02, 


,0330, 


C6.04. 


tm 


Method 


TBLASTX: 


Maize 




Start 


4373 








End 


4696 






GI 


none 








Score 


291 






Exons 


4373. .4696, 


4394. 


,4684, 


4396, 


, .4695 








Seq. No. 


47091 








Seq. ID 


OJ000307 


_02.0330,C6 




Gene No. 


100108 








Strand 








Start 


6422 








End 


7352 






Name 


OJ000307 02. 


,0330, 


C6.01. 


tc 


Method 


TBLASTX: 


Cress 




Start 


4376 








End 


5490 






GI 


none 








Score 


289 




kj 


Exons 


4376. .4693, 


4396. 


.4692, 


4652. 


.4819, 4700. ,5050, 


4886. .5050. 


i J 




5057. .5314, 


5132. 


.5290, 


5354. 


.5488, 5383.. 5490 






Seq. No. 


47091 








Seq. ID 


OJ000307 


_02.0330.C6 


^ — 


Gene No . 


100108 








. Strand 








Start 


6422 








End 


7352 . 






Name 


OJ000307 02. 


0330. 


06, ol. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


4385 








End 


5488 






GI 


none 








Score 


206 




= 


Exons 


4385. .4648, 


4396, 


.4542, 


4397. 


,4582, 4709. .5044, 


4709. .5032. 






5057. .5377, 


5083, 


.5148, 


5132. 


.5326, 5339.-5488 




~y 


Seq. No. 


47091 








Seq. ID 


OJ000307 


02 . 0330 .06 




Gene No. 


100108 








Strand. 






?f 


Start 


6422 








End 


7352 






Name 


OJ000307 02. 


0330. 


06. ol. 


tm 


Method 


TBLASTX: 


Maize 




Start 


5096 








End 


5527 






GI 


none 








Score 


639 






Exons 


5096. .5527, 


5097. 


.5408, 


5098. 


.5490 








Seq. No. 


47091 








Seq. ID 


OJ000307 


02 , 0330 . 06 




Gene No. 


100108 








Strand 








Start 


6422 








End 


7352 






Name 


OJ000307 02. 


0330. 


06. o3. 


gs 


Method 


GENSCAN 






Start 


6422 




....... 




End 


7352 






GI 


none 








Score 


.8 






Exons 


6422. . 6616, 


6880, 


.6999, 


7141. 


,7352 








Seq. No. 


47091 








Seq. ID 


OJ000307 


_02.0330.06 




Gene No. 


100108 








Strand 








Start 


6422 








End 


7352 






Name 


OJ000307 02. 


0330. 


06. o3. 


np 


Method 


AAT/NAP 






Start 


6853 








End 


7352 






GI 


4325344 








Score 


347 





48751 



Exons 


6853. .6999, 7141, .7352 












GI Descrip, 


(AF128393) similar to beta-transducins 


(Pfam: PF00400, 






Score=71 . 7 , E=l . 5e-17 , 


N=6) [Arabidopsis thaliana] 




Seq. No. 


47091 




Seq. ID 


OJ000307 


_02.0330 


.06 


Gene No, 


100108 




Strand 








Start 


6422 




End 


.7352 






Name ' 


OJ000307 02.0330. 06. o5. 


tm 


Method . 


TBLASTX: 


Maize 




Start 


6854 




End 


7263 






GI 


none 




Score 


213 






Exons 


6854. .7000, 6854. .7000, 


6862. 


.7002, 6862. .7002, 


7132. .7248, 




7135. .7263, 7142. .7258 












Seq. No. 


47091 




Seq. ID 


OJ000307 


_02.0330 


.06 


Gene No . 


100108 




Strand 








S-tart 


6422 




End 


7352 






Name 


OJ000307 02. 0330. 06. o3. 


ts 


Method 


TBLASTX: 


Soybean 




Start 


6860 ■ 




End 


7352 






GI 


none 




Score 


81 






Exons 


6860. .7000, 6862. .7002, 


6862 . 


.7002, 7127. .7264, 


7135. .7275, 




7143. .7274, 7222. .7350, 


7269. 


.7352, 7313. .7348 






Seq. No, 


47091 




Seq. ID 


OJ000307 


_02.0330 


.06 


Gene No. 


100108 




Strand 








Start 


6422 




End 


7352 






Name 


OJ000307 02. 0330. 06. o3. 


gp 


Method 


AAT/GAP 






Start 


6862 




'■^ End 


7352 






GI 


LIB3434-038-P1-K1-O6 




Score 


602 






Exons 


6862. . 6999, 7141. .7352 












GI Descrip. 


M32534 4/gb| AAD1734 3 | 2 


.Oe-34 


(AF128393) similar to 






beta-transducins ( Pf am: 


PF00400, Score= 


=71.7, E= 


1.5e-17, 


N=6) 




[Arabidopsis thaliana] * 












Seq. No. 


47092 




Seq. ID 


OJ000307 


__02.0330 


.07 


Gene No. 


100109 




Strand 


+ 






Start 


1 




End 


1861 






Name 


OJ000307 02. 0330. 07. ol. 


np 


Me'thod 


AAT/NAP 






Start 


1 




End 


1861 






GI 


6714281 




Score 


497 ■ 






Exons 


1..89, 161. .1016, 1508. 


.1861 










GI Descrip. 


{AC017118) F6N18 . 13 [Arabidopsis thaliana] 






Seq. No. 


4 7 092 




Seq. ID 


OJ000307 


_02.0330 


.07 


Gene No. 


100109 




Strand 


+ 






Start 


1 




End 


1861 






Name 


OJ000307 02. 0330. 07. ol. 


gs 


Method 


GENSOAN 






Start 


53 




End 


1858 






GI 


none 




Score 


.75 






Exons 


53. .564, 683. . 957, 1508 


. .1858 










Seq. No. 


47092 




Seq. ID 


OJ000307 


_02.0330 


.07 


Gene No. 


100109 




Strand 


+ 






Start 


1 




End 


1861 






Name 


OJ000307 02. 0330. 07. ol. 


gp 


Method 


AAT/GAP 






Start 


565 




End 


1579 






GI 


none 




Score 


933 






Exons 


565. .1016, 1508. .1579 













48752 



Seq. No. 


47092 


Seq. ID 


OJ000307_02, 


.0330, 


.07 


Gene No. 


100110 


Strand 


+ 






Start 


3191 


End 


7216 






Name 


OJ000307 02 . 0330 .C7 . o2 . gs 


Method 


GENSCAN 






Start 


3191 


End 


7216 






GI 


none 


Score 


.78 






Exons 


3191.. ,3278, 3371.. 3501, 3533 


, .3834," 4192. .4476, 4577. .4635 




4856. .4938, 5647. .6457, 6939 


. .7216 








Seq. No. 


47092 


Seq. ID 


OJ000307_02. 


. 0330 , 


.C7 


Gene No. 


100110 


Strand 


+ 






Start 


3191 


End 


7216 






Name 


OJ000307 02.0330.C7.o2.np 


Method- 


AAT/NAP 






Start 


4536 


End 


6364 






GI 


4734014 


Score 


624 






Exons 


4536. .4635, 4740. .4776, 4867 


. .4938, 5647. .6364 






GI Descrip. 


{AC007112) unknown protein [Arabidopsis thaliana] 






Seq. No. 


47092 


Seq.' ID 


OJ000307_02. 


.0330, 


.07 


Gene No. 


100111 


Strand 


+ 






Start 


11806 


End 


14447 






Name 


OJ000307 02 . 0330 . C7 . o3 . gs 


Method 


GENSCAN 






Start 


11806 ~ 


End 


14447 






GI 


none 


Score 


.5 






Exons 


11806. .12059, 13102. .13120, 


14286. .14447 






Seq. No. 


47092 


Seq. ID 


OJ000307_02. 


.0330, 


.07 


Gene No. 


100112 


Strand 


+ 






Start 


15115 


End 


15831 






Name 


OJ000307 02.0330.C7.o2.gp 


Method 


AAT/GAP 






Start 


15061 


End 


15432 






GI 


none 


Score 


736 






Exons 


15061. . 15432 










Seq. No. 


47092 


Seq. ID 


OJ000307_02, 


. 0330, 


.07 


Gene No. 


100112 


Strand 


+ 






Start 


15115 


End 


15831 






Name 


OJ000307 02.0330.C7,o4.gs 


Method 


GENSCAN 






Start 


15115 


End 


15831 






GI 


none 


Score 


.99 






Exons 


15115.. 15831 










Seq. No, 


47092 


Seq. ID 


OJ000307_02. 


.0330, 


.07 


Gene No. 


100112 


Strand 


+ 






Start 


15115 


End 


15831 






Name 


OJ000307 02.0330.C7.o4.np 


Method 


AAT/NAP 






Start 


15115 


End 


15828 






GI 


6730731 


Score 


238 






Exons 


15115. .15555, 15698. .15828 










GI Descrip. 


{AC018849) hypothetical protein [Arabidopsis thaliana] 




Seq. No. 


47092 


Seq. ID 


OJ000307_02, 


,0330, 


.07 


Gene No. 


100113 


Strand 


+ 






Start 


16466 ' 


End 


16784 






Name 


OJ000307 02.0330.C7.o5.gs 


Method 


GENSCAN 






Start 


16466 


End 


16784 







48753 



GI 


none 




Score 


. 97 


Exons 


16466. . 16532, 16576. .16784 






Seq. No. 


47092 




Seq. ID 


OJ000307_02.0330.C7 


Gene No. 


100114 




Strand 




Start 


5751 




End 


9555 


Name 


OJ000307 02 


.0330.C7.o3.np 


Method 


AAT/NAP 


Start 


5751 




End 


9555 • 


GI 


6721547 




Score 


87 


Exons 


5751. .5800, 


9471. . 9555 






GI Descrip. 


(AP001073) 


Similar to Oryza 


sativa gene for Pib. {AB013448 


Seq. No. 


47092 




Seq. ID 


OJ000307_02.0330.C7 


Gene No. 


100115 




Strand 




Start 


17320 




End 


18553 


Name 


OJ000307 02 


.0330.C7.o2. tm 


Method 


TBLASTX: Maize 


Start 


877 




End 


1916 


GI 


none 




Score 


43 


Exons 


877. .900, 8 


81. .916, 903. .1016, 90.4. .1017, 905. .1030, 906.. 




1493. .1858, 


1505. .1852, 1872 


..1913, 1878. .1916 


Seq. No. 


47092 




Seq. ID 


OJ000307_02.0330.C7 




100115 




Strand 




Start 


17320 




End 


18553 


Name 


OJ000307 02 


. 0330.C7 .ol.tm 


Method 


TBLASTX: Maize 


Start 


4833 . . 




End 


6226 


GI 


none 




Score 


67 


Exons 


4833. .4937, 


4861. .4944, 4868 


..4981, 5629. .5781, 5645. .5797 




5873. . 6226, 


5878. .5928, 5995 


. . 6225 




Seq. No. 


47092 




Seq. ID 


OJ000307_02.0330.C7 


Gene No. 


100115 




Strand 




Start 


17320 




End 


18553 


Name 


OJ000307 02 


.0330.C7.ol. ts 


Method 


TBLASTX: Soybean 


Start 


5644 




End 


6226 


GI 


none ■ 




Score 


157 


Exons 


5644. .5787, 


5645.. 5797, 5873 


. . 6010, .6007 . . 6198, 6032 . . 6226 


Seq. No. 


47092 ' 




Seq. ID 


OJ000307_02.0330.C7 


Gene No. 


100115 




Strand 




Start 


17320 




End 


18553 


Name 


OJ000307 02 


.0330.C7.o2. ts 


Method 


TBLASTX : Soybean 


Start 


15114 




End 


15300 


GI 


none 




Score 


225 


Exons 


15114. .15299, 15115. .15300 






Seq. No. 


47092 




Seq. ID 


OJ000307_02.0330.C7 


Gene No . 


100115 




Strand 




Start 


17320 




End 


18553 


Name 


OJ000307 02 


.0330.C7.o4.tm 


Method 


TBLASTX: Maize 


Start 


15120 




End 


15636 


GI 


none 




Score 


98 


Exons 


15120. .15254, 15120. -.15299, 


15121. .15300, 15369. .15413, 




15469. . 1555: 


8, 15472. .15576, 


15541. . 15636 


Seq. No. 


47092 




Seq. ID 


OJ000307_02.0330.C7 


Gene No. 


100115 




Strand 





48754' 



start 
Name 
Start 
GI 

Exons 



17320 

OJ000307_02.0330 .C7.o3.tm 

17029 

none 

17029. .17082, 17083 1724 4 , 

17149. .17244, 17317 17415, 

17508. .17630, 17514 17630, 

17820. .17885, 17821 .. 1788 6, 

17965. .18090, 17966 .. 18100, 

18485. .18553, 18486. .18551 



End 

Method 

End 

Score 



18553 

TBLASTX: Maize 

18553 

112 



17108. .17245, 17121. .1724 3, 

17322. .17423, 17324 . .17413, 

17515. .17631, 17809. .17886, 

17958. .18089, 17964 .. 18089, 

18327. .18404, 18327 .. 184 04 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47092 Seq. ID OJ000307_02 . 0330 . C7 

100115 Strand 

17320 End 18553 

OJ000307_02 . 0330 . C7 . o3 . gp Method AAT/GAP 

17320 End 18553 

23683_1.R1084 Score 904 

17320. , 17411, 17525.'. 17630, 17818 .. 17883, 179.66 .. 18088, 

18336. .18403, -18 4 88. .18553 

»4538961/emb|CAB39785.1| 2.0e-56 {AL049488) isoleucine-tRNA' 
ligase-like protein [Arabidopsis thaliana] * 



47092 

100115 

17320 

OJ000307_02 . 0330 .C7 .06. gs 

17505 

none 

17505. . 17630, 17818 17919, 
18488. . 18551 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_02.0330.C7 

18553 
GENSCAN 
18551 
.73 



17966. .18088, 18336 .. 18403, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start > , 
Name 
Start 
GI 



47092 

100115 

17320 

OJ000307_02 . 0330 .C7 .o5 .np 

17924 

7487928 

17924. .18088, 18336 18403, 



OJ000307 02. 0330. C7 



Seq. ID _ 
Strand 

End 18553 
Method AAT/NAP 
End 18551 
Score 174 
18488. .18551 

isoleucine — tRNA ligase homolog T9A4.4 - Arabidopsis thaliana 
gi I 3695406 I gb IAAC62806.il (AF096373) similar to isoleucyl-tRNA 
synthetases [Arabidopsis thaliana] 



47093 

100116 

1 

OJ000307_02.0330.C8.o2.np 
1 

3320122 



Seq. ID OJ000307_02.0330.C8 
Strand 

End 5538 

Method AAT/NAP 

End 5538 

Score 65 



1..36, 582. .784, 1581. .1689, 5506. .5538 
{U46007) espin [Rattus norvegicus] 



47093 Seq. ID 

100116 Strand 

1 End 

OJ000307_02 . 0330 .C8.ol.tm Method 

610 End 

none Score 



OJ000307_02.0330.C8 
5538 

TBLASTX: Maize 

1752 

250 



48755 



Exons 



Seq. No. 
Gene No. 
Start 
Name . 
Start 
GI 

Exons 



610, .786, 621. .785, 626. .787, 702. .785, 927. .1007, 928. .1008, 
930. .1010, 1155. .1280, 1161. .1280, 1165. .1281, 1571. .1714, 
1572. .1715, 1573. .1716, 1573. .1716, 1594. .1710, 1606. .1752 



47093 

100116 

1 

OJ000307_02. 0330.C8 .ol.gs 

621 

none 



Seq. ID OJ000307_02.0330.C8 
Strand 

End 5538 

Method GENSCAN 

End 2882 

Score .84 



621. .753, 1166. .1278, 1573. .1713, 2338. .2411, 2504. .2882 



Seq. No. 47093 

Gene No. 100116 

Start 1 

Name OJ000307_02 . 0330 . C8 . o2 . ts 

Start 621 

GI none 
Exons 



Seq. ID OJ000307_02.0330.C8 
Strand 

End 5538 

Method TBLASTX : Soybean 

End 1278 

Score 92 



621. .701, 622. .699, 927. .1007, 928. .1008, 931. .1008, 1161. .1277, 
1165. .1278, 1165. .1275 



Seq. No. 47093 

Gene No. 100116 

Start 1 

Name OJ000307_02 . 0330 . 08 . ol . tc 

Start 702 

GI none 
Exons 



Seq. ID OJ000307_02.0330.C8 
Strand 

End 5538 

Method TBLASTX: Cress 

End 2774 

Score 148 



702. .785, 1571. .1714, 1573. .1716, 1574. . 1714, 2604. .2774, 
2614. .2691 



Seq. No. 47093 

Gene No. 100116 

Start 1 

Name OJ000307_02 . 0330 .C8.ol.ts 

Start 702 

GI none 
Exons 



Seq. ID OJ000307_02.0330.C8 
Strand 

End 5538 

Method TBLASTX : Soybean 

End 2774 

Score 101 

702. .785, • 1606. .1716, 1607. .1714, 2604. .2690, 2604. .2774, 
2605. .2694 



Seq. No. 47093 

Gene No. 100116 

Start 1 

Name OJ000307_02 . 0330 . C8 . ol . np 

Start 1156 

GI 4406801 

Exons 1156.. 1285, 1505.. 1713, 2604.. 2765, 3186.. 3260 
GI Descrip. (AC006304) unknown protein [Arabidopsis thaliana] 



Seq. ID OJ000307_02.0330.C8 
Strand 

End 5538 

Method AAT/NAP 

End 3260 

Score 338 



Seq. No. 47094 

Gene No. 100117 

Start 360 

Name OJ000307_02 . 0330 . Cll . ol . gs 

Start 360 

GI none 
Exons 



Seq. ID OJ000307_02. 0330. Cll 

Strand + 

End 5303 

Method GENSCAN 

,End 5303 

Score .78' 



360. .486, 2824. .2925, 3150. .3217, 4078. .4273, 4448. .4506, 
4635. .4727, 4772. .4913, 5242. .5303 



48756 




Seq. No. 


47094 


Seq. ID 


OJ000307__02 . 0330 . Cll 




100118 


Strand 


+ . 


Start 


8582 


End 


11948 


Name 


OJ000307 02.0330.Cll.o2.gs 


Method 


GENSCAN 


Start 


8582 


End 


11948 


GI 


none 


Score 


.56 


Exons 


8582. .8614, 9136. .9514, 9577., 


.968 6, 9702. .9832, -9.8 69. . 9996, ' 




10048. .10135, 11210. .11552, 11610 .. 11795, 118 98 .'rl 194 8 


Seq. No. 


47094 


Seq. ID 


OJ000307_02. 0330. Cll 


Gene No. 


100119 


Strand 




Start 


3909 


End 


13023 


Name 


OJ000307 02.0330.Cll.ol.np 


Method 


AAT/NAP 


Start 


3909 


End 


13023 


GI 


5295955 


Score 


399 


Exons 


3909., 4518, 4596.. 5004, 5920., 


.6088, 9438. .9611, 9748.-9825, 




1207 3. . 1247 9, 12909. . 13023 






GI Descrip, 


{AB026295) Similar to Epstein- 


-Barr virus (EBV) genome. (V01555) 




[Oryza sativa] 






Seq. No. 


47094 


Seq. ID 


OJ000307_02. 0330. Cll 


Gene No. 


100119 


Strand 


- 


Start 


3909 


End 


13023 


Name 


OJ000307 02.0330.Cll.ol.gp 


Method 


AAT/GAP 


Start 


11970 ~ 


End 


12450 


GI 


none 


Score 


895 


Exons 


11970. . 12450 






Seq. No. 


47094 


Seq. ID 


OJ000307__02. 0330. Cll 


Gene No. 


100119 


Strand 




Start 


3909 


End 


13023 


Name 


OJ000307 02.0330.Cll.o3.gs 


Method 


GENSCAN 


Start 


12058 


End 


12366 


GI 


none 


Score 


.99 


Exons 


12058 . . 12366 






Seq. No. 


47094 


Seq. ^ID 


OJ000307_02. 0330. Cll 


Gene No. 


100119 


Strand 




Start 


3909 


End 


13023 


Name 


OJ000307 02.0330.Cll.o4 .gs 


Method 


GENSCAN 


Start 


12710 


End 


12951 


GI 


none 


Score 


.97 


Exons 


12710. .12951 






Seq. No. 


47095 


Seq. ID 


OJ000307_02.0330.C13 


Gene No. 


100120 


Strand 


+ 


Start 


1136 


End 


1205 


Name 


OJ000307 02.0330.C13.ol.gp 


Method 


AAT/GAP 


Start 


1136 


End 


•1205 


GI 


LIB3477-003-P1-K1-E9 


Score 


87 


Exons 


1136. .1205 






GI Descrip. 


»2498586/sp|Q40,638 IMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN ORY 




S 1 PRECURSOR ■ (ORY- S I) >gi_1173557 JU3177 1 ) Cry s 1 [Oryza 



sativa] ' . 

Seq. No. 47095 Seq. ID OJ000307_02 . 0330 . C13 

Gene No. 100121 Strand + 



48757 



End 

Method 

End 

Score 



5865 
AAT/GAP 
5865 
2535 



Start 2911 

Name OJ000307_02 . 0330 . C13 . o2 ;gp 

Start 2911 
GI 1362_1,R1084 

Exons 2911.. 3144, 3843.. 3943, 4029. 

5293. .5406, 5490. .5865 
GI Descrip. '3402713 3.0e-77 {AC004261) hypothetical protein [Arabidopsis 

thaliana] * 



.4251, 4447. .4640, 5016. .5127, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47095 
100121 
2911 

OJ000307 
2989 
none 

2989. .3144, 
'5293. .5406, 



_02.0330.C13.ol.gs 



3189, 
5490. 



.3218, 
.5627 



4066. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.4251, 



OJ000307_ 
+ 

5865 
GENSCAN 
5627 
.88 

4447. .4640, 



02.0330.C13 



5016. .5127, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47095 Seq. ID OJ000307_02 . 0330 . C13 

100121 Strand 
2911 End 
OJ000307_02.0330.C13.ol.np Method 
3077 End 
7487623 Score 
3077, .3267, 3843. .3943, 4029. .4251, 4447. .4500, 4543. .4640, 
5013.. 5136 • 
hypothetical protein T3K9.19 
gi I 3402713 I gb I AAD12007.il 
[Arabidopsis thaliana] 



OJ000307_ 
+ 

5865 
AAT/NAP 
5136 
605 



Arabidopsis thaliana 
(AC004261) hypothetical protein 



Seq. No, 


47095 








Seq. ID 


OJ000307 


_02.0330. 


C13 


Gene No. 


100121 








Strand 


+ 






Start 


2911 








End 


5865 






Name 


OJ000307 02, 


.0330, 


.C13.01 


.tc 


Method 


TBLASTX: 


Cress 




Start 


3839 








End 


4182 






GI 


none 








Score 


132 






Exons 


3839. .3943, 


3843, 


. .3944, 


4031. 


.4141, 4033. .4182., 


4035. .41 


.81 


Seq. No. 


47095 








Seq. ID 


OJ000307 


_02.0330. 


C13 


Gene No. 


100121 








Strand 


+ 






Start 


2911 








End 


5865 






Name 


OJ000307 02. 


.0330. 


.C13.02 


.ts 


Method 


TBLASTX: 


Soybean 




Start 


3858 








End 


4137 




GI 


none 








Score 


126 






Exons 


3858. .3944, 


3872. 


. .3943, 


4029. 


.4130, 4030. .4137 






Seq. No. 


47095 








Seq. ID 


OJ000307 


_02.0330. 


C13 


Gene No. 


100121 








Strand 


+ 






Start 


2911' 








End 


5865 






Name 


OJ000307 02. 


.0330. 


.013. o2 


. tm 


Method 


TBLASTX: 


Maize 




Start 


4056 








End 


4509 






GI 


none 








Score 


215 






Exons 


4056. .4238, 


4057. 


, .4251, 


4444 . 


.4509 








Seq. No. 


47095 








Seq. ID 


OJ000307 


_02,0330. 


C13 


Gene No. 


100121 








Strand 


+ 






Start 


2911 








End 


5865 







48758 




Name 


OJ000307 02 


. 0330. 


X13.ol.ts 


Method 


TBLASTX: 


Soybean 


Start 


4428 






End 


5376 


GI 


none 






Score 


88 




Exons 


4428. .4640, 


4429. 


,.4641, 4452 


..4640, 5017. .5133, 


5021. .5125, 




5022. . 5129, 


5293. 


, .5376 








Seq. No. 


47095^. ; . 






Seq. ID 


OJ.000307 


_02.0330.C13 


Gene No. 


100121 






Strand 


+ • 




Start 


2911 






End 


5865 




Name 


OJ000307_02 


.0330. 


,C13.ol.tm 


Method 


TBLASTX: 


Maize 


Start 


4584 






End 


5648 




GI 


none 






Score 


73 




Exons 


4584 . .4631, 


4585. 


.4638, 5001 


..5129, 5008.. 5133, 


5292. .5405, 




5292. .5405, 


5293. 


. .5409, 5487 


..5648, 54 


87. .5621, 


5488 . . 5634, 




5549. . 5647 












Seq. No. 


47096 






Seq. ID 


OJ000307 


_02.0330.C14 


Gene No. 


100122 






Strand 


+ 




Start 


50 






End 


3394 




Name 


OJ000307 02 


.0330. 


C14 .ol .np 


Method 


AAT/NAP 




Start 


50 






End 


3060 




GI 


6714281 






Score 


322 




Exons 


50. .92, 1436. .1569, 2510. .2575, 2658.. 


2755, 2865.. 3060 


GI Descrip. 


(AC017118) 


F6N18. 


13 [Arabidopsis thaliana] 




Seq. No. 


47096 






Seq. ID 


■ OJ000307 


_02.0330.C14 


Gene No . 


100122 






Strand 


+ 




Start 


50 






End 


3394 




Name 


OJ0003b7 02 


.0330. 


C14 .ol.gs 


Method 


GENSCAN 




Start 


222 






End 


3394 




GI 


none 






Score 


.95 




Exons 


222. .273, 1436. .1548, 2510..: 


2572, 2658 


..2700, 2865. .3116, 




3236. .3345, 


3374. 


.3394 








Seq. 'No. 


47097 






Seq. ID 


OJ000307 


_02.0330.C15 


Gene No. 


100123 






Strand 


+ 




Start 


1 






End ... 


1738 




Name 


OJ000307 02 


.0330. 


C15.ol.np.. 


Method 


AAT/NAP 




Start 


1 






End 


1738 




GI 


6714281 






Score 


341 




Exons 


1..884, 1616. .1738 








GI Descrip. 


(AC017118) 


F6N18. 


13 [Arabidopsis thaliana] 




Seq. No. 


47097 






Seq. ID 


OJ000307 


_02.0330.C15 


Gene No. 


100123 






Strand 


+ 




Start 


1 






End 


1738 




Name 


OJ000307 02 


.0330. 


C15. ol.gs 


Method 


GENSCAN 




Start 


67 






End 


884 




GI 


none 






Score 


.72 




Exons 


67. .884 












Seq. No. 


47098 






Seq. ID 


OJ000307 


^02.0330.C16 


Gene No. 


100124 






Strand 


+ 




Start 


1 






End 


1106 




Name 


OJ000307 02 


.0330. 


C16.ol.np 


Method 


AAT/NAP 




Start 


1 






End 


1106 




GI 


6714281 






Score 


134 





48759 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start' 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..24, 555. .766, 892. .1106 

(AC017118) F6N18.13 [Arabidopsis thaliana] 



47098 Seq. ID 

100124 Strand 
1 End 
OJ000307_02 . 0330 . C16 . o2 ,. np Method 

1 . End 
476949 Score 
1..27, 536. .766, 892. .984 

transcription initiation factor IID 230K chain 
(Drosophila melanogaster ) 



OJ000307_02 . 0330 . C16 
+ 

1106 
AAT/NAP 
984 
57 



fruit fly 



47098 Seq. ID 

100124 Strand 

1 End 
OJ000307_02 .0330.C16.ol.gs Method 

560 End ■ 

none ■ Score 

560. .730, 892. .984 



47099 Seq. ID 

100125 Strand 

1 End 266 
OJ000307_02 . 0330 . C17 . ol . np - Method AAT/NAP 

1 End 266 

6714281 Score 303 
1. .266 

{AC017118) F6N18.13 [Arabidopsis thaliana] 



OJ000307_02.0330.C16 
+ 

1106 
GENSCAN 
984 
.68 



OJ000307 02.0330.C17 



47099 

100125 

1 

OJ000307_02 .0330.C17 .ol.tm 
1 

none 

1..264, 2.. 265, 3''. .266 

47099 

100125 

1 

OJ000307_02 .0330.C17.ol.gs 

135 

none 

135.. 264 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_02. 0330.C17 
266 

TBLASTX: Maize 

266 

401 



OJ000307_02.0330.C17 
266 

GENSCAN 

264 

.86 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 



47100 Seq. ID 

100126 Strand 

1 End 

OJ000307_02 . 0330 . C18 . ol . np Method 

1 End 

7297920 Score 
1..95, 1036. .1280 

(AE003635) CG6618 gene product [Drosophila melanogaster] 



OJ000307_02. 0330.C18 
+ 

5915 
AAT/NAP 
1280 
80 



47100 
100126 



Seq. ID OJ000307_02.0330.C18 
Strand + 



48760 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



5915 
AAT/GAP 
1298 
656 



OJ000307_02.0330.C18.ol.gp 
391 

LIB34 32-017-P1-K1-B3 
391. .548,, 1103.-. 1298 

M589536/dbj IBAA76790.il l.Oe-11 (AB023163) KIAA094 6 protein 
[Homo sapiens] * . 



47100 

100126 

1 

OJ000307_02.0330.C18 .ol.gs 

523 

none 



Seq. ID OJ000307_02.0330.C18 



Strand 
End 

Method 

End 

Score 



+ 

5915 
GENS CAN 
5581 
. 61 



523. .548, 1103. .1408, 2054. .2091, 2781. .2979, 3433. .3564, 
4234. .4477, 4796. .4971, 5340. .5413, 5509. .5581 



47100 Seq. ID 

100126 . * Strand 

1 End 
OJ000307_02 . 0330 .018 . o2 . np Method 

2851 End 

4325344 Score 
2851. .2979, 
5340. .5422, 



3433. 
5509. 



.3564, 
.5624, 



,4133, 4234. .4477, 

,5915 



OJ000307_02. 0330. 018 
+ 

5915 
AAT/NAP 
5915 
1148 

4796. .4971, 



3930. 
5896. 

(AF128393) similar to beta-transducins (Pfam: PF00400, 
Score=71.7, E=1.5e-17, N=6) [Arabidopsis thaliana] 



47100 

100127 

1497 

OJ000307_02. 0330.018 .o2.tm 

198 

none 



Seq. ID OJ000307_02. 0330.018 



Strand 
End 

Method 

End 

Score 



2010 

TBLASTX: Maize 

446 

136 



198. .311, 230. .325, 231. .311, 365. .442, 384. .446 



Seq. No. 47100 

Gene No. 100127 

Start , 1497 

Name OJ000307_02 . 0330.018 . ol 

Start 393 

GI none 

Exons 393.'. 497, 1100.. 1315, 1 
1435. .1497 

Seq. No. 47100 

Gene No. 100127 

Start 1497 

Name OJ000307_02 . 0330 . 018 . ol 

Start 450 

GI none 

Exons 450.. 551, 1099.. 1242, 1 
1312. . 1467 

Seq. No. 47100 

Gene No. 100127 

Start 1497 



Seq. ID - OJ000307_02. 0330. 018 
Strand 

End 2010 
.ts Method TBLASTX : Soybean 

End 1497 

Score 82 
100. .1309, 1152. .1310, 1348. .1365, 



Seq. ID OJ000307_02. 0330. 018 
Strand 

End * 2010 
.tm Method TBLASTX : Maize 

End 14 67 

Score 433 
100. .1378, 1131. .1466, 1137. .1466, 



Seq. ID OJ000307_02. 0330. 018 
Strand 

End 2010 



48761 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . . 

Exons 



OJ000307_02.0330.C18.ol.tc 
1118 
•none ' 

1118. .1255, 1136. .1216, 1147, 

47100 

100127 

1497 

OJ000307_02 . 0330 . C18 . o2 . gp 

1497 

none 

1497. .2010 



Method TBLASTX: Cress 
End 1255 
Score 183 
.1236, 1147. .1215 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000307_02 . 0330. G18 

2010 
AAT/GAP 
2010. 
1024 



OJ000307 02.0330.C18 



47100 Seq. ID 

100128 Strand 

4 7 94 End 
OJ000307_02 . 0330 . C18 . o2 . ts Method 

4 794 End 

none Score 

4794. .4991, 4795. .4974, 5337. .5423, 5339. .5419, 5507. .5569, 
5520.. 5567 



5569 

TBLASTX: Soybean 

5569 

264 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 



47101 Seq. ID OJ000207_05 . 0331 . C3 

100129 Strand 

1 End 2040 

OJ000207_05.0331.C3.ol.np Method AAT/NAP 

1 End 2040 

6522541 Score 1232 

1..2040 

(AL132955) receptor-kinase like protein [Arabidopsis thaliana] 



47101 
100129 
1 

OJ000207_05.0331.C3.ol.tc 
3 

none 



Seq. ID OJ000207_05.0331.C3 
Strand 

2040 

TBLASTX: Cress 
2038 
37 



End 

Method 
End 
Score 

3. .119, 658. .786, 711. .1181, 753. .1181, 756. .1181, 756. .1022, 
759. .1181, 759. .953, 759..10'25, 759. .1166, 759. .1.067, 759. .1181, 
760. .1065, 760. .915, 760. .921, 762. .1166, 807. .1187, 831. .929, 
901. .1062, 903. .1187, 976. .1068, 1050. .1184, 1190. .1459, 
1190. .1453, 1190. .1453, 1190. .1456, 1190. .1321, 1191. .1358, 
1232. .1453, 1457. .1552, 1586 .. 177 1 , 1586 .. 1777 , 1586. .1777, 
1772. .2038, 1772. .2038, 1772. .2038, 1775. .2038, 1778. .1837, 
1787. .2038, 1790. .2038, 1862. .2038 



47101 
100129 ■ 
1 

OJ000207 
3 

none 



05.0331.C3.o2.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



3. .134, 10. .126, 174. .341, 196. .342 



47101 

100129 

1 



Seq. ID 

Strand 

End 



OJ000207_05.0331.C3 
2040 

TBLASTX: Maize 

342 

66 



OJ000207 05. 0331. C3 



2040 



48762 




Name 


UJUUU^iU / UO.UJol.bo. 


0^ , US 


Me unoa 


i nliAb i A : 


Soybean 




Q 4. — ~. J_ 


0 




bna 


/I Q 9 






n T 


none 




Score 


no 






Exons 








A QO 






Seq. No. 


47101 




Seq. ID 


OJ000207 


_05.0331 


.C3 


Gene No. 


100129 




Strand 








0 tan. 


± 




lijna 


9 n yi n 
z u 4 u 






Name 


UJUUUZU/ UD.Uool.bO. 


OZ . uC 


Method 


T D T A C T< V . 

1 DliAb i A : 


Cress 




btiarr 


0 n 1 






/I Q 9 

4 0 z 








none 




Score 


1 R T 
10/ 






TT^ 


9 01 /IP'? 909 Ann 












Q 0 /T KT 0 
0 c (.J . LN U . 


4 7 1 m 

4 / ± U X 






0.7000907 
wu u u u z u / 


OR ■ 0 ^"^1 
u o . U 0 J X 




Gene No. 


100129 




strand 








Start 


1 




End 


2040 






Name 


OJ000207 05. 0331. C3. 


ol . gs 


Method 


GENSCAN 






Start 


617 




End 


1994 






GI 


none 




Score 


.78 






Exons 


617. .769, 1487. .1994 













Seq. No. 47101 Seq. ID 

Gene No. 100129 Strand 

Start 1 End 

Name OJ000207_05 . 0331 . C3 . ol . ts Method 

Start 672 End ' 

GI none Score 

Exons 672. .1217, 756. .1013, 757. .951, 759 



OJ000207 05. 0331. C3 



11-90. .1381, 
1784. .2038 



1586. .1762, 1601. .1681, 



2040 

TBLASTX: Soybean 
2038 
99 

.1166, 1160. .1453, 
1617. .1727, 1772. .2023, 



Seq. No. 47101 

Gene No. 100129 

i;3 Start 1 

-=J Name OJ0002A7_05 . 0331 . C3 . ol . tm 

U Start 756 

\ ~ GI none 

it Exons 756.. 863, 757. '.855, 850.. 999, 
1134. .1187, 1181. .1318, 1211. 

O 1322. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000207 05. 0331. C3 



2040 

TBLASTX: Maize 
1886 
66 

921. .1103, 960.. 1070, 990.. 1166, 
1390, 1245. .1391, 1247. .1366, 



.1438, 1502. .1885, .1524. .1886 



Seq. No. 47101 

Gene No. 100129 

Start 1 

Name OJ000207_05 . 0331 . C3 . ol . tw 

Start 820 

GI none 
Exons 



Seq. ID OJ000207_05.0331.C3 
Strand 
End 

Method 
End 
Score 



2040 

TBLASTX: Wheat 

1897 

53 



820. .966, 885. .1004, 1081. . 1131, 1104. -.1151, 1196. .1393, 
1241. .1309, 1412. .1822, 1481. .1837, 1718. .1897 



Seq. No. 47102 

Gene No. 100130 

Start 351 

Name OJ000207_05 . 0331 . C4 .ol .gs 

Start 351 

GI none 

Exons 351.. 372, 438.. 489, 1030.. 1087 



Seq. ID OJ000207_05.0331.C4 
Strand 

End 1087 

Method GENSCAN 

End 1087 

Score .72 



48763 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start .. 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47103 . 
100131 
1 

OJ000207__05, 
1 

7486858 
1..219, 757, 



0331.C6.ol.np 



1049 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_ 
+ 

1274 
AAT/NAP 
1049 
739 



05. 0331. C6 



hypothetical protein Tlllll.lOO - Arabidopsis thaliana 
gi|5123703|emb|CAB45447.1| {AL079347) invertase-like protein 
[Arabidopsis thaliana] gi | 7270437 | emb | CAB8Q203 . 1 | (AL161586) 
invertase-like protein [Arabidopsis thaliana] 



47103 Seq. ID 

100131 Strand 

1 End 

OJ000207_05. 0331.C6.ol.gs Method 

66 End 

none Score 
66. .219, 757. .1052 



OJ000207_05.0331.C6 
+ 

1274 
GENS CAN 
1052 
.67 



OJ000207_05.0331.C6 

4- 



47103 Seq. ID 

100131 Strand 

1 End 1274 

OJ000207_05.0331.C6.ol.gp Method AAT/GAP 

736 . End 1274 

35853_1.R1.084 Score 951 
736. .1274 

'3287693 l.Oe-26 (AC003979) Similar to LIM17 gene product 
gb_1653769 from the genome of Synechocystis sp. gb_D90916 
[Arabidopsis thaliana] ' 



47103 

100132 

2119 

OJ000207_05. 0331.C6.o2.gs 

2119 

none 



Seq. ID OJ000207 05. 0331. C6 



Strand 
End 

Method 

End 

Score 



+ 

4850 
GENSCAN 
3630 
. 93 



2119. .2610, 2625. .3270, 3324, .3541, 3553. .3630 



47103 Seq. ID 

100132 Strand 

2119 End 

OJ000207_05 . 0331 . C6 . o2 . np Method 

2150 End ■ 

7267646 Score 
2150.. 2194, 4631.. 4850 

(AL161515) neutral invertase like protein [Arabidopsis thaliana] 



OJ000207_05. 033,1. C6 
+ 

4850 
AAT/NAP 
4850 
154 



47103 

100133 

5834 

OJ000207_05. 0331.C6.o3.gs 

5834 

none 



Seq. ID OJ000207 05. 0331. C6 



Strand 
End 

Method 
-End 
Score 



8508 
GENSCAN 
8508 
.58 



5834. .6969, 7056. .7513, 8205. .8433, 8499. .8508 



48764 




Seq. No. 


47103 


Seq. ID 


OJ000207_05.0331.C6 


Gene No. 


100134 


Strand 




Start 




End 


11879 . 


Name 


UJUUUzU/ Uo.Uooi.Ob.Oi.uS 


Method 


TBLASTX: Soybean 


Start 




End 


1004 


GI 


none 


Score 


288 


Exons 


b..zio, f\j*,Zxyf 1 0^ 


'..1004, 761. .937 


Seq. No. 


4 / iU J 


Seq. ID 


OJ000207_05. 0331. C6 


Gene No, 


100134 


Strand 




Start 


10531 


End 


11879 


Name 


UJUUUzU/ UO . Uoo 1 . Lb . Oi . tm 


Method 


TBLASTX :Maize 


Start 


/ D 


End 


4853 


GI 


none 


Score 


195 


Exons 


10c; Tin TOjI ito ott 

/D..ioO, iiy..io4, i/J..Zl/, 


174 . .218, 


749. .1045, 755. .103' 




n ^ c inc;o ^^^^'^n /i^^qq 
/3D..1UDZ, 4boU..4byo, 4ibJl. 


.4690, 4700. .4840, 4701. .4853 


Seq. No. 


47103 


Seq. ID 


OJ000207_05.0331.C6 


Gene No. 


100134 


Strand 




Start 


10531 


End 


11879 


Name 


OJ000207 05.0331.C6.ol.tc 


Method 


TBLASTX: Cress 


Start 


132 


End 


4844 


GI 


none 


Score 


36 


Exons 


132. .158, 159. .218, 164. .271, 164. .217 


, 749. .940, 754. .942, 




755. .1039, 756. .1043, 4630.. 


4698, 4701 


..4844, 4706.. 4840 


Seq. No. 


47103 


Seq. ID 


OJ000207_05.0331.C6 


Gene No. 


100134 


Strand 




Start 


10531 


End 


11879 


Name 


OJ000207 05.0331.C6.o4 .gs 


Method 


GENSCAN 


Start 


10531 


End 


11879 


GI 


• none 


Score 


.72 


Exons 


10531. .10537, -10802. .10824, 


10954 .. 10980, 11419. .11579, 




11831. .11879 






Seq. No. 


47104 


Seq. ID 


OJ000207__05.0331.C7 


Gene No. 


100135 


Stra'nd 


-1- 


Start 


481 


End 


930 


Name 


OJ000207 05.0331.C7.ol.gs 


Method 


GENSCAN 


Start 


481 


End 


930 




none 


Score 


.75 


Exons 


481. . 603, 919. , 930 






beq. NO. 


47104 


Seq. ID 


OJ000207_05.0331.C7 


Gene No . 


.100136 


Strand 


+ 


Start 


2912 


End 


3054 


Name 


OJ000207 05.0331.C7,.,ol.gp 


Method 


AAT/GAP 


Start 


2912 


End 


3054 


GI 


LIB34 31-027-P1-K1-D5 


Score 


234 


Exons 


2912. .3054 






V_l U. L/ S3 O -L VJ . 


'2190552 l.Oe-21 (AC001229) 


Similar to 


Holcus major pollen 




allergen (gb_Z27084) . [Arabidopsis thaliana] ' 


Seq. No. 


47104 


Seq. ID 


OJ000207_05.0331.C7 


Gene No. 


100137 


Strand 




Start 


1 


End 


3186 


Name 


OJ000207 05.0331.C7.ol.np 


Method 


AAT/NAP 



48765 




start 1 End 3186 

GI 5917666 Score 144 

Exons 1..639, 3159.. 3186 

GI Descrip. (AF159297) extensin-like protein [Zea mays] 





*i / X U *± 




oeq . X u 




o '5 '5 1 nn 




100] ^7 

X W W X -J / 




O l_X dllvJ 






o u d i- c 


1 

X 






T ft ^ 
O X 0 D 




Name 


OJ000207 05.0331.C7.o2. 


gs 


Method 


GENSCAN 




Start 


1794 




End 


2308 




r;T 
\j J. 


none 




Score 


7 






17Q4 9nSR 91 ^^Q 9*^00 










c^arr Mr* 


47 1 OS 

*i / X U U 




oeq . X u 


O TO 00907 OR 


0 ^ '5 1 PQ 




1 001 ?R 
X u vj X J o 




O U X cillU. 


X 




o Ldl. L 


7 S 




Hjna 


I 1 n R 

I I U D 




Name 


OJ000207 05.0331.C8.ol. 


gs 


Method 


GENSCAN 




Start 


75 




End 


1105 




\j J. 


n OTi 




Score 


ft ft 






7S 9^^(^ '^09 iins 










O • IN . 


4 7 1 

4 / X U U 




Seq. ID 




A Q 'D T r*r\ 

. U O J 1 . 




1 001 '^Q ^ 

X u U X O 




Strand 








S 7 




End 


/I tf; ft 

4 0 DO 




Name 


OJ000207 05.0331.C9.ol. 


gs 


Method 


GENSCAN 




Start 


57 




End 


4668- 






none 




Score 


(^ft 

. DO 






R7 ISO 1R14 IR'^'^ 9ft 


93. .3027, 3047. 


.JzUo, OJZO. , 


. 4 D DO 


<^^o Mo 


4 7 1 0 (=; 

/ X U U 




Seq. ID 


Pi 70 0 O 9 07 OR 


n '5 "3 1 Q 
. u J o 1 . L, y 




1 001 4 0 

X U U X 4 u 




Strand 






O L. di. u 


J w) J -7 




End 


R ft "7 1 
0 O / 1 






n,T000907 OR O'^'^l PQ o9 


gs 


Method 


GENSCAN 




O L. d X 


R S S Q ~ 

J J U -7 




End 


5871 




GI 


none 




Score 


.83 




Exons 


5559. .5570, 5610. .5728, 


5745. 


.5871 






OcJL^ . L>HJ • 


471 07 

4 / X U / 




Seq. ID 


OJ000207_05. 


. Uo . Liu 




1 001 4 1 

X U VJ X 4 X 




Strand 


+ 




o udi. u 


1 
X 




End 


6195 




Name 


07000907 OR O"^"^! PIO r\^ 


.np 


Method 


AAT/NAP 




Of- y--}- 

o udi- I- 


X 




End 


6195 




GI 


73648 




Score 


116 




Exons 


1..154, 589. .735, 3387. 


.3698, 


3816. .3930, 4027. .42£ 


J3, 6146. 


GI Descrip. 


immediate-early protein 


IE180 


- suid herpesvirus 1 


(strain 




Indiana-Funkhauser) 










Seq. No. 


47107 




Seq. ID 


OJ000207_05. 


0331. CIO 


Gene No. 


100141 




. Strand 


+ 




Start 


1 




End 


6195 




Name 


OJ000207 05. 0331. CIO. ol 


.gs 


Method 


GENSCAN 




Start 


52 




End 


4925 




GI 


none 




Score 


.41 




Exons 


52. .381, 398. .488, 514. 


.1647, 


2876. .2919, 3285. .4752, 4869. 



Seq. No. 47107 Seq. ID OJ000207_05 . 0331 . CIO 

Gene No. 100142 Strand . - 



48766 



start 


5483 




End 


S Q?7 

•J ^ C. 1 






Na.in© 




• 9^ 


Mo ^~ Vi ^ 

Lie UlivJLl 


ili IN O V^riiN 








S4 ft ^ 




PnH 








GI 


none 




Score 


ft 1 

. O J- 




















■ W ■ 


4 7108 




Seq. ID 


OJ000207 


\JD • U O J X 


PI ^ 
. X X 


Gene .No. 


100143 ■ 




Strand 


+ 






Start 


5931 




End 


7808 






Naiue 


OJ000207 05 0331 Cll ol 


.np 


Method 


AAT/NAP 






Start 


5931 ~ 




End 


7808 






GI 


690708 6 




Score 


1492 








5931 6696 6754 6921 


7166. 


.7287, 7402. .7560, 


7 fil 7 7f 


^ OR 
J u o 


ox O X x^ * 


fAPOOl 1 29^ h vnoi-hpl- i r;=i 1 


protein [Oryza 


sativa] 






O • • 


4 7108 




Seq. ID 


OJ000207 


U O • U O O X . 


PI 1 


Gene No . 


1Q0144 




Strand 








Start 


4060 




End 


4534 






Name 


OJ000207 05. 0331. Cll. ol, 


.gp 


Method 


AAT/GAP 






Start 


4060 




End 


4534 






\J X 


38782 1.R1084 




Score 


750 






Xj AWi 


4060. .4534 












ox x/co^xx^* 


' 6069643/dbj IAP000616.1 


IAP000616 O.Oe+00. Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 ' 








Seq. No. ' 


47109 




Seq. ID 


OJ000207 


_05.0331, 


.C12 


Gene No. 


100145 




Strand 


+ 






Start 


. 188 




End 


792 






IN dlUC 


OJ000207 05.0331.C12.ol. 


■ gs 


Method 


GENSCAN 






o u cix u 


188 




End 


792 






GI 


none 




Score 


.87 






ill A W i 1 o 


188. .242, 674. .792 












9prT No 


47109 




Seq. ID 


OJ000207 


_05.0331. 


X12 


Gene No. 


100146 




Strand 








Start 


21 




End 


1455 






Name 


OJ000207 05.0331.C12.ol. 


,np 


Method 


AAT/NAP 






Start 


. 21 




End 


1455 






GI 


6907088 




Score 


1092 






"E von 


21. .407, 905. .1142, 131E 


J. .1455 








GT Dp p T" 1 d 


(AP001129) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47110 




Seq. ID 


OJ000207 


_05.0331. 


,C13 


Gene No. 


100147 




Strand 


+ 






Start 


2655 




End 


4372 






Name 


OJ000207 05.0331.C13.o2. 


gs 


Method 


GENSCAN 






Start 


2655 




End 


4372 






GI 


none 




Score 


.94 






Exons 


2655.. 2887, 2935.-4372 













Seq. No. 47110 Seq. ID 

Gene No. 100148 Strand 

Start 1 • End 

Name OJ000207_05 . 0331 . C13 . ol . np ' Method 

Start 1 End 

GI 4680186 Score 

Exons 1..88, 591. .729, 2900. .3040 



OJ000207_05.0331.C13 

3040 
AAT/NAP 
3040 
186 



48767 




GI Descrip. 


(At ill /uy; . unKnown [Oryza 


sativa subsp, 


, indica] 






Seq. No. 


47110 


Seq. ID 


OJ000207_05 


.0331 


.C13 


Gene No. 


100149 


Strand 










(^1 1 "7 


bna 


DZ D / 






Name 


ujuuu^u / uo . uo oi , Li J . o J . gs 


Method 


GENSCAN 








oil/ 


End 


6257 






oX . . 


none 


Score 


. 61 






Exons 


D 1 i / . . DZ 0 / 










Seq. No. 


47111 


Seq. ID 


OJ000207_05 


.0331 


.C14 


Gene No. 


100150 


Strand 










1 Q 0 
1 0 Z 


bna 


1 4 Z 4 






Name 


UJUUUZU/ UO . (Jo Ji . Li4 , oi . gs 


Method 


XT r> r> TV XT 

GENSCAN 






Start 




End 


1424 








none 


Score 


o o 






Exons 












Seq. No. 


47112 


Seq. ID 


OJ000207_05 


.0331, 


.C15 


Gene No. 


100151 


Strand 








b car u 


Q 0 O 

o Z Z 


End 


14 JD 






Name 


OJUuUzU / (JO . Uool . C15 . ol . gs 


Method 


GENSCAN 






Start 


o o o 
OZZ 


End 


1435 








none 


Score 


. 6 / 






Exons 


OOO 11AT lA'DA T/IOC 

ozz..liyi, Izj0..14i5 










O n j~r 'Kin 

beq , No . 


^ 1 LIZ 


Seq. ID 


OJ000207 05 


. 0331 . 


. C15 




100152 


Strand 








Start 


1 


End 


190 






Name 


OJ000207 05.0331.C15.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


190 






GI 


7340884 


Score 


126 






Exons 


1. .190 










GI Descrip. 


{AP001551) Similar to Antirrhinum majus 


i transposon 


Tam3 


gene 



transposase. (AB013982) [Oryza sativa] 



Seq. No. 


47113 




Seq. ID 


OJ000207_05.0331, 


.C16 


Gene No. 


100153 




Strand 






Start 


110 




End 


2167 




Name 


OJ000207 05.0331.C16 


. ol . gs 


Method 


GENSCAN 




Start 


110 




End 


2167 




GI 


none 




Score 


.54 




Exons 


110. .299, 477. .621, 


710. .871, 


2107. .2167 




Seq. No. 


47114 




Seq. ID 


OJ000207 05.0331. 


.C17 


Gene No. 


100154 




Strand 


+ 




Start 


832 




End 


5478 




Name 


OJ000207 05.0331.C17 


. ol . np 


Method 


AAT/NAP 




Start 


832 




End 


5478 




GI 


7447850 




Score 


735 




Exons 


832. .883, 4867. .5478 










GI Descrip. 


hypothetical protein 


F3L17.50 


- Arabidopsis thaliana 





gi|5262759|emb|CAB45907.1| (AL080283) putative protein 
[Arabidopsis thaliana] gi | 7270051 | emb | CAB7 98 66 . 1 | (AL161579) 
putative protein [Arabidopsis thaliana] 



Seq. No. 47114 Seq. ID OJ000207_05 . 0331 . C17 

48768 




Gene No. 100154 Strand + 

Start 832 End 5478 

Name OJ000207_05 . 0331 . C17 . ol . gp Method AAT/GAP 

Start 4765 End 5218 

GI 49663_1.R1084 Score 885 

Exons 4765.. 5218 

GI Descrip. M206196/gb | AAD11584 . 1 | AAD11584 3.0e-10 (AF071527) hypothetical 
protein [Arabidopsis thaliana] ' 





Seq. No. 


47114 








Seq. ID 


OJ000207_05.0331 


.017 




Gene No. 


lUUi04 








Strand 


+ 






Start 


O T o 








End 


5478 






Name 


OJUUU^O/ 05 


. 0:331 


.017 . o3 


.gs 


Method 


GENSOAN 






Start 


4 0 o4 








End 


5458 








none 








Score 


. 63 






Exons 


A O O A C A C Ct 

4b«4 . .5458 
















Seq. No. 


4 7114 








Seq. ID 


OJ0.00207_05.0331 


.017 




bene no . - 


100155 








Strand 








Start 


1645 








End 


2170 






Name 


OJ000207 05 


. 0331 


.017 . ol 


.gs 


Method 


GENSOAN 






Start 


lo4 5 








End 


2170 






GI 


none 








Score 


. 77 




T =? 


Exons 


lo45 . .1739, 


1861 


. .2170 










f ?=: 


Seq. No. 


47114 








Seq. ID 


OJ000207_05.0331 


.017 




Gene No. 


100156 








Strand 






; b? 


otari: 


O O Q 1 

y 1 








End 


3175 




fl 


Name 


OJ000207 05 


0331 


.017 . o2 


.gs 


Method 


GENSOAN 




: . E 


Start 


^do 91 








End 


3175 




H 


bl 


none 








Score 


. 82 




! y 


Exons 


zby 1 . , Jl /5 
















Seq. No. 


47114 








Seq. ID 


OJ000207_05.0331 


017 


I J 


Gene No. 


100157 








Strand 






"= 


o tart 


A Q Q n 








End 


5468 






Name 


OJ000207 05. 


0331 


.017 . ol 


ts 


Method 


TBLASTX cSoybean 






Start 


yi O O A 








End 


5258 




f SI. 


GI 


none 








Score 


364 






Exons 


4882 . .4911, 


4884 


. . 5138 , 


4884 . 


.5012, 4g 


'95.. 5098, 5103.. 5258, 


f 




CT/"? CACT 

514 7. . 5257 
















Seq. No. 


47114 








Seq. ID 


OJ000207_05.0331 


017 




Gene No. 


100157 








Strand 








Start 


4882 








End 


5468 






Name 


OJ000207 05. 


0331 


.017.01. 


tc 


Method 


TBLASTX :Oress 






Start 


4884 








End 


5456 






GI 


none 








Score 


327 






Exons 


4884. .5138, 


4916 


. .5095, 


5103. 


.5456, 5147. .5455 






Seq. No. 


47114 








Seq. ID 


OJ000207_05.0331. 


017 




Gene No. 


100157 








Strand 








Start 


4882 








End 


5468 






Name 


OJ000207 05. 


0331 


.017.01. 


tm 


Method 


TBLASTX: Maize 






Start 


4913 








End 


5468 






GI 


none 








Score 


318 






Exons 


4913. .5098, 


4917 


. .5144, 


5103. 


.5468, 5147. .5467 





48769 



Seq. No. 47115 
Gene No. 100158 
Start 1 

Name OJ000207_05 . 0331 . C18 . ol , np 

Start 1 
GI 7447851 
Exons 1..46, 288.. 815 

GI Descrip. . hypothetical protein F3L17.60 - Arabidopsis thaliana 

gi|5262760|enib|CAB45908.1| (AL080283) Beta-COP-like protein 
[Arabidopsis thaliana] gi | 7270052 | emb I CAB79867 . 1 | (AL161579) 
Beta-COP-like protein [Arabidopsis thaliana] 



Seq. ID OJ000207_05.0331.C18 

Strand + 

End 1005. 

Method. AAT/NAP 

End 815 

Score 747 





Seq. No. 


4 /llo 






Seq. ID 


OJ000207 05.0331 


. C18 




Gene No. 


lOUloo 






Strand 


+ 






Start 


1 






End 


1005 






Name 


OJ000207 05.0331.C18 


.ol, 


. tc 


Method 


TBLASTX: Cress 






Start 


296 , 






End 


745 , 






GI 


none 






Score 


689 






"Exons 


296. . 340, 298 . .744, 


298 


. . 744, 


389 . . 745 








Seq. No. 


47115 






Seq. ID 


OJ000207 05.0331, 


.C18 




Gene No . 


100158 






Strand 


4- 






Start 


1 






End 


1005 






Name 


OJ000207 05.0331.C18 


.ol, 


.tm 


Method 


TBLASTX: Maize 






Start 


,298 






End 


813 




I y 




none 






Score 


848 




f =5 


Exons 


OAO oto of\o 

298 .. 813, 298 813 














Seq. No. 


4 /115 






Seq. ID 


OJ000207_05 . 0331 , 


.C18 




Gene No. 


100158 






Strand 


+ 






Start 


1 






End 


1005 






Name 


OJ000207 05.0331.C18 


.01, 


. ts 


Method 


TBLASTX: Soybean 






Start 


298 






End 


813 






GI 


none 






Score 


623 






Exons 


298. .711, 298. . 675, 


300. 


. .680, 


676. .813, 


682. .810 




It ST 


Seq. No. 


47115 






Seq. ID 


OJ000207_05.0331, 


.C18 




Gene No. 


100158 






Strand 


+ 






Start 


1 






End 


1005 






Name 


OJ000207 05.0331.C18 


.ol. 


. tw 


Method 


TBLASTX: Wheat 






Start 


298 






End 


481 






GI 


none 






Score 


283 






Exons 


298. .480, 298. .480, 


398, 


, .481 










Seq. No. 


47115 






Seq. ID • 


OJ000207_05.0331. 


,C18 




Gene No. 


100158 






Strand 


+ 






Start ^ 


1 






. .End 


1005 






Name 


OJ000207 05.0331.C18 


.ol. 


gp 


Method 


AAT/GAP 






Start 


301 






End 


843 






GI 


24251 1.R1084 






Score 


971 





Exons 301.. 843 

GI Descrip. ' 5262759/emb | CAB45907 . 1 ! 1.0e-.126 (AL080283) putative protein 
• [Arabidopsis thaliana] * 



Seq. No. 
Gene No. 



47115 
100158 



Seq. ID OJ000207_05.0331.C18 
Strand + 



48770 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000207_05 . 0331 , 018 . ol . gs 

301 

none 

301. .810, 961. .1005 



End 

Method 

End 

Scoxe 



1005 
GENSCAN 
1005 
.62 



47116 
100159 

1. 

OJ000207_05. 0331.C20.ol.np 
1 

6522592 
1. .728 

(AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ000207_05.0331.C20 
Strand 

End 728 

Method AAT/NAP 

End 728 

Score 448 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47116 

100159 

1 

OJ000207_05.0331.C20.ol.tc 
3 

none 



Seq. ID OJ000207_05.0331.C20 
Strand 

End 728 
Method TBLASTX : Cress 
End 728 
Score 59 

3. .632, 15. .653, 15. .560, 15. .74, 28. .192, 70. .171, 78. .653, 
210. .629, 237. .629, 286. .615, 288. .368, 418. .600, 624. .722, 
633. .722, 636. .722, 636, .722, 639. .728, 645. .707 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. Nd. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47116 

100159 

1 

OJ000207_05.0331.C20.ol.tm 
15 

none 



Seq. ID OJ000207_05.0331.C20 

Strand 

End 728 

Method TBLASTX : Mai ze 

End 722 

Score 57 



15. .632, 24. .653, 636. .722, 636. .722, 645. .713 



47116 
100159 

1 - ■ 

OJ000207_05.0331.C20.ol.ts 

15 

none 



Seq. ID OJ000207_05.0331.C20 
Strand 

End 728 

Method TBLASTX : Soybean 

End 725 

Score 55 

15. .77, 15. .641, 15. .626, 81. .632, 147. .629, 624. .725, 624. .722, 
633.. 722, 636.. 722 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47116 
100159 

1 

OJ000207_05.0331.C20.ol.tw 
15 

none 



Seq. ID OJ000207_05.0331.C20 
Strand 

End 728 

Method TBLASTX : Wheat 

End 725 

Score 210 



15. .134, 24. .272, 123. .341, 168. .413, 348. .437, 387. .725 



47117 

100160 

825 

OJ000207_05.0331.C21.ol.gs 

825 

none 



Seq. ID OJ000207_05.0331.C21 
Strand 

End 1045 

Method GENSCAN 

End 1045 

Score .68 



48771 



Exons 



825. .1045 



Seq. No. 47118 

Gene No. 100161 

Start 1 

Name OJ000207_05 . 0331 . C22 . ol . np 

Start 1_ 

GI 6522592 

Expns ■ l.;4 39 

GI Descrip. (AL133292) receptor protein kinase-like protein [Arabidopsis 
thaliana] 



Seq. ID OJ000207_05.0331.C22 

Strand ' + 

End 4 39 

Method AAT/NAP 

End .4 39 

Score 136 



Seq. No. 47118 

Gene No. 100161 

Start 1 

Name OJ000207_05 . 0331 , 022 . ol . tm 

Start 56 

GI none 
Exons 



Seq. ID OJ000207_05. 0331. 022 

Strand + 

End 439 

Method TBLASTX : Maize 

End 4 30 

Score 55 



56. .112, 114. -.164, 164. .298, 281v.430 



Seq. No. 47118 - 

Gene No. 100161 

Start 1 

Name OJ000207_05 . 0331 . C22 . ol . gs 

Start 70 

GI none 

Exons 70. .436 



Seq. ID OJ000207_05. 0331. 022 

Strand + 

End 439 

Method GENSOAN 

End 436 

Score ■ .46 



Seq. No. 47119 

Gene No. 100162 

Start 980 

Name OJ000207_05 . 0331 . 029 . ol . np 

Start 980 

GI 6522540 

Exons 980.. 1044, 1338.. 1615 

GI Descrip. (AL132955) receptor-kinase like protein [Arabidopsis thaliana] 



Seq. ID OJ000207_05. 0331. 029 

Strand + 

End 1615 

Method AAT/NAP 

End 1615 

Score 152 



Seq. No. 47119 

Gene No. 100163 

Start 1261 

Name OJ000207_05 . 0331 . 029 . ol\ gs 

Start 1261 

GI none 

Exons 1261 . . 1330 



Seq. ID OJ000207_05. 0331.029 
Strand 

End 1330 

Method GENSOAN 

End 1330 

Score .75 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47120 
100164 
■1 

OJ000207_03.0330.Ol .ol.np 
1 

4454471 



Seq. ID OJ000207_03.0330.C1 
Strand 

End 1536 

Method AAT/NAP 

End 1536 

Score 622 



1..261, 370. .681, 800. .916, 1493. .1536 

(AO006234) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 
Gene No. 
Start 



47120 

100164 

1 



Seq. ID OJ000207_03.0330.Ol 
Strand 

End 1536 



48772 



Name 

Start 

GI 

Exons 



OJ000207_03 . 0330 . CI . ol . ts Method TBLASTX : Soybean 

94 End 912 

none Score 65 

94, ,237, 140. .214, 367. .471, 460. .648, 472. .627, 548, .631, 
812. .889, 813. .890, 826, ,912 



Seq.No, 47120 Seq. ID 

Gene No. 10*0164 Strand 

Start 1 End 

Name OJ000207_03 . 0330 . CI . ol . gs Method 

Start - 166 End 

GI none Score 

Exons 166,. 261, 370.. 681, 800.. 916 

Seq. No. 47120 Seq, ID 

Gene No. 100164 Strand 

Start 1 End 

Name OJ000207_03 . 0330 . CI . ol . tm Method 

Start 376 End 

GI none Score 
Exons 



OJ000207_03,0330,C1 

1536 
GENSCAN 
916 
.97 



OJ000207_03.0330.C1 
1536 

TBLASTX: Maize 

681 

200 



376. ,624, 377. .625, 388. .627, 410. .625, 628, .681 



Seq, No. 


47121 


Seq. ID 


OJ000207_03.0330.C5 


Gene No. 


100165 


Strand 


+ 


Start 


605 


End 


1648 


Name 


OJ000207 03,0330.C5.ol.np 


Method 


AAT/NAP 


Start 


605 


End 


1648 


GI 


6721547 


Score 


98 


Exons 


605. .697, 1593. .1648 






GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 


Seq, No. 


47121 


Seq. ID 


OJ000207_03.0330.C5 


Gene No, 


100166 


Strand 




Start 


1285 


End 


1648 


Name 


OJ000207 03,0330.C5.o2.np' 


Method 


AAT/NAP 


Start 


1285 - . 


End 


1648 


GI 


4454471 


Score 


181 


Exons 


1285. .1396, 1500. .1648 






GI Descrip, 


(AC006234) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47122 Seq. ID 

100167 Strand 

36 End 

OJ000207_03.0330.C7.ol.gs Method 

36 End 

none Score 



OJ000207_03.0330.C7 

2869 
GENSCAN 
2869 
.81 



36, .138, 235. .308, 860. .925, 1206. .1289, 1365. .1570, 2773. .2869 



47122 

100167 

36 

OJ000207_03.0330.C7.ol.tm 
39 

none 



Seq. ID OJ000207_03.0330.C7 
Strand 
End 

Method 
End 
Score 



2869 

TBLASTX: Maize 

1556 

47 



39. .119, 42. .116, 224. .310, 229. .312, 234, .308, 860. .928, 
864. .929, 1203. .1289, 1204. .1287, 1365. .1556, 1365. .1556 



48773 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47122 

100167 

36 

OJ0Q0207_03 . 0330 . 07 . ol . np 
57 

7485642 

57, .138, 185. .308, 860. 



OJ000207 03. 0330. C7 



Seq. ID 
Strand 

End 2869 
Method AAT/NAP 
End 2856 
Score 140 
.925, 1206. .1289, 1365. .1584, 2773. .2856 
hypothetical protein F17L22.130 - Arabidopsis thaliana 
gi|4455275|embrCAB36811.1| CAL035527) putative protein 
[Arabidopsis thaliana] gi | 72 6*8 964 | emb | CAB8 1274 . 1 1 (AL161555) 
putative protein [Arabidopsis thaliana] 



47123 

100168 

1 

OJ000207_03.0330.C8.ol.np 
1 

7485642 
1. .42, 351. 
2467. .2681, 



OJ000207 03. 0330. C8 



Seq. ID 
Strand 

End 7560 
Method AAT/NAP 
End 6278 
Score- 1528-. 
1487. .1615, 1686. .1791, 1967, 
.3649, 4697. .4870, 6243. .6278 
hypothetical protein F17L22.136 - Arabidopsis thaliana 
gi|4455275|emb|CAB36811.1| (AL035527) putative protein 
[Arabidopsis thaliana] gi | 7268964 | emb | CAB81274 . 1 | (AL161555) 
putative protein [Arabidopsis thaliana] 



907, 
3173. 



,2029, 2117. .2321, 



fri 


Seq. No. 


47123 




Seq. ID 


OJ000207_03.0330.C8 




Gene No. 


100168 




Strand 




: Li 


Start 


1 




End 


7560 


ij 


Name 


OJ000207 03 


.0330.C8.ol.gs 


Method 


GENSCAN 


\ : I 


Start 


351 




End 


7560 


as. 

w 


GI 


none 




Score 


.78 




Exons 


351. .626, 686. .907, 1532. .1618, 1686.. 


1813, 1967.. 2018, 


: b? 




2122. .2279, 


2471. .2681, 3173. 


.3649, 4697. .5028, 5063. .5245, 






5419. .5580, 


7478. .7560 








Seq. No. 


47123 




Seq. ID 


OJ000207_03.0330.C8 




Gene No. 


100168 




Strand 






Start 


1 - , 




End 


7560 




Name 


OJ000207 03 


. 0330.C8.ol. tm 


Method 


TBLASTX: Maize 




Start 


1966 




End 


2278 


1 3 


GI 


none 




Score 


73 




Exons 


1966. .2028, 


1967. .2026, 2119. 


.2271, 2119. .2277, 2123. .2278 




Seq. No. 


47124 




Seq. ID 


OJ000207_03.0330.C9 




Gene No. 


100169 




Strand - 


+ 




Start 


3 




End 


513 




Name 


OJ000207 03 


.0330.C9.ol.np 


Method 


AAT./NAP 




Start 


3 




End 


513 




GI 


7523517 




Score 


248 




Exons 


3. .314, 459 


. .513 








GI Descrip. 


(AP001633) hypothetical protein [Oryza 


sativa] 




Seq. No. 


47124 




Seq. ID 


OJ000207__03.0330.C9' 




Gene No. 


100170 




Strand 






Start 


12 




End 


550 




Name 


OJ000207 03, 


.0330.C9.ol.gs 


Method 


GENSCAN 




Start 


12 




End 


550 



48774 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start . 
GI 

Exons 

GI Descrip, 



none 

12. .32, 170. .255, 400. .550 



Score 



.82 



47125 

100171 

4631 

OJ000207_03. 0330. CIO. o2.gp 
4631 

LIB34 32-02 6-P1-K1-G2 

4631. .4702, 4797. .4937, 5310 



Seq. ID 
Strand 
End 

Method 
End 
Score 
5581 

'4206196/gb|AAD11584.1|AAD11584 3.0e-10 (AF071527) hypothetical 
protein [Arabidopsis thaliana] ' 



OJ000207_03. 0330. CIO 
+ 

5581 
AAT/GAP 
5581 
88 9 



Seq. No. 


47125 


Seq. ID 


OJ000207 03. 0330. CIO 


Gene No . . 


100172 


Strand 




Start 


9413 


End 


12396 


Name 


OJ000207 03.0330.C10.o3.gp 


Method 


AAT/GAP 


Start 


9397 


End 


9738 


GI 


none 


Score 


639 


Exons 


' 9397. .9738 






Seq. No. 


47125 


Seq. ID 


OJ000207_03. 0330. CIO 


Gene No. 


100172 


Strand 


+ " 


Start 


9413 


End 


12396 


Name 


OJ000207 03.0330.C10.o2.gs 


Method 


GENSCAN 


Start 


9413 


End 


12396 


GI 


none 


Score 


.68 


Exons 


9413. .9801, 11042. .11192, 11305. .11383 


, 11505. .11619, 




12351. .12396 






Seq. No. 


47125 


Seq. ID 


OJ000207_03. 0330. CIO 


Gene No. 


100173 


Strand 


+ 


Start 


12318 


End 


15596 


Name 


OJ000207 03.0330.C10.o2.np 


Method 


AAT/NAP 


Start 


12318 


End 


15596 


O JL 


6978921 


Score 


314 


Exons 


12318.V-. 12397, 13339 .. 13521, 


15205. .15596 


GI Descrip. 


(AC021665) putative ABC transporter [Arabidopsis thaliana] 


Seq. No. 


47125 


Seq. ID 


OJ000207_03. 0330. CIO 


Gene No. 


100173 


Strand 


+ 


Start 


12318 


End 


15596 


Name 


OJ000207 03.0330.C10.o3.gs 


Method 


GENSCAN 


Start 


13144 


End 


15579 


GI 


none 


Score 


.93 


Exons 


13144. .13521, 15205. .15579 






Seq. No. 


47125 


Seq. ID 


OJ000207_03. 0330. CIO 


Gene No. 


100173 


Strand 


+ 


Start 


12318 


End 


15596 


Name 


OJ000207 03.0330.C10.o4.gp 


Method 


AAT/GAP 


Start 


15205 


End 


15453 


GI 


uC-osflcyp071a03bl 


Score 


407 


Exons 


15205. . 15453 






GI Descrip. 


M063751 6.0e-22 (AC005851) 


putative white protein [Arabidopsis 



thaliana] >gi_4 5104 09_gb_AAD214 95 . 1_ (AC006929) putative white 
protein [Arabidopsis thaliana] ' 



48775 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip.' 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47125 Seq. ID 

100174 Strand 

1 End 

OJ000207_03 . 0330 . CIO . ol . np Method 

1 End 

6598871 Score 



OJ000207_03, 0330. CIO 

7000 
AAT/NAP 
5268 
92 



1..126, 526.. 668, 4827-. . 4887, . 5215 .. 5268 ■ 

(AC010556) hypothetical protein [Arabidopsis thaliana] 



47125 

100174 

1 

OJ000207_03. 0330. CIO. ol.gs 

204 

none 

204. .396, 503. .647, 2865 
6986. .7000 



Seq. ID OJ000207_03. 0330. CIO 



Strand 
End 

Method 
End 
Score 
2901, 3886. 



7000 
GENSCAN 
7000 
.56 

3909, 4293. .4610, 



Seq. No. 47125 Seq. ID OJ000207_03 . 0330 . CIO 

Gene No. 100174 ' Strand 

Start 1 End 7000 

Name OJ000207_03 . 0330 . CIO . ol . gp Method 7\AT/GAP 

Start 277 End 3035 

GI 2799624 Score 907 

Exons 277.. 396, 503.. 702, 2865.. 3035 

GI Descrip. 4206196/gb | AAD11584 . 1 | AAD11584 3.0e-10 (AF071527) hypothetical 
protein [Arabidopsis thaliana] 



Seq. No. 47125 

Gene No. 100174 

Start 1 

Name OJ000207_03 . 0330 . CIO . o3 . tm 

Start 4835 

GI none 

Exons 4835.. 4930, 4836.. 4937, 4838. 

5309. .5518, 5,310.. 5510, 5440. 

Seq. No. 47125 

Gene No. 100175 

Start 12864 

Name OJ000207_03 . 0330 . CIO . o2 . tm 

Start 12864 

GI none 

Exons 12864 12899, 128 97 .. 12 950 , 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4939, 5307 
.5511, 5441 



OJ000207 03. 0330. CIO 



7000 

TBLASTX: Maize 
5521 
114 

5447, 5308.. 5367, 
5521 • 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000207_03. 0330. CIO 
15494 

TBLASTX: Maize 

13395 

48 



13137. .13193, 13138. .13194, 
13165. . 13254, 13176 .. 13253, 13254 .. 13394 , 13255. .13395 



Seq. No. • 47125 

Gene No. 100175 

Start 12864 

Name OJ000207_03 . 0330 . CIO . ol . tc 

Start 13177 

GI none 

Exons 13177. .13230, 13212 .. 13520, 
15205. .15423, 15469.. 15492 



Seq. ID 

Strand 

End ' 

Method 

End 

Score 



OJ000207_03 . 0330 . CLO 
15494 

TBLASTX: Cress 

15492 

56 



1324 9. .13530, 15204. .15425, 



Seq. No. 



47125 



Seq. ID OJ000207_03. 0330. CIO 



48776 




Gene No. 


100175 


Strand 




O L di. U 


1 9R fid 

X ^ O O fi 


Hjna 




Nsme 


07000907 0*^ O'^'^O riO o9 I- o 


Method 


i dLiAo i A . ooyDean- 


C:-!- a -r-l- 

o t.air U 


X O D 


tiTlO. 






none 


Score 


o o o 


P von c 


T^9^fi 1^491 1^9fl^ 1^4Q7 






Seq. No. 


47125 


Seq. ID 


OJ000207_03. 0330. CIO 


Gene No. 


100175 


Strand 




O L. d I. L, 


1 9ft fi4 

X ^ O D ri 






LNdlUc 


■ n.T000907 0"^ O'^'^O O 0 r>i1 -hm 


jxietnoQ 


i dlao i A . lyiai ze 




1 R901 ~ 
X O ^ U X 


tna 


1 c: /I Q /I 




none 


Score 


^ Q7 


Exons 


1 S901 ^^AC^A 1 R90R TR/1Q9 






Seq. No. 


47125 


Seq. ID 


OJ000207__03. 0330. CIO 


Gene No. 


100175 


Strand 




q-t- o Y--|- 

O U d J. 


T 9ft fi4 

X ^ O D *3 


ona 




Nsine 


n.T000907 0'^ 0*^*^0 no oi -f-o 

VJU UUUZU/ Uj.UOOU.VjXU.OX.LS 


iYte unoQ 


i dLiAo i A . ooyDean 




X D Z U 4 


tna 






none 


Score 


O Q Q 

Zoo 


IIjXOiIo 


1R90il IR^'^l Ti^iOOc; IR/ioo 








47126 


Seq. ID 


r\Tori0907 o riTin m i 


Gene No. 


100176 


Strand 


+ ~ 


Start 


1 


End 


2936 


Nsme 


OJ000207 63.0330.Cll.ol.np 


Method 


AAT/NAP 


O Ua J- u 


1 


End 


2473 




4063751 


Score 


387 


V n o 


1..228, 343. .471, 629. .823, 1140. .1412, 


2010. .2117, 2207. .2473 


VjX Utrov^X X^ > 


{AC005851) putative ABC transporter [Arabidopsis thaliana] 


o fc: q . LN (J . 


47126 


Seq. ID 


OJ000207_03. 0330.C11 


Gene No. 


100176 


Strand 


+ 


Start 


1 


End 


2936 




OJ000207 03. 0330.Cll.ol.gs 


Method 


GENSCAN 


O u dX L 


115 


End 


2936 


fZT 
oX 


none 


Score 


.76 




115. .237, 343. ,471, 629. .823, 


972. .1058, 1140. .1412, 2010. .2117, 




2207. .2395, 2527. .2653, 2794., 


,2936 




Seq. No. 


47126 


Seq. ID 


OJ000207_03,0330.C11 


Gene No. 


100177 


Strand 




O L, d 1. u 


3694 


End 


7378 


Name 


OJ000207 03,0330.Cll.o4.ts 


Method 


TBLASTX: Soybean 


O L d.X U 


99 


End 


237 


\j ± ^ 


none 


Score 


60 


Exons 


99. .230, -'^99. .236, 106. .237 






o c q . LN o . 


47126 


Seq. ID 


OJ000207_03.0330.C11 


Gene No 


100177 


Strand 




start 


3694 


End 


7378 


Name 


OJ000207 03.0330.Cll.ol. tc 


Method 


TBLASTX: Cress 


Start 


112 


End 


1267 


GI 


none 


Score- 


209 


Exons 


112. .255, 114. ,236, 328. .468, 


355. .459, 


629. .829, 629. .715, 




631. .822, 774. .827, 972. .1082, 


995. .1060, 1137. .1265, 



48777 



1139. .1267, 1139. .1264 



Seq. No. 
Gene No. 
Start 
Name . 
Start' 
GI 

Exons 



47126 Seq. ID 

100177 Strand 

3694 End 

OJ000207__03 . 0330 . Cll . o2 . tm Method 

112 End 

none Score 



OJ000207_03. 0330. Cll 
7378 

TBLASTX: Maize 

1334 . 

203 



112. .255, 112. .237, 114 . . 245 343 . . 4 89, 344. .469, 619. .828, 
620. .829, 971. ."1060, 972. .1082, 1137. .1334, 1137, .1277, 
1139. .1333 



Seq. No. 47126 Seq. ID 

Gene No. 100177 Strand 

Start 3694 End 

Name OJ000207_03 . 0330 . Cll . ol . ts Method 

Start 728 End 

GI none Score 
Exons 



OJ000207_03. 0330. Cll 
7378 

TBLASTX : Soybean 

2259 

144 



7'28.:829, 730.. '828, 953.. 1060, 954.. 1082, 1137.. 1412, 
1139. .1414, 1139. .1411, 1326. .1412, 2006. .2116, 2010. .2117, 
2191. .2259, 2204. .2257 



Seq. No. 47126 

Gene No. 100177 • 

Start 3694 

Name . OJ000207_03 . 0330 . Cll . ol . tw 

Start 1209 

GI none ■^• 

Exons 1209.. 1409, 1209.. 1394, 1259. 
2204 . .2314 



OJ000207_03. 0330. Cll 
7378 

TBLASTX: Wheat 

2314 • 

206 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.1405, 2010. .2117, 2021. .2119, 



Seq. No. 47126 
Gene No. 100177 
Start 3694 

Name OJ000207_03 . 0330 . Cll . ol . tm 

Start 1335 
GI none 

Exons 1335. .1412.,. 1352.. 1414, 1352, 

2194.. 2460," 2204.. 24.64, 2204, 
2612. .2662, 2646. .2696, 2704, 



Seq. ID 
Strand 
End 

Method 
End 

Score>-. 



OJ000207 03. 0330. Cll 



7378 

TBLASTX: Maize 
2751 
74 

.1411, 2006. .2116, 2010. 
.2464, 2465. .2530, 2469, 
.2751 



.2117, 
.2540, 



Seq. No. 


47126 








Seq. ID 


OJ000207_03.0330 


.Cll 


Gene No. 


100177 








Strand . 






Start ' 


3694 








End • - 


7378 




Name 


OJ000207 03 


0330. 


C11.02 


.tc 


Method 


TBLASTX: Cress 




Start 


2279 








End 


2458 




GI 


none 








Score 


216 




Exons 


2279. .2458, 


2288. 


.24 58 










Seq. No. 


47126 








Seq. ID 


OJ000207_03.0330 


.Cll 


Gene No. 


100177 








Strand 






Start 


3694 








End 


7378 




Name 


OJ000207 03 


0330. 


C11.02 


. ts 


Method 


TBLASTX: Soybean 




Start 


2297 








End 


2458 




GI 


none 








Score 


228 




Exons 


2297. .2458, 


2297. 


.2458 











48778 




O C v.^ • IN U . 


4 7 1 9 
1 / X ^ o 








Seq. ID 


OJ000207_ 


U J , U joU . Lil 


Gene No. 


100177 








Strand 






Start 


3694 








End 


7378 




Name 


OJ000207 03 


. 0330 


Cll .'o2 


• y ^ 


Method 


GENSCAN 




Start 


36Q4 ~ 








End 


7378 




GI 


none 








Score 


.78 






3694 381 S 


*1 ^ o 


4 47^^ 

.44 / O f 




.5709, 5823.. 5969, 


C^O^O i^A 1 A 
DZOZ . . X 4 , 




7373 737R 














9prT No 

O C> • L>l W • 


47 1 








Seq. ID 


OJ000207_ 




otJiltr IN (J. 


xKJU ± f / 








Strand 






Start 


3694 








End 


7378 




Name 


OJ000207 03 


.0330. 


C11.02 


.np 


Method 


AAT/NAP 




Start 


3694 








End 


5950 




GI 


5903067 








Score 


801 




Exons 


3694. .3815, 


3914. 


.3983, 


4071. 


.4153, 4296. .4473, 


5234. .5709, 




5823. .5950 















GI Descrip. {AC008016) F6D8.25 [Arabidopsis thaliana] 



Seq. No. 


47126 








Seq. ID 


OJ000207 


_0'3. 0330.011 




100177 








Strand 






Of- =1 r 1- 


^f^Q4 








End 


7378 




LNdillC 




0? ^0 
. u o o u 




. Lm 


Method 


TBLASTX: 


Mai ze 


Start 


44 3R ~ 

4 4 *J J 








End 


5497 




GI 


1 IWi iC 








Score 


59 






44jO. .44 /O, 


4 4 O D 


4 4 7 4 
. .44 / ft , 


c; 9 


.5322, 5234. .5332, 






5257. .5367, 


5384 


. .5416, 


5385. 


.5423, 5462. .5497 




Seer No 


47126 








Seq. ID 


OJ000207 




Clan a KT/^ 
otJllt; InU. 


1 noi 77 

X U U X / / 








Strand 






O L. di. L, 


^6 Q4 

J D -7 4 








End 


7378 




Name 


OJ000207 03 


.0330 


.011. o3 


. ts 


Method 


TBLASTX: 


So vbpan 


Start 


5330 








End 


5878 


GI 


none 








Score 


99 




Exons 


5330. .5416, 


5468 


. .5602, 


5498. 


.5587, 5627. .5707, 


5628. .5708, 




5821. .5877, 


5822 


. .5878 










Seq. i5o. 


47127 








Seq. ID 


OJ000207 


_03. 0330. 012 


Gene No. 


100178 








Strand 






Start 


1758 








End 


1916 




Name 


OJ000207 03, 


0330 


.C12.01 


.gs 


Method 


GENSOAN 




Start 


1758 








End 


1916 




GI 


- none 








Score 


.88 




Exons 


1758. .1916 














Seq. No. 


47128 








Seq. ID 


OJ000207 


_03. 0330. 013 


Gene No. 


100179 








Strand 


+ 




Start 


85 








End 


270 




Name 


..OJ000207 03. 


0330 


C13.01 


.gs 


Method 


"GENSCAN 




Start 


85 








End 


270 




GI 


none 








Score 


.43 




Exons 


85. .270 














Seq. No. 


47128 








Seq. ID 


OJ0002.07 


_03. 0330. 013 


Gene No. 


100180 








Strand 






Start 


1868 








End 


5205 




Name 


OJ000207 03. 


0330, 


013. ol 


np 


Method 


AAT/NAP 





48779 



start 1868 End 5205 

GI 4506795 Score 107 

Exons 1868.. 2343, 4985.. 5205 

GI Descrip. spinocerebellar ataxia 2 (olivopontocerebellar ataxia 2, 

, autosomal dominant, ataxin 2) gi | 1679684 |gb IAAB19200 . 1 | (U70323) 
ataxin-2 [Homo sapiens] 



Seq. No. 


47128 








Seq. ID 








Gene . No . 


100181 








Strand 








Start 


1956 








End 


2270 






Name 


OJ000207 03, 


.0330 


.C13.02 


.gs 


Met hod 


GENSPAN 






Start 


1956 








End 


2270 






GI 


none 








S core 


. 4 4 






Exons 


1956. .2270 
















Seq. No. 


47129 








Seq. ID 


0.1000907 0"^ 


, VJ O O VJ 


PI d 


Gene No. 


100182 








Strand 


+ _ ~ 






Start 


783 








End 


1339' - 






Name 


OJ000207 . 03. 


.0330 


.C14.01, 


.gs 


Method 


GENSOAN 






Start 


783 








End 


1339 






GI 


none 








Score 


.8 






Exons 


783. .852, 1163.. 


1297, 1308,. 


1339 








Sea No 


47129 








Seq. ID 


OJ000207_03. 


0330 




Gene No.' 


100183 








Strand 








Start 


J u ^ / 








End 


7470 






Name "■ ■ 


OJ000207 03, 


,0330 


.C14.03. 


.gs 


Method 


GENSCAN 






Start 


3627 








End 


7470 






GI 


none 








Score 


.84 






Exons 


3627. .3655, 


3672 


. .3929, 


3976 


..4109, 7373. .7470 






Seq. No. 


47129 








Seq. ID 


OJ000207_03. 


0330 




Gene No. 


100183 








Strand 








Start 


3627 








End 


7470 






Name 


OJ000207 03. 


0330 


.014. ol. 


.tm 


Method 


TBLASTX: Maize 




Start 


4402 








End 


4674 






GI 


none 








Score 


41 






Exons 


4402. .4500, 


4486 


. .4551, 


4495 


. .4674, ■4580. .4657 






Sea No 


47129 








Seq. ID 


OJ000207_03. 


0330 


PI 4 


Gene No. 


100183 








Strand 








Start 


3627 








End 


7470 






Name 


OJ000207 03. 


0330, 


.014. ol. 


tw 


Method 


TBLASTX: Wheat 




Start 


4569 








End 


4893 






GI 


none 








Score 


40 






Exons 


4569. .4598, 


4582, 


. . 4674, 


4677 


. .4889, 4771. .4893 






Seq. No. 


47130 








Seq. ID 


OJ000207_03. 


0330, 


.015 


Gene No. 


100184 








Strand 


+ 






Start 


598 








End 


626 






Name 


OJ000207 03. 


0330. 


.015.01. 


gs 


Method 


GENSCAN 






Start 


598 








End 


626 






GI 


none 








Score 


.44 






Exons 


598. .626 
















Seq. No. 


47130 








Seq. ID 


OJ000207_03. 


0330. 


.015 


Gene No. 


100185 








Strand 









48780 



# • 



O Lair L 








Na.nie 


ujuuuzu/ u J . ju . L,io . o^ . gs 


Method 




o car L 




bna 






none 


Score 


. DCS 


Exons 








Seq. No. 


47130 


Seq. ID 


OJ000207_03.0330.C15 


Gene No. 


100186 


Strand 




ol- air U 


5826 


End 




Nartie 


OJ000207 03.0330.C15.o3.gs- 


Method 






5826 


End 


/ 1 X O 


C T 


none 


Score 


. D 


Exons 


5826. .6363, 6455. .6561, 7003. .7113 




o e q . IN o . 


47131 


Seq. ID 




Gene No. 


100187 


Strand 




Start 


1 


End 


3243 


Name 


OJ000207 03.0330.C16.ol.np 


Method 


AAT/NAP 




1 


End 


3243 




T n 9 1 T 9 


Score 


1019 


Exons 


1..46, 164. .869, 897. .1046, 


2766. .2856, 


2974. .3131, 3216. .3243 


Kj± uescrxp. 


(AC024081) unknown protein 


[Arabidopsis thaliana] 


Seq. No. 


47131 


Seq. ID 


OJ000207_03. 0330.C16 


Gene No. 


100187 


Strand 


+ 


oLaru 


1 ■ 


End 


3243 


Name 


OJ000207 0-3. 0330. C16.ol.gs 


Method 


GENSCAN 


O-t- a >--l- 

o rarr 


68 


End 


3176 


C T 


none 


Score 


.9 


Lxons 


68. .1046, 2766. .2856, 2974. 


.3176 




oeq. iNo. 


47131 


Seq. ID 


OJ000207_03.0330.C16 


Gene No. 


100187 


Strand 


+ . ' 


Start 


1 


End 


3243 


Name 


OJ000207 03.0330.C16.ol.tm 


Method 


TBLASTX: Maize 


o tarr 


72 


End 


530 




none 


Score 


281 


IT* U 

tjXons 


72. .284, 72. .284, 74. .286, 


238. .297, 274. .399, 275. .529, 




276. .530 






oeq. LN o . 


47131 


Seq. ID 


OJ000207_03.0330.C16 


Gene No. 


100187 


Strand 


+ 


Start 


1 


End 


3243 


Name 


OJ000207 03.0330.C16.ol.tc 


Method 


TBLASTX: Cress 


o uar L 


240 


End 


665 




none 


Score 


140 


Exons 


240. .341, 245. .343, 261. .353, 399. .575, 


470. .574, 596. .658, 




. 597. .665 






O t: (.^ . In vj • 


47131 


Seq. ID 


OJ000207_03.0330.C16 


Gene No. 


100187 


Strand 


+ 


Start 


1 


End 


3243 


Name 


OJ000207 03.0330.C16.o2.ts 


Method 


TBLASTX: Soybean 


Start 


245- 


End 


563 


GI 


none 


Score 


136 


Exons 


245. .343, 246. .341, 378. .563, 389. .562 





48781 



# • 





C z:^ ^ M 
OSq . JNO . 


47131 








Seq. ID 


OJ000207 


_03, 0330. 016 




Gene No. 


100187 








Strand 


+ 






Start 


1 








End 


3243 






Name 


OJ000207 03 


.0330 


.C16.02 


.tm 


Method 


TBLASTX: 


Maize 




otarL. 


714 








End 


3242 






C T 


none 








Score 


64 






Exons 


714. .764, 884. .1045, 885. .1055, 2763.. 


2855, 2764.. 2856, 










. .3127, 


2973 


.,3131, 2974. .3135, 


2975, .3133, 










. .3241, 


3213 


. .3242 








becj . NO . 










Seq. ID 


OJ000207 


_03. 0330. 016 




Gene No . 


1 n m fl 7 

X U U X D / 








Strand 


+ 






Start 


1 
1 








End 


3243 






Name 


OJ000207 03 


.0330 


.C16.01 


. ts 


Method 


TBLASTX: 


Soybean 




O L ar L 


921 








End 


3242 






r* T 


none 








Score 


131 










Q O "5 

yz o . . 


1039, 2762.. 


2854, 2763 


..2855, 2764. .2856, 






Z / DO. .ZoOfi/ 


z y / z 


. .3022, 


2973 


. .3023, 3015. ,3131, 


JUi/. .OiZ/, 








n O Q 


. .3132, 


3025 


..3132, 3026.. 3133/ 


1 y . . oz 4 z 




Seq. No. 










Seq. ID 


OJ000207 


_03. 0330. 016 




Gene No. 


100187 








Strand 


+ 






b tar u 


1 








End 


3243 






Name 


OJ000207 03 


.0330 


.C16.02 


.to 


Method 


TBLASTX: 


Cress 




b Larr 


2808 








End 


3132 








none 








Score 


53 






Exons 


2808. .2855, 


2972 


. .3127, 


2973 


..3131, 2980, .3132 




f =^ 


Seq. No. 


47132 








Seq. ID 


OJ000207 


_03. 0330.018 


iy 


Gene No. 


100188 








Strand 






v3 


bx,a.r L. 


650 








End 


1360 




fy 


Name 


OJ000207 03 


.0330 


.018. ol 


.gs 


Method 


GENSCAN 






b cart 


650 








End 


1360 








none 








Score 


.64 




c a? ■ 


Exons 


650.. 870, 1076.. 


1130, 1223.. 


1254, 1348 


, .1360 




. "-is 


Seq. No. 


47133 








Seq. ID 


OJ000207 


_03. 0330.020 




Gene No. 


100189 








Strand 


+ 








2719 








End 


5484 






Name 


OJ000207 03 


.0330 


.C20.O2 


.gs 


Method 


GENSCAN 




ST 


b tar u 


2719 








End 


5484 






P T 


none 








Score 


.54 






Exons 


2719. .2783, 


3570 


. .3757, 


3855 


..3942, 4256. .4309, 


5270. .5484 




Seq. No. 


47133 








Seq. ID 


OJ000207 


_03. 0330.020 




Gene No. 


100190 








Strand 








b L.ar L. 


1639 








End 


1943 






Name 


OJ000207 03 


.0330 


.020. ol 


gs 


Method 


GENSCAN 






b uar L 


1639 








End 


1943 








none 








Score 


. 97 






Exons 


1639. .1707, 


1758 


. .1943 












Seq. No. 


47133 








Seq. ID 


OJ000207_ 


_03.0330.C20 




Gene No. 


100191 








Strand 








Start 


3379 








End 


3955 






Name 


OJ000207 03 


.0330 


.020.01. 


np 


Method 


AAT/NAP 






Start 


3379 








End 


3955 





48782 



# • 

GI 5091507 Score 315 

Exons 3379.. 3496, 3699.. 3742, 3793.. 3955 

GI Descrip. (AB023482) Hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47134 

100192 

1 

OJ000207_03. 0330.C21.ol.np 
1 

4454460 



Seq. ID OJ000207_03.0330.C21 

Strand + 

End 2256. 

Method AAT/NAP 

End 1180 

Score 365 



1..97, 128. .639, 783. .985, 1121. .1180 

(AC006234) AP2 domain transcription factor [Arabidopsis 
thaliana] 



o e q . IN o . 


4 1 1 4 
4 / J. J ft 






Seq. ID 


UJUUUZU/ Uo.UooU, 


09 1 


(aene wo . 


1 n n 1 Q 9 
1 u u 1 y z 






Strand 


+ 




Start 


1 






End 


2256 




Name 


OJ000207_ 


_03.0330.C21 


.ol.gs 


Method 


GENSCAN 




O t. air L 


D 4 






End 


9 9 c; c 

Z ^ 3 D 






none 






Score 


. by 




XT' 

cjXons 


/i 1/19 


1 Q 9 1 1 9 '5 


1143. .1301, 1810. . 


IQCI 91£;9 99c:c 

lyoi, ^ibz. .zzob 




o e q . LN o . 


4 / X J ft 






Seq. ID 


UJUUUZU/ Uo.UooU, 


9 1 


Gene No . 


luu 1 yo 






Strand 






Start 


2347 






End 


■3480 




Name 


OJ000207__ 


03.0330.C21 


. ol . tm 


Method 


TBLASTX: Maize 




C 4- -1 r--(- 

ox,ar u 


J U 1 






End ^- 


1 9 




P T 


none 






Score 


9 Q Q 

^ y y 




Exons 


OU 1 . . J J J , 


/I T c £; 1 9 


422. .610 








o e q . IN o . 


4 T 1 '5 /I 






Seq. ID 


UJUUU^U/ Uo.UoJU. 




Gene No . 


1 uu 1 y J 






Strand 






Start 


2347 






End 


3480 




Name 


OJ000207_ 


03.0330.C21 


. ol . ts 


Method 


TBLASTX : Soybean 












'End 


b J 4 






none 






Score 


o r 
O D 




Exons 






433. .612, 


434. . 634 


, 4 y 1 . . ozo 




Seq. No. 


47134 






Seq. ID 


OJ000207_03.0330. 


C21 


Gene No. 


100193 . 






Strand 






Start 


2347 






End 


3480 




Name 


OJ000207 


03.0330.C21 


. ol . tc 


Method 


TBLASTX: Cress 




Start 


415 






End 


643 




GI 


none 






Score 


307 




Exons 


415. .609, 


416. .643 










Seq. No. 


47134 






Seq. ID 


OJ000207_03.0330. 


C21 


Gene No. 


100193 






Strand 






Start 


■ 2347 






End 


3480 




Name 


OJ000207 


03.0330.C21 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


440 






End 


610 




GI 


none 






Score 


186 




Exons 


440. .610 












Seq. No. 


47134 






Seq. ID 


OJ000207_03.0330. 


C21 


Gene No. 


100193 






Strand 






Start 


2347 






End 


3480 





48783 





07000907 0"^ O'^'^O P91 r\0 
UJUUUZU/ U J . U J JU . U^. 1 . OZ . 


gs 


Method 






Z o fl / 




bna 


Jfi o U 




none 




Score 


7 ft 


F" von <5 


9^47 ^O'^Q ^99^ ^4fiO 








Sea No 


47135 






0.7000 907 

\JU \J \J \J ^ \J / 


Gene No. 


100194 




Strand 


+ 


Start 


173 




.End 


1068 


Name 


OJ000207 03.0330.C23.ol. 


gs 


Method 


GENSCAN 


Start 


173 




End 


831 


GI 


none 




Score 


.98 


Exons 


173. .236, 287. .831 









Seq. No. 47135 Seq. ID OJ000207 03.0330.C23 

Gene No. 100194 Strand 

Start 173 End 

Name OJ000207_03 . 0330 . C23 . ol . gp Method 

Start 353 End 

GI - ■ 58152_1.R1084 Score 

Exons 353. . 1068 

GI Descrip. » 1362192/pir | IJT0703 4.0e-23 ferredoxin — thioredoxin reductase 

{EC 1.18.-.-) variable chain - maize' 



OJ000207_03. 
+ 

1068 
AAT/GAP 
1068 
1395 



Seq. No. 47135 

Gene No. 100194 

Start 173 

Name OJ000207_03 . 0330 . C23 . ol . np 

Start 535 

GI 1362192 

Exons 535.. 825 

GI Descrip. f erredoxin--thioredoxin reductase 
maize 



Seq. ID OJ000207_03.0330.C23 

Strand + 

End 1068 

Method AAT/NAP 

End 825 

Score 400 



(EC 1.18.-.-) variable chain 



Seq. No. 47135 Seq. ID 

Gene No. 100195 Strand 

Start 8646 End 

Name OJ000207_03 . 0330 . C23 . o3 . gs Method 

Start 8646 End 

GI' none Score 

Exons 8646.. 9671, 9767.. 10684 



OJ000207_03.0330.C23 
+ 

10684 
GENSCAN 
10684 
.92 



Seq. No, 


47135 


Gene No. 


100196 


Start 


3992 


Name 


OJ000207 03.0330.C23.o2 


Start 


3992 


GI 


none 


Exons 


3992. .4427, 4473. .4819, 


Seq. No. 


47135 


Gene No. 


100197 


Start 


6502 


Name 


OJ000207 03.0330.C23.ol 


Start 


308 


GI 


none 


Exons 


308. .370, 314. .370, 433 



Seq. ID OJ000207_03.0330.C23 
Strand 

End 5405 

.gs Method GENSCAN 

End 5405 

Score .84 
5295.. 5405 • 

Seq. ID OJ000207_03.0330.C23 
Strand 

End 6586 

.tm Method TBLASTX : Maize 

End 831 

Score 82 
..462, 505. .798, 516. .797, 766. .831 



48784 




Seq. No. 


47135 


Seq. ID 


OJ000207 


_03.0330 


.C23 


Gene No. 


100197 


Strand 








Start 


5502 


• End 


6S8 6 






Name 


OJ000207 03 0330 C23 ol tq 










Start 


583 ~ 


End 


/ Z70 




GI 


none 


^ r*P 


1 Q2 






IT von Q 


583 744, 585 743 771 794 


772 7Qfi 








?iPn No 


47135 


9pa T n 

kJ C ^ . X.\J 




03 0330 




Gene No. 


100197 


strand 








Start 


6502 


End 


6586 






Name 


OJ000207 03 0330 C23 o2 no 


Method 


AAT/NAP 






Start 


6502 ~ 


End 


6586 






GI 


6721547 


Score 


86 






F.xnns 


6502 6586 
\j ^ \j • . \j \j \j 










GT Descrio 


fAP001073) Similar to Orvza 


sativa gene for Pib 


. (AB013448) 


Spa No 


47135 


Seq. ID 


OJ000207 


_03.0330 


C23 


Cpnp No 


100198 


Strand 








Start 


9913 


End 


10324 






Name 


OJ000207 03.0330.C23.o2.tm 


Method 


TBLASTX : 


Maize 




Start 


9913 


End 


10324 








none 


Score 


75 






P von c 


9913. .9972, 9916. .9966, 9917 


..9973, 9917. .9979, 


9952. .10077 




9974.. 10036, 9976.M0071, 9977.. 10081, 


10096. .10200, 






10108. .10197, 10121. .10198, 


10295. .10324, 10295 


1 0 "^9 1 
. . X U 1 




Seq. No. 


47136 


Seq. ID 


OJ000207 


_03.0330. 


C24 


Gene No. 


100199 


Strand 


+ 






Start 


998 


End 


1245 






Name 


OJ000207 03.0330.C24.ol.gs 


Method 


GENSCAN 






Start 


998 


End 


1245 






GI 


none 


Score 


.98 






R von 


998. .1096, 1184. .1245 










Sea No 


47137 


Seq. ID 


OJ000207_ 


_03.0330. 


C25 


Gene No. 


100200 


Strand 


+ 






Start 


1 


End, 


1228 






Name 


OJ000207 03.0330.C25.ol.np 


Method 


AAT/NAP 






Start 


1 


End 


1228 






GI 


6539580 


Score 


475 






Exon s 


1..38, 489. .1228 










GI Dp*=;priD 

\J J- O ^ -L. k-/ • 


{AP000837) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47137 


Seq. ID 


OJ000207_ 


_03.0330. 


C25 


Gene No. 


100200 


Strand 


+ 






Start 


1 


End 


1228 






Name 


OJ000207 03.0330.C25.ol.gs 


Method 


GENSCAN 






Start 


977 


End 


1118 






GI 


none 


Score 


.52 






P von Q 


977. .1118 










Seq. No. 


47138 


Seq. ID 


OJ000207_ 


_03.0330. 


C26 


Gene No. 


100201 ■ 


Strand 


+ 






Start 


69 


End 


515' 






Name 


OJ000207 03.0330.C26.ol.gs 


Method 


GENSCAN 






Start 


69 


End- 


515 







48785 



GI 

Exons 



none 

69. .78, 187. .267, 370. ,515 



Score 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. ID OJ000207_03.0330.C27 
Strand + 

938 

AAT/NAP 
938 
974 



47139 
100202 
1 

OJ000207_03 . 0330 ■ C27 . ol . np 
1 

6539581 
1. .938 

(AP000837) Similar to Arabidopsis thaliana DNA chromosome 4, BAG 
clone F20D10; hypothetical protein {AL035538) [Oryza sativa] 



End 

Method 

End 

Score 



47139 

100202 

1 

OJ000207_03.0330.C27.ol.gs 
9 

none 
9. .838 



Seq. ID OJ000207_03.0330.C27 

Strand + 

End 938 

Method. GENSCAN 

End 838; 

Score .48 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 



End 

Method 

End 

Score 



47139 
100202 
1 

OJ000207_03.0330.C27.ol. tc 
39 

none 

39. .275, 48. .365, 71. .355 

47139 
100202 
1 

OJ000207_03.0330.C27.ol.tm 
48 

none 

48. .431, 138. .413, 149. .445 

47139 
100202 
1 

OJ000207_03.0330.C27.ol.ts 
107 
none 

107. .397, 108. .452, 498. .656, 744, .812 



Seq. ID OJ000207_03.0330.C27 
Strand + 

938 

TBLASTX: Cress 
365 
232 



Seq. ID OJ000207_03.0330.C27 
Strand + 

938 

TBLASTX: Maize 
445 
311 



End 

Method 

End 

Score 



Seq. ID OJ000207_03.0330.C27 
Strand + 

938 

TBLASTX : Soybean 
812 
306 



End 

Method 

End 

Score 



47139 

100202 

1 

OJ000207_03.0330.C27 .ol.tw 

281 

none 



Seq. ID OJ000207_03.0330.C27 

Strand + 

End ■ 938 

Method • TBLASTX: Wheat ■ 

End 719 

Score 186 



281. .457, 282. .476, 473. .718, 477. .719 



47140 

100203 

246 

OJ000207_03.0330.C29.ol.gs 



Seq. ID OJ000207_03.0330.C29 

Strand + 

End 507 

Method GENSCAN 



48786 



start 246 End 507 

GI none Score .9 

Exons 246.. 371, 454.. 507 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47141 

100204 

1 

OJ000217_09..0320..C2.'ol.np 
1 

4773893 



Seq. ID OJ000217_09.0320.C2 
Strand 

End 4 94 9 

Method' AAT/NAP 
End "'4 949 

Score 34 5 



1..251, 363. .567, 2922. .3016, 4907. .4949 

(AF076243) putative receptor-like protein kinase [Arabidopsis 
thaliana] 





Q o rr Mr^ 
OcrL^ . INU . 


4 714 1 






Seq. ID 


OJ000217_09.0320.C2 




dart o Kl 


1 00904 

J.\J \J ^ \J *i 






Strand 








1 
J. 






End 


4949 




Name 


n.T000917 OQ 


0^90 C9 n1 


. gs 


Method 


GENSCAN 




Start 


16 






End 


4908 




GI 


none 






Score 


. 63 




Cj 2^ 1 1 o 


16 P SI 


S7 ^ ftps 


Q1 4 


, 2686.. 2727, 2931.. 3034, 3205. 






O -J u ^ * .o/xu, 


4 fi 9 Q 4 QOP 












4 714 1 






Seq. ID 


OJ000217_09.0320.C2 






1 00904 

± yj \J ^ \J ri 




- 


Strand 






Q-t- a 7-1- 


1 
± 






End 


4949 


r ir 


Name 


OJ000217 09. 


032Q.C2.ol 


. tc 


Method 


TBLASTX: Cress 


H 


Start 


41 






End 


3020 




O -L 


none 






Score 


76 




17" V /~\ in o 


4 1 9 R 4 (^^ 


9 9 fi 70 


9 Sft 


364. .579, 377. .505, 2895. .3020, 






OQQa ^OIR 














4 714 1 






Seq. ID 


OJ000217_09.0320.C2 


n 




1 00904 

X U U ^ U fl 






Strand 






Start 


1 






End 


4949 




Name 


OJ000217 09. 


0320.C2.ol 


. tm 


Method 


TBLASTX: Maize 




Start 


61 






End 


2993 




GI 


none 






Score 


63 




Exons 


61. .150, 70. 


.264, 361. 


.579, 


2931. .2993 






Seq. No. 


47141 






Seq. ID 


OJ000217_09.0320.C2 




Gene No. 


100204 






Strand 






Start 


1 






End 


4949 




Name 


OJ000217 09. 


0320.C2.ol 


. ts 


Method 


TBLASTX: Soybean 




Start 


67 






End 


3042 




GI 


none 






Score 


102 




Exons 


67.. 258, 350 


...505, 364 


. .504 


, 2931. .3017 


\ 2932. .3042 




Seq. No. 


47141 






. Seq. ID 


OJ000217_09.0320.C2 




Gene No. 


100204 






Strand 






Start 


1 






End 


4949 




Name 


OJ000217 09. 


0320.C2.ol 


. tw 


Method 


TBLASTX: Wheat 




Start 


70 






End 


519 




GI 


none 






Score 


118 




Exons 


70. .264, 361 


. .519 










Seq. No. 


47142 






Seq. ID 


OJ000217_09.0320.C3 



48787 




Gene No. 


100205 








Strand 














c^na 


Z DoU 




UJ u uuz 1 / u y 


. UoZU . 


O J> . Ol . 


gs 


Metnou 




O -1- 

o rart 










.hna 


Z DoU . 




none 








Score 




Exons 


ZZD4i. .ZDOU 














4 71 AO- 










n.Tnnn9i 7 no n'^9n 
vjuuvjuzx/ uy.uozu 


Gene No. 


100206 ■ 








Strand 




Start 


3140 








End 


8613 


Name 


OJ000217 09 


.0320. 


03. ol. 


tm 


Method 


TBLASTX: Maize 


Start 


2333 








End 


2684 


GI 


none 








Score 


103 


Exons 


2333. .2476, 


2492. 


.2683, 


2520. 


.2684 







beg . NO . 


A 1 1 A O 






Seq. ID 


OJ000217 




Gene No. 


lUUZUb 






Strand 






b tar u 








End 


8613 




Name 


ujuuuzi / uy 


. UoZU 


. Lo . oz . gs 


Method 


GENSCAN 




Start 


3140 






End 


8482 




GI 


none 






Score 


.69 




Exons 


J 1 4i U . . jZ / U , 


3965 


..4095, 4756. 


.4857, 5411. .5501, 


£3' 




oU4D. .oioy. 


8334 


. .8482 








beg. NO. 


A n T A o 
4 / 1 4 Z 






Seq. ID 


OJ000217 




Gene No . 


lUUZUo 






Strand 






b rar t 








End 


8613 




Name 


UJ uuuz i / u y 


.0320 


. C3.ol.np ' 


Method 


AAT/NAP 




Start 


4182 






End 


5336 




GI 


4680203 






Score 


347 


L ^ 


Exons 


4182. .4413, 


4625 


. .5336 






: [J 


GI Descrip. 


(AF114171) 


TNP2- 


like protein 


[Sorghum 


bicolor] 


£3 


Seq. No. 


47142 






Seg. ID 


OJ000217 




Gene No. 


100206 






Strand 






Start 


3140 






End 


8613 




Name 


■ OJ000217 09 


.0320 


.C3.o2.np 


Method 


AAT/NAP 




Start 


4521 






End 


8613 




GI 


5042463 






Score 


105 


f =^ 


Exons 


4521. .4565, 


6275 


..6349, 6401. 


.6543, 7177. .7408, 




GI Descrip. 


(AC007789) 


unknown protein [Oryza sativa] 




Seg. No. 


47142 






Seq. ID 


OJ000217 




Gene No. 


100206 






Strand 






Start 


3140 






End 


8613 




Name 


OJ000217 09 


.0320 


.C3.ol.ts 


Method 


TBLASTX: 




Start 


5149 






End 


5370 




GI 


none 






Score 


99 




Exons 


5149. .5370, 


5154 


. .5339 







Seq. No. 47143 Seq. ID OJ000217 

Gene No. 100207 Strand + 

Start 187 End 311 

Name OJ000217_09 . 0320.. 04 . ol . gs Method GENSCAN 

Start 187 End 311 

GI none Score .99 

Exons 187.. 311 



09. 0320. C4 



48788 




Seq. No, 


47144 




Seq. ID 


OJ000217_ 


_09, 


.0320 


.05 


Gene No. 


100208' 




Strand 


+ 








Start 


14 




End 


6495 








Nsitie 




. ol . np 


Method 


AAT/NAP 








C-t- a y-f- 
O UCIJ. L- 


14 

X 




End 


6495 








GI 


6691191 




Score 


2840 








F vnn 


14 57 ^S?S 6495 


















[Arabidopsis thaliana] 








Seq. No. 


47144 




Seq. ID 


OJ000217_ 


_09. 


.0320 


.05 


ri^npi Mo 


100208 




Strand 


+ 








q-f- -a yf- 
O Ldi. u 


14 




End 


6495 








Name 


OJ000217 09. 0320. C5 


. ol . gs 


Method 


GENSOAN 








O L. d i. u 


760 




End 


1470 










none 




Score 


.75 










760. . 901, 1145. . 1470 












Seq. No. 


47144 




Seq. ID 


OJ000217- 


_09, 


,0320, 


.05 


Gene No. 


1 nn?09 
1. \j \j ^ \j ^ 




Strand 


+ 








Qf- 3 r--|- 
O U Cl i- u 


10268 




End 


14952 








Name 


OJ000217 09. 0320. C5 


. o2 . np 


Method 


AAT/NAP 








O Ldi. 


10268 




End 


14952 










5852181 




Score 


115 








III Awiio 


10268. . 10286, 13458 


. .13679, 


14921. .14952 










(AL117265) zhbOOll.: 


1 [Oryza 


sativa] 










Seq. No. 


4 714 4 




Seq. ID 


OJ000217_ 


_09. 


,0320. 


.05 


Gene No. 


100210 




Strand 


+ 








Start 


17310 




End 


27569 








M a TTl O 


OJ000217 09,0320.05 


. o5 . np 


Method 


AAT/NAP 








O L. d J. L. 


17310 




End 


27569 










6714278 




Score 


69 








P, V o n <5 

l-J Vh/ ilk? 


17310. , 17426, 26475 


. .26543, 


26956. .27115,. 27541. 


. .27569 




r^T noQOr*io 


(AC017118) F6N18.17 


[Arabidopsis thaliana] 








Seq. No. 


47144 




Seq. ' ID 


OJ000217_ 


_09. 


0320. 


.05 


rif^-nci Mo 


100210 




Strand 


+ 








Start 


17310 




End 


27569 








In dillC 


OJ000217 09. 0320. 05, 


.06. gs . 


Method 


GENSOAN 








Start 


22505 




End 


24159 










none 




Score 


.8 








T** von c; 


22505. .22521, 22676, 


. .22774, 


23543. .23648, 23947. 


, .24159 




Seq. No. 


47144 




Seq. ID 


OJ000217_ 


09. 


0320. 


,05 


(^on^ Mo 


100210 




Strand 


+ 








O L d X L . , 


17310 




End 


27569 








Name 


OJ000217 09.0320.05. 


■ol.gp 


Method 


AAT/GAP - 








O L d X L 


22565 




End 


23875 








O X 


287073 




Score 


780 








Exons 


22565. .22774, 23543, 


. .23640, 


23770. .23875 








Seq. No. 


47144 




Seq. ID 


OJ000217_ 


09. 


0320. 


05 


Gene No. 


100210 




Strand 


+ 








Start 


17310 




End 


27569 








Name 


OJ000217 09.0320.05. 


, o7 . gs 


Method 


GENSOAN 








Start 


26836 




End 


27318 









48789 



GI 

Exons 



none 

26836, ,27318 



Seq. No. 47144 

Gene No. 100210 

Start 17310 

Name OJ000217_09 , 0320 . C5 . o2 . gp 

Start 26952 

GI . none 

Exons 26952. .27285 

Seq. No. 47144 

Gene No. 100211 

Start 1735 

Name OJ000217_09 . 0320 . C5 . o2 . gs 

Start 1735 

GI none 

Exons 1735.. 1937, 2036.. 2402 

Seq. No. 47144 

Gene No. 100212 

Start 12475 

Name OJ000217_09 . 0320 . C5 . o7 . tw 

Start 955 

GI none 

Exons 955.. 1308 



Score 



.68 



Seq. ID OJ000217_09.0320.C5 

Strand + 

End 27569 

Method -AAT/GAP 

End 27285 

Score 638 



Seq. ID OJ000217_09.0320.C5 
Strand 

End 2402 

Method GENSCAN 

End 2402 

Score .42 



Seq. ID OJ000217_09.0320.C5 
Strand 

End 19558 

Method TBLASTX : Wheat 

End 1308 

Score 221 



Seq. No. 47144 

Gene No. 100212 

Start 12475 

Name OJ000217_09 . 0320 . C5 . o3 . tm 

Start 2034 

GI none 

Exons 2034.. 2114, 2154.. 2429, 2187, 

Seq. No. 47144 

Gene No. 100212 

•-'Start 12475* 

Name OJ000217_09 . 0320 . C5 . o2 . to 

Start 2154 

GI none 

Exons 2154.. 2483 



Seq. ID OJ000217_09.0320.C5 
Strand 

19558 

TBLASTX: Maize 
2429 
77 



End 

Method 
End 
Score 
.2399 



Seq. ID OJ000217_09.0320.C5 

Strand ■ - 

End ■' 19558 >• 

Method TBLASTX : Cress 

End 2483 

Score 239 



Seq. No. 47144 

Gene. No. 100212 

Start 12475 

Name OJ000217__09 . 0320 . C5 . o5 . ts 

Start 2154 

GI none 

Exons' 2154. .2483, 2194. .2385 

Seq. No. 47144 

Gene No. 100212 

Start 12475 

Name OJ000217_09 . 0320 . C5 . o3 . ts 

Start 3747 

GI none 



Seq. ID OJ000217_09.0320.C5 
Strand 

End 19558 

Method TBLASTX : Soybean 

End 2483 

Score 78 



Seq. ID OJ000217_09.0320.C5 
Strand 

End 19558 

Method TBLASTX : Soybean 

End 4170 

Score 107 



48790 



Exons 



3747.. 3923, 3773.. 3922, 3932. 
4033. .4158 



.4012, 4011. .4163, 4012. .4170, 



Seq. No. 47144 

Gene No. 100212 

Start 12475 

Name OJ000217_09 . 0320 . C5 . o6 . tw . 

Start 37^56 

GI ..none 

Exons 3756.. 3923, 3764.. 3922, 3890. 

Seq. No. 47144 

Gene No. 100212 

Start 12475 

Name OJ000217_09 . 0320 . 05 . o2 . tm 

Start 4036 

GI none 

Exons 4036.. 4395 



Seq. ID OJ000217_09.0320.C5 
Strand 

End 19558 

Method TBLASTX : Wheat 

End 4149 

Score 105 
.4012, 3922. .4011, 4015. .4149 

Seq. ID OJ000217_09.0320.C5 
Strand 

End 19558 

Method TBLASTX: Maize 

End 4395 

Score 227 



Seq. No. 47144 

Gene No. 100212 

Start 12475 

Name OJ000217_.09 . 0320 . C5 . ol . tw 

Start 4246 

GI ' none 

Exons 4246.. 4677, 4248'. . 4298 , 4267 . 



Seq. ID OJ000217_09.0320.C5 
Strand 

End 19558 

Method TBLASTX : Wheat 

End 4 677 

Score 571 
.4653, 436Z;-.4667 



Seq. No. 47144 

Gene^.No. 100212 

Start 12475 

Name 0 J000217_09 . 0320 . C5 . ol . tm 

Start 4411 

GI none 

Exons 4411.. 4824, 4503.. 4823, 4816, 



Seq. ID OJ000217_09.0320.C5 
Strand 

End 19558 

Method TBLASTX: Maize 

End 4 959 

Score 278 
.4959 



Seq. No. 47144 

Gene No. 100212 

Start 12475 

Name OJ000217_09 . 0320 . C5 . o2 . ts 

Start 4537 

GI none 

Exons .4537.. 4602, 4602.. 4892, 4603. 

Seq. No. 47144 

Gene No. 100212 

Start 12475 

Name •OJ000217_09 . 0320 . C5 . o2 . tw 

Start 4677 

GI none 

Exons ' 4677. .4982, 4679. .4912, 4681. 



Seq. ID OJ000217_09.0320.C5 
Strand 

1-9558 

TBLASTX: Soybean 
4892 
71 



End 

Method 
End 
Score 
.4890 



Seq. ID OJ000217_09.0320.C5 
Strand 

End 19558 

Method TBLASTX : Wheat 

End 4983 

Score 69 
.4983 



Seq. No. 47144 

Gene No. .100212 

Start 12475 

Name OJ000217_09'. 0320 . C5 . o4 . tw 

Start 4996 

GI none 



Seq. ID OJ000217_09.0320.C5 

Strand - . 

End 19558 

Method TBLASTX: Wheat 

End 5466 

Score 190 



48791 




Exons 




.5166, 5194. .5283, 5263. .5466 


Seq. No. 


47144 


Seq. ID 


OJ000217_09.0320 


.C5 


Gene No. 


100212 ■ 


Strand 


- 








End 


19558 




Name 


07000917 OQ 0*^90 PR -He; 


Method 


TBLASTX: Soybean 




O Lai- t. 


R 0 0 9 ~ 


End 


5196 






none 


Score 


195 




Exons 


^009 f^il "^f^ R009 mift c^01 


.5123, 51 


55. .5196 




Seq. No. 


47144 


Seq. ID 


OJ000217_09.0320 


.C5 


Gene No. 


100212 


Strand 


- 






1 9 4 7 R 


End 


19558 




Name 


OT00091 7 OQ 0'^90 PR r^^ 


Method 


TBLASTX: Cress 




oT, air L 


7 Q 


End 


14715 




PT 


none 


Score 


63 




i_jXvJil t> 


S17Q ^9"=;^; •^9f^0 RSfi9 ^419 


.5561, 14 


596. .14715 




o e q . iN o . 


4 7 14 4 


Seq. ID 


OJ000217_09.0320 


P s 


Gene No. 


100212 


Strand 






Start 


12475 


End 


19558 




iNaiuc 


P1T00091 7 OQ 0'^90 PS n4 1- c 


Method 


TBLASTX : Soybean 




O t a IT L 


0 D 0 o 


End 


14372 






none 


Score 


71 




iiiXons 


t^ciQ"^ ^i^OA ^C^O^ citron 


.5907, 56 


49. .5906, 14080., 


14292, 






4303. .14371 




oeq. NO. 


/I 7 1 /I /I 
4 / X 4 


Seq. ID 


OJ000217_09.0320 


PS 


Gene No. 


100212 


Strand 






Start 


12475 


End 


19558 




Name 


0 70 00917 OQ 0*^90 PS r^^ 1-ut 
WU UUUZX / Uy.UOZU.v^O.OO.LW 


Method 


TBLASTX: Wheat 




o uart. 


S S Q 4 


End 


14375 






none 


Score 


277 






SSft4 SfiQS SRPQ SP1Q 140f^9 


. .14274, 


14107. .14274, 






14*^00 14'^74 14'^01 14*^7^ 

XflOUU..XfiJ/'i/ X4jUX..XfiJ/0 








C rr Kl 
oeq. LN o . 


4 7 14 4 


Seq. ID 


OJ000217_09.0320 


P s 


Gene No. 


100212 


Strand 






Start 


12475 


End 


19558 




Name 


O7000917 OQ 0'^90 PS nil t- o 
vJUUUUZX/ u y . U U . J . OX . U S 


Method 


TBLASTX : Soybean 




ou ar u 


S QOQ 


End 


14078 




K3± 


none 


Score 


376 




TP w c 


SQOQ ^;9Q7 SQ10 ^9QO t^'^OT 


.6396, 13 


751.. 14053, 13911 


. . 14054, 




I'^QSO 1407R 1'^QS7 140*^1 
XjyOU..X*iU/D/ XjyO/..XfiUDX 








oeq . NO . 


4 7 14 4 
4 / X 4 fi 


Seq. ID 


OJ000217_09.0320 


p R 


Gene No. 


100212 


Strand 






Start 


12475 


End 


19558 




Name 


0 70009 17 OQ 0190 PS -l-t.t 


Method 


TBLASTX: Wheat 




o T_ar T, 


S Q 1 4 

o y X 4 


End 


14053 






none 


Score 


372 




Exons 


5914. .6270, 5920. .6300, 5976. 


.6299, 13 


751.. 14053, 13908 


. .14027, 




13912. .14028 








Seq. No. 


47144 


Seq. ID 


OJ000217_09.0320 


.C5 


Gene No. 


100212 


Strand 






Start 


12475 


End 


19558 





48792 



Name OJ000217_09 . 0320 . C5 . o3 . np Method AAT/NAP 

Start 12475 End 14751 

GI 6691193 Score 564 

Exons 12475. .12524, 13753 .. 14362, 14527.. 14751 

GI Descrip. (AC007534) F7F22.17 [Arabidopsis thaliana] 

Seq. No. 47144 Seq. ID OJ000217_09 . 0320 . C5 

•Gene No. 100212 Strand - : 

Start 12475 End -19558 

Name OJ000217_09 . 0320 .C5 . o4 . np Method AAT/NAP 

Start 13387 End 15865 

GI 7340860 Score 84 

Exons 13387. .13479, 13806 .. 13855, 14 915 .. 15097 , 15714.. 15865 

GI Descrip. (AP001551) EST D24084 (R1183) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



Seq. No. 47144 

Gene No. 100212 

Start 12475 

Name OJ000217_09 . 0320 . C5 . o5 . gs 

Start 13735 

GI none 

Exons 13735. .14190, 14 626 14 7 1 9, 
17116. .17208, 17352. .17705, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

14904 

19556 



OJ000217 09. 0320. C5 



19558 
GENSCAN 
19558 
.46 

15093, 15631. 
19558 



15796, 



5; 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47145 
100213 
165 

,OJ000217_09 . 0320 . 06 . ol . tw 
161 
none 



• Seq. ID 
Strand 
End 

Method 
End 
Score 

161. .277, 199. .276, 206. .280, 347. .412, 348. .422, 367. ,414, 
2602. .2676, 2605. .2676, 2606. .2698, 2737. .2868, 2756. .2881, 
2804.. 2881, 2988. .3053, 2995.. 3054, 3003. .3053 



OJ000217_09.0320.C6 
+ 

3463 

TBLASTX: Wheat 

3054 

131 



47145 
100213 

165 : 

OJ000217_09.0320.C6.ol.gs 

165 

none 



Seq. ID OJ000217_09.0320.C6 

Strand + 

End 34 63 

Method GENSCAN 

End 3063 

Score .78 



165. .275, 367. .411, 2605. .2677, 2757. .2869, 3004. .3063 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI' Descrip. 



47145 Seq. ID 

100213 - Strand 

165 ' End 
OJ000217_09 . 03-20 . C6 . ol". np Method 
165 End 
6553920 Score 



OJ000217_09. 0320.C6 
+ 

3463 
' AAT/NAP 
3463 
340 

2869, 3004.. 3067, 



165. .275, 367. .411, 2605. .2677, 2757. 
3399. .3463 

(AC012329) putative RNA-binding protein [Arabidopsis thaliana] 
gi-l 6723409 I emb I CAB66418.il (AL132956) RNA-binding-like protein 
[Arabidopsis thaliana] * 



Seq. No. 
Gene No. 



47145 
100213 



Seq. ID OJ000217_09.0320.C6 
Strand + 



48793 



start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



165 End 
OJ000217_09 . 0320 . C6 . ol . tm Method 
169 ' End 

none ' Score 



3463 

TBLASTX: Maize 

3069 

36 



169. .195, 206. .280, 228. .278, 228. .290, 363. .422, 367. .414, 
2604. .2675, 2605. .2685, 2606, .2686, 2731. .2865, 2759. .2881, 
2804.. 2866, 2958.. 3068, 2995.. 3069 



47145 

100213 

165 

OJ000217_09.0320.C6.ol.ts 

177 

none 



Seq. ID OJ000217_09.0320.C6 

Strand + 

End 34 63 

Method TBLASTX : Soybean 

End 3069 

Score 83 

2676, 2605. .2670, 



177. .275, 367. .414, 2604. .2675, 2605. 
2612. .2701, 2753. ,2845, 2758. .2850, 2758. .2865, 2759. .2869, 
2995.. 3069 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47145 S.eq. ID 

100213 ' Strand 

165 End 

OJ000217_09.0320.C6.ol.tc Method 

228 . End 

none Score 



OJ000217_09.0320.C6 
+ 

3463 

TBLASTX: Cress 

3069 

67 



228.. 278, 231. .314, 364, .414, 2594. ,2674, 2604, ,2675, 



2605.. 2676, 2725.. 2865, 2753. 
2961, ,3068, 2995. .3069 



.2839, 2755. .2853, -2-756. .2881, 



47145 Seq, ID OJ000217_09 . 0320 . C6 

100213 Strand + 

165 End 3463 

OJ000217_09. 0320.C6.ol.gp Method AAT/GAP 

2621 End 3065 

31201_1,R1084 Score 348 

2621. ,2677, 2757. .2869, 3004. .3065 

M115925 2.0e-48 (AF118222) contains similarity to RNA 
recognition motifs (Pfam: PF00076, Score.=5 . 5e-23, N=2) 
[Arabidopsis thaliana] >gi_4 5394 39_emb_CAB40027 . 1_ (AL049523) 
RNA-binding protein [Arabidopsis thaliana] 

>gi_4959384_gb_AAD34325. 1_ (AF109721) RNA-binding protein 
[Arabidopsis thaliana] * 



47146 Seq. ID 

100214 Strand 

2064 End 

OJ000217_09 . 0320 . 07 . ol . gs Method 

2064 End . 

none Score 
2064 . .2616 



OJ000217_09.0320,C7 
+ 

2616 
GENSCAN 
2616 
,87 



Seq, No. 47146 Seq. ID 

Gene No. 100215 Strand 

Start 12943 End 

Name OJ000217_09 . 0320 . C7 . o4 . gs - Method 

Start 12943 End 

GI none Score 

Exons 12943, .13070, 13375.. 13513 



OJ000217_09.0320.C7 
+ 

13513 
GENSCAN 
13513 
.49 



48794 



Seq. No. 47146 

Gene No. ' 100216 

Start 2000 

Name OJ000217_09 . 0320 . C7 . ol . np 

Start 2000 

GI 7485548 

Exons 2000.. 2232, 
GI Descrip. 



OJ000217 09. 0320. C7 



Seq. ID 
Strand 

End 12574 
Method AAT/NAP 
End 12265 
Score 205 
4510.. 4550, 9001.. 9113, 12075., 12265 
hypothetical protein F16B22.7 - Arabidopsis thaliana 
gi|3341678 |gb|AAC27460.1 I {AC003672) putative C3HC4-type RING 
zinc finger protein [Arabidopsis thaliana] 



2266.-2374, 



beq. iNO. 


fi / 14 D 




beq. lu 


OJ000217_09 


.0320. C7 


Gene No . 


i UU^ 1 D 




Strand 






b tar L 


'5 n nn 
z u uu 




ona 


12574 




Name 


riTnnAOi'7 no mon m 


gs 


Method 


GENSCAN 




Start 


7801 




End 


12574 




GI 


none 




Score 


.81 




Exons 


7Pni QOflQ Ql^^l Q^RO 


1 1 ^ j1 Q 
114 4 0 


. . 1 1 D 1 4 , 


12082. .12574 




beq. NO, 


An A C 
4 / 14 D 




beq. lu 


OJ000217_09 


.0320. C7 


Gene No . 


1 u uz 1 / 




Strand 






o t ar L 


1 JO U J 




tjna 


14029 




Name 


vJJUUUZl/ u y . U U . U / . 0 1 . 


tm 


Metnod 


TBLASTX: Maize 


Start 


2104 ~ 




End 


12265 




GI 


none 




Score 


130 




Exons 


9inyi 00/11 oiriR oo/io 


1 Z U / 


1 O O c: 
. • IZZ OO , 


12138. . 12260 




beq . iNO . 


.4 / 1 4 D 




beq. lU 


OJ000217_09 


.0320. C7 


Gene No . 


1 n n 0 1 T 
1 u uz 1 / 




Strand 






b tar u 


1 "3 Q n T 

1 J o U J 




hnd 


14029 




Name 


ujuuuzi/ u y , Uoz u . c / . oo . 


gs 


Metnoa 


GENSCAN 




b car u 


1 o Q n o 




End 


14029 




P T 


none 




Score 


.82 




E*x o n s 


loouo. .xyuz.? 










Seq. No. 


47147 




Seq. ID 


OJ000217_09 


0320. C8 


Gene No . 


lUUZ lo 




Strand 


+ ' 




Start 


o n T 
zU J 




End 


501 




Name 


OJ000217 09.0320.C8.ol. 


gs 


Method 


GENSCAN 




Start 


203 




End 


501 




GI 


none 




Score 


.41 




Exons 


203. .259, 382. .501 










Seq. No. 


47147 




Seq. ID 


OJ000217_09 


0320. C8 


Gene No. 


100219 




Strand 


+ 




Start 


15312 




End . 


15405 




Name 


OJ000217 09.0320.C8.ol. 


gp 


Method 


AAT/GAP 




Start 


15312 




End 


15405 




GI 


LIB3477-003-P1-K1-E9 




Score 


155 




Exons 


15312. .15405 










GI Descrip. 


' 24 9858 6/sp|Q4 0638 IMPOl 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECURSOR (ORY S I) 


>gi 1173557 {U31771) Ory s 


1 [Oryza 




sativa] * 










Seq. No. 


47147 




Seq. ID 


OJ000217_09. 


0320. C8 


Gene No. 


100220 




Strand 


+ 





48795 



start 
Name 
Start 
GI 

Exons 



Descrip. 



20403 End 25619 

OJ000217_09 , 0320 . C8 . o3 . np Method AAT/NAP 

20403 End 25619 

6815062 Score 4367 

20403. .21914, 22122 22193, 22285. 
23298. .23869, 23936 .. 24034 , 24102. 
25475.. 25619 

(AP00108.G) Similar to Arabidopsis thaliana chromosome it BAG 
F16P2 genomic sequence;mudrA- like protein (AC004561) [Oryza 
sativa] 



.22953, 23028. 
.24402, 25301, 



.23219, 
.25404, 



Seq. No. 


4 /14 / - 






Seq. ID 


/^TnAAOiT An 

OJ000217 09, 


A o n A 

. 0320 , 


. C8 


Gene No. 


100221 






Strand 








Start 


o c o o 
2ob J 






End 


4 JbV 






Name 


OJU0U21 / 09 , 


noon 

.0320. 


C8 . o2 . gs 


Method 


GENSCAN 






Start 


o c o o 






End 


4 367 






GI 


none 






Score 


. 66 








2583. .2751, 


2832. 




, .4367 








Seq. No. 


47147 






Seq. ID 


OJ000217_09. 


.0320. 


.C8 


Gene No. 


100222 






Strand 








Start 


5464 






End 


14818 






Name 


OJ000217 09. 


.0320. 


C8.o3.gs 


Method 


GENSCAN 






Start 


5464 






End 


6523 






GI 


none 






Score 


.51 






Exons 


5464. .5732, ^ 


5901. 


,6084, 6146. 


, .6523 








Seq. No. 


47147 






Seq. ID 


OJ000217_09, 


.0320. 


,C8 


Gene No. 


100222 






Strand 








Start 


5464 






End 


14818 






Name 


OJ000217 09. 


,0320. 


C8 . o2 .np 


Method 


AAT/NAP 






Start 


5500 






End 


14818 






GI 


7444451 






Score 


393 






Exons 


5500. . 6128, 


14740 


.14818 










GI Descrip. 


probable gag/pol 


polyprotein 


- long-staminate rice 







retrotransposon retrofit gi | 258 6082 | gb | AAB82754 . 1 | {U72725) 
retrofit [Oryza longistaminata] 



Seq. No. 47147 Seq. ID 

Gene No. 100222 Strand 

Start 5464 End 

Name OJ000217_09 . 0320 . C8 . o4 . gs Method 

Start 7278 End 

GI none Score 
Exons 



OJ000217_09.0320.C8 

14818 
GENSCAN 
14746 
.47 



7278. .7631, 9343. .9363, 9618. .9740, 114 66 .. 11520 , 12387 12526 , 
12620. .12698, 13283. .134 09, 14 4 76. .14 74 6 



Seq. No. 47147 Seq. ID 

Gene No. " 100223 Strand 

Start . 17453 End 

Name OJ000217_09 . 0320 . C8 . o5 . gs Method 

Start 17453 End 

GI none Score 

Exons 17453.. 17782 



OJ000217_09.0320.C8 

17782 
GENSCAN 
17782 
.96 ■ 



Seq. No, 
Gene No, 



47147 
100224 



Seq. ID 
Strand 



OJ000217 09. 0320. C8 



48796 















Hjna 










0*^90 


pft /^f^ 

. L-O . OD . 




Method 


i biiAb 1 A : Maize 






o o o o 








bna 








none 








Score 


7 ft 




Exons 






. . fi U JO 










Seq. No. ■ 


47147 








Seq. ID 


OJ000217_0.9.0320.C8 




Gene No. 


100224 . 








Strand 






O U d X L. 


o s Q i=i Q 








End 


26635 




Nsme 


0 70 00917 OQ 


0 9 0 
U O ^ U 


. L/O . Ql . 


-f- a 
C S 


Method 


TBLASTX: Soybean 




C4- -1 -r^- 


O O J 








End 


5953 






none 








Score 


45 






,J ^ ^ y m , ^ Z/ \J ± f 




. • sJ O D / 


R7P0 


.5914, 5891. .5953, 5901. .5942 




Seq. No. 


47147 








Seq. ID 


OJ000217_09.0320.C8 




Gene No. 


100224 








Strand 






O U O i. u 


^ J ^ J -/ 








End 


26635 




N3.rTie 


n 70009 1 7 OQ 


0^90 


. v^O . O J . 


ulu 


Method 


TBLASTX: Maize 






^ 9 ~ 

Z3 O 4 Z 








End 


5889 




PT 

Kj 1. 


none 








Score 


109 






Qc; /I o R ftQQ 


O O 4 O 


R ^7 7 
. .00/ / / 




.5856, 5792. .5887 




Seq. No. 


47147 








Seq. ID 


OJ000217_09.0320.C8 


h: =? 


Gene No. 


100224 








Strand 






Start 


25959 








End 


26635 




Name 


OJ000217 09. 


0320 


.C8.05. 


tm 


Method 


TBLASTX: Maize 


ri H 


Start 


5891 








End 


6147 


i 


GI 


none 








Score 


60 




Exons 


5891. . 6001, 


5901 


. .5978, 


6003. 


.6038, 6003.. 6038, 6034.. 6129, 



6040. . 6147 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47147 

100224 

25959 

OJ000217_09.0320.C8.o2.tm 

20444 

none 



Seq. ID OJ000217_09.0320.C8 
Strand 

End 26635 

Method TBLASTX: Maize 

End 20989 

Score 139 



20444 . .20566, 20448 . .20633, 204 60 .. 20639, 20621 2098 9, 
20622. .20987 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47147 

100224 

25959 

OJ000217_09 . 0320 . C8 . ol . tm 

22489 

none 



Seq. ID OJ000217_09.0320.C8 
Strand 

End 26635 

Method TBLASTX: Maize 

End 23093 

Score 99 



22489. .22617, 22 64 5 .. 22956, 22647 .. 22 904 , 22669 .. 22911, 
23014. .23091, 23016 .. 23093, 2301 6 .'. 23090 



47147 

100224 

25959 

OJ000217_09.0320.C8.o4.tm 

23172 

none 



Seq. ID OJ000217_09.0320.C8 
Strand 

End 26635 

Method . TBLASTX : Mai ze 

End 23874 

Score 53 



23172. .23231, 23298 .. 23507, 23572 2364 9, 23573 .. 238 69, 
23631. .23705, 23758. .23874 



48797 



C vJ ■ LN W ■ 


47147 


Seq. ID 


OJ000217 09.0320.08 




100224 


Strand 




Start 


25959 


End 


26635 


Name 


OJ000217 09.0320.C8.o7.tm 


Method 


TBLASTX: Maize 


Start 


25880 


End 


26616 


GI 


none 


Score 


105 




?sfiftn pfioo? 9^fiRi 9^nnn 


25881. .26009, 25894 .. 26010, 




?SQQ4 PfiO'^fi ?fin^ft 


26038. .26160, 26045 .. 26161, . 




?fi^7? yf^A^A ?fi'^7^ 9*^4Q9 


26374. .26496, 26386 .. 26502 , 






26490. .26615, 26500.. 26616 


Seq. No. 


47147 


Seq. ID 


OJ000217_09.0320.C8 


Gene No. 


100224 


Strand 




Start 


25959 


End 


26635 


Name 


OJ000217 09.0320.C8.o4.np 


Method 


AAT/NAP 


Start 


25959 


End 


26635 


GI 


7339719 


Score 


121 




25959. .26056, 26311.. 26635 








(AP001539) hypothetical protein [Oryza 


sativa] 


Seq . No . 


47148 


Seq. ID 


OJ000217_09.0320.C9 


Gene No . 


100225 • 


Strand 


+ 


Start 


3930 


End 


4020 


Name 


OJ000217 09.0320.C9.ol.gp 


Method 


AAT/GAP 


Start 


3930 


- End 


4020 




LIB3477-003-P1-K1-E9 


Score 


136 




3930. .4020 








•2498586/sp|Q40638 IMPOl ORYSA 2.0e-24 


MAJOR POLLEN ALLERGEN 




S 1 PRECURSOR (ORY S I) >gi_ 


1173557 (U31771) Ory s 1 [Oryza 




sativa] * 






Seq. No, 


47148 


Seq. ID 


OJ000217 09. 0320. 09 


cpnp No 


100226 


Strand 


+ 


Start 


4676 


End 


5268 


Name 


OJ000217 09.0320.C9.o2.gs 


Method 


GENSCAN 


Start 


4676 


End 


5268 


GI 


none 


Score 


.66 


F. xnn s 


4676.. 4887, 4968'. .5268 






Seq. No. 


47148 


Seq. ID 


OJ000217_09. 0320.09 




100227 


Strand 




O L. Ct i. U 


817 


End 


3481 




OJ000217 09.0320.C9.ol.gs 


Method 


GENSOAN- 


Start 


817 


End 


3481 




none 


Score 


.47 


F. V n n 


817.. 1208, 1355.. 1492, 1570. 


.1835, 2555.. 2655, 3467.. 3481 


Seq. No. 


47148 


Seq. ID 


OJ000217_09. 0320.09 


Gene No. 


100227 


Strand 




Start 


817 


End 


3481 


Name 


OJ000217 09.0320.C9.o2.np 


Method 


AAT/NAP 


Start 


1127 


End 


1700 


GI 


7523670 


Score 


225 



Exons 1127.. 1700 

GI Descrip. (AC006423) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



48798 





Seq. No. 


47148 




Seq. ID 


OJ000217_09.0320 


.C9 






100227 




Strand 










R 1 7 
ox/ 




End 


3481 








0.7000217 OQ 0'^20 PQ n1 


u w 


Method 


TBLASTX: Wheat 






O L. d i. U 


1 1 7 Q ~ 

X X / -7 




End 


1523 












Score 


.91 






TT v Ti c; 


117Q l^*^! 1*^2^ 1^2^ 


± J 4 fl 


..1508, 1378. .1515 






Seq. No. 


47149 




Seq. ID 


OJ000217_09.0320 


.CIO 




Gene No. 


100228 




Strand 


+ 






Start 


10 




End 


1874 






Ma TTto 


r)jooo2i7 OQ 0*^20 no n1 


.np 


Method 


AAT/NAP 






O L. d i. L, 


10 ~ 

X \J 




End- 


593 






GI 


7362788 




Score 


47 






l_j A X i o 


10 112 423 














fAT.13ftfi38^ nnrln 1 1 n- 1 ■) 


protein [Arabidopsis thaliana] 






Seq. No. 


47149 




'Seq. ID 


OJ000217_09..0320, 


.CIO 






100228 

X w ^ ^ o 




Strand 


+ 






o u dx L 


T 0 
X u 




End 


1874 






Ma mo 
LNdlllC 


n.T000217 OQ 0320 PI 0 o1 


.gs 


Method 


GENSCAN 




■a =? 


O L, d X L, 


Q7 ~ 




End 


1874 






ox 


n on o 




Score 


.55 




tfl 


Exons 


Q7 112 407 (^;^2 7S^ 


.1037 


, 1744. .1874 




ri i 

f!,=3. 


Seq. No. 


47150 




Seq. ID 


OJ000217_09.0320. 


.Cll 




Gene No. 


100229 




Strand 








Start 


416 




End 


4221 






Ma TTio 


OJ000217 09.0320.Cll.o2 


.np 


Method 


AAT/NAP 




f y 


O l_ Cl X L 


416 




End 


4221 






O X 


6721547 




Score 


71 




s 




416. .434, 4136. .4221 










f 1 


OX L>>CO^XX^. 


(AP001073) Similar to Oryza 


sativa gene for Pib. (AB013448) 




Sea. No 


47150 




Seq. ID 


OJ000217_09.0320. 


,C11 






100229 




Strand 






f 3 


Start 


416 




End ■ 


4221 






Name 


OJ000217 09.0320.Cll.ol 


.np 


Method 


AAT/NAP 






Start 


420 




End 


3357 






\J X 


4262151 




Score 


84 






P von Q 


420. .519, 3229. .3357 












ox UCOOX . 


(AC005275) putative receptor 


kinase [Arabidopsis thaliana] 






gi 17270193 |emb|CAB77808 


.11 (AL161496) 


putative receptor 


kina 






[Arabidopsis thaliana] 












Seq. No. 


47150 




Seq. ID 


OJ000217_09.0320. 


Cll 




Gene No. 


100229 




Strand 








Start 


416 




End 


4221 






Name 


OJ000217 09.0320.Cll.ol 


.gp 


Method 


AAT/GAP 






Start 


2800 




End 


2888 






GI 


LIB34 77-003-P1-K1-E9 




Score 


105 






Exons 


2800. .2888 











GI Descrip. ' 24 98586/sp | Q40638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN .ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza ' 
sativa] ' 



48799 



Seq. No. 


47151 




Seq. ID 


OJ000217_07 


Gene No. 


100230 




Strand 






^ X 






ft4 1 

O *i X 




n.Tnnn^i7 oi n3?n n 


. Ol . gp 








^ ^ ± 




Ilii lU 


fl 4 1 
O *i X 




^ *i O O O 




OL^vJX t; 


S S 6 

J *J D 


Hi ^ w 1 1 0 


331 634 787 841 








Seq. No. 


47152 




Seq. ID 


OJ000217__07 


Gene No. 


100231 




Strand 


+ 




64 fi 

\J 1 u 






^ J X -7 


Nsme 


n.Tnnn9i 7 07 n39n 




Mo +" Vi W 


O Cj IN O Lz/iiN 


O LCti- U 


64 6 ~ 

U *1 u 




FnH 


14 4 6 

X *a *i O 








o^tjx c 


Q 
. O 




64 6 14 4 6 








O C . IMU . 


4 7 1 






0.10009 1 7 07 


Gene No. 


100231 




Strand 


+ ~ 


Start 


646 




End 


2519 


Name 


OJ000217 07. 0320. C2, 


. ol . np 


Method 


AAT/NAP 


Start 


685 




End 


1443 


GI 


7267300 




Score 


594 


Exons 


685. .1443 








GI Descrip. 


(AL161503) putative 


protein 


[Arabidopsis thaliana] 



Seq. No. 47152 Seq. ID 

Gene No. 100231 Strand 

Start 64 6 End 

Name OJ000217_07 . 0320 . C2 . ol . gp Method 

Start 771 End 

GI 18510_1.R1084 Score 

Exons 771.. 1267 

GI Descrip. • 2911071/emb | CAA17533 . 1 | 3.0e-23 (AL021960) hypothetical protein 
[Arabidopsis thaliana] ' 



OJ000217_07.0320.C2 

2519 
AAT/GAP 
1267 
953 



Seq. No. 


47152 








Seq. ID 


OJ000217_ 


_07 


.0320 


.C2 


Gene No. 


100231 








Strand 


+ 








Start 


646 








'End 


2519 








Name 


OJ000217 07 


.0320 


.C2.02. 


gp 


Method 


AAT/GAP 








Start 


1302 








End 


2519 








GI 


3766571 








Score 


1025 








Exons 


1302. .1479, 


2160 


. .2519 














Seq. No. 


47152 








Seq. ID 


OJ000217_ 


_07 


.0320 


.C2 


Gene No, 


100232 








Strand 


+ 








Start 


3382 








End 


5999 








Name 


OJ000217 07 


.0320 


.02. o3. 


gp 


Method 


AAT/GAP 








Start 


' 3382 








End 


4788 








GI 


none 








Score 


1116 








Exons 


3382. .3807, 


3925 


. .4035, 


4699. 


. 4788 










Seq. No. 


47152 








Seq. ID 


OJ000217_ 


07 


.0320 


.C2 


Gene No. 


100232 








Strand 


+ 








Start 


3382 








End 


5999 








Name 


OJ000217 07 


.0320 


.C2.02. 


np 


Method 


AAT/NAP 








Start 


3624 








End 


5999 








GI 


2160182 








Score 


194 









48800 




Exons 3624. .3811, 3925. .4038, 4694. .4817, 5912. .5999 

GI Descrip. (AC000132) ESTs gb | ATTS1236, gb | T43334 , gb | N97019, gb | AA395203 come 
from this gene. [Arabidopsis thaliana] 



O C ■ LN . 


471 








Seq. ID 


OJ000217_07.0320.C2 




X\J \J ^ ^ 








Strand 




Start 


2 All 








End 


4 031 


LN CtillC 


\j<j \j \j \j J. f \j 1 


. 0320 


C9 n9 


gs 


Method 


GENSCAN. ' 


O L. Ct ^ 


. 2417 








End 


4031 




none 








Score 


. 66 


Exons 


2417. .2593, 


3213 


. .3380, 


3553. 


.3641, 3752. .3804, 3844. .4031 


O C ^ . LN . 


47152 








Seq. ID 


OJ000217_07.0320.C2 


o n o Mo 


100234 








Strand 




o u a. i. L. 


6070 








End 


6200 


Name 


OJ000217 07 


.0320 


.C2.01. 




Method 


TBLASTX: Maize 


Start 


635 








End 


1461 


v3 -L 


none 








Score 


216 


Exons 


635. .682, 640. .843, 66S 


1. .842, 


697. .849, 


892. .1080, 908. '.108 




1 m S T ?74 


104^ 

X VJ *! J . 


• m ± ^ y y f 


1059. 


.1373, 1090. .1374, 1374. .1448, 




1375. .1461 












O C . IN (J . 


471 S9 








Seq. ID 


OJ000217_07.0320.C2 


n Mn 


1 009 ^4 

X U U ^ O 4 








Strand 




q-|- a 

O U d i. L. 


^^070 








End 


6200 


Name 


n.T00091 7 07 


0 '^ 9 0 


CO n1 




Method 


TBLASTX: Cress 


Start 


Ql ^ ~ 

-7 X J 








End 


1233 


GI 


none 








Score 


95 


Exons 


913. .1047, 


1098.-. 


.1229, 


1 OQQ 


1233 




qpirr Mn 


47 1 S9 








Seq. ID 


OJ000217_07.0320.C2 


o n o Mn 










Strand 




O U CLI. L. 


6070 








End 


6200 


Name 


OJ000217 07 


.0320, 


.02.01. 




Method 


TBLASTX : Soybean 


q-H a r-i- 


1089 








End 


1398 


GI 


none 








Score 


210 


Exons 


1089. .1397, 


1089. 


, .1397, 


1090. 


.1398 




q^rr Mn 


47152 








Seq. ID 


OJ000217_07.0320.C2 




100234 








Strand 






6070 








End 


6200 


Ma m o 

IN CLlLlt^ 


OJ000217 07 


.0320. 


,C2.o2. 


um 


Method 


TBLASTX: Maize 




3635 








End 


6024 


GI 


none 








Score 


139 


Exons 


3635. .3808, 


3636. 


, .3731, 


3774 . 


.3806, 46S 


18. .4817, 4699. .4827, 




4699. .4818, 


4703. 


.4936, 


R QOQ 


.5980, 5910.. 5984, 5911.. 6024 


Seq. No. 


47152 








Seq. ID 


OJ000217_07'.0320.C2 


Gene No . 


100234 








Strand 




Start 


6070 








End 


6200 


Name 


OJ000217 07 


.0320. 


C2.03. 


gs 


Method 


GENSCAN 


Start 


6070 








End 


6200 


GI 


none 








Score 


.75 


Exons 


6070. . 6200 












Seq. No. 


47153 








Seq. ID 


OJ000217_07.0320.C3 


Gene No. 


100235 








Strand 


+ 



48801 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



# 



939 



End 

Method 
End 
Score 



1133 
AAT/NAP 
1133 
196 



OJ000217_07.0320.C3.ol.np 
939 

131271 
939. .1133 

PHOTOSYSTEM II P680 CHLOROPHYLL A APOPROTEIN {CP-47 PROTEIN) 
■gi I 72705 Ipir I IQJRZ6A photosystem II chlorophyll a-binding 
■protein psbB - rice chloroplast gi | 12013 lemb | CAA33973 | (X15901) 

PSII 47kDa protein [Oryza sativa] gi | 226634 | prf | | 1 603356BH 

photosystem II 47kD protein [Oryza sativa] 





Seg. No. 


47153 


Seq. ID 


OJ000217_07 


. U J ^ u 








100236 


Strand 


+ 








Start 


1956 


End 


2829 








Name 


OJ000217 07.0320.C3.o2.np 


Method 


AAT/NAP 








Start 


1956 


End 


2829 










6815099 


Score 


95 










1956.. 2133, 2709.. 2829 














{AP001081) hypothetical protein [Oryza 


sativa] 








Seg. No. 


47153 


Seq. ID 


OJ000217_07 


.0320 


.C3 






100237 


Strand 


+ 










8012 


End 


11286 








Name 


OJ000217 07.0320.C3.o2.gs 


Method 


GENSCAN 






. ^ 


Start 


8012 


End 


11286 








O X 


none 


Score 


."55 






: i_J 


TT" V o in c: 


8012. .8133, 8211. .8262, 8999. 


..9093, 10283. .10576, 


119^9 
1 1 Z J Z 


1 1 9 p 




Seq. No. 


47153 


Seq. ID 


OJ000217_07 


.0320 


.03 


VJ 


Gene No. 


100238 


Strand 


+ 






a. 


Start 


12732 


End 


13481 






i U 


Name 


OJ000217 07.0320.C3.ol.gp 


Method 


AAT/GAP 








O U dX L. 


12732 


End 


13085 








GI 


68728 1.R1084 


Score 


687 










12732. .13085 












ox L^CO^XX^. 


' 984755/embl Z54153 lOSCHINDPR 


3.0e-23 0. 


sativa mRNA 


X Ox 








chilling-inducible protein* 












O C ^ • i N • 


47153 ■• • 


Seq. ID 


OJ000217_07 


n 9 n 

. U J z u 








100238 


Strand 


+ 








Start 


12732 


End 


13481 








Name 


OJ000217 07.0320.C3.o3.np 


Method 


AAT/NAP 








Start 


12888 


End 


13481 








GI 


6957718 


Score 


585 








Exons 


12888. .13481 












GI Descrip. 


(AC021640) unknown protein [Arabidopsis 


; thaliana] 








Seq. No. 


47153 


Seq. ID 


OJ000217_07 


.0320 


.03 




Gene No. 


100239 


Strand 










Start 


12747 


End 


13481 








Name 


OJ000217 07.0320.C3.o3.gs 


Method 


GENSCAN 








Start 


12747 


End 


13400 








GI 


none 


Score 


.55 








Exons ■ 


12747. .13400.;- 












Seq. No. 


47153 


Seq. ID 


OJ000217_07 


.0320, 


.03 




Gene No. 


100239 


Strand 









48802 



start 12747 

Name - OJ000217_07 . 0320 . C3 . ol . tc 

Start 12881 

GI none 

Exons 12881. .13213, 12882.. 13259 

Seq. No. 47153 

Gene No. 100239 

Start 12747 

Name OJ000217_07 . 0320 . C3 . ol . ts 

Start 12881 

GI none 

Exons 12881. .13210, 12882 13259, 

Seq. No. 47153 

Gene No. 100239 

Start 12747 

Name OJ000217_07 . 0320 . C3 . ol . tm 

Start 12902 

GI none 

Exons 12902. .13021, 12902 .. 13204 , 



End 

Method 

End 

Score 



13481 

TBLASTX: Cress 

13259 

486 



Seq. ID OJ000217_07.0320.C3 
• Sfrand 

End 13481 

Method TBLASTX : Soybean 

End 13322 

Score 4 98 
13256. .13291, 13257.. 13322 

Seq. ID OJ000217_07.0320.C3 
Strand 

End 13481 

Method TBLASTX: Maize 

End 13214 

Score 130 
12903. .13214 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 
I- Gene No. 
W Start 
""4 Name 
^ Start 
a GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Ex oris 



47153 
100239 
12747 

OJ000217_07.0320.C3.o2.gp 
13051 
28008^6 

13051. . 13090, 13125. .13481 
984755/embl Z54153IOSCHINDPR 
chilling-inducible protein 

47154 

100240 

4849 

OJ000217_07.0320.C4 ,o2.gs 

4849 

none 

4849. .5065, 6314. .6490, 7962, 

47154 

100241 

257 

OJ000217_07.0320.C4 .ol.gp 

257 

none 

257.. 667 



Seq. ID OJ000217_07.0320.C3 
Strand 

End . 13481 

Method AAT/GAP 

End 13481 

Score 467 

3.0e-23 O.sativa mRNA for 



Seq. ID OJ000217_07.0320.C4 
Strand + 

8146 
GENSCAN 
814 6 
.63 



End 

Method 
End 
Score 
.8146 



Seq. ID OJ000217_07.0320.C4 
Strand 

End 667 

Method AAT/GAP 

End 667 

Score 652 



Seq. No. 
Gene No. 
Start 
Name 
Start 
•GI 

Exons 



47155 Seq. ID 

100242 Strand 

3 End 

OJ000217_07 . 0320 . C5 . ol .gs "Method 

3 End 

none ^ Score 



OJ000217_07.0320.C5 
+ 

7384 
GENSCAN 
7102 
.76 

3062, 3580.. 3686, 



3. .128, 1279. . 1365, 2798. .2857, 2954. 
3759. .3896, 3971. .4066, 4187. .4311, 6047. .6179, 6252. .6377, 
6457. .6568, 6738. .7102 



48803 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



47155 Seq. ID 

100242 Strand 

3 End 

OJ000217_07 , 0320 . C5 . ol . np Method 

3 End 

7211972 Score 



OJ000217_07.0320.C5 

7384 
AAT/NAP 
7099 
1230 

3062, 3580.. 3686,. 



3.. 128, 1279.. 1365, 2757. .2857, 2954, 
3759. .3896, 3971. .4066, 4187. .4311, 6047. .6179, 6252. .6377, 
64-57.. 6568, 6738.. 7099 

(AC004809) Strong similarity to the TATA binding 
protein-associated factor from A. thaliana gb|Y13673. ESTs 
gb|N38153 and gb|W43450 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47155 Seq. ID 

100242 Strand 

3 End 

OJ000217_07 . 0320 . C5 . ol . gp Method 

2755 End 

19873 1.R1084 Score 



OJ000217_07.0320.C5 
+ 

7384 
AAT/GAP 
4222 
1037 



2755. .2857, 2954. .3062, 3580. .3686, 3759. .3896, 3971. .4066, 
4187. .4222 

'2196466/emb|CAA74021 i 6.0e-73 {Y13673) TATA binding 
protein-associated factor [Arabidopsis thaliana] ' 



Seq. No. 


47155 




Seq. ID 


OJ000217_07.0320.C5 


Gene No. 


100242 




Strand 


+ 


Start 


3 




End 


7384 


Name 


OJ000217 07.0320.C5.o2. 


gp 


Method 


AAT/GAP 


Start 


4218 




End 


6885 


GI 


26866 1.R1084 




Score 


1084 


Exons 


4218. .4311, 6047. .6179, 


6252 


..6377, 6457. .6568, 6738. .6885 


GI Descrip. 


'4585980/gb IAAD25616.il 


AC005287 18 6.0e-48 (AC005287) Very 




similar to TATA binding protein-associated factor [Arabidop 




thaliana] ' 








Seq. No. 


47155 




Seq. ID. 


OJ000217_07.0320.C5 


Gene No. 


100242 




Strand 


+ 


Start 


3 




End 


7384 


Name 


OJ000217 07.0320.C5.o3. 


gp 


Method 


AAT/GAP 


Start 


6972 




End 


7384 


GI 


none 




Score 


718 


Exons 


6972. .7384 








Seq. No. 


47155 




Seq. ID 


OJ000217_07.0320.C5 


Gene No. 


100243 




Strand 


+ 


Start 


12364 > 




End 


12557 


Name 


OJ000217 07.0320.C5.o4 . 


gp 


Method 


AAT/GAP 


Start 


12364 




End 


12557 


GI 


uC-osflcyp039h04bl 




Score 


304 


Exons 


12364. .12557 








GI Descrip. 


' 1617274 /emb|CAA96522 | 


l.Oe- 


09 (Z72152) 


AMP-binding protein 




[Brassica napus] * 








Seq. No. 


47155 




Seq. ID 


OJ000217_07.0320.C5 


Gene No. 


100244 




Strand 


+ 



48804 



start 


13791 


End 


14169 








OJ000217 07.0320.C5.o3.np 


Method 


r-irii / INrit 








13791 


End 


1 4 1 Q 
± 4 ± D -7 






o J- 


5091507 


Score 


0 / 








13791. .14011, 14 075. .14169 










OX L/C O i. -L^ . 


(AB023482) Hypothetical protein [Oryza 


s at 1 va J 






Seq. No. 


47155 


Seq. ID 


OJ000217_ 


07.0320 


.C5 


Gene No. 


100245 


Strand 


+ 






O L. Cti- L 


16683 


End 


20116 






Na.iTie 


ri innno 1 1 ni 0*^90 pc; nr\ 
vjuuuuzx/ u/.uozu.k^j.OD. gp 


Method 


AAT/GAP 








16605 


End 


19400 








none 


Score 


1164 






T*' von <5 


16605. .16797, 17539 .. 177 17 , 


17929. .18085, 19314. 


. ± ^ 4 u u 




O fci . IN U . 


47155 


Seq. ID 


OJ000217_ 


u / . u 0 z u 




Gene No. 


100245 


Strand 


+ 






Start 


16683 


End 


20116 






Name 


aj000217 07.0320.C5.o4.gs 


Method 


GENSCAN 






O L. Ct i- L 


16683 


End 


20116 








none 


Score 


.76 






V n ^ 


16683. .16797, 17539. .17717, 


17929. .18085, 19314. 


• X^O OH , 






19914. .20116 










Sea No 


47155 


Seq. ID 


OJ000217_ 


07 O^PO 


. 05 


Gene No. • 


100246 


Strand 








Start 


6436 


End 


13214 






Name 


OJ000217 07.0320.C5.o2.np 


Method 


AAT/NAP 






Start 


6436 


End 


13214 






GI 


6587849 


Score 


183 






Exons 


6436.. 6473, 9410.. 9622, 9726 


..9932, 13146. .13214 







GI Descrip. (AC006551) Very similar to retrotransposon reverse transcriptase 
[Arabidopsis thaliana] 



Seq. No. 47155 Seq. ID 

Gene No. 10024 6 Strand 

Start 643.6 • ■ End 

Name OJ000217_07 , 0320 . C5 . o2 . gs Method 

Start 8343 End 

GI none Score 

Exons 8343. .8749, 9001. .9124, 11932. .11982 



OJ000217_07.0320.C5 

13214 
^GENSCAN 
11982 
.71 



Seq. No. 47155 Seq. ID 

Gene No. 100247 Strand 

Start 15058 End 15422 

Name OJ000217_07 . 0320 . C5 . o4 . np Method AAT/NAP 

Start 15058 End 15422 

GI 6539585 Score 92 

Exons 15058. .15117, 15251. .15422 

GI Descrip. (AP000837) hypothetical protein [Oryza sativa] 



OJ000217 07. 0320. 05 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 



47155 
100248 ' 
20253 
OJ000217 
2 

none 



07.0320.C5.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_07.0320..O5 
20.514 

TBLASTX: Cress 

6498 

151 



48805 



Exons 



2, .130, 3. .128, 1276. .1356, 2792. .2860, 2954. .3061, 2956. .3060, 
3639.. 3743, 3641.. 3682, 3753.. 3893, 3761.. 3898, 3814.. 3897, 
3968. .4069, 4187. .4312, 4189. .4314, 6045. .6182,. 6077. .6181, 
6252., 6377, 6460.. 6498 



Seq. No. 47155 
Gene No. 100248 
Start 20253 

Name OJ000217_07 . 0320 . C5 . ol . ts 

Start 3579 
GI none 

Exons 3579.. 3689, 3620.. 3694, 3620. 

3761. .3898, 3968. .4069, 3970. 
4190. .4339, 4194. .4310 



Seq. ID OJ000217_07.0320.C5 
Strand 

End ■ 20514 . 
Method TBLASTX : Soybean 
End 4339 
Score 114 

.3682, 3753.. 3893, 3761,. 3898, 
.4065, 4169.. 4309, 4177,. 4305, 



Seq, No, 47155 

Gene No. 100248 

Start 20253 

Name OJ000217_07 . 0320 . C5 . o3 , tm 

Start 3770 

GI none 

Exons 3770., 3898, 3771., 3893, 3922. 

3970. .4062, 4187. .4219, 4189, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000217 07, 0320. C5 



20514 

TBLASTX: Maize 
4219 
173 

.4065, 3968. .4069, 3968. .4057, 
,4218 



Seq. No, 47155 
Gene No, 100248 
Start 20253 

Name OJ000217_07 , 0320 . C5 , ol . tm 

Start 4220 
GI none 

Exons 4220.. 4303, 4222.. 4302, 4225. 

6047.. 6184, 6250.. 6375, 6250, 
6439. ,6582, 6457, .6573 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4314, 6039. 
.6375, 6252. 



OJ000217_07.0320.C5 
20514 

TBLASTX: Maize 
6582 
131 



,6173, 6042, 
,6377, 6432, 



,6182, 
, 6572, 



Seq. No. 47155 

Gene No. 100248 

Start 20253 

Name OJ000217_07 . 0320 . C5 . p2 . ts 

Start 6044 

GI none 

Exons 6044.. 6184, 
6458. .6574, 



6045,, 6185, 6198. 
6965. ,7072 



OJ000217_07.0320.C5 
20514 

TBLASTX: Soybean 

7072 

159 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.6377, 6226. .6381, 6248. .6307, 



Seq. No. 47155 Seq. ID 

Gene No, 100248 Strand 

Start 20253 End 

Name - OJ000217_07 , 0320 , C5 . o2 . tm Method 

Start 6850 End 

GI none Score 

Exons 6850.. 7101, 6851.. 7102 



OJ000217_07.0320,C5 
20514 

TBLASTX: Maize 

7102 

302 



Seq, No. 47155 Seq, ID 

Gene No. 100248 Strand 

Start 20253 End 

Name OJ000217_07 . 0320 . 05 . ol , tw Method 

Start 9410 End 

GI none Score 



OJ000217_07,0320.C5 
20514 

TBLASTX: Wheat 

9622 

91 



48806 



Exons 9410.. 9622, 9435.. 9557 





Seq. No. 


47155 


Seq. ID 


OJ000217_07.0320 


.C5 




Q n Q M ^ 


1 nn94 fi 

X U U ^ ri O 


Strand 








O Ua J- U 




End 


20514 






Nsitie 




Method 


TBLASTX: Cress 






o L air L 


X ^ J ^ D 


End 


20119 






PT 


none 


Score 


28 9 , . 






HiXorio 


X^O^O, . .X^DvJ^/ X^f±UU. .Xj/DOO/ 


19909. .19983, 19910 .. 20077 , 








19919. .20077, 20066 .. 20119, 


20074 . .20115 






C o rr Tsl 

. LNvJ . 


f ± J O 


Seq. ID 


OJ000217_07.0320 


PS 




P Q ^ M 


1 0094 ft 
X U U o 


Strand 








O LaX L. 


^ u ^ o o 


End 


20514 






Nsme 


0,7000917 07 0*^90 PS +-m 


Method 


TBLASTX: Maize 








X -? O O D 


End 


20107 








none 


Score 


68 ■ 






Exons 


19586. .19636, 19910 .. 20107 , 


19910. .20107 






Q a rr M 
oeq . l\(J . 


4 / X O O 


Seq. ID 


OJ000217_07.0320 


PS 






1 009 4ft 


Strand 










909 R 


End 


20514 






N3iTie 


PT000917 07 0'^90 PS n7 rrr^ 


Method 


AAT/GAP 








909S^ ~ 

Z U Z O J 


End 


20514 




"Z 
\J 


oX 


1 ft S 4 1 S 9 
X O O 4 X 


Score 


515 






Exons 


20253. :*20514 








hi 


Con Mn 


47156 


Seq. ID 


OJ000217_07.0320 


p^ 




ocOe LMO . 


100249 


Strand 






^2 


aX U 


18 


End 


1748 






Nsnie 


OJ000217 07.0320.C6.ol.gs 


Method 


GENSCAN 




ry 


O L dX L 


18 


End 


1741 






PT 


none 


Score 


.9 








18. .705, 791. .854, 1119. .1237, 1316. .1387, 1631. .1741 






Seq. No. 


'47156 


Seq. ID 


OJ000217_07.0320 


.C6 


u 


Gene No. 


100249 


Strand 










18 


End 


174 8 






N3me 


OJ000217 07.0320.C6.ol.tm 


Method 


TBLASTX: Maize 






O LdXTX 


103 


End 


1355 






oX 


none 


Score 


46 






Exons 


103. .243, 197. .280, 269. .334 


, 337. .405, 


424. .705, 439..! 


S Q /I 






443. .580, 455. .700, 791. .856, 791. .853, 


795. .872, 1118. 


1 9 T 

. xzo 






1121. .1237, 1125. .1238, 1313 


. .1354, 1317. .1355 






Seq. No. 


47156 


Seq. ID 


OJ000217_07.0320 


.C6 




oene ino . 


100249 


Strand 








C 4- -1 V--)- 


18 


End 


1748 






Name 


OJ000217. 07.0320.C6.ol.tw 


Method 


TBLASTX: Wheat 






Start 


1119 


End 


1696 






GI 


none 


Score 


168 






Exons 


1119. .1238, 1121. .1237, 1313 


..1390, 1313. .1390, 1326. .1391, 






1631. .1696, 1631. .1696 










Seq. No. 


47156 


Seq. ID 


OJ000217_07.0320, 


.C6 




Gene No. 


100249 


Strand 








Start 


18 


End 


1748 





48807 





o.Tnnn?i i oi 

\JKJ \J \J\J ^ ± f \J f 




rfi o? 






1 O J-irlO 1 A. . Lud X ^ C 




1 fi^l "~ 
J- U J X 








FnH 


1 7 d P 




none 








Qoo yo 


X ^ o 


F" von ^ 


1631 1741 


1632 


. .174 8, 


1638 . 


.1742 






47157 








Seq. ID 




Gene No. 


100250 








Strand 




Start • 


51-3 








End 


7203 


Nsiue 


QJ000217 07 


.0320 


.07. ol. 


gs 


Method 


GENSOAN 


Start 


513 








End 


7203 




none 








Score 


.76 


F" von Q 


513. .524, 1313.. 


1405, 3043. .3144, 3227 


..3371, 3606. .4058, 




4312. .4559, 


5600 


. .5695, 


5785. 


.5881, 7139. .7203 


o orr Kin 


47157 








Seq. ID 


OJ000217_07.0320.O7 


Gene No. 


100251 








Strand 




Start 


9201 








End 


10658 


Name 


OJ000217 07 


.0320 


.C7.02. 


1-Tn 

L.UI 


Method 


TBLASTX: Maize 


O L. d i_ L, 


4308 








End 


5880 


\J J. 


none 








Score 


71 


TT' von ^ 


4308. .4442, 


4317 


. .4466, 


•1 O X o . 


.4443, 4494. .4550, 4504. .4542 




5594. .5686, 


5598 


. .5711, 


5785. 


.5880 




Ocarr Mo 


47157 








Seq. ID 


OJ000217_07.0320.O7 


Gene No. 


100251 








Strand 




Start 


9201 








End 


10658 


Name 


OJ000217 07, 


.0320. 07.02. 


gs 


Method 


GENSOAN 




9201 








End 


10658 




none 








Score 


.53 


T*' von ^ 


9201, .9368, 


9454 


. .9501, 


9633. 


.9729, 9809. .10107, 10141. .10; 




10444 . .10658 










o c ^ ■ V*\J » 


47157 








Seq. ID 


OJ000217_07.0320.O7 


Gene No. 


100251 








Strand 




Start 


9201 








End 


10658 


Name 


OJ000217 07. 


.0320 


.07. ol. 


tm 


Method 


TBLASTX: Maize 


O U d i. L, 


9628 








End 


10078 




none 








Score 


105 


F von Q 


9628. . 9735, 


9630 


. .9731, 


9811. 


.9951, 9813.. 9929, 9830. .9964. 




9872. . 9952, 


9941 


..10078, 9955 


. .10077 




Seq. No. 


47158 








Seq. ID 


OJ000217_07. 0320.08 


Gene No. 


100252 








Strand 


+ 


Start 


5768 








End 


6202 


Name 


OJ000217 07, 


,0320 


.08.02. 


gp 


Method 


AAT/GAP 


o u d 1. u 


5768 








.End 


6202 


V3 J. 


none 








Score 


.810 


F von c 


5768. . 6202 












Seq. No. 


47158 








Seq. ID 


OJ000217_07.0320.C8 


Gene No. 


100253 








Strand 




Start 


5192 








End 


7548 


Name 


OJ000217 07. 


0320. 


.O8.o2. 


tm 


Method 


TBLASTX: Maize 


Start . 


5018 








End 


5310 


GI 


none 








Score 


209 


Exons 


5018. .5227, 


5020, 


. .5310, 


5020. . 


.5310 





48808 






Seq. No. 


47158 






Seq. ID 


OJ000217_07.0320, 


.C8 




Gene No. 


100253 






Strand 








Start . 


5192 






End 


7548 






Naitie 


OJ000217 07 


. 0320 


PR ol an 




AAT /CAP 






Start 


5192 ~ 






End 








GI 


none 






Score 


936 






Exons 


5192 . . 5697 














Sea No 


47158 














Gene No. 


100253 






Strand 








Start 


5192 






End 


7548 






Name 


OJ000217 07 


. 0320 


.C8.ol.np 


Method 


AAT /NAP 






Start 


5448 ~ 






End 


7548 






GI 


2290770 






Score 


586 • 






Exons 


5448 . .5608, 


5645 


..5735, 5865. 


.7548 








GI Descrip, 


{AF002163) 


delta- 


-adaptin [Homo sapiens] 






Seq. No. 


47158 






Seq. ID 


OJ000217_07.0320. 


,C8 




Gene No. 


100253 






Strand 








Start ' 


5192 






End 


7548 






Name 


OJ000217 07 


. 0320 


.C8.ol.ts 


Method 


TBLASTX: Soybean 






Start 


6061 ~ 






End 


6292 






GI 


none 






Score 


99 




as. 


Exons 


6061 6291, 


6064 


..6291, 6065. 


.6292 








Seq. No. 


47158 






Seq. ID 


OJ000217_07.0320. 


C8 




Gene No. 


100253 






Strand 






fy 


Start 


5192 






End 


7548 






Name 


OJ000217 07 


. 0320 


.C8.ol.tm 


Method 


TBLASTX: Maize 






Start 


6153 ~' 






End 


6445 






GI 


none 






Score 


265 






Exons 


6153 6383, 


6159 , 


..6422, 6163. 


.6444, 6163. .6444, 6164. .6445 




Sea No 


47158 






Seq. ID 


OJ000217_07.0320. 


C8 


f £ 


Gene No . 


100253 






Strand 






^ 3 

*:. 3 


Start 


5192 






End 


7548 






Name . 


OJ000217 07 


.0320, 


X8.o3.gp 


Method 


AAT /GAP 






Start 


6504 






End 


7008 






GI 


. 51654 1.R1084. 




Score 


991 






Exons 


6504. .7008 














GI Descrip . 


'2290772 1.1 


Oe-13 


(AF002164) AP-3 delta- 


•adaptin subunit 








[Drosophila 


melanogaster] ' 










Seq. No. 


47158 






Seq. ID 


OJ000217_07.0320. 


C8 




Gene No. 


100253 






Strand 








Start 


5192 






End 


7548 






Name 


OJ000217 07 


.0320, 


,C8.o3.tm 


Method 


TBLASTX: Maize 






Start 


6682 






End 


6991' 






GI 


none 






Score 


120 






Exon s 


6682. .6834, 


' 6683. 


.6823, 6685. 


.6861, 6714. .6863, 6878. .6991 




Seq. No. 


47159 






Seq. ID 


OJ000217 07.0320. 


C9 




Gene No. 


100254 






Strand 


+ 






Start 


690 






End 


5204 






Name 


OJ000217 07 


.0320. 


C9.ol.gs 


Method 


GENSCAN 






Start 


690 






End 


5204 






GI 


none 






Score 


.55 





48809 



Exons 



690. .765, 1060. .1186, 3661. .3873, 4583. .4640, 4702. .5204 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000217_07.0320.C9 
+ 

21701 
AAT/NAP 
21701 
47 



47159 Seq. ID 

100255 Strand 
16119 End 
OJ000217_07.0320.C9.o2.np Method 
16119 End 
7486392 Score 
16119. .16172, 21120. .21221, 21574. .21701 
hypothetical protein F4B14.190 - Arabidopsis thaliana 
gi|3036796|emb|CAA18486.1| (AL022373) putative protein 
[Arabidopsis thaliana] gi | 3805858 | emb | CAA21478 . 1 | (AL031986) 
putative protein [Arabidopsis thaliana] 
gi|7270544 |emb|CAB81501.1| {AL161588) putative protein 
[Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47159 
100255 
16119 ■ 

OJ000217_07.0320.C9.o4.gs 

17678 

none 



Seq. ID OJ000217 07. 0320. C9 



Strand 
End 

Method 

End 

Score 



+ . 

21701 
GENSCAN 
19423 
. 68 



17678. .17734, 17740 17859, 17 947 .. 18065, 1.9291 19423 



Seq. No. 47159 
Gene No. 100256 
Start 33695 

Name OJ000217_07 . 0320 . C9 . o6 . gs 

Start 33695 

GI none 

Exons 33695. .33707, 33812 

35806. .35970, 36152 
37069. .37237, 38373 
43602. ,44339, . 44384 



Seq. ID 
Strand 

End 45297 
Method GENSCAN 
End 45297 
Score . 68 
34188, 34287. .34602, 35237 
36247, 36390. .36519, 36840 
38456, 40638. .40724, 42797 
45297 



OJ000217_07.0320.C9 
+ 



,35374, 
,36957, 
,43111, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 



47159 • Seq. ID 

100256 Strand 

33695 End 

OJ000217_07.0320.C9.o5.np Method 

41788 End 

6705984 Score 
41788. .41835, 43625. .44 917 

(AB033235) gag-pol polyprotein [Oryza sativa] 



OJ000217_07.0320.C9 
+ 

45297 
AAT/NAP 
44917 
833 



47159 
100256 
33695 

OJ000217_07.0320.C9.o3.np 
.42578 
'7340909 
42578. .43098 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ000217_07.0320.C9 

Strand + 

End 45297 

Method AAT/NAP 

End 43098 

Score 111 



47159 Seq. ID 

100257 Strand 

935 End 

OJ000217_07 . 0320.C9.ol.np Method 



OJOOO217_O7.O320-.C9 

9886 
AAT/NAP 



48810 



start 
GI 

Exons 



GI Descrip. 



935 End 8726 

4249662 Score 1274 

935.. 1138, 2690.. 2743, 2841.. 2989, 3064.. 31^72, 3256.. 3345, 

6095. .6145, 6260.. 6364, 6436.. 6547, 6637. .6719, 7460. .7583, 

8599. .8726 

(AF089810) Altered Response to Gravity [Arabidopsis thaliana] 
gi I 6714354 |gb|AAF26045. 11 AC015986_8 (AC015986) ARGl protein 
(Altered Response to Gravity) .[Arabidopsis thaliana] 





O C ^ ■ LN ^ . 


4 7159 


Seq. ID 


OJ000217_07.0320.C9 




Gene No. 


100257 


Strand 






Start 


935 


End 


9886 




Name 




Method 


GENSCAN 




O L d. I. L 


fin ~ 


End 


9886 




J. 


none 


Score 


.72 






fiDSQ fi14S fi9fin fi^fid fid^fi 


..6547, 6637. .6719, 8521. .8743, 






Q?n^ Q'^fi^ QS?4 QSfiQ Qft4n 


. .9886 






o c 4 • LN u . 


/ X J -7 • 


Seq. ID 


OJ000217_07.0320.C9 






X U U ^ J o 


Strand 






start 


42893 


End 


44938 




Name 


OJ000217 07.0320.C9.o4.np 


Method 


AAT/NAP 




start 


42893 


End 


44938 




GI 


5738364 


Score 


74 




Exons 


42893. .43050, 44918. .44938 








GI Descrip. 


(AL021711) putative protein 


['Arabidopsis thaliana] 




Seq. No. 


47159 


Seq. ID 


OJ000217_07.0320.C9 




Gene No. 


100259 


Strand 






Start 


45586 


End 


46589 




Name 


OJ000217 07.0320.C9.o3.tm 


Method 


TBLASTX: Maize 




Start 


. 819 


End 


2746 




GI 


none 


Score 


72 


s 


Exons 


819. .908, 829. .909, 830. .907 


, 881. .976, 


897. .1031, 905. .1030, 






916. .1032, 922. .1032, 1045.. 


1134, 1046. 


.1135, 1046. .1135, 






1062.. 1136, 2690.. 274.6, 2691 


. .2744 





n 



Seq. No. -47159 
Gene No. 100259 
Start 45586 

Name OJ000217_07 . 0320 .09 . ol . 

Start 939 
GI none 

Exons 939.. 986, 941.. 988, 98] 

2688. .2744, 2841. ,2990, 
3062. .3172, 3063. .3173, 
3257.. 3352, 3257.. 3352, 
6261. .6368, 6423. .6551, 
6639. .6734, "6639. .6719, 
8599. .8715 



Seq. ID OJ000217 
Strand 



07. 0320. C9 



46589 

TBLASTX: Cress 

8723 

62 



End 

tc Method 
End 
Score 

..1022, 1040. .1138, 2687. .2746, 
2841. .2990, 2941. .2991, 3061. .3171, 
3073. .3174, 3249.. 3347, 3253.. 3348, 
6090. .6146, 6095. .6145, 6257. .6364, 
64 33. .6552, 6434. .6553, 6631. .6720, 
7452. .7586, 7454. .7585, 8595. .8723, 



Seq. No. 47159 Seq. ID 

Gene No, 100259 Strand 

Start 45586 End 

Name OJ000217_07 . 0320 . 09 . ol . tm Method 

Start 2841 End 

GI none Score 



OJ000217_07 .0320.09 
46589 

TBLASTX: Maize 

8706 

145 



48811 



Exons 



Seq. No. 

•Gene No. 

Start 

Name 

Start 

GI 

Exons 



2841. .2948, 2841. .3002, 2842. 

3062. .3172, 3063. .3173, 3247. 

6095.. 6145, 6257... 6364, 6258. 

6495.. 6557, 6631.. 6720, 6638. 

6641. .6742/ 7452. .7589, 7454. 

47159 

100259 

4-5586 

OJ000217_07.0320.C9.o2.ts 

3062 

none 

3062.. 3172, 3063.. 3170, 3235. 



.2952, 2948.. 2989, 2953. .3003, 

.3366, 3247.. 3396, 6090.. 6137, 

.6368, 6433.. 6552, 6434.. 6550, 

.6739, 6639.. 6716, 6640.. 6726, 

.7585, 8595.. 8705, 8599.. 8706 

Seq. ID OJ000217_07.0320.C9 
Strand 

End 46589 

Method TBLASTX : Soybean 

End 3364 

Score 68 

.3357, 3253.. 3348, 3260.. 3364 



Seq. No. 47159 

Gene No. 100259 

Start 45586 

Name OJ000217_07 . 0320 . C9 . o5 . tm 

Start 3615 

GI none 

Exons 3615.. 3683, 3778.. 3942, 3932.. 3976 



Seq. ID OJ000217 07. 0320. C9 



Strand 
End 

Method 
End 
Score 



46589 

TBLASTX: Maize 

3.97 6 

71 



Seq. No. • 47159 

Gene No. 100259 

Start 45586 

Name OJ000217_07 . 0320 .C9., o4 . ts 

Start" 6469 

GI none 
Exons 



Seq. ID OJ000217__07.0320.C9 
Strand 
End 

Method 
End 
Score 



46589 

TBLASTX: Soybean 

8714 

105 



6469. .6552, 6470. .6553, 6631. .6720, 6631. .6702, 6639. .6719, 
7454. .7585, 7461. .7586, 8595. .8714, 8599. .8712 



Seq. No. 47159 Seq. ID 

Gene No. 100259 Strand 

Start 45586 End 

Name OJ000217_07 . 0320 . C9 . ol . ts Method 

Start 34286 End 

GI none Score 
Exons 



OJ000217_07.0320.C9 
46589 

TBLASTX : Soybean 

35492 

397 



3428 6. .34 597, - 34293. .34 601, ■ 35235. .35384, 35236. .35361, 
35236. .35385, 35394. . 35492, 35416.. 35490 



Seq. No. 47159 Seq. ID 

Gene No. 100259 Strand 

Start 45586 End 

Name OJ000217_07 . 0320 . C9 . o3 . tc Method 

Start 34287 End 

GI none Score 

Exons 34287. .34427, 34304 .. 34417, 34376 .. 34510, 34 395 .. 34 589, 
34464. .34589 



OJ000217_07.0320.C9 
46589 

TBLASTX: Cress 
34589 
123 



Seq. No. • 47159 
Gene No. 100259 
Start 45586 

Name OJ000217_07 . 0320 . C9 . o2 . tm 

Start 35328 
GI none 
Exons 35328. .35498, 

35418. .35510, 



35335. .35499, 
35614. .35736, 



Seq. ID OJ000217_07 . 0320.C9 
Strand 

End 46589 

Method TBLASTX : Mai ze 

End 36993 ' 

Score 162 
35356. .35499, 354 17 .. 35506, 
35616. .35741, 35618. .35731, 



48812 








JJOUU. .JJ-^XJ^ ojoux 


"^^Ql 4 

. . O J _7 X 4 / 


35804. .35920, 35805 .. 3592 1 , 








^SRnS ^fiOfi? 




36069. .36248, 36385 .. 36519, 












36838. .36993 






O C (-^ • IN « 


f X u ^ 




Seq. ID 


OJ000217_07.0320 


PQ 






X U U ^ J -7 




Strand 








start 


45586 




End 


46589 






Name 


OJ000217 07. 0320. C9, 


.o3.ts 


. Method 


TBLASTX: Soybean 








J J O f T 




End 


36990 






o ± 


none 




Score 


67 








^■^^74 ^SQ91 ^*^nfi7 


'^(^901 


36069. .36212, 36211. .36255, 








^fiPl'^ ?f^C>4R ^^^^OQ 


. • Lip f 


36410. .36517, 36834 .. 36989, 








^VUtJO. m ^ \J Zf Zf \J 












c ^srr Kin 


4 7 1 SQ 




Seq. ID 


OJ000217_07.0320 


r* Q 




Gene No. 


100259 




Strand 








Start 


45586 




End 


46589 






Name 


o.Tnnnpi7 07 n??n pq 


n9 ' i- o 


Method 


TBLASTX: Cress 








^finfi7 ~ 

O \)\J \j 1 




End 


•36990 








none 




Score 


257 








?f^nfi7 ^f^^t^S ^(^OfiQ 


^f^9 RI 


36385. .36519, 36389 .. 36517 , 








^fifi'^4 ^I^QftQ "^(^fi^P 


, . J O ^ J? u 










o Mn 


4 7 1 




Seq. ID 


OJ000217_07.0320, 


. L.y 




Gene No. 


100259 




Strand 








Start 


45586 




End 


46589 




f' l § 


Name 


0,1000917 07 0*^90 PQ 


o 1 IaT 
X . L W 


Method 


TBLASTX: Wheat 








• 4 4 1 Oft ~ 

*i *a X U O 




End 


44576 




is? 




none 




Score 


282 








4410R 44^77 441^^ 


m ^ H O 1 yj f 


44393. .44536, 44394 .. 44576, 


















ri 2 
: 


Seq. No. 


47159 




Seq. ID 


OJ000217_07.0320, 


.C9 




Gene No. 


100259 




Strand 






[j 


O L. d X L. 


*i O J O D 




' End 


46589 






LNdlLLC 


n.T000917 07 0*^90 PQ 


A 

o4 . tm 


Method 


TBLASTX: Maize 




1 4, 
f; is: 


C-f- o r-h 

O l,dl. L 


4 4^7^ - ~ 




End 


44577 






O X 


n on o 




Score 


■'224 






W von <5 


'44^7^ 44471 44^74 


4 4^77 


44374 . .44574 






Seq. No. 


47159 




Seq. ID 


OJ000217_07.0320, 


.09 




Gene No. 


100259 




Strand 








O U d X L 


•a J J O D 




End 


46589 






Name 


n.T00091 7 07 0'^90 PQ 


oR "he; 


Method 


TBLASTX: Soybean 






O LdX L 


4 4 "^7 ~ 




End 


44577 






GI 


n on o 




Score 


216 






von Q 


AA'^l'^ 44471 44'^74 


4 4 R77 


44374. .44574 






Seq. No. 


47159 




Seq. ID 


OJ000217_07.0320. 


,09 




Gene No. 


100259 




Strand 








Start 


45586 




End 


46589 






Name 


OJ000217 07. 0320. C9. 


o7 . gs 


Method 


GENSCAN 






Start 


45586 




. End 


46589 






GI 


none 




Score 


.63 






Exons 


45586. .45755, 45848. 


.46118, 


46181. .46406, 4 6513 .. 4 6,58 9 






Seq. No. 


47160 




Seq. ID 


OJ000217_07.0320. 


CIO 



48813 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



100260 • Strand + 

262 End 3953 

OJ000217_07 . 0320 . CIO . ol . gs Method GENSCAN 

262 End 3586 

none Score .91 

262. .322, 424. .614, 896 .. 1342 , "l472 .. 1552 , 2273. .2469, 

2565. .2664, 3401. .3586 



Seq. No. 47160 Seq. ID OJ000217_07 . 0320 . CIO 

Gene' No. 100260 Strand + 

Start 262 End 3953 

Name OJ000217_07 . 0320 . CIO . ol . gp Method AAT/GAP 

Start 420 End 1119 

GI LIB3434-065-P1-K1-B7 Score 747 

Exons 420.. 614, 896.. 1119 

GI Descrip. ' 5106785/gb | AAD39843 . 1 | 5.0e-12 (AF083245) HSPC027 [Homo 
sapiens] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI 'Descrip. 



Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



47160 Seq. ID OJ000217 

100260 Strand + 

262 End 3953 

OJ000217_07. 0320. CIO. ol.np Method AAT/NAP 
462 End 3580 

6755210 Score 520 

462. .614, 896. .1342, 1472. .1552, 2273. .2469, 
3401. .3580 

proteasome (prosome, macropain) 26S subunit. 



07. 0320. CIO 



2565. ,2664, 
non-ATPase, 13 



gi I 5453129|gb|AAD4 344 3.1 |AF107838_ 
subunit p40.5 [Mus musculus] 



1 (AF107838) 26S proteasome 



47160 

100260 

262 

OJ000217_07. 0320. CIO. o2. 
1109 

22207__1.R1084 
1109. .1342,. 1472. .1556 
'5106785/gb IAAD39843.il 
sapiens] ' 



gp 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000217_ 
+ 

3953 
AAT/GAP 
1556 
476 



07. 0320. CIO 



5.0e-13. (AF083245) ■HSPC027 [Homo 



47160 Seq. ID 

100260 . Strand 

2 62 End 
OJ000217_07. 0320. CIO. o3.gp Method 

2565 End 

18962_1.R1084 Score 
2565.-2666 . 

•3746882 6.0e-23 (AF086708) 
sapiens] ' 

47160 Seq. ID 

100260 Strand 

2 62 End 
OJ000217_07. 0320. CIO. o4.gp Method 

3399 End 

18962^1. R1084 Score 
3399. .3953 



OJ000217_07. 0320. CIO 
+ 

3953 
AAT/GAP 
2666 
198 



2 6S proteasome subunit 11 [Homo 



OJ000217_07. 0320. CIO 
+ 

3953 
AAT/GAP 
3953 
861 



48814 



GI Descrip. '3746882 6.0e-23 (AF086708) 26S proteasome subunit 11 [Homo 
sapiens] * 





Seq. No. 


47160 






Seq. ID 


OJ000217_07. 0320. CIO 




Gene No. 


100261 






Strand 






Start 


4332 






End 


4515 




LNCtlUC 


OJ000217 07 


.0320. CIO. ol 


. Lttl 


Method 


TBLASTX: Maize 






468 






End ' 


3593 






none 






Score 


152 




F, V n n s 


468. .614, 468. .506, 563 


610 


850. .1344, 882. .1307, 893. .1363, 






1471. .1557, 


1477. .1551, 


1 R 1 d 

± 0 J. *i . 


.1558, 2251. .2469, 2255. .2470, 






2280. .2480, 


2559. .2666, 


2563. 


.2667, 2568. .2669, 3395. .3586, 






3399. .3593, 


3436. .3582 










O C • m 


47160 






Seq. ID 


OJ000217_07. 0320. CIO 






100261 






Strand 






Start 


4332 






End 


4515 




Name * 


OJ000217 07 


.0320..C10.O1 


.tc 


Method 


TBLASTX: Cress 






471 






End 


1326 




GT 
\j J. 


none 






Score 


99 




P von Q 


471. .614, 847. .1326, 893. .1324 






Seq. No. 


47160 






Seq. ID 


OJ000217_07. 0320. CIO 






100261 






Strand 






q-l- -a y-j- 


4332 






End 


4515 




LN dilit; 


OJ000217 07, 


.0320.C10iol 


. ts 


Method 


TBLASTX: Soybean 




Of- o rt- 


471 






End 


3607 




O J. 


■none 






Score 


103 




R V o n Q 

J-j 1 1 0 


471. .614, 850. .1344, 893. .1363, 1468.. 


1530, 1471. .1557, 


i. 




1473. .1538, 


1514. .1555, 


2234. 


.2458, 2235. .2459, 2251. .2469, 


1 y 




2255. .2470, 


2562. .2666, 


2563. 


.2667, 3395.. 3601, 3401.. 3607 




Seq. No. 


47160 






Seq. ID 


OJ000217_07. 0320. CIO 






100261 






Strand 






O U d J. U 


4332 






End 


4515 


"■'•4 


Naine 


OJ000217 07. 


,0320.010. ol, 


. tw 


Method 


TBLASTX: Wheat 




Start 


952 






End 


2332 


a; 

i 3 


GI 


none 






Score " 


122 






952. .1119, 952. .1119, 953. .1123, 966.. 


1184, 1124.. 1363, 






1126. .1344, 


1157. .1351, 


1468. 


.1548, 1471. .1557, 1476. .1553, 






1514. .1558, 


2251. .2331, 


2255. 


.2332, 2264. .2332 




o c ^ . Ln w . 


47160 






Seq. ID 


OJ000217_07. 0320. CIO 




f^cinp Mo 


100261 






Strand 






r1- 

O U d I. L. 


4332 






End 


4515 




Name 


OJ000217 07. 


0320. CIO. o2. 


. tc 


Method 


TBLASTX: Cress 




OL.di.L_ 


2251 






End 


2667 




GI 


none 






Score 


279 




Exons 


2251. .2469, 


2255. .2470, 


2559. 


.2666, 2563. .2667 




Seq. No. 


47160 






Seq. ID 


OJ000217_07. 0320. CIO 




Gene No. 


100261 






Strand 






Start 


4332 






End 


4515 




Name 


OJ000217 07. 


0320. CIO. o2. 


tw 


Method 


TBLASTX: Wheat 




Start . 


2332 






End 


3472 




GI 


none 






Score 


215 




Exons 


2332. .2469, 


2333. .2470, 


2559. 


.2666, 2563.. 2667, 3371.. 3472, 



48815 



3399. .3470, 3401. ,3472 



Seq.'No. • 47160 Seq. ID 

Gene No. 100261 Strand 

Start 4332 End 

Name OJ000217_07 . 0320 . CIO . o3 . tc Method 

Start 3395 End 

GI none Score 

Exons 3395.. 3586, 3439.. 3588 



OJ000217_07. 0320. CIO 
4515 

TBLASTX: Cress 

3588 

273 



Seq. No. 47160 Seq. ID 

Gene No. 100261 Strand 

Start 4332 End 

Name OJ000217_07 . 0320 . CIO . o2 . gs Method 

Start 4332 End 

GI none Score 

Exons 4332.. 4515 



OJ000217_07. 0320. CIO 

4515 
GENSCAN 
4515 
.89 



Seq. No. 47161 Seq. ID OJ000314_32 . 04 12 . C2 

Gene No. 100262 Strand 

Start 41 End 481 

Name OJ000314_32 . 0412 . C2 . ol . gp Method AAT/GAP 

Start 41 End 481 

GI 4716792 Score 874 

Exons 41.. 481 

GI Descrip. 5295936/dbj | AB026295 . 2 rAB026295 5.0e-10 Oryza sativa genomic 
DNA, chromosome 6, clone : P068 IFIO, complete sequence 





Seq. No. 


47161 




Seq. ID 


OJ000314_32.0412. 


C2 




Gene No. 


100263 




Strand 








Start 


530 




End 


757 






Name 


OJ000314 


32.0412.C2.ol.gs 


Method 


GENSCAN 






Start 


530 




End- 


757 






GI 


none 




Score 


.52 




i'3 


Exons 


530. .757 










i, ^ 


Seq. No. 


47162 




Seq. ID 


OJ000314_32. 04,12. 


.C3 




Gene No. 


1.00264 




Strand 


+ 






Start 


651 




End 


3454 






Name 


OJ000314 


32.0412.C3.ol.np 


Method 


AAT/NAP 






Start 


651 




End 


3454 






GI 


7106528 




Score 


100 






Exons 


651. .687, 


3330. .3454 










GI Descrip. 


(AP001278 


) EST D40774 (S2920) 


corresponds to a region of 


the 






predicted 


gene.; hypothetical protein 


[Oryza sativa] 






Seq. No. 


47162 




Seq. ID 


OJ000314_32.0412.. 


C3 




Gene No. 


100264 




Strand 


+ 






Start 


651 




End 


3454 






Name 


OJ000314 


32.0412.C3.ol.gs 


Method 


GENSCAN 






Start 


845 




End 


3373 






GI 


none 




Score 


.78 






Exons 


845. .963, 


1415. .1719, 2176.. 


2326, 2942 


.-.3036, 3247. .3373 




Seq. No.- 


47162 




Seq. ID 


OJ000314_32.0412. 


C3 




Gene No. 


100264 




Strand 


+ 






Start 


651 




End 


3454 





48816 




Name 


OJ000314 32.0412.C3.ol.gp 


Method 


AAT/GAP 


Start 


3287 


End 


3431 




91474 1 R1084 


Score 


256 


F von Q 


^pQ7 ~3431 










hypothetical protein [Arabidopsi; 




th^lianal ' 






O C > ViKJ » 


4 7162 ■ 


Seq. ID 


OJ000314_32.0412.C3 


Gene No. 


100265 


iStrand 




Start 


3796 


End 


7511 


Name 


OJ000314 32 0412 C3 o2 as 


Method 


GENSCAN 


Start 


37 96 ~ 


End 


7496 


GI 


none 


Score 


.69 


Rvnn s 

J-J A W 1 1 o 


3796 3981. 4254 4326 4411 


..4521, 4618. .4791, 4901. .6000, 




6075 7496 






Seq. No. 


47162 


Seq. ID 


OJ000314_32.0412.C3 


Gene No J 


100265 


Strand 




Start 


. 3796 


End 


7511' 


Name 


OJ000314 32.0412.C3.o2.np 


Method 


AAT/NAP 


Start 


3814 


End 


7511 


GI 


4680204 


Score 


1041 


R V on Q 

JJj^ 1 i O 


3814. .3951, 4302. .4521, 4618 


.,4791, 4901.. 6000, 6075.. 7511 




(AF114171) hypothetical protein [Sorghum bicolor] 


Seq. No." 


47162 


Seq, ID , 


OJ000314_32.041-2.C3 


Gene No. 


100265 


Strand 




Start 


3796 


End 


7511 


Name 


OJ000314 32.0412.C3.o2.tw 


Method 


TBLASTX: Wheat 


Start 


4452 


End 


4974 


GI 


none 


Score 


68 


TT, V n n 


4452. .4523, 4623.. 4805, 4630 


..4755, 4894. .4974 


Seq.' No. 


47162 


Seq. ID 


OJ000314_32.0412.C3 


Gene No . 


100265 


Strand 




Start 


3796 


End 


7511 


Name 


OJ000314 32.0412.C3.o2.gp • 


Method 


AAT/GAP 


Start 


5001 


End 


5479 


GI 


uC-osflcypl76fl0bl 


Score 


842 


Ry on s 


5001. .5479 






VJ J. ^ o i_ u. w . 


' 6041757/gb|AC011806. 1 lACOll: 


806 O.Oe+00 Genomic Sequence For 




Oryza sativa Clone 10P20, Lemont Strain, Complete Sequence, 




complete sequence* 






Sen No 


47162 


Seq. ID 


OJ000314_32.0412.C3 


Gene No. 


100265 


Strand 




Start 


3796 ■ 


End 


7511 


Name 


OJ000314 32.0412.C3.ol. tw 


Method 


TBLASTX: Wheat 


Start 


6465 


find 


6868 


GI 


none 


Score 


42 


Exons 


6465,. 6635, 6466. .6540, 6598 


..6765, 6630. .6866, 6717. .6866, 




6728. .6868, 6758. .6868 






Seq. No. 


47163 


Seq. ID 


OJ000314__32.0412.C4 


Gene No. 


1002 66 


Strand 




Start 


151 


End 


1728 


Name 


OJ000314 32.0412.C4 .ol.gp 


Method 


AAT/GAP 



48817 



start 151 End 1728 

GI • 342_1.R1084 Score 2313 

Exons 151.. 680, 790.. 887, 970.. 989, 1025.. 1728 

GI Descrip. M574 406/gb | AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] * 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47163 
100266 . . 
151 

OJ000314_32 . 0412.C4 .o3.gp 
343 

342 1.R1084 



Seq. ID 
Strand.- 
End 

Method 
End 
Score 



OJ000314 32.0412.04 



1728 
AAT/GAP 
1728 
1964 

343. .680, 790. .887, 970. .989, 1025. .1728 

'4574406/gb|AAD24042.1| O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 47163 Seq. ID 

Gene No. 100266 Strand 

Start 151 End 

Name OJ000314_32 . 04 12 . C4 . ol . gs Method 

Start 1077 End 

GI none Score 

Exons 1077.. 1169, 1226.. 1600 



OJ000314_32.0412.C4 

1728 
GENSCAN 
1600 
.88 



Seq. No. 47163 Seq. ID 

Gene No. 100266 . . Strand 

Start '151 ' End 

Name OJ000314_32 . 04 12 . C4 . ol . np Method 

Start 1118 End 

GI 4680203 Score 

Exons 1118.. 1728 

GI Descrip. (AF114171) TNP2-like protein [Sorghum bicolor] 



OJ000314_32.0412.C4 

1728 
AAT/NAP 
1728 
571 



Seq. No. 47163 

Gene No. 100266 

Start 151 

Name ' (5J000314_32 . 04 12 . 04 . ol . tw 

Start 1172 

GI none 

Exons 1172, 
1347. 



,1264, 1173. .1238, 1253. 
,1487, 1434. .1529, 1466. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 32.0412.04 



1728 

TBLASTX: Wheat 
1726 
54 

1333, 1338. .1418, 1346. 
1525, 1532. .1576, 1537. 



.1486, 
.1572, 



1571. .1726, 1587. .1721 



Seq. No. 47164 Seq. ID OJ000314_32 . 04 12 . 05 

Gene No. 100267 Strand 

Start 1 End 1403 

Name .i- OJ000314_32 . 04 12 . 05 . ol . gp Method AAT/GAP 

Start 1 End 1403 

GI 342_1.R1084 Score 2596 

Exons 1 . . 1403 

GI Descrip. M574406/gb | AAD24042 . 1 | O.Oe+00 (AF121139) RIM2 protein [Oryza 
sativa] ' 



Seq. No. 
Gene No. 
Start 
Name 



47164 

100267 

1 

OJ000314 



32.0412.05.ol.tw 



Seq. ID 

Strand 

End 

Method 



OJ000314_32.0412.O5 
1403 

TBLASTX: Wheat 



48818 



start 
GI - 
Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



1 

none 

1..519, 3. .518 

47164 

100267 

1 

OJ000314__32.0412.C5.ol.tc 
1 

none 

1..231, 3. .227, 53. .235 



End 
Score 



519 
518 



Seq. ID OJ000314_32.0412.C5 
Strand 

End 1403 

Method TBLASTX : Cress 

End 235 

Score 237 



47164 
100267 
1 

OJ000314_32 .0412.05. ol.np 
1 

6742729 
1..1403 

{AF121139) RIM2 protein [Oryza sativa] 



Seq. ID OJ000314_32.0412.C5 
Strand 

End 1403 

Method AAT/NAP 

End 1403 

Score 2230 



47164 

100267 

1 

OJ000314_32.0412.C5.ol.gs 

39 * 

none 

39. . 1328 



Seq. ID OJ000314_32.0412.C5 
Strand 

End 1403 

Method GENSCAN 

End 1328 

Score .48 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47164 

100267 

1 

OJ000314_32.0412.C5.ol.tm 

162 

none 

162.. 392, 162.. 476,' 190.. 465 



Seq. ID OJ000314__32.0412.C5 
Strand 

End 1403 

Method TBLASTX : Mai ze 

End 476 

Score 68 



47164 
100267 
1 

OJ000314_32.0412.C5.o2.tw 
520 
none 

520. .606, 522. .611, 522. .605, 639. .857, 679 
880. .930 



Seq. ID OJ000314_32.0412.C5 
Strand 

End 1403 

Method TBLASTX : Wheat 

End 930 

Score 81 

61, 867. ,929, 



Seq. No. 47164 

Gene No. 100267 

Start 1 

Name OJ000314_32 . 04 12 . C5 . ol . ts 

Start 963 

GI none 

Exons 963.. 1205 



Seq. ID OJ000314_32.0412.C5 
Strand 

End 1403 

Method TBLASTX : Soybean 

End 1205 

Score 216 



Seq. No. 
Gene No. 
Start 



47164 

100267 

1 



Seq. ID OJ000314_32.0412.C5 
Strand 

End 1403 



48819 



Name 

Start 

GI 

Exons 



OJ00031 4_32 . 04 12 . C5 , o2 . tm Method 

1035 End 

none Score 
1035.. 1229, 1239.. 1394 



TBLASTX: Maize 

1394 

154 



Seq. No. 47164 

Gene No. 100267 

Start 1 

Name OJ000314_32 : 04 12 . C5 . o3 . tw 

Start 1069 

GI none 

Exons 1069.. 1275, 1069.. 1278, 1074, 
1285. . 1365 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_32.0412.C5 
' 1.4 03 

TBLASTX: Wheat 

1365 

173 



.1298, 1278. .1364, 1279. .1365, 





O . IN ^ . 


47165 




Seq. ID 


OJ000314_32.0412.C6 






100268 




Strand 






O U d i. L. 


169 




End 


9159 ■ 




M am o 
IN diiic: 


OJ000314 32. 


,0412.C6.ol.gs 


Method 


GENSCAN. • 




Start 


169 




End 


8336 




GI 


none 




Score 


.4 




P* von Q 

Ej A. ^ 1 1 o 


169. .287, 372. .431, 1916. .2011, 2897.. 


2995, 3388.. 3539, 






3785. .3878, 


4701.. 4863, 5033 


..5080, 6861. .7110, 8158. .8336 




o t; • lhkj m 


47165 




Seq. ID 


OJ000314 32. 0412. C6 






100268 




Strand 


- 


r-fl 




169 




End 


. 9159 




Name 


OJ000314 32. 


0412.C6.ol.tm 


Method 


.TBLASTX: Maize* 


n 


Start 


2835 




End • 


8145 




O J. 


none 




Score 


88 




TT" V n Q 


2835. .3008, 


7919.. 8044, 8056 


. .8145 




I y 


O . LN ^ . 


47165 




Seq. ID 


OJ000314_32.0412.C6 






100268 




Strand 




s 




169 




End 


9159 






OJ000314 32. 


0412.C6.ol.np 


Method 


AAT/NAP 




Start 


3382 




End 


9159 


i. ^ 


GI 


5852172 




Score 


89 


, 


Exons 


3382. .3541, 


4768. .4848, 9071 


..9159 






GI Descrip. 


(AL117265) 2hb0002.1 [Oryza 


sativa] 






Seq. No. 


47165 




Seq. ID 


OJ000314_32.0412.C6 




Gene No. 


100268 




Strand 






Start 


169 




End 


9159 




Name 


OJ000314 32. 


0412.C6.ol.gp 


Method 


AAT/GAP 




Start 


4652 




End 


5212 




GI 


702719 




Score 


734 




Exons 


4652. . 4863, 


5033.. 5212 








Seq. No. 


47166 




Seq. ID 


OJ000314_32.0412.C7 




Gene No. 


100269 




Strand 


+ 




Start 


5885 




End 


12245 




Name 


OJ000314 32. 


0412.C7.o2.gs 


Method 


GENSCAN 




Start 


5885 




End 


12245 




GI 


hone 




Score 


.86 




Exons 


5885. .5996, 


8743.. 8765, 9118 


..9252, 9299.. 9363, 9746.. 10031 






10158. .10259 


, 10544. .10657, : 


11297. .11482, 11572. .11666, 



11742. .11839, 12115. .12245 



48820 





Seq. No. 


47166 




Seq. ID 


OJ000314_32.0412.C7 




Gene No. 


100270 




Strand 






Start 


1015 




End 


4733 




Nsine 


OJ000314 32 


0419 CI o1 


Method 


GENSCAN 




Start 


1015 ~ 




End 


4733 




GI 


none 




Score 


.76 




Exons 


1015 . rii02. 


1727 2055 21S4 


.2307, 2435. ,2702, 2775. .2985, 






3175. . 3314, 


3419 3529 3926 


.4733 






Seq. No. 


47166 




Seq. ID 


OJ000314_32. 0412.07 




Gene No. 


100270 




Strand 






Start 


1015 




End 


4733 




Name 


OJ000314 32 


.0412.07 .ol.np 


Method 


AAT/NAP 




Start 


1759 ~ 




End 


4730 




GI 


6175156 . 




Score 


1103 




Exons 


1759. . 2083, 


2185. .2307, 2435. 


.2669, 2775.. 2985, 3175. .3298, 






3406. . 3529, 


. 3926.'. 4730 








GI DescriD. 


fAC010796) 1 


putative protein kinase [Arabidopsis thaliana] 




Seq. No. 


47166 




Seq. ID 


OJ000314_32.0412.O7 




Gene No . 


100271 




Strand 






Start 


7869 




End 


7967 




Name 


OJ000314 32 


.0412.07,ol.gp 


Method 


AAT/GAP 


\J 


S.tart 


7869 




End 


7967 




GI 


LIB3477-003- 


-P1-K1-E9 


Score 


123 


l; = 


Exon<5 

J-J Vw/ 1 1 


7869. .7967 










GI Descrip. 


■ '2498586/sp|Q40638 iMPOl ORYSA 


2.0e-24 


MAJOR POLLEN ALLERGEN 


f i 




S 1 PRECURSOR (ORY S I) >gi 1173557 (U31771) Ory s 1 [Oryza 






sativa] * 










Seq. No. 


47166 




Seq. ID 


OJ000314_32.0412.C7 




Gene No. 


100272 




Strand 






Start 


12934 




End 


14886 


fi 


Name 


OJ000314 32 


.0412.07.ol. ts 


Method 


TBLASTX: Soybean 




Start 


1879 




End 


3268 




GI 


none 




Score 


88 




Exons 


1879. .1983, 


2196. .2306, 2212., 


.2307, 2404. .2649, 2434. ,2661, 






2438. .2662, 


2767.. 2952, 2768., 


.2923, 3175. .3267, 3182, ,3268 




Seq. No. 


47166 




Seq. ID 


OJ000314_32,0412.C7 




Gene No . 


100272 




Strand 






" Start 


12934 




End 


14886' 




Name 


OJ000314 32, 


.0412.C7.o4 .tm 


Method 


TBLASTX: Maize 




Start 


1891 




End 


2273 




GI 


none 




Score 


93 




Exons 


1891. .2055, 


2151. .2273 








Sea No 


47166 . 




Seq. ID 


OJ000314_32.0412.C7 






100272 




Strand 






Start 


12934 




End 


14886 




Name 


OJ000314 32. 


,0412.07.ol.tc 


Method 


TBLASTX: Cress 




Start 


1918 




End 


4478 




GI 


none 




Score 


71 




Exons 


1918. .2076, 


2202.. 2306, 2206.. 


2298, 2434. ,2649, 2495.-2635, 






2758. .2967, 


2786. .2986, 2786.. 


2980, 3175. .3273, 3182, .3274, 






4338. .4478 









48821 



• 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47166 
100272 
12934 

OJ000314_32.0412.C7.ol.tm 
2423 



OJ000314 32. 0412. C7 



none 
2423. 
2536. 
2789. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

2530, 2426. .2509, 2430. .2534, 2431. .2535, 2434.-. 2535, 
2670, 2537. .2671, 2539. .2664, 2546. .2671, 2776. .2916, 
2914, 2792.. 2929, 2917.. 2967, 2918.. 2977 



14886 

TBLASTX: Maize 

2977 

102 



Seq. No. , 47166 

Gene No. 100272 

Start 12934 

Name OJ000314_32 . 04 12 . C7 . ol . tw 

Start 2557 

GI none 

Exons 2557.. 2670, 2776.. 2958, 2776. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_32.0412.C7 
14886 

TBLASTX: Wheat 

2986 

75 



.2967, 2954. .2986 



Seq. No. 47166 
Gene No. 100272 
Start 12934 

Name OJ000314_32 . 04 12 . C7 . o3 . tm 

Start 9117 
GI none 

Exons 9117.. 9179, 9192.. 9251, 9196. 

9360.. 9500, 9360.. 9500, 9361. 
9729. .9866, 9734. .9880, 9754. 
9933.. 10031, 9937.. 10032 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 32. 0412. C7 



14886 

TBLASTX: Maize 
10032 
96 

.9252, 9220.. 9255, 9359.. 9487, 
.9519, 9362.. 9505, 9729.. 9866, 
.9879, 9929.. 10027, 9933 .-. 10031 , 





Seq. No. 


47166 




Seq. ID 


OJ000314_32.0412 


.C7 




Gene No. 


100272 




Strand 






I y 


Start 


12934 




End 


14886 






Name 


OJ000314 32. 


0412.C7.o2.ts 


Method 


TBLASTX : Soybean 






Start 


9729 




End 


10033 






GI 


none 




Score 


190 






Exons 


9729. .9866, 


9734.. 9877, 9744 


. .9866",. 9933. .10031, 9947. . 


10033 




Seq. No. 


47166 




Seq. ID 


OJ000314_32.0412 


.C7 




Gene No. 


100272 




Strand 








Start 


12934 




End 


14886 






Name 


OJ000314 32. 


0412.C7.o2.tm 


Method 


TBLASTX: Maize 






Start 


11351 




End 


12245 






GI 


none 




Score 


165 






Exons 


11351. .11482 


, 11361. .11480, 


11365. .11481, 11522. .11665, 





11568. .11681, 11569. .11667, 11570 .. 1 1668 , 1 1730 .. 11831 , 
11740. . 11835, 11742. .11837, 11756 .. 1 1839, 12114 .. 12152, 
12120. .12167, 12161. .12244, 12165. .12245 



Seq. No. 47166 Seq. ID 

Gene No. 100272 Strand 

Start 12934 . End 

Name OJ000314_32 . 04 12 . C7 . o3 . gs Method 

Start 12934 End 

GI none Score 
Exons 



OJ000314_32.0412.C7 

14886 
GENSCAN 
14076 
.92 



12934. .13624, 13723 .. 1382 9, 14071. .14076 



48822 



Seq. No. 47166 Seq. ID 

Gene No. 100272 Strand 

Start 12934 End 

Name OJ000314_32 . 04 12 . C7 . o2 . np Method 

Start 13141 End 

GI 7484933 Score 

Exons 13141. .13297, 134 99 .. 13572, 14805 

GI Descrip. DNA-Jpinding protein homolpg T22A6 



OJ000314 32. 0412. C7 



14886 
AAT/NAP 
14886 
201 
.14886 

70 - Arabidopsis 



thaliana 



gi I 5051766|emb|CAB45059.1 1 {AL078637) putative DNA-binding 
protein [Arabidopsis thaliana] gi | 7269274 | emb | CAB79334 . 1 | 
{AL161561) putative DNA-binding protein [Arabidopsis thaliana] 



Seq. No. 


47 1 67 






Seq. ID 


OJ000314 


Gene No. 


100273 






Strand 




Start 


1 






End 


3586 


Name 


OJ000314 32 


. 04 12 . C8 . ol . 


np 


Method 


AAT/NAP 


Start 


1 






End 


3586 


GI 


6957728 






Score 


28 


Exons 


1..19, 2212 


..2303, 2553 


. .2906, 


3562.. 3586 


GI Descrip. 


(AC021640) 


hypothetical 


protein [Arabidopsis th. 


Seq. No. 


47167 






Seq. ID 


OJ000314 


Gene No. 


100273 






Strand 




Start 


1 






End 


3586 


Name 


OJ000314 32 


. 04 12 . C8 . ol . 


gs 


Method 


GENS CAN 


Start 


2176 






End 


3443 


GI 


none 






Score 


. 65 


Exons 


2176. .2415, 


2532. .3443 








Seq. No. 


47 168 






Seq. ID 


OJ000314 


Gene No. 


1 A A O "T /I 

100274 






Strand 


+ 


Start 


51 Iz 






End 


6730 


Name 


^ •TAAA'^'I A '^A 

OJ000314 32 


AjIIA ^A — 1 

. 04 12 . C9 . ol . 


np 


Method 


AAT/NAP 


Start 


5112 






End 


6730 


GI 


7340909 






Score 


174 


Exons 


5112. .5158, 


6407. .6730 








GI Descrip. 


{AP001550) 


hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47168 






Seq. ID 


OJ000314_ 


Gene No. 


100275 






Strand 




Start 


5507 






End 


6557 


Name 


OJ000314 32 


.0412.C9.o2. 


gs 


Method 


GENSCAN 


Start 


5507 






End 


6557 


GI 


none 






Score 


. 69 


Exons 


5507. .5691, 


6551. .6557 








Seq. No.' 


47169 






Seq. ID 


OJ000314_ 


Gene No. 


100276 






Strand 


+ 


Start 


158 






End 


718 


Name 


OJ000314 32 


.0412. CIO. ol 


.gs 


Method 


GENSCAN 


Start 


158 






End 


718 


GI 


none 






Score 


.57 


Exons 


158. .262, .^522. .718 








Seq. No. 


47169 






Seq. ID 


OJ000314_ 


Gene No. 


100277 






Strand 


+ 


Start 


2000 






End 


2483 



32. 0412. CIO 



48823 



LNdillcr 




fic u 1 iwu 


V7 Ej LN O V^rtlN 








O Ucil. U 


il, w u u 




^ ft O J 










n on o 


^OO T*0 












9nnn 9009 79^0 :?dR^ 












Q o rr M/^ 
O c q . IN Q . 


fl / X D -/ 


ocq . X u 


o TD nn A 




. U fi -L ^ 






100278 


strand 


+ 








Start 


7307 . 


End 


7733 ■ 








Name 


OJ000314 32.0412.C10.ol.gp 


Method 


AAT/GAP 








O U d I. L. 


7307 


End 


7733 








CT 

yj ± 


4878407 


Score 


668 








von Q 


7307. .7733 














6069643/dbj IAP000616.1IAP000616 l.Oe-152 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0514G12 










CorT Mo 


47169 


Seq. ID 


OJ000314 




0 4 19 
. U ft 1 Z 




Gene No. 


100279 


Strand 


+ 








Start 


20229 


End 


23364 










OJ000314 32. 0412. CIO. o3. rip 


Method 


AAT/NAP 








O l_ Cl J. u 


20229 


End 


23361 










6907089 


Score 


4054 










20229. .21490, 21591. .23361 














(AP001129) hypothetical protein [Oryza 


sativa] 








Seq. No. 


47169 


Seq. ID 


OJ000314 




HA 1 9 




Gene- No. 


100279 


Strand 


+ 










20229 


End 


23364 








Name 


OJ000314 32.0412.C10.o8.gs 


Method 


GENSCAN 








q-t- a y-i- 


20229 


End 


23364 








\j ± 


none 


Score 


.83 








TP von c 


20229. .20358, 20425 .. 21332 , 


21874 . .23364 








Ocirr Mo 


47169 


Seq. ID 


OJ000314 


_32 


.0412 


.CIO 


Gene No. 


100280 


Strand 










Start 


406 


End 


2477 








Name 


OJ000314 32.0412.C10.ol.np 


Method 


AAT/NAP 








O U d i. L. 


406 


. End*- • 


2477 ■ 










7340909 


Score 


91 








P von c; 


406. .726, 820. .1009, 2457. .2477 












{AP001550) hypothetical protein [Oryza 


sativa] 








Seq. No. 


47169 


Seq. ID 


OJ000314 


_32 


.0412 


.CIO 


Gene No. 


100281 


Strand 










o u d I. u 


3551 


End 


5986 








MaiYio 

LNdiUC 


OJ000314 32.0412.C10.o3.gs 


Method 


GENSCAN 








o i_ dx u 


3551 


End 


5325 










none 


Score 


.77 








Exons 


3551.. 3643, 3863.. 3961, 4303 


..4610, 4655. .4873, 


5196. .5325 


o c . Ln O . 


47169 


Seq. ID 


OJ000314 


_32 


.0412, 


.CIO 


Gene No . 


100281 


Strand 










Start 


3551 


End 


5986 








Name 


OJ000314 32.0412.C10.o2.np 


Method 


AAT/NAP 








Start 


4262 . 


End 


■5986 








GI 


6907086 


Score 


515 








Exons 


4262. .4621, 4870. .5156, 5216 


. .5986 










GI Descrip. 


(AP001129) hypothetical protein [Oryza 


sativa] 









48824 



Seq. No. 47169 

Gene No. 100282 

Start 10103 

Name OJ000314_32 . 04X2 . CIO . o5 . gs 

Start 10103 

GI none 

Exons 10103. .10336, 14420.. 15385 



Seq. ID OJ000314_32. 0412. CIO 
Strand 

End 15385 

Method GENSCAN 

End 15385 

Score .93 



Seq. No. 47169 

Gene No. 100283 

Start 16550 

Name OJ000314_32 . 0412 .CIO . o6 . gs 

Start 16550 

GI none 

Exons 16550. .17014 



Seq. ID OJ000314_32. 0412. CIO 
Strand 

End 17014 

Method GENSCAN 

End 17014 

Score .55 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47169 *• 

100284 

18256 

OJ000314_32.0412.C10.o7.gs 

18256 

none 



Seq. .ID OJ000314_32. 0412. CIO 
.Strand 

End 19979 

Method GENSCAN 

End 19979 

Score .75 



18256. .18374, 18416 .. 18587 , 187 93 .. 1882 9, 18981 .. 19074 , 
19844. .19979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



47169 

100285 

23989 

OJ000314_32.0412.C10.o4 .np 

23989 

7228457 



Seq. ID OJ000314_32. 0412. CIO 
Strand 

End 29937 

Method AAT/NAP 

End 29937 

Score 8741 



23989.-25539, 25606 .. 26566, 26689 .. 27523, 27587 29509, 
29571. .29937 

(AP001366) Similar to Sorghum bicolor Gypsy-Ty3 type 
retrotransposon RetroSorl, polyprotein. {AF098806) [Oryza 
Tsativa] 



Seq. No. 47169 

Gene No. 100286 

Start 30163 

Name OJ000314_32 . 04 12 . CIO . o6 . tw 

Start 23998 

GI none 
Exons 



Seq. ID OJ000314_32. 0412. CIO 
Strand 

End 30327 

Method TBLASTX : Wheat 

End 24576 

Score 69 



23998. .24123, 24 002 24 124 , 24 154 .. 24225, 24262 .. 24552, 
24298. .24576, 24317. .24574 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47169 

100286 

30163 

OJ000314_32.0412.C10.o4 . tw 

24581 

none 



Seq. ID OJ000314_32. 0412. CIO 
Strand 

End 30327 

Method TBLASTX : Wheat 

End 24982 

Score 198 



, 24581. .24880, 24601 .. 24981, 24 74 1 . . 24 884 , 24905. .24982 



Seq. No. 
Gene No. 



47169 
100286 



Seq. ID OJ000314_32. 0412. CIO 
Strand 



48825 



start 30163 

Name OJ000314__32 . 04 12 . CIO . o3 . tm 

Start 24796 

GI none 

Exons 24796. .25119, 24809.. 25090 

Seq. No. 47169 

Gene No. 10028 6 

Start 30163 

Name OJ000314_32 . 04 12 . CIO . o8 . tw 

Start 25312 

GI none 

Exons 25312. .25572, 25448.. 25624 



End 

Method 
End • 
Score 



30327 

TBLASTX: Maize 
25119 ' 
203 



Seq. ID OJ000314_32. 0412. CIO 

Strand" ' - 

End 30327 

Method TBLASTX : Wheat 

End 25624 

Score 67 



Seq. No. 47169 

Gene No. 100286 

Start 30163 

Name OJ000314_32 . 04 12 . CIO . o2 . ts 

Start 25372 " • 

GI 5666795 

Exons 25372. .25572, 25627 .. 257 64 , 
GI Descrip. 4206306 2.0e-10 {AF049110) 

Seq. No. 47169 

Gene No. 100286 

Start 30163- 

Name OJ000314_32 . 04 12 . CIO . o5 . tw 

Start 25627 

GI none 

Exons 25627. .25776, 25628 257 65, 
25811. .25996 



Seq. ID OJ000314_32. 0412. CIO 
Strand 

End 30327 
Method TBLASTX : Soybean 
End ■ 25938 

Score 68 
25840. .25938 
prpol [Zea mays] 

Seq. ID OJ000314_32. 0412. CIO 
Strand 

End 30327 

Method TBLASTX : Wheat 

End 26004 

Score 87 
25642. .25767, 258 10 .. 2 6004 , 



Seq. No. 47169 

Gene No. 100286 

Start - 30163 

Name OJ000314_32 . 04 12 . CIO . ol . ts 
Start - 26495 

GI none 

Exons 26495. .26866, 26706.. 26849 

Seq. No. 47169 

Gene No. 100286 

Start 30163 

Name OJ000314_32 . 04 12 . CIO . o2 . tw 

Start 26525 

GI none 

Exons 26525. .26944, 26550.. 26945 

Seq. No. 47169 

Gene No. 100286 

Start. 30163 

Name OJ000314_32 .0412. CIO . o2 . tm 

Start 26618 

GI none 

Exons 26618. .27001, 26637.. 27002 



Seq. ID OJ000314_32, 0412. CIO 
Strand 

End 30327 

Method TBLASTX : Soybean 

End 26866 

Score 90 



Seq. ID OJ000314_32. 0412. CIO 
Strand 

End 30327 

Method TBLASTX : Wheat 

End 26945 

Score 301 



Seq. ID OJ000314_32. 0412. CIO 
Strand 

End 30327 

Method TBLASTX : Mai ze 

End 27002 

Score 236 



Seq. No. 



47169 



Seq. ID OJ000314_32. 0412. CIO 



48826 




Gene No. 


100286 






Strand 






Start 


30163 






End 


30327 




N3ine 


OJ000314 32. 0412. CIO 


o 1 m 


Method 


TBLASTX: Maize 




O L. Ct 


27029 






End 


27385 




GI 


none 






Score 


75 




TT V n n 


27029. . 


.27145, 27029. 


. ^ t ^ \j ^ f 


27039. .27350 




Seq. No. 


47169. 






Seq. ID 


OJ0.00314_32.0412 


.CIO 


Gene No. 


100286 






Strand 






Start 


30163 






End 


30327 




Name 


OJ000314 32. 0412. CIO 


» \J J. m L W 


Method 


TBLASTX: Wheat 




Start 


27053 






End 


27515 




GI 


none 






Score 


234 




F. X o n s 


27053. . 


27514, 27059., 


. 27514 , 


27060. .27515 




Seq. No. 


47169 






Seq. ID 


OJ000314_32.0412 


.CIO 


Gene No. 


100286 






Strand 






Start 


30163 






• End • 


30327 




Name 


OJ000314 32. 0412. CIO, 




Method 


TBLASTX: Soybean 




^■f-;^ rt 


27110 






End 


27475 




VJ J- 


none 






Score 


111 






27110. . 


27274, 27251., 


?747 S 








Seq. No. 


47169 






Seq. ID 


OJ000314_32.0412, 


.CIO 


Gene No. 


100286 






Strand 






Start 


30163 






. End 


30327 




LN diUO 


OJ000314 32. 0412. CIO. 


. Oo . tw 


Method 


TBLASTX: Wheat 




O U d i- L. 


27680 






End 


28166 






none 






Score 


84 




Th' von Q 

i_J A. 1 1 O 


27680. . 


28165, 27707.. 


, ^ / Z/ *i \J f 


27711. .27971, 27993. .28166 




Seq. No. 


47169 






Seq. ID 


OJ000314_32.0412. 


.CIO 


Gene No. 


100286 






Strand 






Start 


30163 






End 


30327 




Name 


OJ000314 32. 0412. CIO, 


oT "t" W 


Method 


TBLASTX: Wheat 




O U CL i- 


28891 






End 


29229 




GI 


none 






Score 


98' ■ 




i—i Awl 1 O 


28891. . 


29148, 28925., 


291 64 

. ^ X \J rt , 


29131. .29229, 29132.. 29212 




Seq. No. 


47169 






Seq. ID 


OJ000314_32.0412, 


,C10 


Gene No, 


100286 






Strand 






Start 


30163 






End 


30327 




Name 


OJ000314 32. 0412. CIO. 


o 4 +* m 

KJ'-i . LIU 


Method 


TBLASTXrMaize 




Start 


28993 






End 


29241 




GI 


none 






Score 


102 




P von c: 


28993. . 


29241, 28994.. 


^ z/ ^ ^ y 








Sea No 


47169 






Seq. ID 


OJ000314_32.0412. 


n 0 


Gene No. 


■100286 






Strand 






Start 


30163 






End 


30327 




Name 


OJ000314 32. 0412. CIO. 


o5 . np 


Method 


AAT/NAP 




Start 


30163 






End 


30327 




GI 


5042454 






Score 


70 




Exons 


30163. . 


30225, 30298.. 


30327 









GI Descrip. (AC007789) putative polyprotein [Oryza sativa] 

Seq. No. 47170 Seq. ID OJ000314_32 . 04 12 . Cll 



48827 






Gene No. 


100287 


Strand 


+ 






^ U D 


tna 


1 / c; n 
1 4 O U 






. U4 IZ . i , oi . gs 


Method 


(jjhjNbUAN 






y u D 


Lnci 


1 /I c n 
1 4 DU 






none 


Score 


. by 




Exons 


QHi^ lOTf^ i'3'5'7 i/ic;rt 








oeq . NO . 


4 / 1 / U 


beq. iu 


UJUUUoi4 J^.(j41z.Cll 






100288 


Strand 






Start 


10787 


End 


10979 




Name 


OJ000314 32.0412.Cll.o3.gp 


Method 


AAT/GAP 






10787 


End 


10979 




C T 


5667165 


Score 


353 




Exons 


10787. .10979 








uescj-ip. 


5670155/gb|AF161269. 1 IAF1612 69 4.0e-8 6 


Oryza sativa subsp. 






japonica BAG clone 34K24, complete sequence 




o e . ■ IN o . 


47170 


Seq. ID 


OJ000314_32.0412.C11 




Gene No . . 


100289 


Strand 


+ ^ ' 




Start 


11066 


End 


12876 




Name 


OJ000314 32.0412.Cll.o2.np 


Method 


AAT/NAP 




otar u 


11066 


End 


12876 






6907086 


Score 


1427 


^ =r 


Exons 


11066. .11819, 11877. .12129, 


12358. .12405, 12519. .12876 




uescnp. 


(AP001129) hypothetical protein [Oryza 


sativa] 


Z. _ 


Seq. No. 


47170 


Seq. ID 


OJ000314_32.0412.C11 




Gene No. 


100290 


Strand ' 




n 


o E ar L 


5545 


End 


6434 




Name 


OJ000314 32.0412.Cll,ol.gp 


Method 


AAT/GAP 




o uar u 


5545 


End 


6434 


fu 


C T 


none 


Score . 


1071 




Exons 


5545. .6020, 6170. .6238, 6404 


. .6434 






beq . NO . 


47170 ' 


Seq. ID 


OJ000314_32.0412.C11 




rZ n o M 


100291 


Strand 




I ^ 


Start 


9157 


• End 


9628 




Name 


OJ000314 32.0412.Cll.o2.gp 


Method 


AAT/GAP 


f 




9157 


End 


9628 






38782 1.R1084 


Score 


803 






9157. .9628 








ox uescnp. 


• 6069643/clbj 1 AP000616. 1 1 AP000616 O.Oe+00 Oryza sativa genomic 






DNA, chromosome 6, clone : P0514G12 ' 






o e q . NO. 


47170 


Seq. ID 


OJ000314_32.0412.C11 




ijene no. 


100292 


Strand 






Start 


12975 


End 


15028 




Name 


OJ000314 32.0412.Cll.o2.tm 


Method 


TBLASTX: Maize 




O La r L 


6409 


•End 


7112 ; 




C T 


none 


Score 


118 




Exons 


6409. .6477, 6410. .6484, 6411 


..6485, 6411. .6485, 6571. .6666, 






6572. .6670, 6816. .6899, 6820 


..6900, 6823.. 6900, 7002.. 7112, 






7009. .7110 








Seq. No. 


47170 


Seq. ID 


OJ000314_32.0412.C11 




Gene No. 


100292 


Strand 






Start 


12975 


End 


15028 



48828 



Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000314_32 . 04 12 . Cll . ol . ts Method TBLASTX : Soybean 
8755 End 13136 

none Score 108 

8755.. 8865, 8863.. 9075, 9073.. 9180, 12996.. 13136 



47170 

100292 

12975 

OJ000314_32.0412.Cll.ol.tm 

8809 

none 

8809. .8889, 8810. .8866, 8881, 
9079. . 9153 



Seq. ID 
Strand - 
End . 
Method 
End 
Score 



OJ000314_32.0412.C11 
15028 

TBLASTX: Maize 

9153 

60 



,8952, 8986. .9084, 8987. .9100, 



Seq. No. 47170 

Gene No. 100292 

Start 12975 

Name OJ000314_32 . 04 12 . Cll . o3 , gs 

Start 12975 • 

GI none 

Exons 12975. .13163, 13379 .. 13558 , 13812.. 13964 



Seq. ID OJ000314_32. 0412. Cll 
Strand 

End 15028 

Method GENSCAN 

End 13964 

Score .73 



OJ000314 32. 0412. Cll 



Seq. No. 47170 Seq. ID _ 

Gene No. 100292 Strand 

Start 12975 End 15028 

Name OJ000314__32 . 0412 . Cll . o3 . np Method AAT/NAP 

Start 12984 End 13136 

GI 7485628 Score 53 

Exons 12984 . .13136 

GI Descrip. hypothetical protein F17K2.14 - Arabidopsis thaliana 
gii 2979556 |gb|AAC06165. 11 {AC003680) unknown protein 
[Arabidopsis thaliana] 





Seq. No. 


47170 




Seq. ID 


OJ000314 


_32 


.0412 


.Cll 




Gene No. 


100292 




Strand 












Start 


12975 




End 


15028 










Name 


•OJ000314 32. 0412. Cll 


. o4 . np 


Method 


AAT/NAP 








? ^ 


Start 


13720 




End 


15028 










GI 


5777617 




Score 


76 










Exons 


13720. .13822, 14996. 


.15028 














GI Descrip. 


(AJ245900) CAA30375. 


1 protein 


[Oryza 


sativa] 










Seq. No. 


47171 




Seq. ID 


OJ000314 


_32 


.0412 


.C12 




Gene No. 


100293 




Strand 


+ 










Start • 


399 




End 


1037 










Name 


OJ000314 32.0412.C12 


. ol . gs 


Method 


GENSCAN 










Start 


399 




End 


858 










GI 


none 




Score 


.73 










Exons 


■399.. 858 
















Seq. No, 


47171 




Seq. ID 


OJ000314 


_32 


.0412 


.C12 




Gene No. 


100293 




Strand 


+ 










Start 


399 




End 


1037 










Name 


OJ000314 32.0412.C12 


. ol . np 


Method 


AAT/t^IAP 










Start 


399 




End 


1037 










GI 


4680203 




Score 


634 










Exons 


399. . 1037 















48829 



GI Descrip, (AF114171) TNP2-like protein [Sorghum bicolor] 



Seq. No: 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons • 

GI Descrip. 



47171 . Seq. ID 

100293 Strand 

399 End 

OJ000314_32.0412.C12.ol.tw Method 

750 End 

none Score 



OJ000314_32.0412.C12 
+ 

1037 

TBLASTX: Wheat 

1037 

103 



750. .857, 840. .1037, 841. .1008, 848. .1033 



47172 Seq. ID 

100294 Strand 

2670 End 

OJ000314_39.0412.C3.ol.np Method 

2670 End 

7340868 Score 



OJ000314_39.0412.C3 

7237 
AAT/NAP 
5811 
48 



26.70.. 2757, 3901.. 4043, 5766.. 5811 

(AP001551) . hypothetical protein [Oryza sativa] 



47172 Seq. ID 

100294 Strand 

2670 End 

OJ000314_39 . 0412 . C3 . o2 . np Method 

5203 End 

7248394 Score 
5203. .5308, 
(AP001389) 
correspond 



OJ000314_39.0412.C3 

7237 
AAT/NAP 
7237 
72 



7119. .7237 
ESTs C97394 i 
to a region 



C60113) ,AU075824 (R0165) 
of the predicted gene . - 



,D38985(R0165) 
Similar to 

Arabidopsis thaliana chromosome II BAG F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 
(AC006446) 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 



47172 Seq. ID 

100295 Strand 

8875 End 

OJ000314_39 . 0412 . 03 , o3 . np Method 

8820 End 

7487209 Score 



OJ000314_39.0412.C3 

11402 
AAT/NAP 
11229 
104 



8820. .8880, 10018 .. 10281 , 11147. .11229 

hypothetical protein T19P19.120 - Arabidopsis thaliana 
gi I 3080442 lembi CAA18759. 1 1 {AL022605) putative protein 
[Arabidopsis thaliana] gi | 7270957 | emb I CAB80636 . 1 | (AL161595) 
putative protein [Arabidopsis thaliana] 



47172 Seq. ID 

100295 Strand 

8875- End 

OJ000314__39 . 0412 . C3 . o2 . gs Method 

8875 . - End 

none Score 
8875. .9054, 9898. .10368, 104 57 .. 10534 , 
11314. .11402 



OJ000314_39. 0412.03 

11402 
GENSOAN 
11402 
.53 

10773. .11158, 



Seq. No. 
Gene No. 
Start 
Name 



47172 
100296 
12215 
OJ000314 



39.0412.03.ol. tm 



Seq. ID 

Strand 

End 

Method 



OJ000314_39.0412.C3 
12680 

TBLASTX: Maize 



48830 



start 
GI 

Exons 



12215 End 12680 

none Score 182 

12215. .12490, 12215. .12481, 12220 .. 1248 9, 12479 .. 12523, 

12480. .12515, 12539. .12607, 12562 12660 , 12573. .12680 



Seq. No. 47173 Seq. ID 

Gene No. 100297 Strand 

S.tart 248 ■■ End 

Name OJ000314_39 . 04 12 . C5 . ol . gp Method 

Start 248 End 

GI 700315 Score 

Exons 248.. 501, 1591.. 1704 

GI Descrip. 3915039/sp I Q4 1 14 4 | STC_RICCO l.Oe-15 SUGAR CARRIER PROTEIN C 
>gi_169718 (L08196) sugar carrier protein [Ricinus communis] 



OJ000314_39.0412.C5 
+ 

3439 
AAT/GAP 
1704 
663 



Seq. No. 47173 

Gene No. 100297 

Start 248 

Name OJ000314_39 . 04 12 . 05 . ol . gs 

Start 363 

GI none 
Exons 



Seq. ID OJ000314_39.0412.C5 



Strand 
End 

Method 

End 

Score 



+ 

3439 
GENSCAN 
3428 
.74 



363. .501, 1591. .1913, 1997. .2419, 2492. .2644, 2970. .3428 



Seq. No. 

Gene No. 

Start 

Name 

Start- 

GI 

Exons 

GI Descrip. 



Seq. ID OJ000314_39.0412.C5 
Strand + 
End 3439 
Method AAT/NAP 
End 3439 
Score 1394 
363. .501, 1591. .1913, 1997. .2644, 2970. .3439 

SUGAR CARRIER PROTEIN C gi | 74 4 673 1 | pir M T10122 hexose transport 
protein STC - castor bean gi | 169718 | gb IAAA79761 . 1 | {L08196) 
sugar carrier protein [Ricinus communis] 



47173 

100297 

248 

OJ000314_39.0412.C5.ol.np 
363 

3915039 



Seq. No.. 47173 Seq. ID 

Gene No. 100298 Strand 

Start 5233 ' ' End 

Name OJ000314_39 . 04 12 . C5 . o2 . gs Method 

Start 5233 * End 

GI none Score 

Exons 5233.. 5979 



OJ000314_39.0412.C5 
+ 

5979 
GENSCAN 
5979 
.98 



Seq. No. 47173 

Gene No. 100299 

Start 9732 

Name OJ000314_39 . 0412 . C5 . ol . tc 

Start 411 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 39. 0412. C5 



11807 

TBLASTX: Cress 
3416 
115 

411. .503, 1586. .1864, 1587. .1904, 1997. .2332, 2002. .2088, 
2140. .2394, 2368. .2436, 2369. .2644, 2479. .2643, 2480. .2644, 
3018. .3374, 3048. .3206, 3077. .3373, 3267. .3416 



Seq. No. 47173 Seq. ID 

Gene No. 100299 Strand 

Start 9732 End 

Name OJ000314_39 . 04 12 . C5 . ol . ts Method 

Start 411 End 



OJ000314_39.0412.C5 
11807 

TBLASTX: Soybean 
3389 



48831 





none 






Exons 


411. .503, 1572. . 






1 QQ7 


Z X ft u 






3083. .3373 






Seq. No. 


47173 






Gene No. 


100299 






Start 


9732 






Nsme 


OJ000314 39, 


.0412 


o c c 

. . oo . L.m 


O L d i. I_ 


411 








none 








411. .503, 1586.. 




Seq. No. 


47173 






Gene No. 


100299 






Start 


9732 








OJ000314 39, 


,0412 


o4 -hm 




1806 








I iui it; 








1806. .1904, 


1997 






47173 






Gene No. 


100299 






Start 


9732 








OJ000314 39. 


0412 


pc; o9 


o Lax u 


'2356 






O X 


none 






IT" v n c; 




2357 


o'c 4 7 9 4 7 Q 




2961 , .3365, 


2978 


'^'^70 
. . J o / u 


Seq. No. 


47173 






Gene No. 


100299 






Start 


9732 






Name 


OJ000314 39. 


0412 




O L dx L 


3039 






V3 X 


none 








3039. .3365, 


3039 




Corr Mo 


47173 






Gene No. 


100299 






Start 


9732 






Name 


OJ000314 39. 


0412 


.C5.ol.tm 


O u dx U 


, 7834 






o X 


none 








7834. .7926, 


7926 


..7961, 7964, 




9891. .10145, 


10036. .10350 


Seq. No. 


47173 






Gene No. 


100299 






Start 


9732 






Name 


OJ000314 39. 


0412, 


.C5.o3.tw 


Start 


7834 






GI 


none 







Score 



Seq. ID 
Strand 
End 

Method 
End 
Score 
1805 

Seq. ID 
Strand 
End 

Method 
End 
Score 
. .2281 

Seq. ID 
Strand 
End 

Method 
End 
Score 



108 



OJ000314_39. 0412.C5 
11807 

TBLASTX: Maize 

1805 

114 



OJ000314_39.0412.C5 
11807 

TBLASTX: Maize 

2281 

114 



OJ000314_39,0412.C5 
11807 

TBLASTX: Maize 
■3374 
270 



Exons 

Seq. No. 
Gene No. 



Seq. ID OJ000314_39.0412.C5 
Strand 

End 11807 

Method TBLASTX : Wheat 

End 3365 

Score 363 
.3364, 3255.. 3365 

Seq. ID OJ000314_39.0412.C5 
Strand 

End 11807 

Method TBLASTX: Maize 

End 10350 

Score 128 



Seq. ID OJ000314_39.04r2.C5 
Strand 

End 11807 

Method TBLASTX : Wheat 

End 10349 

Score 85 

7834. .7878, 7964. .7990, 10044 .. 1034 9, 10045. .10164 



47173 
100299 



Seq. ID OJ000314_39.0412.C5 
Strand 



48832 




start 


9732 


End 


11807 






Name 


OJ000314 39.0412.C5.o3.tm 


Method 


TBLASTX: 


Maize 




Start 


8246 


End 


11807 






GI 


none 


Score 


84 








8246. .8353, 8250. .8351, 8300. .8353, 8325. .8465, 


ft AT R 
0 O D X . .0 


^ OD 




8362. .8466, 11282 .. 11488, 


11295. .11378, 11375. . 


114 97 

X X *i 17 f , 






11540 11806 11592 11807 










C U ■ U • 


47173 


OCV-^ • XL/ 


o.Tnnn ^ ^ 4 

WU U \J J X *i 


T Q 04 1 9 

O 3? . U fi i. Z 




Gene No. 


100299 


O L. X dilU 








Start 


9732 


FnH 


X X O U / 






Name 


OJ000314 39 0412 CS n9 nn 


Method 


AAT/NAP 






O L. O J- L. 


9732 ~ 


End 


11807 








5713172 


Score 


850 






P, von *=? 


9732. .10349, 11147. .11807 










W -L ^ O ^ J- J. • 


fAF166^^?l rv1-nrhrnmp P4Sn 
\ n.L ^ \j \j ^ •J ^ / ^ y u-v^^iix k^iiLC t 1 »j w 


[Nicotiana 


tabacum] 






k-} ^ • I N W • ^ 




Seq. ID 


■ ;.OJ0003I4 


0419 




Gene No, 


100299 ■ 


Strand 








Start 


■ 9732 


End 


11807 






Name 


0.7000^14 ?Q 0419 n9 -h c; 


Method 


TBLASTX: 


OwyjJtJdll 




O L. d i. L. 


9741 


End 


11806 






VJ -L 


none 


Score 


182 








9741.. 10352, 9856.. 10164, 


10246. .10350, 11342.. 


1 1 4 1 T 






11543. . 11806 










Seq. No. 


47173 


Seq. ID 


ri TO nn i 

U J U UU O 1 fi 


_39.0412 


.C5 


Gene No. 


100299 


Strand 








Start 


9732 


End 


11807 








OJ000314 39.0412.C5.o2.tw 


Method 


TBLASTX: 


TaTK q a -I- 

wnea t 






9744 


End 


■ 10016 






O J. 


none 


Score 


134 






I_i A <^ 1 i o 


9744. .10016, 9745. .9987, 9768. .10013 








Seq. No. 


47173 


Seq. ID 


OJ000314 


_39.0412, 


.C5 


Gene No. 


100299 


Strand 








Start 


9732 ■ 


End 


11807 






Name 


OJ000314 39.0412.C5.o2.tc 


Method 


TBLASTX: 


Cre s s 




Start 


9762 


End 


10337 






GI 


none 


Score 


91 






P. V o n ^ 


9762.. 10337, 9865.. 9969 










Seq. No. 


47173 


Seq. ID 


OJ000314 


_39.0412. 


.C5 


Gene No. 


100299 


Strand 








Start 


9732 


End 


11807 








OJ000314 39.0412.C5.o3.tc 


Method 


TBLASTX: 


Cr es s 




O L. d 1. u 


11543 


End 


11807 








none 


Score 


68 






R X n n <=; 


11543. .11806, 11718. .11807 












47174 


Seq. ID 


OJ000314 


"^Q 04 19 


, 0 


Gene No. 


100300 


Strand 








Start 


52 


End • 


526 






Name 


OJ'000314 39.0412.C6.ol.gs 


Method 


GENSCAN 






Start 


52 


End 


526 






GI 


none 


Score 


.44 






Exons 


52. .275, 372. .526 











48833 



Seq. No. 47174 

Gene No. 100301 

Start 4666 

Name OJ000314_39 . 04 12 . C6 . ol , tw 

Start 3631 

GI none 
Exons 



Seq. ID OJ000314_39. 0412.C6 
Strand 
End 

Method 
End 
Score 



8218 
- TBLASTX: Wheat 
6580 
106 



3631. .3675, 3701. .3940, 3711. .3881, 6524. .6580 



Seq. No. 47174 

Gene No. 100301 

Start 4666 

Name OJ000314_39 . 04 12 . C6 . o2 . tm 

Start 3731 

GI none 
Exons 



Seq. ID OJ000314_39.0412.C6 
Strand 
End 

Method 
End 
Score 



8218 

TBLASTX: Maize 

6793 

94 



3731. .3799, 3830. .4192, 4014. .4199, 6662. .6793 



-Seq. No." 47174 Seq. ID 

Gene No. 100301 Strand 

Start 4666 End 

Name OJ000314_39 . 0412 . C6 . ol . tm Method 

Start 4463 End 

GI none Score 

Exons 4463.. 4792, 7053.. 7700 



OJ000314_39.0412.C6 
8218 

TBLASTX: Maize 

7700 

414 



C3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name' 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



6885. .7013, 



Strand 
End 

Method 
End 
Score 
7080. .7430 



47174 
100301 
4666 

OJ000314_39.0412.C6.ol.ts 
4541 
none 

4541. .4675, 
47174 

100301 Strand 
4666 ' End 
OJ600314_39 . 0412 . C6 . o2 . tw Method 
4541 End 
none Score 
4541. .4711/ 6966. .7013, 7122. .7403 



Seq. ID OJ000314_39.0412.C6 



8218 

TBLASTX : Soybean 

7430 

127 



47174 
100301 
4666 

OJ000314 
4666 
6069646 
4666. .4720, 
(AP000616) 



Seq. ID OJ000314_39.0412.C6 



8218 

TBLASTX: Wheat 

7403 

183 



OJ000314 39. 0412. C6 



Seq. ID 
Strand 

End 8218 
Method AAT/NAP 
End 7775 
Score 455 
6391. .6994, 7283. .7775 
similar to putative reverse transcriptase 



39.0412,C6.ol.np 



{AC005315) 
Similar to 



[Oryza sativa] gi | 6907112 | dbj | BAA90639 . 1 | (AP001129 
Arabidopsis thaliana chromosome II BAC F9013 genomic sequence, 
putative non-LTR retroelement reverse transcriptase. (AC006248) 
[Oryza sativa] 



Seq, No. 
Gene No. 
Start 



47174 

100301 

4666 



Seq. ID 

Strand 

End 



OJ000314 39. 0412. C6 



8218 



48834 







U4 iz . bb . o J . tm 


Method 


TBLASTX: 


Maize 






4 o i J 




End 


7775 








none 




Score 


77 






Exons 


/IQI'5 ylQQQ 

4 o i J , .4 y yy / 


.4oij,.4yy/, 4yy/. 


.5152, 4998. .5153, 


7707. .7775 


Seq. No. 


47174 




Seq. ID 


OJ000314 


_39.0412 


C6 


Gene No. 


100301 




Strand 


- 






Q +- a r- -h 


4 D D D 




End 


8218 






Name 


UJ UUUolfi jy , 


U4 iz . bb . oo . gs 


Method 


GENSCAN 








D / 0 J 




bnd 


oz lo 








none 




Score 


.42 






tjxons 


f;*7 Q T 7 Q 
D/oo. . f K) f y f 




.8218 








Seq. No. 


47174 




Seq. ID 


OJ000314 


_39. 0412, 


C6 


Gene No. 


100301 




Strand 


- 






oraiTt, 


/I 

4 D D D 




End 


8218 






Name 


UJ uuu J 1 41 o y . 


fi/iio r'tf; -i-m 
Ufiiz.bD.04i. tm 


Method 


TBLASTX: 


Maize 




o Lam 


DO u / 




End 


7040 








none 




Score 


100 






Exons 


DoU/., / UflU/ 


£1 Q fi p ' 7 n 9 










beq. NO. 


4 / i / 0 




Seq. ID 


OJ000314 


_39.0412. 


C7 


Gene No. 


100302 




Strand 








Start 


1608 




End 


7149 






Name 


UJ uu u J 1 4 o y . 


U4 iz . b / . oi . gs 


Method 


GENSCAN 






.b tart 






End 


7149 








. none 




Score 


.46 






Exons 


i^no ICQ"? 

lDUO..lDO// 


QH'ii QiRC yionc 
oUoI. .oiOD, 4zUb. 


.4490, 4665. .4787, 


4798. .5045, 




oU / O. .OloU, 


QIO^; C:'3QQ Ri^QO 


.5835, 6206. . 6332, 


7142. .7149 


beq. JNo . 


H / 1 / D 




Seq. ID 


OJ000314 


_39.0412. 


C7 


Gene No. 


100302 




Strand 








Start 


1608 




End 


7149 






Name 


OJ000314 39. 


0412.C7.o2.np 


Method 


AAT/NAP 






btart 


1759 




End 


6425 








5852181 




Score 


130 






Exons 


1759. .1828, 


3000.. 3169, 6388. 


.6425 








GI Descrip. 


{AL117265) zhbOOll.l [Oryza sativa] 








beq . iNo . 


47175 




Seq. ID 


OJ000314 


_39.0412. 


C7 


oene lno • 


100302 




Strand 








Start 


1608 




End 


7149 






Name 


OJ000314 39. 


0412.C7.ol.np 


Method 


AAT/NAP 






btar t 


2426 


End 


2887 








6598595 




Score 


187 






Exons 


2426. .2887 












GI Descrip. 


(AC006527) putative Athila retroelement ORFl protein 






[Arabidopsis 


thaliana] 










O c . LN (_> . 


47175 




Seq. ID 


OJ000314 


_39.0412. 


C7 


Gene No . 


100302 




Strand 








Start 


1608 




End 


7149 






Name 


OJ00031.4 39. 


0412.C7.o3.np 


Method 


AAT/NAP 






St'art 


2437 




End 


4350 






GI 


4263543 




Score 


144 






Exons 


2437. .2806, 


3738. .3832, 4254. 


.4350 









GI Descrip. (AC006250) putative Athila retroelement ORFl protein 

48835 



[Arabidopsis thaliana] 







O C . J-U 


n.TDnn'^ 1 4 

\JU U \J VJ O J. 4 


O ^ . U 4 ± ^ 








c+- y-a nH 








o L. ait 






J J> o 






IN aiuc 




Mo "h h oH 


O Hi LN O 






cj-h r-i- 

O L, d i. L 


4 4 fi ~ 

1 *i O 




J *J U 




















44fi S^fi 










Seq. No. 


47176 


Seq. ID 


OJ000314 


_39.0412 


.C8 




100304 


Strand 










1952 


End 


^4 

J T J J 






Name 


OJ000314 39.0412.C8.ol.np 


Method 


AAT /MAP 






c-f- ;a rt" 


1952 


End 


^4 






o± 


7340909 


Score 


77 






von Q 


• 1952. .2057, 3359. .3433 












(AP001550) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47176 


Seq. ID 


OJ000314 


_39.0412 


.C8 


Gene No. 


100305 


Strand 


+ 








5407 


End 


10392 






Naine 


OJ000314 39.0412.C8,o2.np 


Method 


AAT /NAP 






O L dlTT- 


5407 


End 


10392 








6069667 


Score 


948 








5407. .5554, 6051. .6158, 6519. 


.6628, .7557. .7737, 


7 7 Q7 7 


Rl 

0 ± D , 




7848.. 8060, 10365.. 10392 












(AP000616) similar to UMP/CMP 


kinase (AF000147) 


L ^x. y 2d 


sat 1 va j 


Seq. No. 


47176 


Seq. ID 


OJO00314 


_39.0412 


.C8 


Gene No. 


100305 


Strand 


+ 






Start 


5407 


End 


10392 






Name 


OJ000314 39.0412.C8.ol.gp 


Method 


AAT /GAP 






Start 


8725 


End 


9218 






GI 


uC-osflcypl26fl0bl 


Score 


931 






Exons 


8725. .9218 










GI Descrip. 


'3915039/sp|Q41144 ISTC RICCO 


l.Oe-15 SUGAR '^tARRIER PROTEIN C 



>gi_169718 {L08196) sugar carrier protein [Ricinus communis] ' 



Seq. No. 


47176 








Seq. ID 


OJ000314 


Gene No. 


- 100306 








Strand 




Start 


4135 








End 


5477 


Name 


OJ000314 39. 


.0412, 


.C8.02. 


gs 


Method 


GENSCAN 


Start 


4135 








End 


5477 


GI 


none 








Score 


.7 


Exons 


4135. .4325, 


5423. 


. .5477 








Seq. No. 


4717 6 








Seq. ID 


OJ000314 


Gene No. 


100307 








Strand 




Start 


7356 








End 


8015 


Name 


OJ000314 39. 


.0412, 


.C8.03. 


gs 


Method 


GENSCAN 


Start 


7356 








End 


8015 


GI 


none 








Score 


.79 


Exons 


7356.. .8015 












Seq. No. 


47176 








Seq. ID 


OJ000314 


Gene No. 


100308 








Strand 





39. 0412. C8 



39. 0412. C8 



39. 0412. C8 



48836 



start 
Name 
Start 
GI 

Exons 



8900 End 9193 

OJ000314_39.0412.C8.o4 .gs Method GENSCAN 

8900 End 9193 

none , Score .51 

8900. .9193 



Seq. No. 47177 

Gene No. 100309 

Start 571 

Name OJ000314_39 . 04 12 . C9 . ol . gs 

Start 571 

GI none 

Exons 571.. 730, 1368.. 1457 

Seq. No. 47177 

Gene No. 100310 

Start 2051 

Name 0 J000314_39 . 04 12 . C9 . o2 . gs 

Start 2051 

GI none 

Exons 2051.. 2509 



Seq. ID OJ000314_39.0412.C9 

Strand + - ' 

End 1457 

Method GENSCAN 

End 1457 

Score . 5 



Seq. ID OJ000314_39.0412.C9 
Strand 

End 2509 

Method GENSCAN 

End 2509 

Score . 65 



Seq. No. 47178 
Gene No, 100311 
Start 608 

Name OJ000314_39 . 04 12 . CIO . ol . gp 

Start 608 

GI LIB3477-003-P1-K1-E9 
Exons 608 . . 701 

GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. .ID OJ000314_39. 0412. CIO 

Strand + 

End ' 701 . 

Method AAT/GAP 

End 701 

Score 144 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47178 
^100312 
1 

OJ000314_39.0412.C10.ol.np 
1 

7340909 

1..127, 209. .487, 1824. .1860 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ000314_39. 0412. CIO 
Strand 

End 4690 

Method AAT/NAP 

End 1860 

Score 135 



47178 

100312 

1 

OJ000314_39.0412 .ClO.ol.gs 

140 

none 



Seq. ID OJ000314_39. 0412. CIO 
Strand 

End 4690 

Method GENSCAN 

End 4690 

Score .71 



140. .277, 1630. .2190, 2336. .3277, 3976. .4063, 4653. .4690 



47178 

100312 

1 

OJ000314_39. 0412 .CIO. o2.np 

1573 

5915837 

1573. .2190, 2336. .3235 



Seq. ID OJ000314_39. 0412. CIO 
Strand 

End 4690 

Method AAT/NAP 

End 3235 

Score 1022 



48837 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13 



CYTOCHROME P450 71D8 (P450 CP7) gi | 3334 667 | emb | CAA7 1517 
(Y10493) putative cytochrome P450 [Glycine max] 



47178 

100312 

1 

OJ00Q314_39.0412.C10.ol.ts 

1582 

none 



Seq. ID OJ000314_39. 0412. CIO 
Strand 

End 4690 

Method TBLASTX : Soybean" 

End 3064 

Score 159 



1582. .2190, 1633. .2049, 1712. .2191, 2423. .2704, 2747. .3064 



Seq. No. 47178 

Gene No. 100312 

Start 1 

Name OJ000314_39 . 0412 . CIO . o2 . tm 

Start 1585 

GI none 
Exons 



Seq. ID OJ000314_39. 0412. CIO 
Strand 

End 4 690 

Method TBLASTX : Maize 

End 2190 

Score 279 



1585. .2058, 1586. .2017, 1769. .2068, 1789. .2046, 2068. .2190 



Seq. No. 47178 

Gene No. 100312 

Start 1 

Name OJ000314_39 . 04 12 . CIO . o2 . tw 

Start 1585 

GI none 
Exons 



Seq. ID OJ000314_39. 0412. CIO 
Strand 

End 4 690 

Method TBLASTX : Wheat 

End 1854 

Score 60 



1585. .1854, 1603. .1731, 1619. .1849 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47178 

100312 

1 

OJ000314_39.0412.C10.ol.tc 

1603 

none 



Seq. ID OJ000314_39. 0412. CIO 
Strand 

End 4 690 

Method TBLASTX : Cress 

End 2196 

Score 121 



1603. .2196, 1684. .2028, 1703. .2179 



Seq. No. 47178 

Gene No. 100312 

Start 1 

Name OJ000314_39 . 04 12 . CIO . ol . tw 

Start 1882 

GI none 
Exons 



Seq. ID OJ000314_39. 0412. CIO 
Strand 

End 4690 

Method TBLASTX : Wheat 

End 2190 

Score 138 



1882.. 2190, 1883.. 2026, 1915.. 2055 



47178 

100312 

1 

OJ000314_3^9,.0412.C10.ol. tm 

2483 

none 



Seq. ID OJ000314_39. 0412 .CIO 
Strand 

End 4690 

Method TBLASTX : Mai ze 

End 3151 

Score 150 



2483. .2695, 2486. .2704, 2493. .2705, 2741. .3151, 2790. .2924, 
3003. .3149 



Seq, No. 47178 

Gene No. 100312 

Start 1 

Name OJ000314_39 . 04 12 . CIO . o2 . tc 

Start 2546 



Seq, ID OJ000314_a9. 0412. CIO 

Strand - 

End 4 690 

Method TBLASTX : Cress 

End 3142 



48838 






none 








Score 


A A 


T*' von Q 


9S4fi 9707 


97 41 


'^0 fil 


'^1 04 
J X U 4 . 


"^14 9 
. O X 4 z 




Seq. No. 


47178 








Seq. ID 


•OJ000314_39. 0412. CIO 


Gene No. 


100312 








Strand 




Start 


1 








PnH 


4 *^Q0 


Name 


n.Tnnn'^1 a 'kq 


. U 4 X ^ , 




. UW 


LYie cnoa 


1 dj_i/\o i a . wneau 


O L Cl I. t_ 


9 "^Rfi ~~ 








TTnH 

tina 


Z y 1 D 




none 








Score 


Do 




9^RR 9704 


97 41 


9Q09 


9fl OP 
^ o u o • 


9Q1 R 
. z ^ X o 




Seq. No. 


47179 








Seq. ID 


OJ000314_39.0412.C11 


Gene No. 


100313 








Strand 


+ 


Start 


91 








FnH 


1 ^99 
X o z z 


Name 


OJ000314 39 


.0412, 


.Cll.ol 


■ qs 


rje unoa 




O L d I. u 


91 








TTnH 

Hina 


1 9 9 


yj J. 


none 








Score 


7 




91. .213, 336. .436, 1242 


1 "^9 9 
. . X o z ^ 






Qeurr Kin 


47179 








Seq. ID 


OJ000314_39.0412.C11 


Gene No. 


100314 








Strand 


+ 


Start 


3211 








End 


5701 


Name 


OJ000314 39, 


.0412. 


Cll.ol 




Method 


AAT/NAP 




3211 








End' 


5701 




6997177 








Score 


501 


IT v n 


3211. .3351/ 


3496. 


, .3590, 


3676. 


.4456, 5658. .5701 




(AC023839) hypothetical 


protein [Arabidopsis thaliana] 




47179 








.§eq. ID 


OJ000314_39.0412.C11 


Gene No. 


100315 








Strand 




Start 


8333 








End 


15673 


Name 


OJ000314 39, 


.0412. 


C11.02 


. tm 


Method 


TBLASTX: Maize 




3460 








End 


4091 




none 








Score 


70 




3460. .3615, 


3674 . 


.4006, 


3740. 


.3766, 3754. .3864, 3943. .4005, 




4041. .4091 












Seq. No. 


47179 








Seq. ID 


OJ000314_39.0412.C11 


Gene No. 


100315 








Strand 




Start 


8333 








End 


15673 


Name 


OJ000314 39. 


,0412. 


C11.02, 


. tw 


Method 


TBLASTX: Wheat 




3499 








End 


3960 


O J. 


none 








Score 


56 




3499. .3615, 


3629. 


.3658, 


3674. 


.3958, 3763.. 3960 


C • LN W . 


47179 








Seq. ID 


OJ000314_39.0412.C11 




100315 








Strand 




start. 


8333 








End 


15673 


Name 


OJ000314 39. 


0412. 


Cll.ol. 


. tm 


Method 


TBLASTX: Maize 


qt- o -r-h 

O U d-L U 


4091 








End 


4440 




none 








Score 


68 


Exons 


4091. .4141, 


4093. 


.4143, 


4095. 


.4142, 4106. .4144, 4138. .4161, 




4138. .4401, 


4139. 


.4402, 


4227. 


.4421, 4267. .4413, 4391. .4435, 




4399. .4440 












Seq. No. 


47179 








Seq. ID 


OJ000314_39.0412.C11 


Gene No. 


100315 








Strand 





48839 





Start 


8333 


End 


15673 








VJUUUUjXfl J 2? . u ^ 1 z . u 1 1 . o± . u w 


Method 


TBLASTX : 


wnea u 




C f- 3 V-t- 


^ u y 1 


End 


4453 






n T 


none 


Score 


63 






XT' "K^ C 




..4142, 4138. .4224, 








/ll'^Q /lOCiQ /lOf^Q /l/1t;'5 /lOCQ 


. .4453 








o e q • IN o . 


4 7 1 7 Q 
4 / X / y 


Seq. ID 


vJU UUU 01 'i 


jy.u^iz.uii; 




Gene No. 


100315 


Strand 








Start 


8333 


End 


X O D / J 






Name 


OJ000314 39.0412.Cll.o2.np 


Method 


A n T / NT Zi D 






o car u 


8333 


End 


1 1 Q7Q 

X X y / 0 






C T 


6815109 


Score 


195 






XP vr C* 


8333.. 8362, 10630 10848, 11 


833. .11978 










(AP001081) hypothetical protein [Oryza 


sativa] 






o e . LN o . 


47179 


Seq. ID 


OJ000314 








100315 


Strand- 








Start 


8333 


End 


15673 . 






Name 


OJ000314 39.0412.Cll.o4.gs 


Method 


GENSCAN 






o L ar L 


8712 


End 


15673 








none 


Score 


.72 






Exons 


8712. .8847, 10147 10298 , 10544 10606, 


13406. . 


loo 1 y , 


1:,.=? 




13611. .13623, 14230. .14 324, 


14644. .14743, 15420 


. . loooo. 






15609. .15673 








V' ' 


C ^ ^ K\/-\ 

oe<5» NO. 


47179 


Seq. ID 


OJ000314 


oy.U41Z.L.ll 


ry 


Gene No. 


100315 


Strand - 








Start 


8333 


End 


15673 






Name 


OJ000314 39.0412.Cll.o4.np 


Method 


AAT/NAP 






o car c 


11602 


End 


14143 




''at!? 




6815109 


Score 


180 




1 U 




11602. .1162 9, 12588. .12857, 


13663. .14143 






GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






O e . In O . 


47179 


Seq. ID 


OJ000314 


on r\ A ^ 0 r'li 
oy.U4iz.L.ii 




Gene No. 


100315 


Strand 








Start 


8333 


End 


15673 






Name 


OJ000314 39.0412.Cll.o3.np 


Method 


AAT/NAP 




f 1 


o c ar c 


12467 


End 


14432 








5042454 


Score 


206 






TP V o 


12467. .12661, 13582 .. 13910, 


14382. .14432 






uescrip. 


{AC007789) putative polyprotein [Oryza 


sativa] 






o e (4 . iN 0 . 


47180 


Seq. ID 


OJ000314 


0 y . U4 IZ . ulz 




Qpnp No 


100316 


Strand 


+ 






.Start 


262 


End 


2469 






Name 


OJ000314 39.0412.C12.ol.gp 


Method 


AAT/GAR 






Start 


262 


End 


2020 






GI 


LIB34 75-008-P1-K1-F1 


Score 


720 






Exons 


262. .523, 1627. .1724, 1978.. 


2020 








GI Descrip. 


'3819227/emb|AJ234"444 . 1 1 HVU234 444 3.0e- 


33 Hordeum vulgare 



partial mRNA; clone CMWG0740' 



Seq. No. 
Gene No. 
Start 



47180 

100316 

262 



Seq. ID OJ000314_39.0412.C12 
Strand + 
End 2469 



48840 





Naiue 


OJ000314 39.0412,C12.ol.gs 


Method 


GENSCAN 






380 


End 


2445 




o J. 


none 


Score 


.78 




Exons 


380. .523, 1627, .1724, 1978. .2071, 2165. .2247, 2347, ,2445 




Seq. No. 


47180 


Seq. ID 


OJ000314_39.0412.C12 




Gene No. 


100316 


Strand 


+ 




OUciX L 


262 


End 


'2469 




Naine 


OJ000314 39.0412.C12.ol.ts - 


Method 


TBLASTX: Soybean 






1973 


End 


2469 






none 


Score 


80 




Exons 


1973. .2092, 1988. .2074, 2165. 


.2248, 2357. .2458, 2359. .2469 




beq . iNo . 


47181 


Seq. ID 


OJ000314_39.0412.C13 




(jene no . 


100317 


Strand 


+ 






1 


End 


4126 




Name 


OJ000314 39.0412.C13.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3248 




1 


6723882 


Score 


118 






1..55, 220. .318, 390. .506, 620. .683, 


923. .1014, 2194. .2272, 






3184. .3248 








p T" ^ V* T 
Kji uescnp . 


(AL136534) putative membrane 


protein 


(fragment) . [Streptomyce; 






coelicolor A3 (2)] 






w 


o e q . LN o . 


47181 


Seq. ID 


OJ000314_39.0412.C13 




Gene No . 


100317 


Strand ' 


. + 




Start 


1 


End 


4126 




Name 


OJ000314 39.0412.C13.ol.ts 


Method 


TBLASTX : Soybean 


C'3 




215 


End 


4102 






none 


Score 


112 




Exons 


215. .355, 216. .356, 216. .389, 


217. .360, 425. .502, 426. .521, 






616. .681, 617. .730, 910. .1017 


, 921. .1013, 2194. .2259, 


! y 

5. 




2194. .2259, 3150, .3269, 3152. 


.3268, 3918. .4067, 3944. .4102 




Seq. No. 


47181 


Seq. ID 


OJ0G0314_39.0412.C13 




Gene No. 


100317 


Strand 


+ 




o Lai U 


1 


End 


4126 




Name 


OJ000314 39.0412.C13.ol.gs 


Method 


GENSCAN 


V=J 


o L ar t 


271 


End 


4126 




PT 


none 


Score 


. 93 




17* V /A 1^ o 


271. .359, 431. .509, 2194. .2259, 3153. 


.3269, 3947. .4126 




Seq. No. 


47182 


Seq. ID 


OJ000114_26.0404.C1 




Gene No. 


100318 


Strand 


+ 




O L ciX L 


630 


End 


1301 




Name 


OJ000114 26.0404.Cl.ol.gs 


Method 


GENSCAN 




orar c 


630 


End 


1301 . 




P T 


none 


Score 


.59 




Exons 


630. .761, 1218. .1301 








o ^ • ln w • 


47182 


Seq. ID 


OJ000114_26.0404.C1 




Gene No. 


100319 


Strand 






Start 


2543 


End 


5823 




Name 


OJ000114 26.0404.Cl.ol.np 


Method 


AAT/NAP 




Start 


2543 


End 


4455 




GI 


7106512 


Score 


606 




Exons 


2543. .2594, 3625. .3849, 3904. 


.4068, 4117. .4455 



48841 




GI Descrip. (AP001278) EST C98429 (E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 





471 ft 9 

4 / X O ^ 




Seq. ID 


OJ000114_ 


26 


.0404 


.CI 




X U U J X ^ 




Strand 












^ J 4 O 




End 


5823 








Name 


riTonmid 9^; o/ind n o'^ 




Method 


GENSCAN 








Qt- a -rl- ■ 
O L d. X L 


'^^'^'^ ~ 
ODD O 




End 


5823 










none 




Score 


.65 








Exons 


3553. .3879, 3908. .4011, 


4033. 


.4303, 4309. .4528, 


5621. .5823 




4 7 1 PI 

*i / X O O 




Seq. ID 


OJ000114_ 


26, 


,0404 , 


.C2 




1 nn'^9n 

X UU u 




Strand 


+ 








O U Ct J. L. 


1 

X 




End 


2170 








Nanie 


r>,TnnniT4 9fi 0404 r9 oi 


np 


Method 


AAT/NAP 








O L. Cl J- U 


1 ~ 
X 




End 


2170 










7 ^4 nftft T 

/ J 4 U O O X 




Score 


180 








Exons 


1..404, 2150. .2170 














GI Descrip. 


{AP001551) hypothetical 


. protein [Oryza 


sativa] 








OCtj . INO . 


471 ft'^ 
4 / X 0 J 




Seq. ID 


OJ000114_ 


26. 


.0404, 






1 on '^9 1 

X U U J Z X 




Strand 


+ 










O ^ J o 




End 


3760 








Name 


nTnnnii4 9^ 0404 p9 o'^ 


gs 


Method 


GENSCAN 










T9 R ~ 




End 


3760 








\j ± 


none 




Score 


.77 








F" von Q 


?9S^ ^^47 ?Sfin ^7fin 














Seq. No. 


47183 




Seq. ID 


OJ000114_ 


26. 


,0404. 


,C2 


o n o Mo 


1 on ^9 9 

X (J u 0 ^ ^ 




Strand 


+ 








O L d X L 


4 7 *^4 
4 / D 4 




End 


7445 








M a TTl O 

IN diUtr 


OTnnnii4 9*^ 0404 P9 01 

vJiJUUUXX4 ZD.U4Ufl.UZ.OJ-. 


gp 


Method 


AAT/GAP 








o u dx I- 


4 fi4 7 ~ 
4 D 4 / 




End 


5853 








\D ± 


04 UD X.r\XUo4 




Score 


760 








P V o n c 


4fi47~ 4Q1^ R^QQ Rft^'^ 
4D4 / . .42?XD, DO^y » • DOD D 














r^T PlO Q O Y* "i o 
ox L^OOOXX^. 


4 X ^ 1 H D 0 / clLlX/ 1 V_/rVriU _? O D O | 


2.0e-14 {AJ010818) Cpn21 


protein 






[Arabidopsis .thaliana] * 














qpo Mo 


47183 




Seq. ID 


OJ000114_ 


26. 


0404 . 


C2 


rZar^a Mo 


100322 




Strand 


+ 








O U ClX u 


4764 




End 


7445 








M^^mo 

LNdiUC 


OJ000114 26.0404.C2.o3. 


np 


Method 


AAT/NAP 








O L. d X u 


47 4 3 




End 


7445 








o X 


7331143 




Score 


416 








Exons 


4743. .4916, 5699. .5878, 


6205, 


.6364, 7309. .7445 








GI Descrip. 


(AF233745) chaperonin 21 precursor [Lycopersicon 


. esculentum] 


Q o o M 
O c . NO. 


47183 




Seq. ID 


OJ000114_ 


26. 


0404 . 


C2 


Gene No. 


100322 




Strand 


+ 








Start 


4764 




End 


7445 








Name 


OJ000114 26.0404.C2.o4. 


gs 


Method 


GENSCAN 








Start 


4764 




End 


6360 








GI 


none 




Score 


.87 








Exons 


4764. .4916, 5699. .5878, 


6205. 


.6360 










Seq. No. 


47183 




Seq. ID 


OJ000114_ 


26. 


0404 . 


C2 


Gene No. 


100323 




Strand 











48842 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000114_26 . 0404 . C2 . o2 . np 
1 

7106512 



End 

Method 
End 
Score 



4086 
AAT/NAP 
4086 
898 



1..31, 2153. .2810, 2944. .3485, 3601. .3670, 3812. .3948, 
4026. .4086 

(AP001278) EST C98429 ( E0138 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 



47183 

100323 

1 

OJ000114_26.0404 .C2.01 .gs 
40 

none 

40. .415, 888. .952 

47183 

100323 

1 

OJ000114_26.0404 .C2.o2,gs 

2051 

none 

2051,. 2635 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_26.0404.C2 

4086 
GENSCAN 
952 
.51 



OJ000114_26.0404.C2 

4086 
GENSCAN 
2635 
.69 



Seq. No. 47183 
Gene No. 100324 
Start 4757 

Name OJ000114_26 . 04 04 . C2 . ol . tm 

Start 4757 
GI none 

Exons 4757.. 4783, 4877.. 4915, 5678, 

5712.. 5900, 6159.. 6281, 6200, 
. 6208. .6306 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5839, 5696 
.6361, 6205 



OJ000114 26. 0404. 02 



6369 

TBLASTX: Maize 
6366 
125 

5887, 5698. 
6363, 6205. 



,5886, 
, 6366, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47183 

100324 

4757 

OJ000114_26.04 04 .C2.ol.tc 

5678 

none 

5678.. 5839, 5693.. 5875, 5696. 
6206.. 6361, 6208.. 6363 

47183 

100324 

4757 

OJ000114_26.0404 .C2.ol.ts ■ 

5678 

none 

5678.. 5839, 5696.. 5875, 5698. 
6207. .6281 



Seq. ID OJ000114_26.0404.C2 
Strand 

End 6369 

Method TBLASTX : Cress 

End 6366 

Score 123 

.5887, 5698. .5892, 6205. .6366, 



Seq. ID OJ000114_26.0404 .C2 
Strand 

End 6369 

Method TBLASTX : Soybean 

End 6363 

Score 124 

.5874, 5710. .5829, 6199, .6363, 



Seq. No. 47183 

Gene No. 100324 ■ 

Start 4757 

Name OJ000114 26 . 0404 . C2 . ol . tw 



Seq. ID OJ000114_26.0404 .C2 
Strand 

End 6369 

Method TBLASTX : Wheat 



48843 



start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



5678 End 6369 

none Score 14 5 

5678. .5839, 5707. .5829, 5762.-5887, 6199. .6369, 6202. .6360 



47184 Seq. ID 

100325 Strand 
1591 End 
OJ000114_26 . 0404VC5 . ol . np Method 
1591 End 
7430636 "* Score 

1591. .2525, 5145. .5771 

probable cytochrome P450, hypersensitivity-related - common 
tobacco gi 1 1171579|emb|CAA64635. 1 1 (X95342) cytochrome P450 
[Nicotiana tabacum] 



OJ000114_26.0404 .C5 
+ 

5777 
AAT/NAP 
5771 
1607- 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47184 Seq. ID 

100325 Strand 

1591 End 

OJ000114_26.0404 .C5.ol.gs Method 

1639 *• End 

none Score 

1639. .2413, 2437. .2525, 5145. .5777 



OJ000114_26.0404.C5 
+ 

5777 
GENSCAN 
5777 
.73 



47184 Seq. ID OJ000114_2 6 . 0404 . C5 

100326 Strand + 

19197 End 19622 

OJ000114_26. 0404 .C5.ol.gp Method AAT/GAP 

19197 End 19622 

67381_1.R1084 Score 780 
19197. .19622 

'1171579/emb|CAA64635| 1..0e-15 {X95342) cytochrome P450 
[Nicotiana tabacum] ' 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47184 Seq. ID OJ000114_26 . 0404 . C5 

100327 Strand 
22654 End 
OJ000114_26. 0404 .C5.o3.gp Method 
22654 End 
LIB34 77-003-P1-K1-E9 Score 
22654. .22738 

'2498586/spl Q40638 |MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_1173557 (U31771) Ory s 1 [Oryza 
sativa] ' 




Seq. No. 
Gene No. 
Start 
Name 
Start ■ 
GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



47184 

100328 

6152 

OJ000114_26.0404.C5.o2.gs 

6152 

none 

6152. .6235, 6252. .6305 

47184 

100329 

8267 

OJ000114_26. 0404 .C5.o2.np 
8267 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 



OJ000114_26.0404.C5 

6305 
GENSCAN 
6305 
.75 



OJ000114_26.0404 .C5 

12547 

AAT/NAP 

12547 



48844 




ox 


7444451 


Score 


4615 


von G 


8267. ,12547 








probable gag/pol polyprotein 


- long-staminate rice 




retrotransposon retrofit gi | 


2586082 |gb|AAB82754 . 1 | (U72725) 




retrofit [Oryza longistaminata] 




Seq. No. 


47184 


Seq. ID 


07000114 9^^ 0404 PR 


Gene No. 


100330 


Strand 




O L. d X. L. 


15022 


End 


X ^ ^ ^ o 




n.Tonm i 4 9f> 0404 rs n4 n<^ 




C P M Q P Z\ M 




15022 


End 


15258 




none 


Score 


.99 


P von G 


15022. . 15258 






Seq. No. 


47184 


Seq. ID 


n.TOOOl 1 4 9^ 0404 PR 


Gene No. 


100331 


Strand 




q-t- 3 rl- 


15618 


End 




Ns-itie 


OJ000114 26.0404.C5.o5.gs 


Method 


O Cj LN O V^ralN 


o Ldi. u 


15618 


End 


16713 




none 


Score 


. 61 


von G 


15618. . 15626, 15793. .16713 






^ . ^ * 


47184 


Seq. ID 


OJ000114_26.0404 .C5 


Gene No. 


100332 


Strand 




Start 


19400 


End ' 


21770 


Name 


OJ000114 26.0404.C5.ol.tc 


Method 


TBLASTX: Cress 


Start 


1600 


End 


21587 


GI 


none 


Score 


177 


Exons 


1600.. 1953, 1692.. 1874, 1960 


..2064, 5145. .5672, 5159. .5656, 



13224. .13751, 13237 .. 13608, 13678 .. 13737 , 162 10 . . 1634 1 , 
16348. .16635, 1 6409 .. 16609, 19505 .. 20071 , 1 9515 .. 19862 , 
21306. .21587, 21385.. 21567 



Seq. No. 47184 Seq. ID 

■Gene No. 100332 Strand 

Start 19400 End 

Name ' OJ000114_26 . 0404 . C5 . o2 . tm Method 

Start 1650 End 

GI none Score 
Exons 



OJ000114_26.0404 .C5 
21770 

TBLASTX: Maize 

21593 

500 



1650. .1895, 1651. .2052, 1848. .2057, 1932. .2027, 1972. .2052, 
16246. .16329, 1624 6 .. 16635, 16265 16366, 164 06 .. 16630, 
16480. . 16647, 21204 .. 21590, 21207 21287 , 2 1223 .. 21324 , 
21364. .21591, 21429. .21593 



Seq. No. 47184 

Gene No. 100332 

Start 19400 ■ 

Name OJ000114_26 . 04 04 . C5 . 

Start 1671 

GI none 

Exons 1671,. 1772, 1671.. 18 

2169.. 2366, 2269.. 24 
5144. .5749, 5145. .57 
13189; . 13764, 15793. 
15913. . 16095, 15913. 
16265. . 16366, 16406. 
19467. .20036, 20760. 



Seq. ID OJ000114_26.0404 .C5 
Strand 

End 21770 
ol.ts Method TBLASTX : Soybean 

End '21620 

Score 65 
95, 1672.. 2073, 1935.. 2027, 2062.. 2184, 
12, 2281. .2391, 2427. .2525, 2430. .2525, 
65, 13122.,. 13757, 13131 .. 13787 , 
.15897, 15793. .15897, 15912 1 6094 , 
.16101, 16129. .16626, 16136 .. 16201, 
.16687, 19409. .20050, 19436 .. 19750, 
.20855, 20760. .20879, 20874 .. 2 108 6, 



48845 




20901. .21035, 21063. .21614, 21088 .. 21159, 21223 .. 21324 , 
21364. .21594, 21438. .21620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47184 

100332 

19400 

OJ000114_26.04 04 .C5.o8.tw 

1671 

none 



Seq. ID OJ000114_26.0404.C5 
Strand 
End 

Method 
End 
Score 



21770 

TBLASTX: Wheat 

21770 

182 



1671. .1895, 1672. .2007, 16294 16623, 1 6406 .. 16609, 
21252. .21581, 21364 .. 21504 , 21529 .. 21567, 21693. .21770 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 



47184 

100332 

19400 

OJ000114_26.0404 .C5.o5.tm 

2059 

none 



Seq. ID OJ000114_26.0404.C5 
Strand 

End 21770 

Method TBLASTX : Maize 

End 21200 

Score 43 



2059. .2094, 2083. .2190, 2107. .2151, 2115 .. 2177 , '^l 99 2366, 
22 69. .2367, 15952. .16101, 15953. .16099, 16087 .. 16224 , 
16136. .16219, 16213. .16242, 20919 .. 21035, 20919 .. 21089, 
20920. .21090, 2107 9 .. 21165, 21081 2117 6, 21087 .. 21176, 
21171.. 21200 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47184 
100332 
19400 

OJ000114_2 6.0404 .C5.ol. tm 
2368 



Seq. ID OJ000114_26.0404.C5 
Strand 

21770 

TBLASTX: Maize 
20918 
57 



End 

Method 
End 

none Score 
2368. .2421, 2378. .2419, 2418. .2525, 2427. .2525, 5144. .5782, 
5145. .5783, 13119. .13757, 13122. .13787, 13201. .137 64, 
15792. .15947, 15793 .. 15948, 15793 .. 15951, 19382 .. 19927, 
19400. .20053,. 19458. .20036, 20759 .. 20854 , 20760 .. 20915, 
20760. .20918 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47184 

100332 

19400 

OJ000114 

2439 

none 



26.0404.C5.o5.tw 



\,Seq. ID OJ000114_26.0404.C5 
Strand 
End 

Method 
End 
Score 



21770 

TBLASTX: Wheat 

20033 

59 



2439. .2522, 5144. .5449, 5145. .5450, 13443 .. 13751, 19724 .. 20032, 
19725. .19874, 19941.. 20033 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47184 

100332 

19400 

OJ000114_26.0404 .C5.o6.tw 

5480 

none 



Seq. ID OJ000114_26.0404.C5 
Strand 
End 

Method 
End 
Score 



21770 

TBLASTX: Wheat 

19699 

215 



5480. .5698, 5481. .5717, 13179 .. 134 18 , 13206 .. 134 18 , 
19460. .19699, 19487.. 19699 



Seq. No, 
Gene No, 
Start 



47184 

100332 

19400 



Seq. ID 

Strand 

End 



OJ000114 26. 0404. C5 



21770 



48846 



Name OJ000114_26 . 0404 . C5 . o2 . ts 

Start 8241 

GI none 

Exons 8241.. 8267, 8267,. 8914, 8319. 

Seq. No. 47184 

Gene No. 100332 

Start 19400 

Name .OJ000114_26 . 04 04 . C5 , o5 . tc 
Start . 8255 

GI none 

Exons 8255.. 8485, 8421.. 8486, 8523. 

Seq. No. 47184 

Gene No. 100332 

Start 19400 

Name OJ000114_26 . 04 04 . C5 . o3 . tm 

Start 8276 

GI none • 

Exons 8276.-8488, 8397.. 8495, 8504'. 



Method TBLASTX : Soybean 
End 8914 
Score 38 
.8726, 8763. .8912 

Seq. ID OJ000114_26.0404.C5 

Strand - ( 

End 21770 ' 

Method TBLASTX: Cress 

End 8740 

Score 41 

,8612, 8525. .8641, 8651. .8740 

Seq. ID OJ000114_26. 0404 .C5 
Strand 

End 21770 

Method TBLASTX : Maize 

End . 8923 

Score 45 

8923, 8577.. 8831 



Seq. No. 47184 

Gene No. 100332 

Start 19400 

Name OJ000114_26 . 04 04 . C5 . ol . tw 

Start 8678 

GI none 

Exons -8678.. 9115, 8679.. 8765, 8793. 



Seq. ID OJ000114_26.0404 .C5 
Strand 

End 21770 

Method TBLASTX : Wheat 

End 9115 ' 

Score 55 
.9053 



Seq. No. 47184 

Gene No. 100332 

Start 19400 

Name OJ000114_26 . 04 04 . 05 . o6 . tc 

Start 8987 

GI none 

Exons 8987.. 9232 



Seq. ID OJ000114_26.0404.C5 
Strand 

End 21770 

Method TBLASTX : Cress 

End 9232 

Score 189 



Seq. No. 47184 

li Gene No. 100332 

Start 19400 

Name OJ000114_26 . 0404 . C5 . o4 . tm 

Start 9050 

GI none 

Exons 9050.. 9487, 9177.. 9476 



Seq. ID OJ000114_26.0404 .C5 
Strand 

End 21770 

Method TBLASTX : Mai ze 

End 9487 

Score 145 



Seq. No. 47184 

Gene No. 100332 

Start 194 00 

Name OJ000114_26 . 0404 . C5 . o3 . tw 

Start 9116 

GI none 

Exons 9116.. 9298, 9284.. 9628, 9285. 



Seq. ID OJ000114_26.0404 .C5 
Strand 

End 21770 

Method TBLASTX: Wheat 

End 9629 

Score 74 

9479, 9531.. 9629 



Seq. No. " . 47184 

Gene No. ' 100332 

Start 19400 

Name OJ000114 26 . 0404 . C5 . o3 . ts 



Seq. ID OJ000114_26.0404 .C5 
Strand 

End 21770 

Method TBLASTX : Soybean 



48847 



start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9293 End 
5509260 Score 
9293. .9811, 9306. .9470, 9540. .9659 



47184 

100332 

19400 

OJ000114_2 6.0404 .C5.o3.tc 

9410 

none 

9410. .9670, 9411. .9683 



9811 
109 



Seq. ID OJ000114_26.0404 .05 
Strand 

End 21770 

Method TBLASTX : Cress 

End 9683 

Score 136 



Seq. No. 47184 

Gene No. 100332 

Start 19400 

Name OJ000114_2 6 . 0404 . 05 . o9 . tm 

Start, 9533 

GI none 

Exons 9533.. 9766, 9540.. 9671 



Seq. ID OJ000114_26.0404 .05 
Strand 

End 21770 
Method TBLASTX: Maize 
End ' 97 66 

Score 75 



Seq. No. 47184 

Gene No. 100332 

Start 19400 

Name OJ000114__2 6 . 0404 . 05 . o2 . tc 

Start 10337 

GI none 

Exons 10337. . 10801, 10338 .. 104 57 , 



Seq. ID OJ000114_26.0404.O5 
Strand 

End 21770 

Method TBLASTX.: Oress 

End 10801 

Score 38 
10512. . 10775 



Seq. No. 47184 

Gene No. 100332 

Start 19400 

Name OJ000114_2 6. 04 04 . 05 . o4 . tw 

Start 10337 

GI none 

Exons 10337. . 10684 



Seq. ID OJ000114_26.0404 .05 
Strand 

End 21770 

Method TBLASTX: Wheat 

End 10684 

Score 277 



Seq. No. 47184- 

Gene No. 100332 

Start 19400 

Name OJ000114_26 . 04 04 . 05 . o4 . ts 

Start 10355 

GI none 

Exons 10355.. 10789 



Seq. ID OJ000114_26.0404.O5 
Strand 

End 21770 

Method TBLASTX : Soybean 

End 10789 

Score 248 



Seq. No. 47184 

Gene No. 100332 

Start 19400 

Name OJ000114_26 . 04 04 . 05 . o7 . tm 

Start 10358 

GI none 

Exons 10358. .10681, 10362.. 10688 



Seq. ID OJ000114_26.0404.O5 
Strand 

End 21770 

Method TBLASTX : Mai ze 

End 10688 

Score 116 



Seq. No. -.47184 

Gene No. 100332 

Start 19400 

Name OJ000114 26 . 0404 . 05 . o5 . ts 



Seq. ID OJ000114_26.0404.O5 
Strand 

End 21770 

Method TBLASTX : Soybean 



48848 




o L, a i. L 








End 


11209 






none 






Score 


78 




P von Q 


10796. 


.10966, 10985. 


I . X X \j o , 


11105. .11209 




Seq.' No. 


47184 






Seq. ID 


OJ000114_26.0404 


.05 


Gene No. 


100332 






Strand 


- 




Start 


19400 






End 


21770 




IN dlUC 


OJ0G0114 26. 0404. C5. 




Method 


• TBLASTX: Maize 




'^t Art 


11277 






End 


11578' 






none 






Score 


137 






11277 . 


11573 11285 


> ■ X X ^ / o , 


11303. .115 


78 




Seq. No. 


47184 






Seq. ID 


OJ000114_26.0404 


.05 


Gene No. 


100332 






Strand 






O L. d J. L. 


19400 






End 


21770 






WLJ \J \J \J A. 


14 26 0404 C5 




Method 


TBLASTX: Wheat 




O L. d i- I. 


11285 






End 


11653 




yj ± 


none 






Score : . 


202 






11285. 


.11653, 11286. 


. 11612 , 


11306. .11632 




Seq. No. 


47184 






Seq. ID 


OJ000114_26.0404 


.05 


Gene No. 


100332 






Strand 


- 




Start 


19400 






End 


21770 




In dllic 


OJOOOl 


14__26.0404 .05. 


o 7 "i" IaT 
\J f . c w 


Method 


TBLASTX: Wheat 




O U d i. L. 


11903 






End 


12217 




O X 


none 






Score 


U f 




P von Q 


11903. 


.12217, 11979. 


1 9 1 4 Q 

. X ^ X 1 ^ 








Seq. No. 


47184 






Seq. ID 


OJ000114_26.0404 


.05 


Gene No. 


100332 






Strand 


- 




Start 


19400 






End 


21770 




LN diuc 


OJ000114 26. 0404. C5. 


A 

O 4 ■ u C 


Method 


TBLASTX :Oress 




O L d i- l_ 


11978 






End 


12487 






none 






Score 


60 




P von Q 


11978. 


.12367, 12377. 


1 94 R 7 

. X ^ 'i O / 








Seq. No. 


4-7184 






• Seq. ID 


OJ000114_26.0404 


..05 


Gene No.' 


100332 






Strand 






Start 


19400 






End 


21770 




Name 


OJOOOl 


14_26.0404 .05. 


o S "t~Tn 


Method 


TBLASTX: Maize 




O L d X u 


12032 






End 


12451 




GI 


none 






Score 


145 




P von Q 


12032. 


.12337, 12035. 


1 9^^1 

. X ^ ^ O X , 


12093. . 123 


41, 12365.. 12451 




Seq. No. 


47184 






Seq. ID 


OJ000114_26.0404. 


.05 


Gene No. 


100332 






Strand 






O L. d X L. 


19400 






End 


21770 




IN diiit^ 


OJOOOl 


14_26.0404 ;05. 


o b . qs 


Method 


GENSOAN 




O L d X L. 


19400 






. End 


21671 




O X 


none 






Score 


.96 




Exon s 


19400. 


.20032, 20760. 


91 fill 








Seq. No. 


47184 






Seq. ID 


■OJ000114_26.0404 . 


X5 


Gene No. 


100332 






Strand 






Start 


19400 






End 


21770 




Name 


OJ000114 26. 0404. C5. 


o3 . np 


Method 


AAT/NAP 




Start 


19439 






End 


21665 





48849 



GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



7430637 Score 1818 

19439. .20032, 20760.. 21665 

cytochrome P450 - common tobacco gi | 1237250 | emb | CAA65580 . 
(X96784) cytochrome P450 [Nicotiana tabacum] 



II 



47184 
100332 *. ' 
194 00 -"V 

OJ000114_26.04 04 .C5.o2.gp 
19879 

35473_1.R1084 
19879. .20032, 20760.. 21742 
' 1237250/emb|CAA65580 | l.Oe-128 
[Nicotiana tabacum] ' 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114_26.0404.C5" 

21770 
AAT/GAP 
21742 
2165 



(X96784) cytochrome P450 



Seq. No. 47185 

Gene No. 100333 

Start 1143 

Name . OJ0OO114_26 . 0404 *. C6 . ol . gs 

Start 1143 

GI none 

Exons 1143.. 1243, 1287.. 1456, 2608. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47185 

10033 

1143 

OJOOO 

3317 

none 

3317. 

3368. 

3456. 

3537. 

3576. 

3653. 

3724. 

3901. 



3 

114 26.0404.C6.ol.tm 



.3475, 3330. .3521, 3348, 

.3517, 3391. .3471, 3401. 

.3527, 3456. .3533, 3457. 

.3614, 3538.. 3654, 3538, 

.3650, 3582.. 3659, 3586, 

.3703, 3667.. 3837, 3700. 

.3822, 3737. .3871, 3737. 

.3978, 3902. .3970, -3906. 



Seq. ID OJ000114_26.0404 .06 

Strand + 

End 4442 

Method ■ GENSCAN 

End 4442 

Score .46 
.2768, 4104. .4442 

Seq. ID OJ000114_26.0404 .C6 

Strand + 

End 4442 

Method TBLASTX: Maize 

End 3995 

Score 94 

.3515, 3351. .3512, 3354. 
.3472, 3438. .3506, 3449. 
.3549, 3509. .3601, 3510. 
.3690, 3540. .3659, 3551. 



,3654, 3587, 

,3816, 3713, 

,3835, 3747, 
,3977 



,3655, 3644. 
,3820, 3719. 
,3839, 3900. 



.3509, 
.3526, 
.3602, 
.3658, 
.3871, 
.3823, 
.3995, 



Seq. No. 47186 Seq. ID 

Gene No. 100334 Strand 

Start 519 End 

Name OJ000114_2 6 . 0404 . C7 . ol . gs Method 

Start 519 End 

GI none Score 

Exons 519.. 635, 2613.. 2640, 2890.. 3161 



OJ000114_26.0404 .C7 
+ 

5373 
GENSCAN 
3161 
.7 



Seq. No. 47186 Seq. ID OJ000114_26 . 04 04 . C7 

Gene No. 100334 Strand + 

Start 519 End 5373 

Name OJ000114_26 . 0404 . C7 . ol . np Method AAT/NAP 

Start 2844 End 5373 

GI 7430636 Score 148 

Exons ,2844.. 3069, 5317.. 5373 

GI Descrip. probable cytochrome P450, hypersensitivity-related - common 
tobacco gi| 1171579|emb|CAA64635.1| (X95342) cytochrome P450 
[Nicotiana tabacum] 



48850 



Seq. No. 47186 Seq. ID OJ000114_26 . 0404 . C7 

Gene No. 100335 Strand + 

Start 6684 End 7158 

Name OJ000114_26 . 0404 . C7 , ol . gp Method AAT/GAP 

Start 6684 ' End 7158 

GI 38782_1.R1084 ' Score 804 

Exons 6684.. 7158 

GI Descrip. . ' 6069643/dbj | AP000616 . 1 | AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 ' 





D c ^ . Ln U . 


4 7 1 ft 

rl / J. O D 








n.Tnnm i a 

\JO U U U 1 1 fi 




oene ino . 


1 U U O -3 D 






Strand 






o L.ari_ 


Oft 0 0 






tna 


lu oy D 




Name 


pTonmi^i 

(JUUUUXlfi ZD 


.0404.C7.ol.ts 




Me cnou 


i Dij/\o i A . 




otar L 


9 ft Q7 
z 0 y / 






tina 


JUDO 






none 






Score 


9 ri 1 

Z U 1 




Exons 


9ft Q7 "^n ^^7 


2928..,, 3068 










Seq. No. • 


47186 . 






Seq. ID 


OJ000114 




oene ino . 


1 U u O O D 






Strand 






o Lar c 


O 4i 0 0 






End 


10696 




Name 


Pi Tfl n m 1 /I 9 


.0404.C7.ol.tm 




Method 


TBLASTX: 




o Larr. 


9 Q 1 Q 






End 


3070 




P T 


none 






Score 


226 


w 


Exons 


9Q1Q '5n^;9 
z y 1 y . . ou dz / 


2927. .3070, 2928. 


.3068 






Seq. No. 


47186 






Seq. ID 


OJ000114 




P £i 1^ ^ \1 


1 n n ' 

X U U J O D 






Strand 






o Lart 


'5 /I Q c; 






End 


10696 


W 


Name 


P Tfl fl m 1 /4 9 ^ 


.0404.C7.o2.np 




Method 


AAT/NAP 






■^zl ft R 
J ft O O 






End - 


5247 




P T 


OzJKJ / UO D 






Score 


1488 


ill 


£jXons 


ofi 0 0 . . -3 / -^y / 


3923.. 3970, 4193. 


.4433, 4491. .5247 




oi uescrip. 


/nonni i 9Q^ 


hypothetical protein [Oryza 


sativa] 


""4 


Seq. No. 


47186 






Seq. ID 


OJ000114 






100336 






Strand 






o uar L 


3485 






- End 


10696 ' 




Name 


OJ000114 26 


.0404.C7.o2.gs 




Method 


GENSCAN - 




o car L 


4508 






End 


10696 




P T 


none 






Score 


.84 




Exons 


4508. .4986, 


10206. .10258, 


10668. .10696 






Seq. No. 


47186 






Seq. ID 


OJ000114_ 




Gene No. 


100336 






Strand 






Start 


3485 






End 


10696 




Name 


OJ000114 26 


.0404.C7.o3.np 




Method 


AAT/NAP 




Start 


5959 






End 


6942 




GI 


4680186 






Score 


193 




Exons 


5959. .6363, 


6868. .6942 










GI Descrip. 


{AF111709) unknown [Oryza 


sativa subsp 


indica] 




Seq. No. 


47187 






Seq. ID 


OJ000114_ 




Gene No. 


100337 






Strand 


+ 




Start 


4281 






End 


5959 




Name 


OJ000114 26 


.0404.C8.ol.gs 




Method 


GENSCAN 




Start 


4281 






End 


5959 



48851 



GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 

Start • ■ 
GI 

Exons 

GI Descrip. 



none 

4281.. 5225, 5258.. 5959 



Score 



.58 



47187 Seq. ID OJ000114_26 . 0404 . C8 

100337 Strand + 

4281 End 5959 

OJ000114_26.04 04 .C8 .ol.np Method AAT/NAP 

4287 End 5953 

7430636 Score 1598 

4287.. 4865, 4902. .5225, 5327.. 5953 

probable cytochrome P450, hypersensitivity-related - common 
tobacco gi|1171579|emb|CAA64635.1| (X95342) cytochrome P450 
[Nicotiana tabacum] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47187 Seq. ID 

100338 Strand 
6922 End 
OJ000114_26 . 0404 .C8 , o2 . gs Method 
6922 End 
none Score 
6922. .7083, 7102. .7317, 7323. .7379 

47187 Seq. ID 

100339 Strand 
7776 End 
OJ000114_26.0404 .C8.ol.gp .- . . Method 
7776 End 
none Score 
7776. .8031 



OJ000114_26.0404.C8 
+ 

7379 
GENSCAN 
7379 
.59 



OJ000114 26. 0404. C8 



8031 
AAT/GAP 
8031 
446 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47187 Seq. ID 

100340 Strand 

7995 End 

OJ000114_2 6.0404 .C8.o3.tm Method 

4362 End 

none Score 



OJ000114_26.0404.C8 
11732 

TBLASTX: Maize 

4751 

44 



4362. .4580, 4363. .4443, 4379. .4732, 4388. .4474, 4437. .4751 



47187 

100340 

7995 

OJ000114 
4368 
none 
4368 
4929 
5324 



26.0404.C8.ol.ts 



4580, 
5096, 
5890 



4379. 
4970. 



4732, 
5074, 



4437. 
4980. 



Seq. ID 
Strand 
End 

Method 

End 

Score 
.4796, 
.5102, 



OJ000114 26. 0404. C8 



11732 

TBLASTX: Soybean 
5946 
398 

4770. .4859, 4793. .4858, 
5175. .5225, 5323. .5946, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 
Seq. No. 



47187 
100340 
7995 ■ 

OJ000114_2 6.04 04 .C8.o2.tc 

4376 

none 



Seq. ID OJ000114_26.0404 .C8 
Strand 

End 11732 

Method TBLASTX : Cress 

End 5845 

Score 142 



4376. .4558, 4437. .4649, 5309. .5845, 5341. .5418, 5470. .5844 
47187 Seq. ID OJ000114_26 . 0404 . C8 



48852 



Gene No. 100340 Strand 

Start 7995 End 

Name OJ000114_26 . 0404 . C8 . o3 . tc Method 

Start 4 650 End 

GI none Score 

Exons '4650.. 4850, 4929.. 5117 



11732 

TBLASTX: Cress 

5117 

99 



Seq. No. ' 47187 

Gene No. - 100340 
Start 7995 

Name OJ000114_26 . 04 04 . C8 . o5 . tm 

Start 4758 
GI none 
Exons 



Seq. ID OJ000114_26.0404.C8 
Strand 

End 11732 

Method TBLASTX : Mai ze 

End 5066 

Score 102 



4758. .4859, 4785. .4859, 4795. .4863, 4801. .4884, 4929. .5066, 
4970. .5065 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47187 

100340 

7995 

OJ000114_26.04 04 .08 .ol.tm 

5067 

none 



Seq. ID OJ000114_26.0404 .08 
Strand 

End ■ 11732 

Method TBLASTX: Maize 

End 5959 

Score 104 



5067. .5225, 5070. .5225, 5318. .5887, 5323.. 5877, 5324. .5959 



47187 
•100340 
7995 

OJ000114_2 6.0404.O8.o2.tw 

5327 

none 



47187 

100340 

7995. 

OJ000114_26.04 04 .C8.o3.tw 
none 



Seq. ID OJ000114_26.0404 .08 
Strand 

End 11732 

Method TBLASTX : Wheat 

End 5626 

Score 260 



5327. .5626, 5339. .5554, 5341. .5625 



Seq. ID OJ000114_26.0404 .08 
Strand 

End 11732 

Method TBLASTX : Wheat 

End 5899 . ' 

Score 245' 



5653. .5880, 5660. .5887, 5660. .5899 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

.Name 

Start 

GI 

Exons 



47187 
100340 
7995 

OJ000114_26. 04 04 .O8.o2 .np 
7995 
4006827 
7995.. 8671, 9132.. 10757 

'(AO00597^) putative serine protease [Arabidopsis thaliana] 



Seq. ID OJ000114_26.0404.O8 
Strand 

11732 
AAT/NAP 
10757 
2027 



End 

■Method 
End 
Score 



47187 

100340 

7995 

OJ000114_2 6.0404 .08 .o3.gs 

7995 

none 



Seq. ID OJ000114_26.0404 .08 
Strand 

End 11732 
Method ..GENSOAN 
End 11732 
Score .92 



7995. .8671, 9132. .10736, 10848 .. 11035 , 1 1227 1 1354 , 
11631.. 11732 



48853 



Seq. No. 47187 

Gene No. 100340 

Start 7995 

Name OJ000114._26 . 0404 . C8 . o2 . ts 

Start 8001 

GI ■ none 

Exons- " 



Seq. ID OJ000114_26.0404 .C8 
Strand 

End 11732 

Method TBLASTX : Soybean 

End 10530 

Score- 198 



■8001. .8138, 8307. .8678, 84 10 .. 8673, 8574 8678 , 9112. .9882, 
9113.. 9586, 9683.. 10021, 9940.. 10065, 10216 .. 10254 , 
10261. .10377,' 10262. .10372, 10408 10530, 10415 .. 10486' 



Seq. No. 47187 Seq. ID 

Gene No. 100340 Strand 

Start 7995 End 

Name OJ000114_26 . 0404 . C8 . ol . tc Method 

Start 8004 End 

GI none Score 
Exons 



OJ000114_26.0404.C8 
11732 

TBLASTX: Cress 

10530 

180 



..8004. .8252, 8307. .8678, 8383. .8673, 9112. .9654, 9113. .9328, 
9386.. 9595, 96.34.. 9882, 9683 . ..10033, 9940.. 10155, 10216 10254 , 
10264. .10380, '102 65. .10399, 10393. .10530 



Seq. No. 47187 

Gene No. 100340 

Start 7995 

Name OJ000114_26 . 04 04 . C8 . o2 . tm 

Start 8004.- 

GI none 

Exons 8004.. 8120, 8107.. 8235, 8293. 

9113. .9589,- 9670. .9756, 9683. 



Seq, ID 
Strand 
End 

Method 
End 
Score 

.8673, 8307 
.9757, 9751 



OJ000114 26. 0404. C8 



11732 

TBLASTX: Maize 
9984 
248 

8678, 9112. 
9984, 9752. 



.9654, 
.9979 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47187 Seq. ID 

100340 Strand 
7995 End 
OJ000114_26.0404 .08 .o2.gp Method 
9190 End 
LIB34 32-00 6-P1-K1-F9 Score 
9190. .9515 

M006827/gb|AAC95169. 1 1 2 . Oe-34 (AC005970) subtilisin-like 
protease [Arabidopsis thaliana] * 



OJ000114_26.0404 .C8 

11732 
AAT/GAP 
9515 
564 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47187 ' 

100340 

7995 

OJ000114 

9511 

none 



26.0404 .08. ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_26.0404.O8 
11732 

TBLASTX: Wheat 

10056 

157 



9511. .9624, 9634. .9879, 9635. .9922, 9922. .9990, 9940. .9987, 
9988,. 10056, 9992.. 10033 



Seq. No. 47187 Seq. ID 

Gene No. 100340 Strand 

Start 7995 End 

Name ^ OJ000114_26 . 04 04 . 08 . o6 . tm Method 

Start " 10017 ' End' 

GI none Score 

Exons 10017. .10046, 10107 .. 10133, 

10216. .10344, 10217. .1-0345 



OJ000114_26.0404,O8 
11732 

TBLASTX: Maize 
10345 
38 

1018 9. .1034 4, 10196. .10297, 



48854 



Seq. No. 47187 

Gene No. 100340 

Start 7995 

Name OJ000114_26 . 04 04 . C8 . o4 , tw 

Start 10100 

GI none 

Exons 10100. .10285, 10101 10133, 
10217. .10285, 10254. .10286 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000114_26.0404.C8 
11732 

TBLASTX: Wheat 

10286 

56 



10127. .10165, 10144. .10266, 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47187 

100340 

7995 

OJ000114 
10345 
none ■ 



26.0404.C8.o4.tm 



Seq. ID OJ000114_26.0404.C8 
Strand 
End 

Method 
End 
Score 



11732 

TBLASTX: Maize 

10705 

188 



10345. .10692, 1034 6 .. 10504 , 10604. .10705 



Seq. No. • 47188 Seq. ID OJ000114_2 6 . 04 04 . C9 

Gene No. 100341 Strand 

Start 1 End 429 

Name OJ000114_26. 0404 .C9. ol .np Method AAT/NAP 

Start 1 End 217 

GI 114559 ' Score 145 

Exons 1..26, 94. .217 

GI Descrip. -ATP SYNTHASE BETA CHAIN gi | 67836 | pir | | PWRZB H+-transporting ATP 
synthase (EC 3.6.1.34) beta chain - rice chloroplast 
gi|11991|emb|CAA34003| {X15901) atpB; ATPase beta ,subunit [Oryza 
sativa] gi | 344014 | dbj | BAA00334 | {D00432) ATP synthe'tase beta 
subunit [Oryza sativa] gi | 226612 | prf | | 1603356AJ ATPase beta 
[Oryza sativa] 



Seq. No. 47188 

Gene No. 100341 

Start 1 

Name OJ000114_26 . 0404 . C9 . ol . tw 

Start • 105 

GI none 

Exons 105.. 221, 106. .222, 214.. 309, 
312. .419 



Seq. ID 

Strand 

End 

Method 

End. 

Score 



OJ000114_26.0404.C9 
429 

TBLASTX: Wheat 

'429 

162 



215. .298, 253. .429, 281. .418, 



Seq. No. 47189 

Gene No. 100342 

Start 6148 

Name OJ000114_26 . 0404 . Cll . o3 . np 

Start 6148 

GI 7487645 

Exons, 6148.. 6183, 7329.. 7624, 9662. 
GI Descrip. hypothetical protein T4I9.13 ■ 



OJ000114_26. 0404. Cll 
+ 

9764 
AAT/NAP 
9764 
114 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9764 

• Arabidopsis thaliana 



gi| 3924606 I gbj AAC79107.il (AF069442) hypothetical protein 
[Arabidopsis thaliana] gi | 7269784 | emb | CAB77784 . 1 | (AL161495) 
hypothetical protein [Arabidopsis thaliana] 



Seq. No. 47189 Seq. ID 

Gene No. 100342 Strand 

Start 6148 End 

Name OJ000114_26 . 0404 . Cll . o2 . gp Method 



OJ000114_26. 0404. Cll 
+ 

9764 
AAT/GAP 



48855 



start 


6895 




FnH 


722 S 




GI 


24 42779 












6895 7225 










O C • l^KJ t 


47 1 R 9 

1 / J. O -7 




Seq. ID 


OJ000114 


0404 PI 1 


Gene No. 


100342 




Strand 


+ 




Start 


6148 




End 


9764 




Name 


OJ000114 26 0404 ril o3 


y ^ 


Method 


GENSCAN 




9f3 rt 


7476 ~ 




End 


9150 






none 




Score 


.44 






7476 7544 7744 7892 


7947 


,8074, 8327. .8411, 


887(1 89fi4 




9113 9150 










Seq. No. 


47189 




Seq. ID 


OJ000114 


_26.0404.C11 


Gene No. 


100343 




Strand 


+ 




O L. Cl J. L. 


10769 




End 


10892 






OJOnOl 1 4 2fi 0404 PIT r>3 




Method 


AAT/GAP 






10769 ~ 




End 


10892 




VJ J. 


none 




Score 


232 






107 69 1 Dfl 92 










Seq. No. 


47189 




Seq. ID 


OJ000114_ 


26 0404 Cll 


Gene No. 


100344 




Strand 






Start 


227 




End 


2132 




Name 


OJ000114 26.0404.Cll.ol. 


np 


Method 


AAT/NAP 




Start- 


227 




End 


2026 




GI 


4519507 




Score 


433 




Exons 


227. .365, 739. .870, 1672 


..1758, 1892.. 


2026 





GI Descrip. (D88434) protein abundantly expressed during apple fruit 
development [Malus domestical 



Seq. No. 


47189 


Seq. ID 


OJ000114 


_2 6 


.0404. Cll 


Gene No. 


100344 


Strand 








Start 


227 


End 


2132 






Name 


OJ000114 26.0404.Cll.ol.gp 


Method 


AAT/GAP 






Start 


293 


End 


2132 ' 






GI 


26579 1.R1084 


Score 


962 






Exons 


293. .365, 739. .870, 1672.. 


1758, 1892.'., 


2132 






GI Descrip. 


• 4519507 /dbj |BAA75633.1i 1 


.Oe-131 (D88434) protein 


abundantly 




expressed during apple fruit development [Malus 


domestical ' 


Seq. No. 


47189 


Seq. ID 


OJ000114 


_26 


.0404. Cll 


Gene No. 


100344 


Strand 








Start 


227 


End 


2132 






Name 


OJ000114 26.0404.Cll.ol.gs 


Method 


GENSCAN 






Start 


293 


End 


2029 






GI 


none 


Score 


.77 






Exons 


293. .365, 1672. .1758, 1819 


..1856, 1888 


. .2029 






Seq. No. 


47189 


Seq. ID 


OJ000114_ 


_26 


.0404. Cll 


Gene No. 


100345 


Strand 








Start 


6173. 


End 


6609 






Name ■ 


OJ000li4 26.0404.Cll.o2.np 


Method 


AAT/NAP 






Start 


6173 


End 


6609 






GI 


6539570 


Score 


162 






Exons 


6173. .6241, 6415. .6609 










GI Descrip. 


(AP000836) hypothetical protein [Oryza 


sativa] 







48856 



Seq. No. 47189 

Gene No. 100346 

Start 7789 

Name OJ000114_26 . 0404 . Cll . ol . 

Start 264 

GI none 

Exons 264.. 365, 292.. 366, 731. 
1889. .2002 

Seq. No. 47189 

Gene No. 100346 

Start 7789 

Name OJ000114_26 . 04 04 . Cll . o2 . 

Start 291 

GI none 

Exons • 291.. 368, 291.. 365, 292. 

738. .872, 739. .879 

Seq. No. 47189 

Gene No. 100346 

Start 7789 

Name OJ000114_2 6 . 0404 . Cll . ol . 

Start 1666 

GI none 

Exons 1666.. 1722, 1669.. 1761, 

Seq. No. 47189 

Gene No. 100346 

Start 7789 

Name OJ000114_26 . 04 04 . Cll .ol . 

Start 1702 

GI none 

Exons 1702.. 1761, 1892., 2032, 

Seq. No. 47189 

Gene No. 100346 

Start 7789 

Name OJ000114_26 . 04 04 . Cll . o4 . 

Start 7789 

GI 6006367 

Exons 7789.. 7822, 9249.. 9403, 



GI Descrip. {AP000559) hypothetical 



Seq. ID OJ000114_26. 0404. Cll 
Strand 

End 10798 

ts Method TBLASTX: Soybean 

End 2002 

Score 80 
.871, 731. .868, 739. .879, 1669. .1722, 



Seq. ID OJ000114_26. 0404 .Cll 
Strand 

End 10798 

tm Method TBLASTX : Maize 

End 87 9 

Score 108 
.366, 293. .379, 736. .870, 737. .871, 



Seq. ID OJ000114_26. 0404. Cll 
Strand 

End 10798 

tm Method TBLASTX : Maize 

End 2239 

Score 94 
1892.. 2032, 1896.. 2033, 2120.. 2239 

Seq. ID OJ000114_26. 0404 .Cll 
Strand 

End 10798 

tw Method TBLASTX : Wheat 

End 2033 

Score 71 
1896. .2033 

Seq. ID OJ000114_26. 0404. Cll 
Strand 

End 10798 

np Method AAT/NAP 

End 10798 

Score 67 
10734. .10798 

protein [Oryza sativa] 



Seq. No. 47190 Seq. ID 

Gene No. 100347 Strand 

Start '1 End 

Name OJ000114_26 . 04 04 . C12 . ol . gp Method 

Start 1 End 

GI none Score 

Exons 1 . . 62 



OJ000114_26. 0404 .C12 
+ 

62 

AAT/GAP 

62 

105 



Seq. No. 47190 Seq. ID OJ000114_26 . 04 04 . C12 

Gene No. 100348 Strand + 

Start 51 End 326 

Name OJ000114_26 . 04 04 . C12 . ol . gs Method GENSCAN 

Start 51 End 326 



48857 








none 








Score 








1-1 A WliO 


X ■ ■ 0 ^ U 
















Seq. No. 


47190 








Seq. ID 


OJ000114_26.0404 


.012 




Gene No. 


100349 








Strand 










^ u ^ ^ 










z J 0 






Nsme 


\JUUUUXX4 ^0. 


04 04 
. U ft U 4 


PI 9 (^9 
. ^X z . oz 


. gs 


ixie cnoa 








0 u d J. L 


^ 0 T 










z z? 0 0 






\3 ± 


none 








Score 


R 4 

.04 
























Seq. No. 


47191 








Seq. ID 


OJ000114_26.0404 


.013 




Gene No. 


100350 








Strand 








0 Let 1. u 


0 ^ J X 








End 


4727 






Nsrue 




04 04 


PT o9 
. X 0 . vjz 




Method 


TBLASTX: Maize 






C;-|- a r*i- 










End 


4117 








none 








Score 


170 








~j y \j y t .txvju/ 


^ ^ X ^ 


4 1 1 

• . 4 X X U f 


0 ^ X 0 • 


.4091, 39.32.. 4117 






Seq. No. 


47191 








Seq. ID 


OJ000114_26.0404 


.013 




Gene No. 


100350 








Strand 










~j z/ 0 J. 








End 


4727 






Nsine 


n.Tnnm i 4 9 ^ 


04 04 
U 4 U 4 


PI o9 
. ^ X J . oz 


• qs 


Method 


GENSCAN 




^ a-v 




0 y 0 X 








End 


4689 








none 








Score 


.84 




\J 




















Seq. No. 


47191 








Seq. ID 


OJ000114_26.0404, 


.013 




Gene No. 


100350 








Strand 










oy 0 ± 








End 


4727 




Is? 

i 5 


Ns-ine 


n.Tnnm 14 9 ^^ 


0 4 0 4 
U 4 U 4 


PT r^^ 
. \^ X 0 . 0 X 


. L S 


Method 


TBLASTX: Soybean 




?i 5 




0 ^ 0 z 








End 


4339 








none 








Score 


54 




f *~ 


Exon s 




^Q4 0 


. . 0 J? J? D , 


4 000 
4 U U U . 


.4338, 4000.. 4338, 4001.. 4339 


'Hi 




4 7 1 Q1 

*1 f X I? X ■ 








Seq. ID 


OJ0001'14_26.0404. 


.013 




Gene No. 


100350, 








Strand 








Start ' 


3931 








End 


4727 






Ma m 
INdillc 


OJ000114 26. 


0404 


.CI3.OI 


.np 


Method 


AAT/NAP 




f "-1 


0 u d I. L 


3937 








End 


4727 




? ™ 




6730754 








Score 


859 ■ 






I-j AOlio 


3937. .4727 


















{AC016529) unknown protein [Arabidopsis thaliana] 






Seq. No. 


47191 








Seq. ID', 


OJ000114_26.0404 . 


,013 




Gene No. 


100350 








Strand 








q-f- a -rt- 
0 i« d I. u 


3931 








End 


4727 






Nsme 


OJ000114 26. 


■0404 


.C13.02 


. tc 


Method 


TBLASTX: Cress 






q-l- a -r-h 
0 LdX L 


3941 








End 


4101 






P T 


none 








Score 


103 






Exons 


3941. .4084, 


3943 


. .4101, 


3947. 


.4096 








Seq. No, 


47191 








Seq. ID 


OJ000114_26.0404. 


013 




Gene No. 


100350 








Strand 








Start 


3931 








End 


4727 






Name 


OJ000114 26. 


0404 , 


.013. ol, 


. tw 


Method 


TBLASTX: Wheat 






Start 


3973 








End 


4317 





48858 






n on 0 








ov^L^x c 


1 4 Q 
X y ^ 




P von Q 




■^(^74 

J y f H 


4 9^7 


4 9fi7 


4 '^1 7 

• 1 J X / 






Seq. No. 


47191 








Seq. ID 


OJ000114_26.0404 


.C13 


Gene No. 


100350 








Strand 






O L, d i. L. 


3931 








End 


4727 




Mo mo 


v-ZU \J U X X *± 


04 04 


n oi 

. V^x 0 . U i. , 


i- 0 


Method 


TBLASTX: Cress 




O U d X. L 


4 1 OS ~ 








End 


4726 






none 








Score 


•194 




F von Q 




4 1 1 S 

■i X X J 


4 4 so 


4 1^94 


.4725, 4637. .4726 




Seq. No. 


47191 








Seq. ID 


OJ000114_26.0404 


.013 


Gene No. 


100350 








Strand 






O L d i. c 


3931 








End 


4727 




Nsme 


o.Tnnn 1 14 9 ^ 


04 04 


n ^ oi 


. LUl 


Method 


TBLASTX: Maize 




O LdX. L. 


4 1 9^ ~ 
'i X ^ 0 








End 


4551 






none 








Score ' 


406 




von <3 


419^ 4 SSI 


*1 X ^ J 


4 S SI 










O . IN U • 


•a / X ^ X 








Seq. ID 


OJ000114_26.0404 




CioTiCi Mo 


100350 








Strand 






start 


3931 








End 


4727 




Name 


OJ000114 26, 


.0404 


.CI3.OI, 


,gp 


Method 


AAT/GAP 




O UdX L 


4275 








End 


4725 




o ± 


LIB3433-038- 


-P1-K1-G7 




Score 


873 




IT* V o n o 


4275. .4725 














r^T noQOT"io 


'4587550/gb|AAD25781.1|AC006577 17 7.0e-41 {AC006577) EST 




gb R64 84 8 comes ; 


from this gene. [Arabidopsis thaliana] ' 




Seq. No. 


47191 








Seq. ID 


OJ000114_26.0404 


.013 


Gene No. 


100350 








Strand 






start 


3931 








End 


4727 




Name 


OJ000114 26, 


.0404 


.C13.02. 


ts 


Method 


TBLASTX: Soybean 




O L. d X L. 


4362 








End 


4705 




O X 


none 








Score 


59 




F" V on ^ 


4362. .4466, 


4363 


. .4581, 


4381. 


.4572, 4609. -.4704, 4613.. 4705 


Seq. No. 


47191 








Seq. ID 


OJ000114_26.0404 


.013 


Gene No. 


100350 








Strand 






Start 


3931 








End 


4727 




KT a TTl o ■ 


OJ000114 26. 


0404 


.013. o3. 


tm 


Method 


TBLASTX: Maize 




O L. d X L. 


4580 








End 


4726 




O X 


none 








Score 


165 




R von Q 


4580. .4726, 


4588, 


. .4725 










Seq. No. 


47192 








Seq. ID 


OJ000114_26.0404 


.014 


Gene 140. 


100351 








Strand 


+ 




0 u dx u 


1439 








End 


2166 




IN dlllC 


OJ000114 26. 


0404 . 


.C14 .02. 


gs 


Method 


GENSCAN 




0 L ax L 


1439 








End 


2166 




GI 


none 








Score 


.46 




Exons 


1439. . 1544, 


2054. 


. .2166 










Seq. No. 


47192 








Seq. ID 


OJ000114_26.0404, 


.014 


Gene No. 


100352 








Strand 






Start 


■ 1 








End 


847 




Name 


OJ000114 26. 


0404 . 


,C14 .01. 


np 


Method 


AAT/NAP 





48859 



Q-i- a r-4- 
o UaXTL. 


1 


End 


847 




4587550 


Score 


350 


Exons 


1..626, 666. .847 






GI Descrip. 


(AC006577) EST gb|R64848 comes from this gene. 




thaliana ] 






Seq. No. 




oeq. ±u 


UJUUUli4 


Gene No. 


1 n n "5 R 9 

1 U U JD^ 


Strand 




O t.a.ir L. 


1 


bnu 


0 4/ 


Name 


UJUUUll^t z D . U 4 Ufi . L^l 4 . Ol . u S 


Method 


fTOT 7\ CT>V • 


O LdX U 


74 


End 


347 




none 


Score 


121 


Exons 


HA 11Q 10/1 9Q1 19Q 9Q0 

/fi..iio, i^,o..^:yz, 


0 n n "3 /I T 
JUU . . o4 / 




Seq. No. 


4 / 1 y z 


beq. IJJ 


ATnnni 1 a 
UJ UUU 1 1 4 


Gene No. 


1 n n '3 c; o 


otrana 




OLd.ni 


1 


bna 


0 4 / 


Name 


ujuuuii4 z 0 . U4 Ufi . . oi . gs 


Method 




oTzaru 


85 ~ . 


End 


841 ■ 




none 


Score 


.61 


Exons 


Qc TTt; /m Q/11 






Seq. No. 


4 / i y J 


Seq. ID 


OJ(jUU114 


Gene No. 


1 n ri "3 c; Q 
lUU Jo o 


Strand 




o narr. 


Q c: "J 


bna 


Dl4 


Name 


ujuuuii4 z b . U4 U4 . Lio . oi . gs 


Me tnoci 




o uar u 


357 


End 


614 




none 


Score 


.52 


Exons 


O C T C 1 /I 

JO / . . D 1 4 






Seq. No. 


4 / 1 y o 


oeq, ID 


r\ T A A A T 1 A 

UJ UUUl 14 


Gene No. 


1 n n "3 R y1 
1 UU o04 


Strand 




O L a j: L 


4 oy D 


bna 


yl Q ^ 0 

4 y bZ 


Name 


UJUUUil4 Z D . U4 U4 . LiO . Oi . gp 


Method 


AAl / CjAF 


o tar u 


4 0 y D 


hna 


4 y oz 




none 


Score 


715 


Exons 


4596. .4962 






oeq , JNO . 


' 4 / 1 y O 


Seq. ID 


OJ000114 


Gene No. 


1 n n "3 R R 


Strand 


+ 


Start 


T O "3 Q 


End 


11164 


Name 


UJUUUil4 Z D . U4 U4 . LiO . 04 . np. 


Method 


AAT/NAP 


o car L 


"7 O "3 Q 

/z jy 


End 


10756 




/ 0 iUU / 0 


Score 


116 


Exons 


7239. .7262, 10425. . 10756 






GI Descrip. 


hypothetical protein Y50E8A.i 


- Caenorhabditis 


oeq , JNO , 


47193 


'Seq. ID 


OJ000114 




100355 


Strand 


+ 


O L dX L 


7239 


End 


11164 


Name 


OJ000114 26.0404.C15.o5.np 


Method 


AAT/NAP 


Start 


9820 


End. 


11164 


GI 


6630699 


"Score 


73 


Exons 


9820. .9846, 11076. .11164 






GI Descrip. 


(AP000969) hypothetical protein [Oryza sativa] 




gi 1 6721536 Idbj IBAA89566. 1 | (AP001073) 


hypotheti 




[Oryza sativa] 







26.0404 .015 



48860 



C3 



Seq, No, 


47193 


Seq, ID 


OJ000114_26.0404 .C15 




100356 

X V V J -J u 


Strand 




Start 


^ ^ Z/ 


End 


4259 


Name 


OiTOnm 1 4 2fi 0404 n 5 o2 rrc; 


Method 


GENSCAN 


Start 


2329 ~ 
^ ^ ^ 


End 


4259 


GI 


none 


Scor,e 


.8 


F" von Q 


2329 2924 337R 3S92 37Sd 


. .3838, • 4190. .4259 


Seq. No. 


47193 


Seq, ID 


OJ000114_26. 0404 .C15 


fipne No . 


100356 


Strand 




Start 


2329 


End 


4259 


Name 


OJ000114 26.0404 .015. ol.np 


Method 


AAT/NAP 


Start 


2395 


End 


3654 




1084336 


Score 


814 


F von <^ 


2395. .2924, 3378. ,3654 








chlorophyll a/b-binding protein type II - Arabidopsis thaliana 




gi|541565|gb|AAA57542.1| (U03395) PSI 


type II chlorophyll 




a/b-binding protein [Arabidopsis- thaliana] 


Seq, No. 


47193 


Seq. ID 


OJ000114_26.0404.C15 


Gene No, 


100357 


Strand 




Start 


4886 


End 


9878 . 


LN diuc 


OJ000114 26.0404.C15.o3,gs 


Method 


GENSCAN 




4886 


End 


9878 




none 


Score 


.84 


F von Q 


4886,. 5411, 5786. ,5939, 6219 


..6467, 7521. .7641, 8256. .8561, 










Seq. No, 


47193 


Seq. ID 


OJ000114_26.0404 .C15 


Gene No. 


100357 


Strand 




Start 


4886 


End 


9878 


Name 


OJ000114 26.0404.C15.o2.np 


Method 


AAT/NAP 


O U CI i- L 


4889 


End 


8645 


GI 


7529266 


Score 


1535 


von s 


4889.. 5411, 5786.. 5939, 6219 


..6467, 7521. ,7641, 8256. ,8645 




( AL138'654 ) polygalacturonase- 


-like protein [Arabidopsis thaliana 


Seq. No. 


47193 


Seq. ID 


OJ000114_26.0404.C15 


Vj^ll^ 111 . 


100357 


Strand 




Start 


4886 


End 


9878 


Name 


OJ000114 26.0404.C15,o2.gp 


Method 


. AAT/GAP 


Start 


8466 


End 


8878 


GI 


none 


Score 


768 


von <5 


8466. .8878 






Seq. No. 


•47193 


Seq. ID 


OJ000114_26.0404.C15 


fiifsnp Nn 


100358 


Strand 




O L-di- L 


11298 


End 


11732 




OJ000114 26.0404.C15.ol.ts 


Method 


TBLASTX: Soybean 


Start 


2405 


End 


3495 


GI 


none 


Score 


371 


Exons 


2405. .2923, 2410. .2934, 3367, 


..3495, 3383.. 3490 


Seq. No. 


47193 


Seq. ID 


OJ000114_26.0404 .C15 


Gene No. 


100358 


Strand 




Start 


11298 


End 


11732 



48861 










04 0 4 


n R oi 

. V^X 0 . Ox 


■t- T-I 


i>ieL.nou 


1 DLtRo 1 A : wnean 






^ y u 0 








Eina. 


97 "^^^ 

Z / J D 






none 








Score 


ZOO 




von Q 




94 1^ 
Z ft X 0 


97 '^fi 










O e q . IN O . 


f± / 1 y J 








Seq. ID 


OJ000114_26.'0404.C15 




Gene No. 


10035.8 








Strand 






Start 


11298 








End 


11732 




Name 


n.TDnn 1 14 ? <^ 


04 04 


n s 0I 


■H 0 


Method 


TBLASTX: Cress 




04- v~-|- 


9 4 10 ~ 








End 


3499 






none 








Score 


510 






94 10 9 Q9 S 


9 4 11 

Z 4 X X 




f^7 


.3429, 3377. .3427, 3425. .3499, 




















Seq. No. 


47193 








Seq. ID 


OJ000114_26.0404 .C15 




Gene No. 


100358 








Strand 








1 1 9Qff 
± J. ^ ^ 0 








End 


11732 




Name 


n.TOOOl 1 4 9<^ 


04 04 


* n o9 

. ^ X 0 . uz 


• Lill 


Method 


TBLASTX: Maize 




0 Let I. L 


94 1"^ ~ 








' End 


3418 






none 








Score 


235 




von G 


0/1 1 T 9 Q99 


9 4 1 

Z 4 X 0 


9 Q9 R 

• • Z ^Z 3 / 


9 4 14 
Z 4 X 4 . 


.2926, 3367. .3411, 3377. .3418 




Seq. No, 


47193 








Seq.' ID 


OJ000114_26.0404.C15 




Gene No. 


100358 








Strand 




. 


0 L-CLI. L 


1 1 9 QR 








End 


11732 




Name 


n.TOOO 1 14 


04 04 
U 4 U 4 


PI ^ o"^ 




Method 


TBLASTX: Wheat 






9740 ~ 








End 


3496 


?\l 




none 








Score 


130 




Exons 


97 4 0 9 Q9 R 


974 ^ 
Z / 4 0 


9Q1 Q 
. . z X ^ , 


97 qq 


.2926, 3367.. 3471, 3377.. 3496 


ly 


0 C . IN (J . 


4 7 1 

*i / X -7 J 








Seq. ID 


OJ000114_26.0404.C15 


% n? 




X u vj J J 0 








Strand 








1 1 9QQ 
X 1 z y 0 








End 


11732 


r 


Name 


OJ000114 26. 


0404 


.CI5.0I 


. tm 


Method 


TBLASTX: Maize 




Start 


4886 








End 


8357 




\j J. 


n on 0 








Score 


123 




Exons 


4 0 0 D . . 0 X y , 


4 Q 4 
4 J 4 


R 1 4 ^ 
. .0140, 


4 Q*^ 9 

4 y Dz , 


.5423, 4968. .5423, 5774. .5941, 






^7RP SQ4n 

J/OO. .0-7*lU/ 


Rft 0 Q 
O 0 u ^ 




(^1 QR 

D X y 0 . 


.6320, 6220.. 6471, 6220.. 6432, 


i _s 






7 R1 Q 


7 f^4 1 
■ . / 0 4 X , 


7^90 
/ o z u . 


.7633, 8259.-8357, 8263. .8355, 






ft 9 fi^ R ^R7 














Seq. No. 


47193 • 








Seq. ID 


OJ000114_26.0404.C15 




Gene No. 


100358 








Strand 








1 1 9QR 
X X ^ ^ 0 








End 


11732 




Name 


0 TDOOI 14 9 


0 4 04 
U 4 U 4 


r*i ^ 0^ 




Method 


TBLASTX: Soybean 




0 L. di. L 


4 D 0 D 








End 


5134 






none 








Score 


178 




V on 0 


/opt; c:i'^4 


4 R ft 7 
4 0 0 / 


R1 "^9 
. . O X oz 












4 7 1 








Seq. ID 


OJ000114_26.0404.C15 




Gene No. 


100358 








Strand 






Start 


11298 








End 


11732 




Name 


OJ000114 26. 


0404, 


.C15.02, 


. tc 


Method 


TBLASTX: Cress 




Start 


4913 








End 


5164 




GI 


none 








Score 


191 




Exons 


4913. .5164, 


4914. 


. .5147 









■48862 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47193 

100358 

11298 

OJ000114_26,0404 .C15.02. ts 

5216 

none 

5216. .5413, 5217. .5417, 5774. 
6220.. 6435, 6221.. 6436, 6223. 
7520.. 7633, 7525.. 7653 

47193 

100358 

11298 

OJ000114_26. 0404 .015. o2.tw 

6236 

none 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 26.0404.015 



11732 

TBLASTX : Soybean 
7659 
169 

5941, 5782.. 5952, 5788.. 5940, 
6471, 6354.. 6455, 7519.. .7659, 



Seq. ID OJ000114_26. 0404. 015 
Strand 
End 

Method 
End 
Score 



11732 

TBLASTX: Wheat 

7641 

255 



6236.. 6436, 6236.. 6334, 6238.. 6468, 6238.. 6435, 6288.. 6461, 
6362. .6469, 7518. .7640, 7519. .7641, 7520. .7633 



Seq. No. 47193 Seq. ID OJ00pll4_2 6 . 04 04 . 015 

Gene No. 100358 Strand 

Start 11298 End 11732 

Name ' OJ000114_26 . 0404 . 015 . o6 . np Method AAT/NAP 

Start 11286 End ■-. 11732 

GI 5922620 Score 173 

Exons 11286. .11417, 11624.. 11732 

GI Descrip. (AP000492) EST D15357 (00514 ) corresponds to a region ot the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 idbj IBAA85196.il {AP000570) EST 015357(00514) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 47193 Seq. ID 

Gene No. 100358 Strand 

Start 11298 ; End 
Name . OJ000114_26 . 0404 . 015 . o4 . gs Method 

Start 11298 End 

GI none Score 

Exons 11298.. 11537 



OJ000114_2 6.04 04 .015 

11732 
GENSOAN 
11537 
.99 



Seq. No. 


47194 






Seq. ID 


OJ000114 


_26. 0404 .016 


Gene No. 


100359 






Strand 


+ 




Start 


3602 






End 


5436 




Name 


OJ000114 26 


.0404 . 


O16.ol.np 


Method 


AAT/NAP 




Start 


3052 






End 


5436 




GI 


7288022 






Score 


62 




Exons 


3052. .3122, 


4259. 


.4383, 4539 


..4634, 5405. .5436 




GI Descrip. 


(AL138644) ; 


putative protein 


[Arabidopsis thaliana] 


Seq. No. 


47194 






Seq. ID 


OJ000114 


_26. 0404 .016 


Gene No. 


100359 






Strand 


+ 




Start 


3602 






End 


5436 




Name 


OJ000114 26 


.0404 . 


O16.o2.gs 


Method 


GENSOAN 




Start 


3602 






End 


4869 




GI 


none 






Score 


.82 




Exons 


3602. .3782, 


3869. 


.4019, 4240 


..4430, 4577. .4634, 


4752. .4869 



48863 



Seq, No. 


47194 




Seq. ID 


OJ000114_26. 


0404. C16 


Gene No. 


100359 




Strand 


+ 




Start 


3602 




End 


5436 




"MaTTi^ 


OJnn0114 26 0404 C16 ol 




Mp f- H oH 


AAT/GAP 




O L. d i. U 


^678 ~ 




End 


4417 




\J J. 


none 




Score 


757 






3678 3782 3869 4019. 


4240 . 


.4417 






Seq. No. 


47195* 




Seq. ID 


OJ000114_26. 


0404 .C17 


Gene No. 


100360 




Strand 


+ 




qi-art 

O L. O J. L. 


58 




End 


380 






OJ000114 26 0404 CI 7 ol 


qs 


MpthoH ' 


GENSCAN 






S8 ~ 




End 


380 






none 




Score 


. 58 




P von Q 


58 380 










Seq. No. 


47196 




Seq. ID 


OJ000114_26. 


0404. C18 


Gene No. 


100361 




Strand 


+ 




q f a r f 


354 




End 


540 




LN dlLLC 


OJ000114 26 0404 C18 ol 


qs 


Mpt hori 


GENSCAN 




o c di u 


354 ~ 

J sj 1 




End 


540 






none 




Score 


. 43 




P von ^ 


354 440 473 540 










Seq. No. 


47196 




Seq. ID 


OJ000114_26. 


0404. C18 


Gene No. 


100362 




Strand 






O L d Jw L. 


1634 




End 


3092 




iNdlllC 


O.Triom 1 4 26 0404 fl 8 o2 


qs 




GENSCAN 




O Ld-L U 


X U J 1 




End 


3092 




ox 


none 




Score 


. 4 4 




F von c 


1634 1762 2082 2219 


3009 . 


. 3092 






qpio Kin 


47196 




Seq. ID 


OJ000114 26 


0404 C18 


r^^n*:i Mo 


100362 




St rand 






Start 


1634 




End 


3092 




Name 


OJ000114 26.0404.C18.ol 


.qp 


Method 


AAT/GAP 




.Start . 


■2'4 9'2 




End 


2567 




\D X 


LTB3477-003-P1-K1-E9 




Score 


95 




F von C3 


2492 2567 










CZT n*=»coT*"io 

VJX L^CJOOXX^. 


' 2498586/qr) I 04 0638 1 MP01 


ORYSA 


2.0e-24 


MAJOR POLLEN 


ALLERGEN 




S 1 PRECriRSOR fORY ^ tT 

O X i i\ i_i I\ L_> \J i\ ^ V/ 1\ X k_J J. / 


>qi_1173557 {U31771) Ory s 


1 rOrvza 




O d t_ X V d J 










Seq. No. 


47197 




Seq. ID 


OJ000114_26. 


0404. C19 


Gene No. 


100363 




Strand 


+ 




o u dx u 


8411 

O *i X X 




End 


10136 




Name 




.qs 


Method 


GENSCAN 




q i- ;:i rt 

O L dX L 


841 1 ~ 

O *i X X 




End 


9832 




ox 


n on o 




Score 


.52 




Exons 


841 1 Q8^2 

04XX . ■ _70J^ 










Seq. No. 


47197 




Seq. ID 


OJ000114_26. 


0404.019 


Gene No. 


100363 




Strand 


+ 




Start 


8411 




End 


10136 




Name 


OJ000114 26. 0404. 019. o4 


. np 


Method 


AAT/NAP 




Start 


8516 




End 


10136 




GI 


7485634 




Score 


69 





48864 



Exons 8516, .8696, 8945. .9176, 9573. .9649, 9689. .9814, 10025. .10136 

GI Descrip. hypothetical protein F17K2.23 - Arabidopsis thaliana 

gi|3386625|gb|AAC28555.1| (AC004665) hypothetical protein 

[Arabidopsis thaliana] 



kJ C . IN \^ . 


47197 






Seq. ID 


OJ000114__26.0404 .C19 




.100364 






Strand 




Start 


129 






End 


9680 


Name 


OJ000114 26 


;.04 04 


.C19.ol.np 


Method 


AAT/NAP 


Start 


129 






End 


4496 


GI 


7340661 






Score 


999 




129. .188, 722. .883, 993. .1128, 1215, .1414, 1500. ,1612, 




1685. .1832, 


1905 


..2015, 2471 


..2723, 4385. .4496 


GI Descrip. 


(AL162506) 


putative protein 


[Arabidopsis thaliana] 




47197 






Seq. ID 


OJ000114_26.0404 .C19 




100364 






Strand 




Start 


129 






End 


9680 


Name ■ 


OJ000114 26 


.0404 


.C19.ol.gs 


Method 


GENSCAN 


Start 


695 






End 


6692 


GI 


none 






Score 


.52 


p von *^ 


695. .821, 931. .1 


103, 1367. .1 


529, 1736. 


.1832, 1905.. 2015, 




/ J.. * ^ 1 ^ f 




..3127, 3231 


..3383, 34 


93. .3602, 5986. .6231, 




\J-.JJ.O* » \J\J ^ 










Spo No 


47197 






Seq. ID 


OJ000114_26 , 04 04 . CI 9 


o 'pt o Nr^ 


100364 






Strand 




O U d J- 


129 






End 


9680 


Name 




, U fl U 4 


.C19.ol,ts 


Method 


TBLASTX: Soybean 


Start 


984 






End 


2729 


GI 


none 






Score 


62 




984. .1130, 


1021. 


.1104, 1214. 


.1402, 1217, .1411, 1487, .1615, 




1524. .1610, 


1685 


..1735, 1692 


..1736, 1738. .1806, 1739. .1807, 




1744. .1830, 


1786 


. ,io,5o, lyui 


..2017, 1903. .2016, 2449. .2562, 




2472. ,2561, 


2502 


.,2729, 2560 


. .2718 




Spo No 


47197 






Seq. ID 


OJp00114_26.0404 .C19 


f^pnp Nn 


100364 






Strand . 




Start 


129 






End 


9680 


Name 


OJ000114 26 


.0404 


.C19.01. tm 


Method 


TBLASTX: Maize 


Start 


987 






End 


2666 


GI 


none 






Score 


85 


Exons 


987, , 1133, 


987. .: 


1130, 1217.,: 


1411, 1242 


. .1352, 1523. .1615, 




1524. .1613, 


1682 


. .1735, 1691 


..1732, 1738. .1806, 1739. .1795, 




1786. .1833, 


1787 


..1837, 1901 


,.2017, 1903. .2016, 2458. .2664, 




2472. .2666 










Seq. No, 


"47197 






Seq, ID' 


OJ000114_26.0404 .C19 


Gene No. 


100364 






Strand 




Start 


129 






End 


9680 


Name 


OJ000114 26 


,0404 


.C19.01. tw 


Method 


TBLASTX: Wheat 


Start 


993 






End 


1567 


GI 


none 






Score 


63 


Exons 


993. .1136, : 


1042. 


.1113, 1196. 


.1411, 1197. .1412, 1511. .1567 


Seq. No. 


47197 






Seq. ID 


OJ000114_26.0404.C19 


Gene No. 


100364 






Strand 





48865 



Start 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



129 End 

OJ000114_26.04 04 .C19.ol.tc Method 

999 End 

none Score 



9680 

TBLASTX: Cress 

2741 

119 



999. .1103, 1217. .1411, 1493. .1633, 1682. .1735, 1732. .1800, 
1786. .1833, 1903. .2016, 2472. .2741, 2491. .2727 



47197 

100364 

129 

OJ000114_2 6. 04 04 .C19.ol.gp 
1798 

16543 1.R1084 



Seq.. ID OJ000114_26.0404.C19 
Strand 

End 9680 

Method AAT/GAP 

End 37 95 

Score 1575 



1798.. 1832, 1905.. 2015, 2471 .. 2723, ,2994 .. 3127 , 3231.. 3383, 
3493. .3795 

M584546/emb|CAB40776. 1 1 3.0e-50 (AL049608) putative protein 
[Arabidopsis thaliana] * 



47197 

100364 

129 

OJ000114_2 6.04 04 .C19.o2.tm 

2969 

none 



Seq. ID OJ000114_26. 0404 .C19 
Strand 

End 9680 

Method TBLASTX : Maize 

End 3754 

Score 115 



2969. .3058, 2972. .3058, 3020. .3148, 3059. .3127, 3229. .3384, 
3231. .3386, 3412. .3573, 3467. .3574, 3493. .3597, 3623. .3673, 
3651.. 3713, 3704'. .3754 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47197 
100364 
129 

OJ000114 
2991 
1350620 
2991. .3163, 
CHLOROPLAST 



OJ000114 26.0404.C19 



26.0404.C19.o2.np 



Seq. ID 
Strand 

End 9680 
Method AAT/NAP 
End 3487 
Score 61 

3259.. 3487 

50S RIBOSOMAL PROTEIN L18 gi | 7440918 Ipir | I.S78260 
ribosomal protein L18, chloroplast - Odontella sinensis 
chloroplast gi 1 1185150 | emb"| CAA91633 . 1 1 (Z67753) 50S ribosomal 
protein L18 [Odontella sinensis] 



47197 Seq. ID 

100364 Strand 

12 9 End 

OJ000114_26.04 04.C19.o3.np Method 

3577 End 

6523547 Score 
3577.. 3823, 5356., 5380, .6058. 
8679. .8824, 9640. .9680 

(AJ242540) hydroxyproline-rich glycoprotein DZ-HRGP [Volvox 
carteri f. nagariensis] 



OJ000114_26.0404.C19 

9680 
AAT/NAP 
9680 
102 

,6211, 6818. .6864, 7823. .7991, 



47197 Seq. ID 

100364 Strand 

129 End 

OJ000114_26.0404.C19.o2.gp Method 

5880 End 

2428698 Score 



OJ000114_26.0404 .C19 

9680 
AAT/GAP 
6294 
616 



48866 



Exons 



5880.. 5906, 5986.-6294 



Seq. No. 47198 Seq. ID 

Gene No. 100365 Strand 

Start 1 End 

Name OJ000114_26 . 0404.C22.ol.gp Method 

Start 1 End 

GI 49865_l.Ri084 Score 

Exons 1.-58 

GI Descrip. '1848283 2.0e-47 {U87982) Sorghum bicolor aldehyde dehydrogenase 
(Dhal) mRNA, partial sequence' 



OJ000114_26-0404 .C22 
+ 

58 

AAT/GAP 

58 

92 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47199 
100366 
14629 
OJ000114 
14629 
none 
14629 
17500 
21723 
24036 



_26.0404 .C25.o4.gs 



14910, 
17576, 
21985, 
24189, 



15011, 
18122, 
22302, 
24336. 



.15303, 
.18247, 
.22433, 
.24417, 



Seq. ID OJ000114_26.0404 

Strand + 

End -24608 

Method GENSCAN 

End 24608 

Score .66 
164 2 9. . 165 64, 17225. . 17360, 
21075. .21204, 21509 2 1643, 
23188. .23340, 23853 23965, 
24604. .24608 



C25 



Seq. No. 

Gene No. 
M Start 

Name 
fU Start 
□ GI 

Exons 



47199 

100366 

14629 

OJ000114_2 6-0404 -C25:o2.gp 

20856 

none 



Seq. ID OJ000114_26-0404.C25 



Strand 
End 

Method 

End 

Score 



+ 

24608 
AAT/GAP 
21579 
895 



20856. .21204, 21335 21429, 21543.. 21579 





Seq. No. 


47199 


Seq. ID 


OJ000114_26.0404 


.C25 


is? 


Gene No. 


100366 


Strand 


+ 






Start 


14629 


End 


24608 




; 


Name 


OJ000114 26.0404.C25.o2.np 


Method 


AAT/NAP 






Start 


21460 


End 


24551 






GI 


3075393 , - 


Score 


801 






Exons 


21460. .21643, 21723 .. 21985> 


22302. .22433, 22520 .. 22628 , 








23210. .23340, 23751 .. 23965, 


24036. .24189, 24336. .24551 






GI Descrip. 


(AC004484) hypothetical protein [Arabidopsis thaliana] 






Seq. No. 


47199 


Seq. ID 


OJ000114_26.0404. 


.C25 




Gene No. 


100367 


Strand 








Start 


2197 


End 


5404 






Name 


OJ000114 26.0404.C25.o2.gs 


Method 


GENSCAN 






Start 


2197 


End 


5404 






GI 


none 


Score 


.64 






Exons 


2197.. 2399, 3129.. 3270, 3515 


..3840, 5204 . .5282, 5.399. .5404 




Seq. No. 


47199 


Seq. ID 


OJ000114_26.0404 . 


.C25 




Gene No. 


100367 


Strand 








Start 


2197 


End 


5404 






Name 


OJ000114 26.0404.C25.ol.gp 


Method 


AAT/GAP 






Start 


3641 


End 


3879 






GI 


2797225 


Score 


456 






Exons 


3641. .3879 









48867 



Seq. No. 47199 
Gene No. 100368 
Start 7165 

Name OJ000114_2 6 . 04 04 . C25 . o3 . gs 

Start 7165 
GI none 

Exons 7165.. 7314, 7884.. 8015, 8096 

10117. .10190,* 10711. .11355,- 11552. .11701, 11760. .1194 9, 
12350. .12466, 12572.. 12701 



Seq. ID OJ000114_26.0404.C25 
Strand 

16684 
GENSCAN 
12701 
.57 



End 

Method 

End 

Score 



.8158, 9703. .9858, 9920. .9954, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 
Name 
Start 

^==^ Exons 



47199 
100368 
7165 

OJ000114_26.0404.C25.ol.np 
9261 
7106508 



16684 
AAT/NAP 
11928 
90 

9261. .9327, 10866 10967 , 114 34 11573, ' 11721.. 
(AP001278) hypothetical protein [Oryza sativa] 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000114 26.0404.C25 



11928 



47199 
100368 
7165 

OJ000114_26.04 04.C25.o2.tm 
10342 
none 

10342. .10494, 16132 .. 16317, 16180 
16333. . 16548, 16358 .. 1654 9, 16561 



Seq. ID OJ000114_26.0404.C25 
Strand 

End 16684 
Method TBLASTX : Mai ze 
End 16684 
Score 71 

16302, 16318. .16548, 
16671, 16562.. 16684 



Seq. No. 47199 

Gene No. 100368 

Start 7165 

Name OJ000114_2 6 . 0404 . C25 . ol . tw 

Start 16204 

GI none 

Exons 16204 .. 16236, 16357 .. 1654 5, 



Seq. ID OJ000114_26.0404.C25 
Strand 

End 16684 

Method TBLASTX : Wheat 

End 16549 

Score 96 
16358. .16549 



Seq. No. 47199 

Gene No. 100369 

Start 16819 

Name OJ000114_2 6 . 04 04 . C25 . o3 . tm 

Start 16819 

GI none 

Exons 16819. .17115, 16964.. 17110 



Seq. ID OJ000114_26.0404..C25 
Strand 

End 17115 

Method TBLASTX : Mai ze 

End 17115 

Score 74 



Seq. No. 47199 

Gene No. 100370 

Start 21020 

Name ' OJ000114_26 . 0404 . C25 . ol . ts 

Start 21020 

GI none 

Exons 21020. .21055, 21146. . 21208, 
21333. .21428, 21522 2164 1, 



Seq. ID OJ000114_26.0404.C25 
Strand 

End 21988 

Method TBLASTX : Soybean 

End 21656 

Score 77 
21147. .21209, 21325. .21426, 
21540. .21656, 21541. .21654 



Seq. No. 47199 

Gene No. 100370 

Start 21020 

Name OJ000114 26 , 04 04 . C25 . ol . tm 



Seq. ID OJ000114_26.0404.C25 
Strand 

End 21988 

Method TBLASTX: Maize 



48868 



start 
GI 

Exons 



21315, End 21988 

none Score 155 

21315. .21428, 21334 21426, 21381 21431, 21531 .. 21641, 

21540. .21647, 21541 .. 21675, 21700 21984 , 21722. ,21988 



Seq. No. 47199 Seq. ID 

Gene No. 100371 Strand 

Start 23748 End 

Name OJ000114_26 . 0404 . C25 . o2 . ts Method 

Start 23748 End 

GI none Score 

Exons 23748. .23942, 23762.. 23908 



OJ000114_26. 0404 .025 
23942 

TBLASTX : Soybean 

23942 

193 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000204_21.0413.C2 
+ 

813 

AAT/NAP 

811 ' 
236 



47200 Seq. ID 

100372 Strand 
253 End 
OJ000204_21 . 0413. 02 . ol . np Method 
•253 End 
7485003 Score 
253. .344, 545. .811 

heat shock transcription factor homolog T5C23.90 - Arabidopsis 
thaliana gi | 4539457 | emb | CAB39937 . 1 | (AL049500) heat shock 
transcription factor-like protein [Arabidopsis thaliana] 
gi|7267866|emb|CAB78209.1| (AL161532) heat shock transcription 
factor-like protein [Arabidopsis thaliana] 



47200 

100372 

253 

OJ000204 

544 

none 

544. .810 



21.0413.02.ol.gs 



Seq. ID OJ000204_21.0413.C2 

Strand + 

End 813 

Method GENSOAN 

End 810 

Score .82 



Seq. No. 47200 

Gene No. 100372 

Start 253 

Name OJ000204_21 . 04 13 . 02 . ol . tw 

Start 630 

GI none 

Exons 630.. 809, 631.. 810 



Seq. ID OJ000204_21.0413.O2 

Strand + 

End 813 

Method TBLASTX : Wheat 

End 810 

Score 250 



Seq. No. 47200 

Gene No. 100372 

Start 253 

Name OJ000204_21 . 04 13 . 02 . ol . ts 

Start 630 

GI none 

Exons 630.. 809, 631.. 810 



Seq. ID OJ000204_21.0413.C2 

Strand + 

End 813 

Method TBLASTX : Soybean 

End 810 

Score 239 



Seq. No. 47200 Seq. ID 

Gene No. 100372 Strand 

Start 253 - End 

Name OJ000204_21 . 0413. 02 . ol . tm Method 

Start 630 End 

GI none Score 

Exons 630.. 809, 631.. 810 



OJ000204_21.0413.O2 
+ 

813 

TBLASTX: Maize 

810 

250 



48869 



Seq. No. 


47200 




Seq, ID 


OJ000204_21.0413 


.C2 


Gene No . 


100372 




Strand 


+ 




Start 


253 




End 


813 




Name 


OJ000204 21.0413.C2.ol 


. tc 


Method 


TBLASTX • Crpss 




Start 


630 ~ 




End 


813 




GI 


none 




Score 


236 




Exons 


630. .812, 631. .813 










Seq. No. 


47201 




Seq. ID 


OJ000204_21.0413 


.C3 


Gene No . 


100373 




Strand 


+ 




Start 


717 




End 


1694 




Name 


OJ000204 21.0413.C3.ol 


- as 


Method 


GENSCAN 




Start 


717 ~ 




End 


1694 




GI 


none 




Score 


.73 




Exons 


717 . . 722, 1434 . . 1694 










Seq. No. , 


47201 




Seq. ID 


OJ000204_21.0413 


.C3 


Gene No. 


100374 




Strand" 


+ 




Start 


3844 




End 


5688 




Name 


OJ000204 21 . 0413 .C3. ol 


. no 


Method 


AAT/NAP 




Start 


3844 ~ 




End 


5685 




GI 


5821136 




Score 


203 




Exons 


3844 .. 3923, 5047 .. 5685 










GI Descrip. 


fAB014483) heat shock 


factor 


[Nicotiana tabacum] 




Seq. No. 


47201 




Seq. ID 


OJ000204_21.0413 


.C3 


Gene No . 


100374 




Strand - 


+ 




Start 


3844 




End 


5688 




Name 


OJ000204 21 . 04 13 . C3 . o2 


. y o 


Method 


GENSCAN 




Start 


4894 ~ 




End 


5688 




GI 


none 




Score 


.64 




Exons 


4894 . . 5688 










Seq. No. 


47201 




Seq. ID 


OJ000204_21.0413 


.C3 


Gene No. 


100375 




Strand 


+ 




Start 


27174 




End 


30978 • 




Name 


OJ000204 21.0413.C3.o5 


.np 


Method 


AAT/NAP 




Start 


27174 




End 


30978 




GI 


6721547 




Score 


77 





Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 
Gene No. 
Start 
Name 
Start 



27174. .27261, 30947.. 30978 

(AP001073) Similar to Oryza sativa gene for Pib. 



(AB013448) 



47201 

100376 

34078, 

OJ000204_21.0413.C3.o8 .gs 

34078 

none 

34078. .34093, 35077 .. 35242,' 
37171. .37357, 37 664 .. 37780, 

47201 

100376 

34078 

OJ000204_21.0413.C3.o6.np 
36755 



Seq. ID 
Strand 
End 

Method 
End 
Score 

35657 

37855 



OJ000204_21.0413.C3 



38553 
GENSCAN 
37964 
.49 

35831, 36021, 
37964 



.36245, 



Seq. ID OJ00Q204_21..0413.C3 

Strand + 

End 38553 

Method AAT/NAP 

End 38553 



48870 



GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 



6983857 Score 1341 

36755. .36872, 36936 .. 374 96, 37664.-38553 
(AP001168) hypothetical protein [Oryza sativa] 



Seq. ID OJ000204_21.0413.C3 



47201 
100377 
44025 

OJ000204_21.0413.C3.o7.np 
44025 
6721547 
44025. .44109 

{AP001073) Similar to Oryza sativa gene for Pib. (AB013448) 



Strand 
End 
'.".Method 
End 
Score 



+ 

44109 
AAT/NAP 
44109 
90 



47201 

100378 

6148 

OJ000204_21.0413.C3.o3.gs 
6148 



OJ000204 21. 0413. C3 



Seq. ID _ 
Strand 

End 24293 
Method GENSCAN 
End 15488 
none Score . 64 

6148. .6303, 6739. .6806, 7567. .8217, 8438.-8599, 8813. .9094, 
9651. .9771, 9949. .10001, 1024 4 11132 , 11327 .. 11459, 
1222 6. .1234 4, 12538. .12698, 12894. .13012, 13094. .13254, 
13342. .134 62, 13718. .1384 9, 14072. .14174, 14263 .. 14 536, 
14613. .14756, 15123.. 15488 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47201 Seq. ID 

100378 Strand 

6148 End 

OJG00204_21. 0413.C3.o4 .np Method 

14973 End 

7106515 Score 



OJ000204__21.0413.C3 

24293 
T^T/NAP 
19302 
5227 



14973. .16668, 16750 .. 17085, 17356 .. 174 63, 17509 .. 18004 , 
18094.-19302 

(AP001278) Similar to Arabidopsis thaliana chromosome II BAC 
T13P21 genomic sequence, putative helicase. (AC006067) [Oryza 
sativa] 



Seq. No. 47201 Seq. ID 

Gene No. 100378 Strand 

Start 6148 End 

Name OJ000204_2 1 . 04 13 . C3 . o4 . gs Method 

Start 15687 End 

GI none Score 

Exons 15687. . 16716, 16915.. 17084 



OJ000204_21".0413.C3 

24293 
GENSCAN 
17084 
. 65 



Seq. No. 47201 

Gene No. 100378 

Start " 614'8 

Name OJ000204_21 . 0413 . C3 . o5 . gs 

Start 17211 

GI none 

Exons 17211. .18016, 18094 
19561. .19623, . 19703 



Seq. ID 
Strand 

End 24293 
Method GENSCAN 
End 24293 
Score . 65 
18350, 18380. .18653, 18786 
19816, 19923. .20144, 20228 



OJ000204 21. 0413. C3 



20716. .21106, 21607. .21721, 21737 .. 21760, 21803, 
22357. .22446, 24 147 24206, 24243. .24293 



.19484, 
,20433, 
,21850, 



Seq. No. 



47201 



Seq. ID OJ000204_21.0413.C3 



48871 



Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



100379 
28027 

OJ000204_21.0413.C3.o7 .gs 

28027 

none 



Strand 

End 32405 

Method GENSCAN 

End 32405 

Score . 65 



28027. .28485, 28614 .. 28 955, 29357 .. 29510, 2 9820 .. 29938 , 
30476. .30582, 30725 .. 30803, 30935 3127 6, 31420 .. 31572 , 
31674. .31992, 32182. .32405 



47201 

100380 

39356 

OJ000204_21.0413.C3.o3.ts 

5055 

none 



Seq. ID OJ000204_21.0413.C3 
Strand 

End 41868 

Method TBLASTX : Soybean 

End 5412 

Score 143 



5055. .5186, 5056. .5193, 5296. .5412, 5305. .5409 



47201 

100380 

39356 

OJ000204_21. 0413.C3.o5.tw 

5286 

none 



Seq. ID OJ000204_21, 0413.C3 

Strand ' - 

End 41868 

Method TBLASTX : Wheat 

End 5469 

Score 61 



5286. .5339, 5292. .5333, 5296. .5469, 5305. .5463 



47201 

100380 

39356 

OJ000204_21.0413.C3.ol0.tm 

6151 

none 



Seq. ID ,OJ000204_21.0413.C3 
Strand 

End 418 68 

Method TBLASTX : Mai ze 

End 64 41 

Score 93 



6151. .6249, 6254. .6397, 6259. .6441, 6269. .6403 



47201 

100380 

39356 

OJ000204_21.04'13.C3.o4 .tw 

6518 

none 



Seq. ID OJ000204_21.0413.C3 
Strand 

End 41868 

Method TBLASTX : Wheat 

End 6888 

Score 130 



6518. .6775, 6520. .6645, 6582. .6800, 6697. .6888 



47201 

100380 

39356 

OJ000204_21.0413.C3.o7.tm 

6613 

none 



Seq, ID OJ000204_21.0413.C3 
Strand 

End 41868 

Method TBLASTX: Maize 

End 7084 

Score 66 



6613. .6645, 6617. .6694, 6712. .7083, 6716. .7084 



47201 

100380 

39356 

OJ000204_21. 0413.C3.o7.tw 

6982 

none 



Seq. ID OJ000204_21. 0413.C3 
Strand 

End 41868 

Method TBLASTX : Wheat 

End 7531 

Score 131 



6982. .7098, 7126. .7164, 7159. .7239, 7221. .7367, 7235. .7531 



48872 




Seq. No. 


47201 








Seq. ID 


OJ000204_21.0413 


.C3 


Gene No. 


100380 








Strand 








J -7 J J U 










4 1ft fift 

4 X O OO 




Nsme 




041"^ 


P"^ o9 
• K^D * OZ . 




Method 


i dXiHo i A : ooyDean 




q-|- a y^f- 


1791 ~~ 








Hjna 


7 fift 1 

/ DO X 




\J J. 


none 








Score 


907 
z u / 




EjXons 


1991 7^40 


7 "^f^l 


7 ^^R 1 
. ■ f D 0 X 










Seq. No. 


47201 








Seq. ID 


OJ000204_21.0413 


.C3 


Gene No. 


100380 








Strand 








39356 










4 1 ft fift 

4 X O \JO 




NsiTie 


wuUUUZU** zx 


041'^ 
. U 4 X O 


o1 

. J . O X . 


cm 


Method 


i dxi/\o i A , LYia 1 z e 




C-|- -i >-f- 
O U CI i. 


79fi ~ 
/ ^ o u 










ft 99 ^ 

0 z z o 














Score 


1 '^4 
X j4 




L-i 2^\J i I Z> 




74 0 

/ 4 U O 


7 7 fiR 


7 (=;9 Q 


ft 9 9 
. 0 z z o 






Seq. No. 


47201 








Seq. ID 


OJ000204_21.0413 


.C3 


Gene No. 


100380 








Strand 






Start 


J ^ J *J vj . 








'End 


41868 






n T000904 9 1 


04 17 
. U 4 X O 


oft 


I, W 


Method 


TBLASTX: Wheat 






7 S^fl ~ 








End 


7885 




o J. 


none 








Score 


59 








7 fil 0 
/ 0 X u 


77 f^9 

. ■ / f OZ / 


7 7 7 9 
/ / / Z . 


.7885, 7779. .7883 




Seq. No. 


47201 








Seq. ID 


OJ000204_21.0413 


.C3 


Gene No. 


. 100380 








Strand 








o o o u 








End 


41868 




Name 


o T000904 9 1 


. U 4 X O , 


r''^ /^9 

. v-O . OZ . 




Method 


TBLASTX: Wheat 




q-t- a y-f- 
O LdX U 


7 O p ~ 
/ 0 0 D 








End 


8194 






none 








Score 


196 




von ^ 


7ftftfi fil Q4 


7 Q9 ? 


ft 1 f^9 

. • O X O Z / 


7 Q7 (=i 


.8194 






Seq. No. 


47201 








Seq. ID 


OJ000204_21.0413 


.C3 


Gene No. 


100380 








Strand 






Start 


39356 








End 


41868 




Name 


n.T00 0 90 4 91 

VJU UUUZU4 Z±< 


041"^ 

. U 4 X O . 


. J . OX J 


. L.m 


Method 


TBLASTX: Maize 




q-t- a r-i- 

O U Cli. U 


ft40f^ ~ 

O 4 U U 








End 


9150 






none 








Score 


46 




T^* von Q 


fl40fi ft 4 fiR 


ft 4 4 9 

O 4 4 ^ ) 


ft (=;77 


ft *=;n7 

O DU / . 


.9077, 9112. .9150 




Seq. No. 


47201 








Seq. ID 


OJ000204_21.0413, 


.C3 


Gene No. 


100380 








Strand 






Start 


Z? O U \J 








End 


41868 






n,T000904 91 


04 1'^ 

> U 4 X J . 


o1 

1 L^o . ox . 


t W 


Method 


TBLASTX: Wheat 




q-t- ;:3 -r-h 


0 J Z D 








End 


8939 




\D ± 


none 








Score 


112 




von Q 


P^9fi RQ'^Q 


ft R97 
O J z / • 


ft ft 4 4 










Seq. No. 


47201 








Seq. ID 


OJ000204__21.0413. 


.C3 


Gene No. 


100380 








Strand 






Start 


39356 








End 


41868 




Name 


OJ000204 21, 


,0413. 


C3.o3. 


tw 


Method 


TBLASTX: Wheat 




Start 


9146 








End 


9502 




GI 


none 








Score 


89 




Exons 


9146. .9331, 


9151. 


.9375, 


9376. 


.9501, 9377. .9502 




Seq. No. 


47201 








Seq. ID 


OJ000204_21.0413. 


.C3 



48873 





1 nn '^ft n 

X UU -30 U 




Strand 






Start 


39356 




End 


41868 




Name 


OJ000204 21. 0413. C3. 


o9.tm 


Method 


TBLASTX: Maize 




D Ucti U 


1 97 
±^ f \jy 




End 


13764 




(ZT 


none 




Score 


74 




Exons 


197(=;q i9Rflc. 


1 9flft Q 
. X zo O / 


12893. .13015, 12895. .1301*4, 






- XOU_?J. .XOZOO/ xozxo. 


. X OZ O O / 


13342V.13392, 13553 13630, 








. X J / O 4 , 


13729. .13764 




Seq. No. 


47201 




Seq. ID 


OJ000204_21.0413 


.C3 


Gene No, 


100380 




Strand 








O -7 ~) O O 




End 


41868 




Name 


\JUUUUZU4 Z X » U *i X o . . 


A 

04 . L S 


Method 


TBLASTX : Soybean 




O Ldi. L 


1 1 4 1 ~ 

X %J X *i X 




End 


15323 






none 




Score 


99 






1S141 1S^9^ TST49 

X<^X*xX. » J. ^ -J c, ^ f XJXI^. 


1 S791 


15183. .15323 




Seq. No. 


47201 




Seq. ID 


OJ000204_21.0413 


.C3 


Gene No.' 


100380 




Strand 






O Ldi. U 


O I? J J D 




End 


41868 




Name 


WUUUUZU4 ^X.UfiXO.UO. 


y-s1 9 -l-m 
U X Z • LIU 


Method 


TBLASTX: Maize 




o cax L 


1 ^94 Q ~ 

X O Z ^ 




End 


15569 




r T 


none 




Score 


48 






1R94Q 1 ^'^9'^ 1R9R0 


1 ^'^97 


15342. .15569", 154 36. .155 67 




Seq. No. 


47201 




Seq. ID 


OJ000204_21.0413 


.C3 


Gene No. 


100380 




Strand 






q-l- -a-rl- 

O LciX L 


O " O J D 




End 


41868 




Name 


07000904 91 041*^ 


OZ . LC 


Method 


TBLASTX: Cress 




o La. J. L. 


1 R^l R ~ 

X D J X O 




End 


15572 




(ZT 


none 




Score 


188 




Exons 


XOOXJ. . xoo / z 










o c q . IN O . 


4 7 901 

4 / Z U X 




Seq, ID 


OJ000204_21. 04.13 




Gene No. 


100380 




Strand 






Start 


39356 




End 


41868 






n.7000904 91 041 ^ 


o5 . tm 


Method 


TBLASTX: Maize • 




O Lai. t 


X D / O 4 




End 


1624 4 




CZJ 
\j ± 


none 




Score 


35 




Cj AL/l io 


1R7R4 1Sft4'^ 1SR7fi 

XJ/04..XJ040/ XJO/U. 


1 ^^9 4 4 
• X DZ 4 4 / 


15894. .16001, 15985. .16113, 






1 f^l fiO 1 fi997 










Seq. No. 


47201 




Seq. ID 


OJ000204_21.0413 


.C3 


Gene No. 


100380 




Strand 






O L d-L L 






End 


41868 




Name 


07000904 91 0417 
WUUUUZU4 ZX.U4Xj.Uj. 


oo . Lm 


Method 


TBLASTX: Maize 




c:-i- =1 >-+- 

O Ldl. L 


X DO o ^ 




End 


16844 






none 




Score 


57 






If^'^ftQ 1 (^fi04 1 tf^^^R 
XDOO^. .XDOU4, XDOOO. 


1 f^7 R 7 
. X D / 0 / , 


16776. .16844 




Sea No 


4 7201 




Seq. ID 


OJ000204_21.0413 




Gene No. 


100380 




Strand 






Start 


39356 




End 


41868 




Name 


OJ000204 21. 0413. C3. 


o6.tm 


Method 


TBLASTX: Maize 




Start 


17952 




End 


18394 




GI 


none 




Score 


48 




Exons 


17952. .18017, 17956. 


.18009, 


18095. .18217, 18096. .18212, 





48874 



# # 







18104. 


.18217, 


18213. 


18^47 


18215. . 18394, 18218 


T ft ^ft S 
• • X 0 0 0 ^ 






Seq. No. 


47201 








Seq. ID 


OJ000204 


_21.0413. 


.03 




Gene No. 


100380 








Strand 










Start 


39356 








End 


41868 








Name 


OJ000204 21,0413.03. 




Method 


TBLASTX : 








Start 


18114 








End 


18385 








GI 


none 








Score 


72 








i_j ^ i 1 0 


18114. 


.18230, 


18204. 


1 ft ^RD 
. J. 0 J 0 VJ , 


18230. .18385 








0 ^ * LN . 


47201 








Seq. ID 


OJ000204 


Z 1 . U ft ± 0 . 


. uo 




Gene No. 


100380 








Strand 










Start 


39356 








End 


41868 








Name 


OJ0002 


04 21.0413.03. 


o2 . tm 


Method 


TBLASTX : 


L id X 








18394 








End 


19158 










none 








Score 


70 








F von 


18394. 


.18558, 


18643. 




18644. .187 


30, 18796 


. .19005, 








19108. 


.19158 


















47201 








Seq. ID 


OJ000204 




uo 




Gene No. 


100380 








Strand 










Start 


39356 








End 


41868 








Name 


OJ000204 21. 0413. 03. 




Method 


TBLASTX: 








0 U Ct I. u 


29447 








End 


30571 






\j J. 


none 








Score 


107 






; H 




29447. 


.29530, 


29795. 


. ^ ^ -/ *i i , 


29814. .29933, 30476 






3 JJ 




30480. 


.30566 
















0 C . IN • 


47201 








Seq. ID 


OJ000204 


91 04 1^ 

ZX.U4XO. 


^0 






100380 








Strand 










0 U CI i- u 


39356 








End 


41868 






: : : 


Name 


OJ000204 21.0 


413.03. 


o4 . tm 


• Method 


TBLASTX: 


Maize 




: SE" 


Start 


29629 








End 


31159 








GI 


none 








Score 


34 








F. 5f on ^ 


29629. 


.29697, 


29740. 


?Q7ft 1 


29750. .29785, 29780 


9QQ4 1 








29781. 


,29939, 


30472. 


. ~J\J -J 0 £. f 


30473. .30583, 30474 


. . 0 U 0 0 4 , 








30475. 


.30585, 


30723. 


. J u 0 VJ vj , 


30725. .30811, 30726 










30927. 


.30971, 


30932. 


. ^ i X u , 


30933. .31142, 30998 


?1 1 SQ 
. . 0 X X ^ ^ 




r "5 


'^po No 


47201 








Seq. ID 


OJ000204 


91 041*^ 


^0 


P 


Gene No. 


100380 








Strand 










Start 


39356 








End 


41868 








Name 


OJ000204 21. 0413. 03. 


Ol 1 -hTTI 


Method 


TBLASTX:] 


L^ia X ^ ^ 






Start 


31178 








End 


31578 








GI 


none 








Score 


91 








P. V 0 n 


31178. 


.31279, 


31214. 


. J ± ^ 0 ^ , 


31408. .31578, 31415 


'^1 








31420. , 


.31578 
















*^prr Mo 


47201 








Seq. ID 


OJ000204 


91 n 4 1 

Z X . U fl X 0 . 


0 0 




(^PTlP Mo 


100380 








Strand 










Start 


39356 








End 


41868 








Name 


OJ000204 21.0413.03. 


o3 . tm 


Method 


TBLASTX : 1 


yiaize 






Start 


31713 








End 


41835 








GI 


none 








Score 


72 








Exons 


31713. , 


.31787, 


31713. 


.31994, 


31834. .31995, 31855 


. .31995, 








31961. . 


.31999, 


32180. 


.32284, 


32181. .32303, 32182 


. .32304, 








32293. , 


.32355, 


41653. 


.41835 











48875 



Seq. No. 


47201 


Seq. ID 


OJ000204 


_21.0413, 


.C3 


OCi LN ■ 




Strand 








C-i- a >-4- 
o Ldl. U 


J -3 J J D 


End 


41868 










Method 


TBLASTX: 


ouyxjcdii 






J -L / D *i 


End 


32279 










Score 


158 








^17fi4 ^1 QQ4 ^1R^4 ^1QQ9 


32181. .32279, 32185 


^9 9 77 




Seq. No. 


47201 


Seq. ID 


OJ000204 


_21.0413. 


,C3 


O Tl o KIo 


1 OOlfiO 
X vj vj o o u 


Strand 








O L d I. L 


J -7 J >J O 


End 


41868 








0.7000904 91 041 ^ P'^ n1 tr- 


Method 


TBLASTX: 


P T~0 Q Q 
V-'i- C O O 




O Ldl. u 


^1 ftOQ ~~ 

J X O VJ ^ 


End 


32277 










Score 


130 








^1 ROQ ^1 QQ4 ^13^4 ^1 QQS 


32178. .32276, 32188 


^9977 




Seq. No. 


47201 


Seq. ID 


OJ000204 


_21.0413. 


C3 


Gene No. 


100380. 


Strand 








q-t- -3 v-f 

O Ldl. I_ 


J _/ J J D 


End 


41868 






LM dlUc 


0. 7000904 91 041 P*^ nQ rr<; 


Method 


GENSCAN 






o I-dL t. 




End 


41868 








none 


Score 


.68 






Exons 


^Q^Rfi ^Q4fiO 40949 40^74 


40396. .40461, 40480 


4 07 4 P 






41017 41im 411fi4 41'^*^'^ 

flXUX / • .4XXOX/ flXXOfi. .flXODO^ 


41445, .414 


72, 41591 


4 1 P (^P 

• . 1 X O D O 




Coo Mr^ 


4 7 909 


Seq. ID 


OJ000204 


_21.0413. 


C4 


Gene No. 


100381 


Strand 


+ 






Start 


3774 


End 


8091 






Ma mo 


OJ000204 21.0413.C4.ol.np 


Method 


AAT/NAP 






q-i- a y-l- 
o UdlT t. 


3774 


End 


8091 








7340881 


Score 


545 








3774. .3861, 4008. .4131, 4224 


. .4312, 4378. .4675, 


6051. .6157, 




6264.. 6367, 7490.. 7590, 7835 


. .8091 










(AP001551) hypothetical protein [Oryza 


sativa] 






Seq. No. 


4 7202. 


Seq. ID 


OJ000204 


_21.0413. 


C4 


Gene No. 


100382 


Strand 


+ ' ■ ' 






O L. Ct J. L 


16106 


End 


17933 






LNdlllC 


OJ000204 21.0413.C4 .o2.np 


Method 


AAT/NAP 






q-j- o ri- 

O Ldl. L 


16106 


End 


17933 








6907086 


Score 


1221 






Exons 


16106. .16888, 16949. .17124, 


17362. . 17492, 17589 


. .17933 






(AP001129) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47202 


Seq. ID 


OJ000204 


_21.0413. 


C4 


Gene No. 


100383 ' • 


Strand 


+ 






Start ■ 


21115 


End 


22568 






Name 


OJ000204 21.0413.C4.o3.np 


Method 


AAT/NAP 






Start 


21115 


End 


22568 






GI 


113679 


Score 


1622 






Exons 


21115. .21213, 21340. .21472, 


21882. .22568 







GI Descrip. ALPHA-AMYLASE ISOZYME 3A PRECURSOR ( 1 , 4-ALPHA-D-GLUCAN 

GLUCANOHYDROLASE) gi | 100657 | pir | | S14 958 alpha-amylase (EC 
3.2.1.1) - rice gi | 20335 | emb | CAA39776 . 1 | (X56336) alpha-amylase 
[Oryza sativa] 



48876 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47202 Seq. ID 

100384 Strand 

12413 End 

OJ000204_21.0413.C4 .o3.gs Method 

12413 End 

none Score 



OJ000204_21.0413.C4 

13219 
GENSCAN 
13219 
■ 74 



12413. .12523, 12873 12977 , 13148.. 13219 



OJ000204 21. 0413. C4 



47202 
100385 
14191 

OJ000204_21.0413.C4 .ol.gp 
14191 

38782_1,R1084 
14191. .14703 

* 6069643/dbj I AP000616. 1 1 AP000616 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 6, clone : P0514G12 * 



Seq. ID 

Strand 

End 

Method 

End 

Score 



14703 
AAT/GAP 
14703 
814 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47202 Seq. ID 

100386 Strand 

21115 End 

OJ000204_21.0413.C4 .ol. tm Method 

21115 End 

none Score 

21115. .21213, 21328. .21501, 21339 

21880. .22053, 21881 .. 22567 , 22079 

47202 Seq. ID 

100386 Strand 

21115 End 

OJ000204_21.0413.C4 .ol.ts Method 

21328 End 

none Score 



OJ000204 21. 0413. 04 



22567 

TBLASTX: Maize 
22567 
59 

21476, 21874. .21957, 
22102, 22096.. 22566 



OJ000204_21.0413.C4 
22567 

TBLASTX : Soybean 

22566 

53 



21328. .21387, 21364 .. 21474 , 21369 21473, 21877 .. 22359, 
21881. .22369, 22382 .. 2254 6, 22387 .. 22566, 22391.. 22564 



47202 

100386 

21115 

OJ000204_21.0413.C4.ol.tc 

21376 

none 

21376. .21501, 21917. .22060, 
22391. .22471, 22396. .22470 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204_21.0413.C4 
22567 

TBLASTX: Cress 

22471 

99 



22115. .22378, 22243 .. 22377 , 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47203 Seq. ID OJ000204_21 . 04 13 . 05 

100387 Strand + 

1- End 4755 

OJ000204__21 . 0413 . 05 . ol . np Method AAT/NAP 

1 End 306 

113679 Score 474 

1. .306 

ALPHA-AMYLASE ISOZYME 3A PREOURSOR ( 1 , 4 -ALPHA-D-GLUCAN 
GLUCANOHYDROLASE) gi | 100657 | pir | | S14 958 alpha-amylase (EO 
3.2.1.1) - rice gi | 20335 | emb | OAA39776 . 1 | (X56336) alpha-amylase 
[Oryza sativa] 



48877 



Seq. No. 47203 

Gene No. 100387 

Start 1 

Name OJ000204_21 . 04 13 . C5 . ol . gs 

Start 58 

GI none 

Exons 58.. 298, 1951.. 2031, 2961. 
4186. .4755 - ' 



Seq. ID OJ000204_21.0413.C5 

Strand + 

End 4755 

Method GENSCAN 

End 4755 

Score . 6 
,3304, 3708. .3944, 4020. .4172, 



hi 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000204_21.0413.C5 
+ 

6914 
GENSCAN 
6914 
. 91 



47203 Seq. ID 

100388 Strand 
5423 End 
OJ000204_21.0413.C5.o2.gs Method 
5423 End 
none Score 
5423.. 5515, 5592.. 6530, 6630.. 6914 

47203 Seq. ID 

100389 Strand 
12575 End 
OJ000204_21 . 04 13 . C5 . o3 . np Method 
12575 End 
113681 Score 
12575. .12667, 127 90 .. 13728 , 13819.. 14097 

ALPHA-AM.YLASE ISOZYME 30 PRECURSOR ( 1 , 4 -ALPHA-D-GLUCAN 
GLUCANOHYDROLASE) 'gi|.100655ipir I IS14956 alpha-amylase (EC 
3.2.1.1) - rice gi I 20339 | emb | CAA39778 . 1 1 (X56338) alpha-amylase 
[Oryza sativa] 



OJ000204_21.0413.C5 

+ . 

14097 
AAT/NAP 
14097 
2326 



47203 Seq. ID 

100390 Strand 
15428 End 
OJ000204_21.0413.C5.o4 .np Method 
15428 End 
7485319 Score 
15428. .16194 

hypothetical protein F10M10.180 - Arabidopsis thaliana 
gi| 4455186|emb|CAB36718. 1 1 (AL035521) putative protein 
[Arabidopsis thaliana] gi | 7270391 | emb | CAB80158 . 1 | (AL161585) 
putative protein [Arabidopsis thaliana] 



OJ000204_21.0413.C5 
+ 

16194 
AAT/NAP 
16194 
295 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 



47203 Seq. ID 

100391 Strand 

18345 End 

OJ000204_2 1 . 04 1 3 . C5 . o5 . np Method 

18345 End 

7485652 Score 



OJ000204_21.0413.C5 
+ 

21779 
AAT/NAP 
21779 
889 



1834 5. .18 420, 197 96 ■.' . 1 98 96, 19965. .21664, 21710. .2177 9 
hypothetical protein F17M5.150 - Arabidopsis thaliana. 
gi|4490306|emb|OAB38797.1i (AL035678) putative protein 
[Arabidopsis thaliana] gi | 7270287 | emb | CAB80056 . 1 | (AL161583) 
putative protein [Arabidopsis thaliana] 



47203 
100392 ■ 
30376 

OJ000204_21.0413.C5.o7.gs 



Seq. ID OJ000204_21.0413.C5 

Strand -f 

End 37306 

Method GENSCAN 



48878 



start 
GI 

Exons 



30376 End 37306 

none ' Score .78 

30376. .30445, 30530 .. 31073, 31171 .. 31640, 31729 .. 318 64 , 

32483. .32554, 33948 34218 , 34275 .. 34391 , 36866.. 37306 



Seq. No. 47203 Seq. ID 

Gene No. 100393 Strand 

Start 3299 " End 

Name OJ000204_21 . 0413. C5 . o2 . np Method 

Start 3299 End 

GI 5777617 Score 

Exons 3299.. 3459, 4573.. 4607 

GI Descrip. (AJ245900) CAA30375.1 protein [Oryza sativa] 



OJ000204_21.0413.C5 

4607 
AAT/NAP 
4607 
89 



Seq. No. 47203 Seq. ID 

Gene No. 100394 Strand 

Start 15342 End 

Name OJ000204_2 1 . 04 13 . 05 . ol . gp Method 

Start 15342 * End 

GI 5038940 Score 

Exons 15342. .15718 



OJ000204_21.0413.C5 

15718 
AAT/GAP 
15718 
741 



Seq. No. 


47203 


Seq. ID 


OJ000204_ 


21.0413, 


.05 


Gene No. 


100395 


Strand 








O L. O. i. l_ 


24882 


End 


27611 






Name 


OJ000204 21.0413.C5.o4 .gs 


Method 


GENSCAN 






O L dl. C 


24882 


End 


26912 








none 


Score 


.94 








24882. .26350, 26428 .. 26563, 


26769. .26869, 26906. 


.26912 




Seq. No. 


47203 


Seq. ID 


OJ000204_ 


_21.0413, 


.05 


Gene No. 


100395 


Strand 








Start 


24882 


End 


27611 






Name 


OJ000204 21.0413,C5.o6.np 


Method 


AAT/NAP 






Start 


24882 


End 


27611 






GI 


7453579 


Score 


1020 






Exons 


24882. .26306, 27366.-274 36,' 


27516. .27611 






GI Descrip. 


{AF223643) xyloglucan fucosyltransf erase [Pisum 


sativum] 


1 


Seq, No. 


47203 


Seq. ID 


OJ000204_ 


21.0413, 


,05 


Gene No. 


100396 


Strand 








Start • 


29029 


End 


29999 






Name 


OJ000204 21.0413.C5.ol.tm 


Method 


TBLASTX : Maize 




Start 


25 


End 


14282 






GI 


none 


Score 


369 






Exons 


25. .288, 48. .290, 5447. .5515, 5582. .6529, 5592.. 


6575, 






6616.. 6903, 6630.-. 6908, 6632 


. .6910, 6925. .6963, 


6972. .6995, 




12605. .12667, 12778. .13728, 


12788. . 12841, 12789. 


.13727, 






13456. . 13764, 138 18 .. 14 099, 


13819. .1411 


.8, 13819. 


.14100, 






13821. .14105, 14105. .14149, 


14199. . 14243, 14199. 


.14282, 






14200. .14247 










Seq. No. 


47203 


Seq. ID 


OJ000204_ 


21.0413. 


05 


Gene No. 


100396 


Strand 








Start 


29029 


End 


29999 






Name 


OJ000204 21.0413.C5.ol.ts 


Method 


TBLASTX: Soybean 




Start 


25 


End 


14061 







48879 




GI none Score 260 

Exons 25, ,267, 96. .266, 5591 .. 5629, 5592 5624 , 5616. .6212, 

5621., 6193, 6234.. 6530, 6239., 6529, 6629.. 6850, 6630.. 6872, 
12778. .12822, 1278 9. .12827, 12814. .13410, 12819. .13391, 
13432. .13728, 134 37 .. 13727 , 13818 ., 14060 , 13819. .14061 



Seq. No. 47203 

Gene No. 100396 

Start 29029 

Name OJ000204_21 . 0413 . C5 . o4 . tc 

Start 61 

GI none 
Exons 



Seq. ID OJ000204_21.0413.C5 
Strand 
End 

Method 
End 
Score 



29999 

TBLASTX: Cress 

13983 

86 



61,, 192, 6330,, 6503, 6345.. 6530, 6362..65'23, 6666., 6794, 
13540. .13701, 13543. .13728, 13560 .. 13721 , 13855. .13983 



Seq. No. 47203 Seq. ID 

Gene No. 100396 Strand 

Start 29029 End 

Name OJ000204_21 . 0413 . C5 . ol . tc Method 

Start 5628 End 

GI none Score 
Exons 



OJ000204_21.0413.C5 
29999 

TBLASTX: Cress 

13512 

138 



5628.. 5762, 5630.. 5734, 5753.. 5854, 5760.. 5903, 5958. 
6231. .6314, 12826. .12960, 12958 .. 13101 , 13156 ,. 134 19, 
13429. .13512 



6221, 



Seq. No. 47203 

Gene No. 100396 

Start 29029 

Name OJ000204_21 . 0413 . C5 . o2 . tw 

Start 15478 

GI none 

Exons 15478, , 15639, 15479, . 15649, 
157 90. . 15852, 15794 . . 158 65 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000204___21.0413.C5 
2 9999 

TBLASTX: Wheat 

15865 

180 



15774 . .15836, 15775. . 15852, 



Seq. No. 


47203 




Seq. ID 


OJ000204_21.0413 


.C5 


Gene No. 


100396 




Strand 






Start 


29029 




- End 


2 9 9 99 ■ ;. ,; 




Name 


OJ000204 21, 0413. C5, 


.o7.ts 


Method 


TBLASTX: Soybean 




Start 


15790 




End 


16039 




GI 


none . 




Score 


196 




Exons 


15790. .15852, 15794. 


. .16039 








Seq. No. 


47203 




Seq. ID 


OJ000204_21.0413 


.C5 


Gene No. 


100396 




Strand 






Start 


29029 




End 


29999 




Name 


OJ000204 21. 0413. C5. 


,o8. tm 


Method 


TBLASTX: Maize 




Start 


15790 




End 


15988 




GI 


none 




Score " 


195 




Exons 


15790. .15852, 15794. 


, . 15988 








Seq. No. 


47203 




Seq. ID 


OJ000204_21.0413 


.C5 


Gene No. 


100396 




Strand 






Start 


29029 




End 


29999 




Name 


OJ000204 21. 0413. C5, 


, o5 . tm 


Method 


TBLASTX: Maize 




Start 


19812 




End 


20232 




GI 


none 




Score 


137 . 




Exons 


19812. . 19895, 19813. 


, .19896, 


19819. .19896, 19981. .20082, 





48880 



19982. .20221, 19984.. 20232 



Seq. No. 47203 

Gene No. 100396 

Start 29029 

Name OJ000204_21 . 04 13 . C5 . o6 . ts 

Start 19983 

GI none 

Exons 19983. . 20033, 19984 2025 6, .2014 6 20220 



Seq. ID OJ000204_21.0413.C5 
Strand 

End 29999 

Method TBLASTX : Soybean 

End 20256 

Score 212 



Seq. No. 47203 
Gene No. 100396 
Start 29029 

Name OJ000204_21 . 04 13 . C5 . o2 . tm 

Start 20704 
GI none 

Exons 20704. .20910, 20737 .. 2091 6, 

20^27. .21052, 2094 0 .. 21275 , 
21137., 21211 



Seq. ID OJ000204_21.0413.C5 
Strand 

End 29999 

Method TBLASTX : Mai ze 

End 21275 

Score 166 
20756. .20923, 20757 .. 20924 , 
20942. .21061, 21042 .. 2 1170, - 



Seq. No. 47203 

Gene No. 100396 

Start 29029 

Name OJ000204_21 . 04 13 . C5 . o3 . tc 

Start 24891 

GI none 

Exons 24891. .25037, 24 901 . . 2~5017 , 



Seq. ID OJ000204_21.0413.C5 
Strand 

End 29999 

Method TBLASTX : Cres s 

End 25181 

Score 94 
25047. .25181, 25048. .25179 



Seq. No. 47203 

Gene No. 100396 ' 

Start 29029 

Name OJ000204_21 . 04 13 . C5 . o7 . tm 

Start 24891 

GI none 

Exons 24891. .25034, 24901 .. 25035, 



Seq. ID OJ000204_21.0413.C5 
Strand 

End 29999 

Method TBLASTX : Mai ze 

End 25178 

Score 84 
25032. .25178 



Seq. No. 47203 

Gene No. 100396 

Start 29029 

Name OJ000204_21 . 04 13 . C5 . ol . tw 

Start 24919 

GI none 

Exons 24919. .25188, 24 921 .. 25187 , 



Seq. ID OJ000204_21.0413.C5 
Strand 

End 29999 

Method TBLASTX : Wheat 

End 25292 

Score 149 
25060. .25188, 25194. .25292 



Seq. No. 47203 

Gene No. 100396 

Start 29029 

Name OJ000204_21 . 04 13 . C5 . o2 . ts 

Start 25026 

GI none 

Exons 25026. .25187, 25185 .. 25289, 
25519. .25650, 25653 .. 25781, 



Seq. ID OJ000204_21.0413.C5 
Strand 

End 29999 

Method TBLASTX: Soybean 

End 26006 

Score 75 
25314. .25649, 254 97 .. 25625 , 
25902. .26006 



Seq. No. 4720.3 

Gene No. 100396 

Start 29029 

Name OJ000204 21 . 04 13 . C5 . o2 : tc 



Seq. ID OJ000204_21-.0413.C5 
Strand 

End 29999 

Method TBLASTX : Cress 



48881 




start 


25377 




End 


25727 




GI 


none 




Score 


96 




Exons 


25377 . .25727, 25516 


. . 25704 








Seq. No. 


47203 




Seq. ID 


OJ000204_21.0413 


.05 


Gene No. 


100396 




Strand 






Start 


29029 




End 


29999 




Name 


OJ000204 21 . 0413 .C5 


. o3 .'tm 


Mpt hofi 






Start 


25450 ~ 




End 


25883 " 




GI 


none 




Score 


109 




Exons 


25450 . . 25656, 25458 


. . 25883, 


25467 256 


97 




Sea No. 


47203 




Seq. ID 


OJ000204_21.0413 




Gene No. 


100396 




Strand 






Start 


29029 




End 


29999 




Name 


OJ000204 21. 0413. C5 


. o5 . t c 


Method 


TBLASTX: Cress 




Start 


25947 ~ 




End 


26321 




GI 


none 




Score 


82 




Exons 


25947 . .26039, 26046. 


. .26096, 


26121. .26243, 26125 .. 26241, 






26232. .26321, 26245, 


. .26307 








Seq-. No. 


47203 




Seq. ID 




.05 


Gene No. 


100396 




kJ L. J. Cll l.\Ji 






Start 


29029 




End 


9QQQQ 

^ J _7 J ^ 




Name 


OJ000204 21 0413 C5 


. o5 . ts 


Met hod 






Start 


26088 ~ 




End 


2 6312 




GI 


none 




Score 


104 




Exons 


26088 26312, 2614-6 


. .26307 








Seq. No. 


47203 




Seq. ID 


OJ000204_21.0413 


.05 


Gene No. 


100396 




Strand 






Start 


29029 




End 


29999 




Name 


OJ000204 21 0413 C5 


. o 6 . qs 


Method 


GENSCAN 




Start 


29029 




End 


29999 




GI 


none 




Score 


.64 




Exons 


29029. .29551, 29776. 


, .29999 








Seq. No. 


47203 




Seq. ID 


OJ000204_21.0413 


.05 


Gene No. 


100397 




Strand 






Start 


30532 




End 


30789 




Name 


OJ000204 21.0413 C5 


o 4 . t s 


Method 


TBLASTX: Soybean ■ 




Start 


30532 ~ 




End 


30789 




GI 


none 




Score 


260 




Exons 


30532 . . 30789, 30543. 


. 30773 








Seq. No. 


47203 




Seq. ID 


OJ000204_21.0413, 


.05 


Gene No. 


100398 




Strand 






Start 


31258 




End 


31527 




Name 


OJ000204 21 0413 C5 




Method 


TBLASTX: Maize 




Start 


31258 




End 


31527 




GI 


none 




Score 


84 




Exons 


31258. .31305, 31259. 


.31336, 


31319. .31525, 31387.. 31527 




Seq. No. 


47203 




Seq. ID 


OJ000204_21.0413. 


.05 


Gene No. 


100399 




Strand 






Start 


31499 




End 


31829 




Name 


OJ000204 21. 0413. C5. 


o3 . ts 


Method 


TBLASTX : Soybean 





48882 



start 
GI 

Exons 

Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



31499 
none 



End 
Score 



31829 
158 



31499. .31621, 31507 31620, 31724 .. 31828 , 31728.. 31829 



47203 

100400 

31737 

OJ000204_21.b413.C5.o6. tc 

31737 

none 

31737. .31877, 31756 31878 , 
32167. .32235, 32325 .. 32396, 

47203 

100400 

31737 

OJ000204_21.0413.C5.o4 .tm 
31741 
none 
31741. 
31965. 
32166. 
32330. 
32641. 



.31845, 31742. 

.32066, 31966. 

.32216, 32167. 

.32398, 32462. 

.32670, 32643. 



.31864, 
.32043, 
.32235, 
.32536, 
,32672, 



47204 

100401 

238 

OJ000204_21.0413.C9.ol.gp 

238 

none 

238. . 671 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000204 21. 0413, C5 



32672 

TBLASTX: Cress 
, 32397 
145 

31757. .31873, 31975 32064 , 
32326. .32397 



Seq. ID 

Strand 

End 

Method 

End 

Score 

31751 

31971 

32325 

32463 

32648 



31855", 
32060, 
32414, 
32537, 
32671 



OJ000204_21.0413.C5 
32672 

TBLASTX: Maize 

32672 

106 

31752. .31877, 
32163. .32234, 
32326. .32397, 
32483. .32542, 



Seq. ID OJ000204_21.0413.C9 

Strand + 

End 671 

Method AAT/GAP 

End 671 

Score 694 



Seq. No. 47204 Seq. ID 

Gene No. 100402 Strand 

Start ' 187 End 

Name OJ000204_21 . 04 13 . C9 .ol . gs Method 

Start 187 - End 

GI none Score 

Exons 187. . 381 



OJ000204_21.0413.C9 
381 

GENSCAN 

381 

.66 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start 



47205 Seq. ID OJ000204_21 . 04 13 . C17 

100403 Strand 

1 End 288 

OJ000204_21 . 0413 . C17 . ol . np Method AAT/NAP 

1 End 288 

7430950 Score 87 

1..288 

cinnamyl-alcohol dehydrogenase (EC 1.1.1.195) ELI3 - common ice 
plant gi I 1724110 |gb|AAB38503. 1 I {U79770) cinnamyl-alcohol 
dehydrogenase Eli3 [Mesembryanthemum crystallinum] 



47205 

100403 

1 

OJ000204 
176 



21.0413.C17.ol.gp 



Seq. ID 

Strand 

End 

Method 
End 



OJ000204_21.0413.C17 
288 

AAT/GAP 
288 



48883 






op (T^ or 
^ O D fl ^ D 




Score 


1 R4 
1 D f± 






EjXons 














Seq. No. 


47205 




Seq. ID 


OJ000204_21. 


0413. 


,017 


Gene No. 


100403 




Strand 








O La J- L. 


1 
1 






9ft ft 
zoo 






Name 


UJUUUZU4 Zl.U^lj 


. ui / . 01 . gs 


1^^^ ^ 


P T? M C P n Kl 








1 / D 


Cjna 


9 ft ft 
Zoo 






C T 


none 




Score 


Q4 






CjXOI lb 


1 7 C 9 P ft 












Seq. No. 


47206 




Seq. ID 


OJ000314_28. 


0405. 


06 


Gene No. 


100404 




Strand 


+ 






O L di- L 


^779 




Vnr\ 


0 -7 0 0 






Nsine 




. L/ D . oz . gs 


LYie Luoa. 


oHiiNotwHLN 






Q-H a r--i- 
oT,a.ir L 








D D 1 ^ 






PT 


none 




Score 


4 R 






TP V O 


'^779 "^QQI 49^^^ 




. . 0 D 1 ^ 








o e q . LN o . 


/I 7 0 n 




oeq . 1 U 


Pi TOO 0 '^1/1 9 ft 
vJUUUUOlfi ZO. 


U 4 UD . 


p ^ 


Gene No. 


100404 




Strand 


+ ~ 






Start 


3772 




End 


8988 






Name 




. D . 0 1 . np 


Method 


AAT/NAP 






o t art. 


/I 9 7 Q 




End 


8605 








D y 4 Z U 0 




Score 


2497 






Exons 


497Q zl'^ftl 


/CfTo 7000 


. .8605 - 








ol uesciTip. 




iiKe prouem 


2 [Arabidopsis thaliana] 




o e q . IN o . 


/I 7 o n ^; 

4 / Z U D 




Seq. ID 


OJ000314_28. 


0405. 


p 




X U VJ *i U *i 




Strand 


+ 






Start 


3772 




End 


8988 






Name 


OJ000314_28.0405 


.C6.ol.gp 


Method 


AAT/GAP 






o u dr u 


4 4 9 4 
ft ft Z 4 




End 


7571 






P T 


oU / / O 1 . Kl U o 4 




Score 


1374 






Exons 


flflZfi, .flODZ/ /UUU 


7 R 7 1 
, . / 0 / 1 










ol uescrip. 


ouufiDDO / . ue / D 


/ npoo ^ ^7 "5 \ 1 


putative protein kinase 


[Arabidopsis 




rnaiiana J 












o e q . LN o . 


4 7 9 0*^ 
ft / Z U D 




Seq. ID 


OJ000314_28. 


0405. 


06 




1 004 04 

X VJ U *1 "a 




Strand 


+ 






start 


3772 




End 


8988 






Name 


OJ000314_28.0405 


. 06 . o2 . gp 


Method 


AAT/GAP 






O Ldi. L 


0 Z _7 J 




End 


8988 






P T 
O 1 


9'^fi04 1 D10ft4 
ZODUft l.r\XUo4 




Score 


1100 






III AUI io 


ft9QS "ftf^OQ ft 7 00 
0Z_?O..0DU!7/ 0/UU 


. .8988 










ol uescnp. 


•'^OO^R^^R 0 Hci— ^7 

juufioDo J . ue 0 / 


(AC003673) putative protein kinase 


[Arabidopsis 




Ulla X Xcirici J 












Seq. No. . 


47206 




Seq. ID 


OJ000314_28. 


0405. 


06 


Gene No. 


100405 




Strand 


+ 






Start 


11002 




End 


11868 






Name 


OJ000314 28.0405 


. 06 . o4 . gs 


Method 


GENSOAN 






Start 


11002 




End 


11868 






GI 


none ■ 




Score 


"; 99 






Exons 


11002.. 11868 












Seq. No. 


47206 




Seq. ID 


OJ000314_28. 


0405. 


06 



48884 




Gene No. 


100406 








Strand 


+ 


Start 


13082 








End 


J. ;J ^ O 


Name 








• yp 




AAT /nap 


Start 


1^082 ~ 

X ^ o ^ 










GI 


1854123 










J o o 


E von 


13082 13280 














1 / ^ U D 








oeq . -L u 


U U U J X ^ 


Gene No. 


100407 








strand 


4- 


Start 


13894 








End 


14278 


Name 


OJ000314 28.0405 


.C6 


.o4 


.gp 


Method 


AAT /GAP 


Start 


13894 








End 


14278 


GI 


none 








Score 


679 


Exons 


13894. .14278 













Seq. No. 47206 Seq. ID 

Gene No. 100408 Strand 

Start 561 End 

Name OJ000314_28 . 04 05.C6.ol .gs Method 

Start 561 End 

GI none Score 

Exons 561. . 1067 



OJ000314_28.0405.C6 

1067 
GENSCAN 
1067 
.62 



Seq. No. 47206 

Gene No. 100409 

Start . 7213 

Name OJ000314_28 . 0405 . 06 . o3 . gs 

Start 7213 

GI none 

Kxons 7213.. 7467, 7597 
8446. .8533, 9520 



Seq. ID 
Strand 

End 11861 
Method GENSCAN 
End 10652 
Score ,7 
7698, 7930. .8084, 8103. .8148, 
9758, 9813.. 10652 



OJ000314 28. 0405. 06 



8352. .8429, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47206 Seq, ID OJ000314_28 . 04 05 . 06 

100409 Strand 

7213 End 11861 

OJ000314_28.0405.06.o2.np Method AAT/NAP 

8170 ' End 11861 

3776559 Score 307 

8170. .8206, 9658. .10601, 11714. .118 61 

(AC005388) Strong similarity to gene F14J9.26 gi 13482933 cdc2 
protein kinase homolog from A. thaiiana BAG gb|AC003970. ESTs 
gb|Z35332 and gb|F19907 come from this gene. [Arabidopsis 
thaiiana] 



Seq. No. 47206 

Gene No. 100410 

Start 12205 

Name OJ000314_28 . 04 05 . 06 . ol . tm 

Start 4213 

GI none 

Exons 4213.. 4263, 4279.. 4302, 4399, 



OJ000314_28.0405.O6 
15378 

TBLASTX: Maize 

7726 

49 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4560, 4403. .4438, 4404. .4562, 



4429. .4560, 6996. .7724, 6998. .7726, 7001. .7726 



Seq. No. 47206 Seq. 'ID OJ000314_28 . 04 05 . 06 

Gene No. 100410 * Strand 

Start 12205 End 15378 

Name OJ000314_28 . 04 05 . 06 . o2 . t s Method TBLASTX : Soybean 



48885 





4 d 4 
*i 4 4 D 






End 


7543 




none 






Score .. 


135 


T*' von c 

ill AVjl lo 




• 4 4 4 7 


4560 7nnn 


.7173, 7001.. 7273, 7004.. 7243, 




7326 7520 


7352 


7543 7364 


.7519, 7381. .7542 


Seq. No. 


47206 






Seq. ID 


OJ000314_28.0405.C6 


Gene No. 


100410 






Strand 




Start 


12205 






End 


15378 


Name 


n.Tnnn^i 4 9P 


04 0 5 

• U 4 U J 




Method 


TBLASTX: Cress 


O LdJ. L 


71 QQ ~ 

/ X -7 _? 






End 


7575 


\3 ± 


none 






Score 


82 


1-1 Ak^l iO 


71 QQ 7S>7 3 


791 


7979 7333 


.7575, 7334. .7573, 7369. -.7575 


Seq. No. 


47206 






Seq. ID 


OJ000314_28.0405.C6 


Gene No. 


100410 






Strand 




Start 


12205 






End 


15378 


IN dlUc^ 


n.TDnn^i 4 ?ft 

WUUUUJXI 


n4 n 5 


r6 ol 


Method 


TBLASTX: Wheat 


rt 

O L d J- 


742 3 ~ 

f *4 ^ J 






End 


7612 


O X 








Score 


207 




74 23 7 fil 1 


74 36 


7619 7449 


.7612 




O C • LN (J . 


4 7 ?n 






Seq. ID 


OJ000314_28.0405.C6 




1 nn 4 1 n 

X IJ U *i X U 






Strand 




start 


12205 






End 


15378 


Name 


OJ000314 28 


.0405 


.C6.ol.ts 


Method 


TBLASTX: Soybean 




/ O X D 






End 


8608 




none 






Score 


151 




/DXD. • 1 OO O f 


7 6^4 

f D O 4 


7Rn7 7645 


.7881, 7723. .8277, 7724. .8278, 




119 A PRQf^ 
/ f * t o ^ y o f 


77 QQ 


7ft 67 7 Rft Q 


.7960, 7943. .8122, 7955. .8071, 




ft 1 09 ft 1 ft 9 


ft 1 9ft 
O X ^ o 


ft1ft4 fl91'^ 


.8269, 8324. .8608, 8333. .8479 


Seq. No. 


47206 






Seq. ID 


OJ000314_28.0405.C6 


Gene No. 


100410 






Strand 




start 


12205 






End 


15378 


Name 


0,70 nn 3 T 4 9 ft 


n4n5 

• U 4 U J 




Method 


TBLASTX: Cress 




7 fift ft ~ 
/ o o o 






End 


8616 




none 






Score 


84 


F* von C3 


7fiftft 7ftfi7 


ft 394 

O J ^ 4 


R5Q6 ft335 


.8616 ' * 






479nfi 






Seq. ID 


OJ000314_28.0405.C6 


Gene No. 


100410 






Strand 




Start 


12205 






End 


15378 




o.Tonn 31 4 9ft 


04 05 
. u *i J 


P6 o9 hm 


Method 


TBLASTX: Maize 


qf o rt- 
o (_ d X i_ 


119 ~ 






End 


8593 


\J X 


none 






Score 


885 


F vor> Q 


119 ft 93S 


7797 


ft 9'^6 77'^n 


.8236, 7960. .8223, 7964. .8203, 




ft91(^ fl97'^ 

O.^XlJ. m O ^ 1 ^ f 


ft 333 


R47Q R'^S4 


.8479, 8474. .8593 


Seq. No. 


47206 






Seq. ID 


OJ000314_28.0405.C6 


Gene No. 


100410 






Strand 




Start 


12205 






End 


15378 


Name 


OJ000314 28 


.0405 


.C6.o4 . tc 


Method 


TBLASTX: Cress 


Start 


9654 






End 


10229 


GI 


none 






Score 


94 


Exons 


9654. .9743, 


9828 


.10124, 10119. .10229 




Seq. No. 


47206 






Seq. ID 


OJ000314__28.0405.C6 



48886 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name 
Start 



Gene No. 


100410 




Strand 














15378 




Name 


\JO\j\J\J O ±*i ^O. 


040^^ Cfs t-m 


lYie unoo 


TBLASTX: Maize 










Lna 


10367 . 




o ± 


n on 0 




Score 


73 




Hi AV^l iO 




Qft 9 R 1 OnSft Qft9 


1 009 


1004 7. .10229, 10350. .10367 


O c 4 . IN vj . 


*1 / ^ u o 




a eq . X jj 


OJ000314_28.0405 


.C6 


Gene No. 


100410 




strand 


- 




Start 


12205 




End 


15378 








040R r*^ o4 -he: 


iYie unoa 


TBLASTX: Soybean 




O t-ClI. U 


Qfi^4 ~ 

J? O J 4 




HjnQ 


10229 






none 




Score 


63 




Exons 




Q7^9 QR^(^ Qft9t^ 


1 009 s 


9846.. 9926, 9925.. 


10026, 




1 nn4 7 1 n??Q 


1 004 ft 1 01 ft S 

f X.KJKJ'itOt .XVJXO^ 








Seq. No. 


47206 




Seq. ID 


OJ000314_28.0405 


.C6 


Gene No. 


100410 




Strand 








12205 




End 


.15378 




Name 


n Tonn'^ 1 4 9ft 


0405.C6.o2 , tw 


Method 


TBLASTX: Wheat 






Qft7^ ~ 




End 


10211 




o J- 


none 




Score 


67 




P von Q 




10041. .10211, 10075. .10152 




Seq. No. 


47206 




Seq. ID 


OJ000314_28.0405 


.06 


Gene No. 


100410 




Strand 








1 990 S 




End 


15378 




Name 


o Tfinn "^1 4 9ft 


0405.C6.o5.gs 


Method 


GENSCAN 




o t-dr t 


1 9 90 R ~ 
X z z u o 




End 


14967 






none 




Score 


.81 






199ns i94n'=i 

XZZUJ. .XZ4UJ 


, 14305.. 14967 








O C . IN . 


4 7 90 




Seq. ID 


OJ000314_28.0405 


.06 


Gene No . 


100410 




Strand 






Start 


12205 




End 


15378 




Name 


OJ000314 28. 


0405.C6.o3.np 


Method 


AAT/NAP 




Start 


14050 . 




End 


15378 




GI 


7486671 




Score 


657 




Exons 


14050. .14882 


, 15354. .15378 








GI Descrip. 


hypothetical 


protein F8F16.23C 


- Arabidopsis thaliana 





gi|2827536|emb|OAA16544.1| (AL021633) hypothetical protein 
[Arabidopsis thaliana] gi | 7270044 | emb | CAB7 9859 . 1 | (AL161579) 
hypothetical protein [Arabidopsis thaliana] 



47206 

100410 

12205 

OJ000314_28.0405.06.o4. tm 

14284 

none 



Seq. ID OJ000314_28.0405.C6 
Strand 
End 

Method 
End 
Score 



15378 

TBLASTX: Maize 

14573 

319 



14284. .14571, 14285 14572, 14286. .14573 

OJ000314 28.0405.06 



47206 Seq. ID 

100410 Strand 

12205 End 

OJ000314_28.0405.06.o2. tc Method 

14353 End 



15378 

TBLASTX :Oress 
14878 



48887 



GI 


none 






Score 


79 






l-J kw/ 1 1 O 


14353. .14643, 14720, 


. 14878 , 


14737. . 14877 






Seq. No. 


47206 






Seq. ID 


OJ000314 


_28.0405 


.C6 


Gene No. 


100410 






Strand 








Start 


12205 






End 


15378 








OJ000314 28. 


0405. C6, 




Method 


TBLASTX: 


ooyDcciii 




start 


14446 






End 


14908 






GI 


none 






Score 


104 






R V n n 


• 14446. . 14646, 14462. 


. 14 665, 


14737. .14901, 14756 


. • X *i ^ VJ O 




O ^ • LN • 


47206 






•Seq. ID 


OJ000314 




• o 


Gene No. 


100410 






Strand 








Start 


12205 






• End 


15378 






Name 


OJ000314 28. 


0405. C6. 


o 3 • tm 


Method 


TBLASTX: 


Ma 1 21 e 




Cf a rt 


14580 






End 


14974 








none 






Score 


111 








14580. . 14657 


, 14582. 


. 14 686, 


14584. .14682, 14653 


. . X y / J , 






14681. . 14974 














Seq. No. 


47207 






Seq. ID 


OJ000314 


_28.0405 


.07 


Gene No. 


100411 






Strand 


+ 






q-i- a rt 


362 






End 


917 






Naine 


OJ000314 28. 


0405. C7. 


o X • q s 


Method 


GENSCAN 






O ^ Ct i. L, 


362 






End 


917 








none 






Score 


.64 








362. .433, 822'. . 917 












Seq. No. 


47207 






Seq. ID 


OJ000314 


_28.0405 


.07 


Gene No. 


100412 






Strand 








Start 


1566 






End 


2937 






Name 


OJ000314 28. 


0405. C7. 


o2 . gs 


Method 


GENSCAN 






o rt 


1566 






End 


2400 






GI 


none 






Score 


.91 






F" von Q 


1566*. . 1722, 


1873.. 2083, 2200 


. .2270, 2333. .2400 






Seq. No. 


4 720.7 






Seq. ID 


OJ000314 


_28.0405 


.07 


Gene No. 


100412 






Strand 








Start 


1566 






End 


2937 






Name 


OJ000314 28. 


0405. 07. 


ol . np 


Method 


AAT/NAP 






Start 


1569 






End 


2937 






GI 


4337207 






Score 


96 







Exons 1569.. 1771, 2916.. 2937 

GI Descrip. (AO006403) putative 02H2-type zinc finger protein [Arabidopsis 
thaliana] gi | 4 585205 I gb | AAD25324 . 1 1 AF09558 8_1 (AF095588) 02H2 
zinc finger protein FZF [Arabidopsis thaliana] 



Seq. No. 47208 

Gene No. 100413 

Start 7798 

Name OJ000314_28 . 04 05 . 08 . o2 . gs 

Start 7798 

GI none 
Exons 



Seq. ID OJ000314_28.0405.C8 

Strand + 

End 11131 

Method ' GENSCAN 

End 11131 

Score .88 



7798. .7920, 8004, .8135, 8228. .8325, 8547. .8624, 9745. .9823, 
10677. . 10780, 11047.. 11131 



Seq. No. 



47208 



Seq. ID OJ000314 28.0405.08 



48888 



Gene No. 


100414 




Strand 


+ " 




Start 


174 06 




End 


23114 




Name 


OJ000314 28 0405 C8 




Method 


GENSCAN 




Start 


17406 ~ 




End 


23114 




GI 


none 




Score 


.67 




P. von c; 


17406 17462 17949 


18061, 


18809. .21908, 22035. 


23114 


Seq. No. 


•47208 




Seq. ID 


OJ000314_ 


_28.0405,C8 


Gene No. 


100414 




Strand 


+ 




Start 


17406 




End 


23114 




Name 


OJ000314 28 0405 C8 


t o3 • gp 


Method 


AAT/GAP 




Start 


18437 ~ 




End 


18731 






426253 




Score 


514 






18437 18731 










O ^ « L\\J t 


47208 




Seq. ID 


OJ000314_ 


2ff nans rft 


Gene No . 


100414 




Strand 


+ 




Start 


17406 




End 


23114 




Name 


OJ000314 28. 0405. C8. 


. o2 . np 


Method 


AAT/NAP 




Start 


19308 




End 


23111 




GI 


6630696 




Score 


6629 




Exons 


19308. .23111 










GI Descrip. 


(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E20423 ) 


correspond 



region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. {P10978) [Oryza sativa] 



Seq. No. 


47208 


Seq. ID 


OJ000314_28. 


.0405. C8 


Gene No, 


100414 


Strand 


+ 




Start 


17406 


End 


23114 




Name 


OJ000314 28.0405.C8.o4.gp 


Method^ 


AAT/GAP 




Start 


19350 


End 


20240 




GI 


101595 1.R1084 


Score 


1467 




Exons 


19350. .20050, 20166.. 20240 








GI Descrip. 


'3047066 3.0e-15 (AF058825) 


contains similarity to 






retrovirus-related POL polyproteins [Arabidopsis thaliana] 


Seq. ''No. 


47208 


Seq. ID 


OJ000314_28, 


,0405. C8 


Gene No. 


100415 


Strand • 






Start 


731 


End 


5413 




Name 


OJ000314 28.0405.C8.ol.gs 


Method 


GENSCAN 




Start 


731 


End 


5413 




GI 


none 


Score 


.92 




Exons 


731. .890, 1008. .1223, 1759. 


.1928, 2021, 


..2569, 3442. 


, .3817, 




5385. .5413 








Seq. No. 


47208 


Seq. ID 


OJ000314_28. 


.0405. C8 


Gene No. 


100415 


Strand 






Start 


731 


End 


5413 




Name 


OJ000314 28.0405.C8.ol.np 


Method 


AAT/NAP .. 




Start 


734 


End 


3546 




GI 


4337207 


Score 


1017 




Exons 


734. .890, 1008. .1223, 1759., 


.1928, 2021. 


-.2569, 3442. 


.3546 



GI Descrip.- {AC006403) putative C2H2-type zinc finger protein [Arabidopsis 
thaliana] gi | 4 585205 | gb | AAD25324 . 1 | AF095588_1 {AF095588) C2H2 
zinc finger protein FZF [Arabidopsis thaliana] 



Seq. No. 



47208 



Seq. ID OJ000314_28.0405.C8 



48889 



Gene No. 100415 Strand 

Start 731 End 5413 

Name OJ000314_28 . 0405 . C8 . ol . gp Method AAT/GAP 

Start 1759 End 2221 

GI uC-osflm202109e01bl Score 638 

Exons 1759.. 1928, 2021., 2221 

GI Descrip. ' 2827537/emb | CAA16545 . 1 | 3.0e-49 (AL021633) putative zinc finger 
protein [Arabidopsis thaliana] * 



Seq, No. 47208 

Gene No. 100415 

Start 731 

Name OJ000314_28 . 04 05 . C8 . o2 . gp 

Start 2298 

GI 47079_1.R1084 

Exons 2298.-2569, 3442.. 3702 

GI Descrip. ' 2827537 /emb | CAAl 6545 . 1 | 1, 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_28.0405.C8 

5413 
AAT/GAP 
3702 
1005 



protein [Arabidopsis thaliana] 



Oe-36 {AL021633) putative zinc finger 



Seq. No. 47208 • 

Gene No. 100416 

Start 14778 

Name OJ000314_28 . 0405 . C8 . o2 . tm 

Start 715 

GI none 
Exons 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 28.0405,08 



16822 

TBLASTX: Maize 
1833 
193 

715. .891, 719. .907, 720. .872, 731 .. 8 92;- 1005 .. 1172 , 1006 1173, 
1010, .1195, 1010. .1186, 1057. .1194, 1193. .1225, 1756. .1833 



Seq. No. 47208 

Gene No. 100416 

Start 14778 

Name OJ000314_28 . 0405 . C8 . o2 . ts 

Start 728 

= GI none 
tl Exons 



Seq. ID OJ000314_28.0405.C8 
Strand 

End 16822 

Method TBLASTX : Soybean 

End 2194 

Score 119 



728. .889, 729. .860, 731. .889, 771. .893, 772, .891, 1043. ,1225, 



1044. .1106, 1760. .1777, 1824, 
2d01..2165, 2021,. 2194 



,1934, 1840.. 1929, 2000.. 2194, 



Seq. No. 47208 

Gene No. 100416 

Start 14778 

Name OJ000314_28 . 04 05 . C8 . o2 . tc 

Start 1756 

GI none 

Exons 1756.. 1929, 1757.. 1792, 1833, 
2001. .2129 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_28.0405.C8 
16822 

TBLASTX: Cress 

2129 

46 



.1934, 1840. .1929, 2000. .2128, 



Seq. No. 47208 
Gene No. 100416 
Start 14778 

Name OJ000314_28 . 0405 . C8 . ol . tm 

Start 1836 
GI none 

Exons- 1836. .1934, 1837. .1929, 1841, 

2234.. 2506, 2247.. 2531, 2306, 
3439, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 28. 0405. C8 



.3546, 3505. .3546, 3591. .3692 



16822 

TBLASTX: Maize 
3692 
130 

.1945, 2000. .2242, 2018. .2242, 
.2572, 2307, .2570, 2308. .2571, 



48890 




Seq. No. 47208 

Gene No. 100416 

Start 14778 

Name OJ000314_28 . 0405 . C8 . o6 . 

Start 2064 

GI none 

Exons 2064,. 2165, 2066.. 2203, 
2.210. .2269, 2220. .2282, 

Seq. No. 47208 

Gene No. 100416 

Start 14778 

Name OJ000314__28 . 04 05.C8.o8. 

Start 2312 

GI none 

Exons 2312.. 2353, 2384.. 2509, 
2511.. 2570, 2518.. 2571, 

Seq. No. '47208 

Gene No. 100416 

Start 14778 

Name OJ000314_28 . 04 05 . C8 . o3 . 

Start 14778 

GI none 

Exons 14778. .14960, 15289.. 15 
16091. .16251, 16354. .16 




Seq. ID OJ000314_28.0405.C8 
Strand 

End 16822 . 

tw Method TBLASTX : Wheat 

End 2354 

Score 146 
2066. .2215, 2159. .2233, 2183. .2254, 
2306.. 2350, 2307.. 2354 

Seq. ID OJ000314_28.0405.C8 
Strand 

End 16822 

ts Method TBLASTX : Soybean 

End 3546 

Score 71 
2387. .2488, 2409. .2501, 2498. .2572, 
3439.. 3546 

Seq. ID OJ000314_28.0405.C8 

Strand ' - 

End 16822 
gs Method GENSCAN 

End 16822 

Score .82 
438, 15527.. 15662, 15748.. 15827, 



Seq. No. 47208 . 

Gene No. 100416 

Start 14778 

Name OJ000314_28 . 0405 . C8 . olO . tm 

Start 14904 

GI none 
Exons 



Seq. ID OJ000314_28.0405.C8 
Strand 
End 

Method 
End 
Score 



16822 

TBLASTX: Maize 

15441 

66 



14904. .14963, 15274 1544 1 , 15352. .15432 



Seq. No. 47208 Seq. ID 

Gene 'No. 100416 Strand 

Start 14778 End 

Name OJ000314_28 . 04 05 . 08 . o4 . ts Method 

Start 15343 End 

GI none Score 

Exons 15343. .15453, 15389 .. 154 54 , 

15747. .15830, 15748.. 15831 



OJ000314_28.0405.C8 
16822 

TBLASTX: Soybean 
15831 
57 

15522. .15659, 15527 .. 15658 , 



Seq. No. 


47208 






Seq. ID 


OJ000314 


_28.0405 


.08 


Gene No. 


100416 






Strand 








Start 


14778 






.End 


16822 






Name 


OJ000314 28.04 


05.08. 


, o7 .tm 


Method 


TBLASTX: 


Maize 




Start 


15545 






End 


16238 






GI 


none 






Score 


168 






Exons 


15545. . 15661, 


15549. 


, .15662, 


15549. .156 


65, 15631 


. . 15663, 






15735. . 15830, 


15745. 


, .15831, 


15747. .158 


30, 16002 


. . 16208, 






16020. . 16238, 


16076. 


, .16237 










Seq. No. 


47208 






Seq. ID 


OJ000314 


_28.0405 


.08 


Gene No. 


100416 






Strand 








Start 


14778 






End 


16822 







48891 










Method 


TBLASTX: Cress 


Ql- 3 r-f- 
O Ldl. U 


X J J J *i 




End 


16225 








Score 


118 


Exons 


XJJ-Jfl. .X^DOO/ XODO;;) 


. .XjDDZ/ 


15745. .15828, 15747 .. 15833, 




XUU/O. .XU^^J 








Seq. No. 


47208 




Seq. ID 


OJ000314_28.0405 


Gene No. 


100416 




Strand 






1 4 7 7 R 




End 


16822 


Nsme 


o.Tnnn^id 9r odns pr 


. OX • Co 


Method 


TBLASTX : Soybean 


O L-dX L. 


1 ^074 "~ 

X Ov / *i 




End 


16603 


la X 


none 




Score 


95 




XOVJ/*l. .XU^JVJ/ XUU/D 


t . X U ^ 1 _? , 


16355. .16603, 16371.. 16598 


Seq. No. 


47208 




Seq. ID 


OJ000314_28.0405 


Gene No. 


100416 




Strand 




Of- a y-4- 

o u d X u 


1 477ft 




End 


16822 


Nsme 


0.7000^14 9R Ddn^ PR 


0 / . LW 


Method 


TBLASTX: Wheat . 


-rl- 
O L-dX u 


X D VJ / D 




End 


16498 


kjX 


none 




Score 


77 




XUU/U. .XO^j*t/ XDOJ^ 


• X D 4 U J , 


16418. .16498 


Seq. No. 


47208 




Seq. ID 


OJ000314_28.0405 


Gene No. 


100416 




Strand 




O LdX L 


1 4 77 R 

X T / / 0 




End 


16822 


Nsme 


n.Tnnn'^1 4 ?r ndOR pr 


04 • to 


Method 


TBLASTX: Cress 


O LdX U 


X D 0 0 J 




End 


16624 


P T 
oX 


none 




Score 


66 


Hi AOXlO 


X\J^J^. .XUv.JL//f XU-JoJ!?! 


• X D 0^ 4 






Seq. No. 


47208 




Seq. ID 


OJ000314_28.0405 


Gene No. 


100416 




Strand 




O U d X u 


1 477R 




End 


16822 


Nsine 


n,Tnnn'^i4 9r n^ns pr 


r\Oi -|-m 

0 y . cm 


Method 


TBLASTX: Maize 


O L dX L 


-1 ~ 
X 0 0 J J 




End 


16483 


OX 


none 




Score 


96 




XUJJ»J. .XOriOO/ 1. KJ 0 ^ y m 


. X 0 4 / ^ 






O c q . LN O . 


4 / ^ U 0 




Seq. ID 


OJ000314_28.0405 


Gene No. 


100417 




Strand 




Start 


19200 




End 


19658 


LNdiUC 


o.Tnnn'^i 4 9r n4n'=i pr 


o4 . tw 


Method 


TBLASTX: Wheat 


O Ldx U 


X u u 




End 


19599 


oX 


none 




Score 


128 




1 Q^nn iQ'^4n iQ9n^ 

X_7^l.UU..Xl7.J*iU/ X_7^UO. 


. X 0 0 / / 


19314, .19598, 19388 .. 19579, 




1Q417 iqc;QQ iQ/fiR 








Seq. No.- 


47208 




Seq. ID 


OJ000314_28.0405 


Gene No. 


100417 




Strand 




O U d X L 


X yz. u u 




End 


19658 


Name 


OJ000314 28. 0405. C8. 


06 . tm 


Method 


TBLASTX: Maize 


Start 


19350 




. End 


19658 


vjX 


none 




Score 


318 


Exons 


19350. .19658, " 19397. 


.19579, 


19450. .19593, 19479. .19655 


Seq. No. 


47208 




Seq. ID 


OJ000314_28.0405 


Gene No. 


100418 




Strand 








48892 





start 
Name 
Start 
GI 

Exons 



20181 

OJ000314_28.0405.C8.o3.tm 

20181 

none 

20181. .20453, 20182 204 54 , 
20484. .20525 



End 20525 
Method TBLASTX : Mai ze 
End 20525 
Score 391 
20183. .20455, 20183 ., 20455, 



Seq. 'No. 47208 

Gene No. 100419 

Start 20499 

Name OJ000314_28 . 0405 . C8 . o9 . ts 

Start 20499 

GI none 

Exons 20499. .20648, 20631.. 20879 



Seq. ID OJ000314_28 ..0405.C8 
Strand 

End 21692 

Method TBLASTX : Soybean 

End 20879 

Score 88 



Seq. No. 47208 

Gene No. 100419 

Start 20499 

Name OJ000314_28 . 04 05 . C8 . o8 . tm 

Start 20637 

GI none 

Exons 20637. .21101, 20876.. 21094 



Seq. ID OJ000314_28.0405.C8 
Strand 

End 21692 

Method TBLASTX: Maize 

End 21101 

Score 313 



Seq. No. 47208 

Gene. No. 100419 

Start • 20499 

Name OJ000314_28 . 0405 . C8 . o5 . tw 

Start 20744 

GI none 

Exons 20744. .20944, 20745 20942 , 20752.. 20943 



Seq. ID OJ000314_28.0405.C8 
Strand 

End 21692 

Method TBLASTX : Wheat 

End 20944 

Score 274 



Seq. No. 47208 

Gene No. 100419 

Start 20499 

Name OJ000314_28 . 0405 . C8 . o5 . ts 

Start 20889 

GI - ,none 

Exons' 20889. .21110, 208 91 .. 21106,^ 



Seq. ID OJ000314_28 .0405.C8 
Strand 

End 21692 

Method TBLASTX : Soybean 

. ' End 21287 

Score 207 ■ 
21114.. 21287 



Seq. No. 47208 

Gene No. 100419 
Start ' 20499 

Name OJ000314_28 . 04 05 . C8 . o5 . tc 

Start 20904 

GI none 

Exons 20904. .21104, 21123 .-. 21311, 21315.. 21380 



Seq. ID OJ000314_28 .0405.08 
Strand 

End 21692 

Method TBLASTX : Cress 

End 21380 

Score 119 



Seq. No. 47208 

Gene No. 100419 

Start 20499 

Name OJ000314_28 . 04 05 . C8 , 

Start 20945 

GI none 

Exons 20945. .21352, 20945, 
21510. .21692 



ol . tw 



Seq. ID OJ000314_28.0405.C8 
Strand 

End 21692 

Method TBLASTX : Wheat 

End 21692 

Score 263 



.21442, 20952. .21692, 21503 21 688 ,• 



Seq. No. 



47208 



Seq. ID OJ000314_28.0405.C8 



48893 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



100420 Strand 

21612 End 

OJ000314_28 .0405.C8.o3.ts Method 

21612 End 

5509260 Score 
21612. .22076, 21707.. 21928 



22975 

TBLASTX: Soybean 

22076 

379 



Seq. No". 47208 Seq. ID 

Gene No. 10*0420 Strand 

Start 21612 End 

Name OJ000314_28 . 0405 . C8 . ol . tc Method 

Start ■ 21705 End 

GI none Score 

Exons 21705. .21965, 21707.. 21877 



OJ000314_28.0405.C8 
22975 

TBLASTX: Cress 

21965 

282 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47208 

100420 

21612 

OJ000314 

21746 

none 



28.0405.C8.o5.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



pJ000314_28.0405.C8 
22975 

TBLASTX: Maize 

22211 

350 



21746. .21877, 21747 2221 1 , 21882 21962, 22001. .22108 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47208 

100420 

21612 

OJ000314 

21747 

none 



28.0405.C8.o3.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_28.0405.C8 
22975 

TBLASTX: Wheat 

22292 

307 



21747. .22091, 21764 .. 21928 , 22086. .22292 



Seq. No. 47208 

Gene No. 100420 

Start 21612 

Name OJ000314_28 . 0405 .C8 . o6 . ts 

Start 22145 

GI none 

Exons 22145. .22309, 22146 22304 , 
22314. .22496 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_28.0405.C8 
22975 

TBLASTX: Soybean 

22496 

141 



22304 . .22492, 22305 22493, 



Seq. No. 47208 Seq. ID 

Gene No. 100420 Strand 

Start 21612 End 

Name ' OJ000314_28 . 04 05 . C8 . o4 . tm Method 

Start 22272 End 

GI none Score 
Exons 



OJ000314_28.0405.C8 
22975 

TBLASTX: Maize 

22644 

358 



22272. .22643, 22295 . .22642, 22396.. 22644 



Seq. No. 47208 

Gene No. 100420 

Start 21612 

Name OJ000314_28 . 04 05 . C8 . o2 . tw 

Start 22500 

GI none 

Exons 22500. .22574, 22501 .. 22560, 
22589. .22975, 22590 .. 22973, 



Seq. ID 

Strand 

End 

Me.thod ■ 

End 

Score 



22505. .22600, 22505 
22591. .22974 



OJ000314_28.0405.C8 
22975 

TBLASTX: Wheat 

22975 

105 

22573, ' 



48894 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

• Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47208 
100420 
21612 

OJ000314_28.0405.C8.o7.ts 
22506 
none 



22975 

TBLASTX : Soybean 
22847 
97 

22506. .22619, 2254 1 .. 22609, 22638 .. 22847 , 22643. .22768 



Seq. ID OJ000314_28.0405.C8 
Strand 
End 

Method 
End 
Score 



47209 ■ Seq. ID OJ000314_28 . 0405 . C9 

100421 Strand + 

5093 End 6886 

OJ000314_28. 0405.C9.ol.np Method AAT/NAP 

5093 End 6886 

7489501 Score 732 

5093.. 6633, 6709.. 6886 

NBS-LRR type resistance protein - rice (fragment) 

gi|2792220|gb|AAB96985.1| (AF032688) NBS-LRR type resistance 
protein [Oryza sativa] 



Seq. No. 47209 Seq. ID OJ000314_28 . 0405 . C9 

Gene No. 100421 Strand + 

Start 5093 End 6886 

Name OJ000314_28 . 04 05 . C9 . ol . gp Method AAT/GAP 

Start 5832 . End 6338 

GI uC-osflcyp035e05bl. Score 1002 

Exons 5832.. 6338 

GI Descrip. ' 3021265/emb | CAA184 60 . 1 | 3.0e-30 (AL022347) protein kinase-like 
protein [Arabidopsis thaliana] >gi_3292839_emb_CAA19829 . 1_ 
(AL031018) protein kinase-like protein [Arabidopsis thaliana] ' 



Seq. No. 47209 Seq. ID 

Gene No. 100422 Strand 

Start 12147 End 

Name OJ000314_28 . 0405 . C9 . o4 . gp Method 

Start 12147 End 

GI ■ 2312855 Score 

Exons 12147. .12595 



OJ000314_28.0405.C9 
+ 

12595 
AAT/GAP 
12595 
725 



Seq. No. 


47209 




Seq. ID 


OJ000314_ 


_28.0405 


Gene No . 


100423 




Strand 


+ 




Start 


16807 




End 


17759 




Name 


OJ000314 28.0405.09. 


. o3 . gs 


Method 


GENSCAN 




Start 


16807 




End 


17759 




GI 


none 




Score 


.52 




Exons 


16807. .16937, 17337. 


. . 17544, 


17661. .17759 




Seq.. ^No. 


47209 




Seq. ID 


OJ000314_ 


_28.0405 


Gene No. 


100424 




Strand 


+ 




Start 


19182 




End 


23397 




Name 


OJ000314 28.0405.09. 


, o4 . gs 


Method 


GENSCAN 




Start 


19182 


End 


23320 




GI 


none 




Score 


. 77 




Exons 


19182. .19267, 19379. 


.19517, 


19942. .20025, 20305 


. .20421, 




20510. .20740, 21124. 


.21608, 


21902. .22001, 22638 


. .22757, 



23080. .23320 



48895 



# 



Seq. No. 47209 Seq. ID 

Gene No. 100424 Strand 

Start 19182 End 

Name OJ000314_28 . 0405 . C9. o4 . np Method 

Start 20296 End 

GI 7486451 Score 

Exons 20296. .20421, 20516.. 20758 

GI Descrip. hypothetical protein F4I10.60- - Arabidopsis thaliana 

gi I 4455327 |emb|CAB36787. II (AL035525) hypothetical protein 
[Arabidopsis thaliana] gi | 7270261 | emb | CAB80030 . 1 | (AL161583) 
hypothetical protein [Arabidopsis thaliana] 



OJ000314_28.0405.C9 
+ 

23397 
AAT/NAP 
20758 
123 



Seq. No. 47209 Seq. ID 

Gene No. 100424 Strand 

Start 19182 End 

Name OJ000314_28 . 0405 . C9 . o5 . np Method 

Start 20456 End 

GI 7025856 Score 
Exons 



OJ000314_28.0405.C9 
+ 

23397 
AAT/NAP 
23397 
837 



20456. .20838, 2 117 6 21608 , 21902 22001 , 22308 .. 22367, 
22456. .22548, 22638 .. 22757 , 23080. .23397 
GI Descrip. {AC024128) hypothetical protein [Arabidopsis thaliana] 



Seq. No. 47209 

Gene No. 100424 

Start 19182 

Name OJ000314_28 . 04 05 . C9 . o6 . gp 

Start 20614 

GI none 

Exons 20614 . .20740, 20835 .. 21029, 21124.. 21202 



Seq. ID OJ000314 28. 0405. C9 



Strand 
End 

Method 

End 

Score 



+ 

23397 
AAT/GAP 
21202 
739 



Seq. No. 47209 

Gene No. 100425 

Start 10064 

Name OJ000314_28 . 0405 . C9 . o3 . ts 

Start 5273 

GI none 
Exons 



Seq. ID OJ000314_28.0405.C9 
Strand 
End 

Method , 
End 
Score 



15203 

TBLASTX: Soybean 

5719 

62 



5273. .5338, 5342. .5434, 5444. .5719, 5569. .5703 



Seq. No. 47209 

Gene No. 100425 

Start 10064 

Name OJ000314_28 . 0405 . C9 . o6 . tm 

Start 5578 

GI none 

Exons -5578. .5634, 5729. .6031, 5753. 



Seq. ID OJ000314_28.0405.C9 
Strand 

End 15203 

Method TBLASTX : Mai ze 

End 6190 

Score 176 
.5968, 6152. .6190 



Seq. No. 47209 

Gene No-. 100425 

Start 10064 

Name OJ000314_28 . 0405 . 09 . o2 . ts 

Start 5753 

GI none 

Exons 5753.. 6109, 5906.. 6112, 6143. 

6386.. 6553, 6500.. 6631 



Seq. ID OJ000314_28.0405.C9 
Strand 

End 15203 

Method TBLASTX : Soybean 

End 6631 

Score 251 

.6196, 6152. .6190, 6380. .6499, 



Seq. No. 
Gene No. 



47209 
100425 



Seq. ID OJ000314_28.0405.C9 
Strand 



48896 



start 
Name 
Start 
GI 

Exons 



10064 End 15203 

OJ000314_28 . 0405 . C9 . o2 , gp Method AAT/GAP 

10064 End 10357 

2317426 Score " 538 
10064. .10357 



^3 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47209 Seq. ID OJ000314_28 . 0405 .09 

100425 ' . Strand 

10064 'End 15203 

OJ000314_28.04 05.C9.o2.np Method AAT/NAP 

10175 End 14044 

7488192 Score 535 

10175. . 10480, 10559. .10712, 10800 .. 11031, 11272 .. 114 85, 

11551. . 11622, 14010. .14044 

probable serine/threonine-specif ic protein kinase (EC 2.7.1.- 
F21P8.20 - Arabidopsis thaliana gi | 3021265 | emb | CAA184 60 . 1 | 
(AL022347) protein kinase-like protein [Arabidopsis thaliana] 
gi|3292839)emb|CAA19829.1| (AL031018) protein kinase-like 
protein [Arabidopsis thaliana] gi | 7269160 | emb | CAB79268 . 1 | 
(AL161558) protein kinase-like protein [Arabidopsis thaliana] 



47209 

100425 

10064 

OJ000314_2B.04 05.C9.ol.tc 

10277 

none 

10277. .10480, 10565. .10711, 
10803. .10937, 10862. .10960, 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 28. 0405. C9 



15203 

TBLASTX: Cress 
10999 
87 

10611, .10712, 10799. .10960, 
10946.'. 10999 



Seq. No. 47209 

Gene No. 100425 

Start 10064 

Name OJ000314_28 . 0405 . C9 . o2 . tm 

Start 10277 

GI none 

Exons 10277. .10480, 10568 .. 10711, 
10797. .10925, 10938 .. 11015, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

10569 

10943 



OJ000314 28. 0405. C9 



15203 

TBLASTX: Maize 
11032 
110 

10712, 10796. .10960, 
11032 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47209 Seq. ID 

100425 Strand 

10064 End 

OJ000314_28 . 04 05 .C9 . ol . tw Method 

10437 End 

none ' Score- 



OJ000314_28.0405.C9 
15203 

TBLASTX: Wheat 

10966 

40 



10437. .10484, 10439 .. 104 80, 10607 ,. 107 11, 10608 .. 10712, 
10802. .10936, 10803. .10961, 10946.. 10966 



Seq. No. 47209 

Gene No. 100425 

Start 10064 

Name OJ000314_28 . 0405 . C9 . o3 . gp 

Start" 10449 

GI 287270 

Exons 10449. . 10480, 10559 .. 107 12 , 
GI Descrip. 3021265/emb | CAA184 60 . 1 | 3.0e 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 28. 0405. C9 



15203 
AAT/GAP 
10952- 
625 

10800. .10952 

-30 (AL022347) protein kinase-like 



protein [Arabidopsis thaliana] >gi_3292839_emb_CAA1982 9 . 1_ 



48897 



(AL031018) protein kinase-like protein [Arabidopsis thaliana] 

OJ000314 28. 0405. C9 



Seq. No. 47209 

Gene No. 100425 

Start 10064 

Name OJ000314_28 . 04 05 . C9 . ol . ts 

Start 10608 

GI none .... 

Exons - 10608. .10718/ 10610 . .10714 , 10785 
10943. .11035 



Seq. ID 
Strand 
End 

Method 
End 
Score 



15203 

TBLASTX : Soybean 

11035 

100 



,10952, 10802. .10960, 



Seq. No. 47209 

Gene No. 100425 

Start 10064 

Name OJ000314_28 . 0405 . C9 . o3 . tm 

Start 11342 

GI none 

Exons 11342. . 11485, 
11551. . 11727, 



11343. .11474, 
11552, .11728 



Seq. ID 

Strand 

End 

Method 
End . 
Score 



OJ000314_28.0405.C9 
15203 

TBLASTX: Maize 

11728 

131 



1134-4. .11475, 11520. .11726, ■ 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start^ 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons . 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314 28. 0405. C9 



15203 
AAT/NAP 
15203 
254 



47209 
100425 
10064 

OJ000314_28.0405.C9,o3.np 
12853 
7486392 

12853. .12874, 14798. .15203 
hypothetical protein F4B14 , 
gi I 3036796 I emb I CAA184 8 6.il 
[Arabidopsis thaliana] gi | 3805858 | emb | CAA21478 . 1 | (AL031986) 
putative protein [Arabidopsis thaliana] 

gi|7270544 |emb|CAB81501.1| {AL161588) putative protein 
[Arabidopsis thaliana] 



.190 - Arabidopsis thaliana 
(AL022373) putative protein 



47209 

100425 

10064 

OJ000314_^28.04 05.C9.o5. tm 

14805 

none 



Seq. ID OJ000314_28.0405.C9 
Strand 
End 

Method 
End 
Score 



15203 

TBLASTX: Maize 

15188 

76 



14805. .14915, 14925. .14984, 15039 15182 , 15120. .1518E 



47209 
100426 
20302 
OJ000314 
20302 
none 
20302 
20507 
20713 



28.0405.C9.o4.tm 



20427, 20303. 
20665, 20507, 
20745 



.20425, 
.20611, 



Seq. ID 
Strand 
End 

Method 

End 

Score 
20487. .20642, 
20509. .20634, 



OJ000314 28. 0405. C9 



20761 

TBLASTX: Maize 
20761 
131 

20488. .20646, 
20654. .20761, 



Seq. No. 
Gene No'. 
Start 
Name 
Start 



47209 

100427 

21241 

OJ000314 

21241 



28.0405.C9.ol.tm 



Seq. ID 

Strand 

End 

Method 
End 



OJ000314_28.0405.C9 
23404 

TBLASTX:Maize 
23404 



48898 



GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 



Score 



80 



21241. .21309, 21241. .21303, 21245. .21304, 21291 214 4 6, 



21307. .21450, 21308 .. 214 63, 21313, 

21457. .21612, 21899 .. 22000, 21900, 

22287. .22376, 22313 .. 22375, 22444, 

22455. .22547, 22 634 .. 22699, 22637, 

23063. .23314, 23065 .. 23313, 23079, 

23292. .23402, 23294.. 23404 



.21450, 21453. .21611, 

.22001, 21901. .22002, 

.22548, 22455. .22553, 

.22765, 22638. .22772, 

.23336, 23290. .23403, 



47210 Seq. ID 

100428 Strand 

189 End 
OJ000314_28. 0405. CIO. ol.gs Method 

189 End 

none Score 
189. .354 



OJ000314_28. 0405. CIO 
+ 

354 

GENSCAN 

354 

.8 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 
Name 
Start , 
GI 

Exons 

GI Descrip. 



47210 Seq. ID 

100429 Strand 

288 End 

OJ000314_28.0405.C10.ol.np Method 

288 End 

134920 Score 
288. .478 

SULFATED SURFACE GLYCOPROTEIN 185 

sulfated surface glycoprotein 185 
gi I 1-4 05821 1 embiCAA35953 I (X51616) 
185 [Volvox carteri] 



OJ000314_28. 0405. CIO 
478 

AAT/NAP 

478 

42 



(SSG 185) gil 99441 Ipir I IA33647 
- Volvox carteri 
SULFATED SURFACE GLYCOPROTEIN 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214 16. 0406. CI 



243 

AAT/NAP 

243 

98 



47211 
100430 
1 

OJ000214_16.04 06.Cl.ol.np 
1 

7488272 
1..243 

protein kinase homolog T18B16.80 - Arabidopsis thaliana 
(fragment) gi | 4 455158 | emb | CAAl 6700 . 1 1 (AL021687) kinase-like 
protein [Arabidopsis thaliana] gi | 72 68706 | emb | CAB7 8 913 . 1 | 
{AL161550) kinase-like protein [Arabidopsis thaliana] 



16. 0406. CI 



Seq. No. 


47211 








Seq. ID 


OJ000214 


Gene No. 


100431 








Strand 




Start 


157 








End 


365 


Name 


OJ000214 


16. 0406. CI. 


ol 


.gs 


Method 


GENSCAN 


Start 


157 








End 


365 


GI 


none 








Score 


.71 


Exons 


157. .235, 


358. .365 










Seq. No. 


47212 








Seq. ID 


OJ000214 


Gene No. 


100432 








Strand 


+ 


Start 


228 








End 


493 


Name 


OJ000214 


16. 0406. C2. 


ol 


.gp 


Method 


AAT/GAP 


Start 


228 








End 


493 


GI 


6025016 








Score 


453 


Exons 


228. .493 













4 8-8 99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Gl Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47212 

100433 

422 

OJ000214_16. 04 06.C2.ol.np 
422 

7248414 . 



Seq. ID OJ000214_16. 0406.C2 
Strand 

End 2558 

Method AAT/NAP 

End 1890 

Score 1367 



422. .658, 743. .766, 1061. .1179, 1293. .1464, 1527. .1721, 
1792. . 1890 

{AP001389) Similar to Zantedeschia aethiopica iron superoxide 
dismutase (AF094831) [Oryza sativa] 



47212 

100433 

422 

OJ000214_16.04 06.C2.ol.gs 

425 

none 



Seq. ID OJ000214_16.0406.C2 
Strand 

End 2558 

Method GENSCAN 

End 2459 

Score .71 

425. .658, 1061. .1179, 1293. .1464, 1527. .1721, 1792. .2001, 
2351.. 2459 



Seq. No. 47212 

Gene No.. 100433 

Start 422 

Name OJ000214_16 . 0406 . C2 . ol . tc 

Start 578 

GI none 
Exons 



Seq. ID OJ000214_16. 0406.C2 
Strand 

End 2558 

Method TBLASTX : Cress 

End 1722 

Score 129 



578. .670, 737. .769, 859. .885, 1292. .1336, 1297. .1461, 
1298. .1462, 1403. .1462, 1554. .1721, 1588. .1722 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47212 

100433 

422 

OJ000214_16. 04 06.C2.ol.ts 

578 

none 



Seq. ID OJ000214_16. 0406.C2 
Strand 

End 2558 

Method TBLASTX : Soybean 

End 1721 

Score 54 



578. .670, 737. .769, 859. .885, 1067. .1144, 1068. .1178, 

128 9. .14 62, 128 9.. .134 5, 1297. .14 64,. 1300. . 14 67 , 138 9 .. 14 66, 

1554.. 1721, 1555.. 1716 



Seq. No. 47212 

Gene No. 100433 

Start 422 

Name O JOO 02 1 4_1 6 . 04 0 6 . 02 . o2 . gp 

Start 1806 

GI none 

Exons 1806.. 2001, 2351.. 2558 



Seq. ID OJ000214_16.0406.C2 
Strand 

End 2558 

Method AAT/GAP 

End 2558 

Score 730 



Seq. No. 47213 

Gene No. 100434 

Start 184 

Name OJ000214_1 6 . 04 06 . C3 . ol . gs 

Start 184 

GI none . 

Exons 184.. 384, 458.. 484 



Seq. ID OJ000214_16. 0406.C3 
Strand 

End 484 

Method GENSCAN 

End 484 

Score .47 



Seq. No, 
Gene No. 



47213 
100435 



Seq. ID OJ000214_16.0406.C3 
Strand 



48900 



start 398 End 2937 

Name OJ000214_16 . 0406 . C3 . ol . gp Method AAT/GAP 

Start 398 End 2706 

GI 13672_2.R1084 Score 1680 

Exons 398. .825, 908. .1066, 1188. .1321, 2098. .2218, 2619. .2706 

GI Descrip. ' 730526/sp | P41127 | RL13_ARATH 4.0e-83 60S RIBOSOMAL PROTEIN L13 

{BBCl PROTEIN HOMOLOG) >gi_480787_pir S3727X ribosomal protein 

- L13 - Arabidopsis thali^na >gi_4 04 166_enib_CAA53005_ {X75162) 
BBCl protein [Arabidopsis thaliana] ' ' 



Seq. No. 47213 

Gene No. 100435 

Start 398 

Name OJ000214_16 . 0406 . C3 . o2 . gs 

Start 601 

GI none 

Exons 601.. 825, 908.. 1066, 1188. 
2795. .2937 



Seq. ID OJ000214_16.0406.C3 



Strand 
End 

Method 
End 
Score 
1321, 2471. 



2937 
GENSCAN 
2937 
.81 

.25.78, 2619. 



.2680, 



Seq. No. 47213 Seq. ID 

Gene No. 100435 Strand 

Start 398 End 

Name OJ000214_16 . 0406 . C3 . ol . np Method 

Start 604 End 

GI 7248415 Score 

Exons 604.. 825, 908.. 1066, 1188.. 1321, 2098-. 
GI Descrip. 



OJ000214_16.0406.C3 

2937 
AAT/NAP 
2206 
981 
.2206 



(AP001389) ESTs AU077873 (S1878) ,D40121 (S1878) correspond to a 
region of the predicted gene . --Similar to Arabidopsis thaliana 
60S ribosomal protein L13 {P41127) [Oryza sativa] 



Seq. No. 47213 

Gene No. 100435 

Start 398 

Name' OJ000214_16 . 0406. C3 .ol , tc 

Start 634 

GI" • none 

Exons 634.. 750, 754.. 82.8, 755.. 826, 
1188. .1322, 1192. .1323, .2093. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000214 16. 0406. C3 



2937 

TBLASTX: Cress 
2255 
90 

890. .1069, 933. .1067, 1188. 
.2203, 2109. ;'2255 



. 1319, 



Seq. No. 47213 

Gene No. 100435 

Start 398 

Name OJ000214_16 . 0406 . C3 . ol . tm 

Start 634 

GI none 
Exons 



OJ000214 16. 0406. C3 



Seq. ID 
Strand 
End 

Method 
End 
Score 

634. .828, 644. .826, 649. .828, 890. .1069, 933. .1067, 1188. .1322, 
1189. .1314, 2093. .2206, 2096. .2206, 2097. .2207, 2098. ,2208, • 
2100. ,2210 



2937 

TBLASTX: Maize 

2210 

229 



Seq. No. 47213 

Gene No. 100435 

Start 398 

Name OJ000214_1 6 , 04 06 . C3 . ol . ts 

Start 634 

GI none 

Exons 634. .750, 647. .751, 754.. 

1175. ,1312, 1177, .1317, 1188 



Seq, ID 
Strand 
End 

Method 
End 
Score 
828, 761. .826, 



OJ000214_16.0406.C3 
2937 

TBLASTX : Soybean 

2210 

110 

890. . 1069, 939. . 1067, 



,1322, 1192, ,1314, 2093, .2206, 



48901 



2103. .2207, 2124. .2210 

Seq. No. 47213 

Gene No. 100435 

Start 398 

Name OJ000214_16 . 0406 . C3 . ol . tw 

Start 908 

GI none 

Exons 908.. 1069, 942.. 1067, 1186.^.1290, 1188.. 1325, 1189.. 1344, 
2075. .2173, 2075. .2185, 2090. .2176 



Seq. ID OJ000214_16.0406.C3 
Strand 

End 2937 
Method TBLASTX : Wheat 
End . 2185 
Score ..- 64 



Seq. No. 47214 

Gene No. 100436 

Start 247 

Name OJ000214_16 . 04 06 . C4 . ol . gs 

Start 247 

GI none 

Exons- 247.. 472, 730.. 818 

Seq. No. 47214 

Gene No. 100436 

Start 247 

Name OJ000214_16 . 04 06 . C4 . ol . tm 

Start 311 

GI none 
Exons 



Seq. ID OJ000214_16.0406.C4 
Strand 

End 818 

Method GENSCAN 

End 818 

Score .76 



Seq. ID OJ000214_16.0406.C4 
Strand 

End 818 

Method TBLASTX : Mai ze 

End 511 

Score, 67 



311. .379, 316. .486, -328, .384, 329. .511, 443. .511 



Seq. No. 47215 

Gene No. 100437 

Start 8275 

Name OJ000214_16 . 04 06. C5 . o2 . gp 

Start 8275 

GI 24690_1.R1084 

Exons 8275. .8345 

GI Descrip. * 81601/pir | | JT0901 5. 0.e-52 chaperonin 60 beta - Arabidopsis 
thaliana* 



Seq. ID OJ000214_16.0406.C5 

Strand + 

End 8345 

Method AAT/GAP 

End 8345 

Score 119 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47215- , 
100438 
3070 

OJ000214_16.0406.C5.o2.gs 

3070 

none 



Seq. ID OJ000214_16.0406.C5 
Strand 

End 6884 

Method GENSCAN 

End 6884 

Score .52 



3070. .3625, 3932. .3961, 4462. .4619, 4707. .4832, 4926. .5041, 
5455. .5627, 6066. .6274, 6783. .6884 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47215 

100438 

3070 

OJ000214_16.04 06'.C5.ol.np 

4440 

7248402 



Seq. ID OJ000214_16.0406.C5 
Strand 

End 6884 

Method AAT/NAP 

End 5420 

Score 861 



4440.\4619, 4707. .4832, 4926. .5041, 5167. .5257, 5367. .5420 
(AP001389) Similar to Drosophila melanogaster ADP-ribosylation 
factor 1 (A49520) [Oryza sativa] 



Seq. No. 



47215 



Seq. ID OJ000214_16.0406.C5 



48902 



oCilC LNL/ • 


X U U 4 J O 








strand 






Start 


3070 








End 


6884 




Name 


OJ00Q214 16 


.0406 


.C5.01. 


ts 


Method 


TBLASTX: 


Soybean 


O I- d J- L. 


4 4 4 Q 








End 


5426 




none 








Score 


100 




Exons 


AAAQ A R fCp 
444:7. .4OD0^ 


4 4 t^O 

4 4 J U 1 


. . 4 O 0 / 


4 R^iQ 
4 0 . 


.4619, 4678.. 4833, 


4 f \J 1 , .400Z/ 




4Q9^ ^049 


4 Q97 

1 ^z / . 


S04 ^ 
• . 0 u 4 J , 


Rl R9 
J X 0 z . 


.5253, 5159.. 5257, 






JXUU.t u ^0 ^ f 


0 J 0 0 < 


S4 9 










O C . LN U . 


4 791 R 








Seq. ID 


OJ000214 


1^ r\AC\f, pc; 


Q o NT o 


1 nn4 ^ft 

X U U 4 JO 








Strand 






Start 


3070 








End 


6884 




Name 


OJ000214 16, 


.0406, 


.C5.01. 


tm 


Method 


TBLASTX: 


Maize 


C-j- -a y-f- 
O L-dX L 


4 4 SS 








End 


5421 




PT 


none 








Score 


94 






44^^ 4 R fip 

44C)0. .40D0^ 


4 4 Rfi 
4 4 o 0 . 




4 R f^Q 
4 J Di? . 


.4619, 4678. .4833, 


A1C\1 4P'^9 
4/U/..4t5jZ, 




4 7ftfi 4P ^fi 
4 / OO. .4000, 


4 Q9^ 


S04 9 


4 Q97 


.5043, 4939.. 5043, 


OXDO. .OZDU/ 




fifi S9fi9 


R1 f^fi 
J X 0 0 , 


> . 0 z u X , 


J J 0 0 . 


.5421, 5385.. 5420 






4 / 4^ X J 








Seq. ID 


OJ000214 


If: n40f^ PR 
XD.U4UD.Uo 


Gene No. 


100438 








Strand 






Start 


3070 








End 


6884 




Name 


0.700091 4 1 


04 0(^ 

. U 4 U D . 


PS n1 


■|-T*7 

u w 


Method 


TBLASTX: 


wnea L 




4 4 7 ~ 

4 4 / D 








End 


5267 




PT 


none 








Score 


74 






AAlf, 4R(^R 
44 / D. .4000, 


4 D 3^ D . 


4 A 9 7 


4 7 07 


.4832, 4923.. 5042, 


A Q97 RH/l 




4Q4S R04'^ 


J X DO 1 


R9 f^O 
> • oz U U / 


R1 f^f^ 


.5267 






O c 4 . LN U . 


4 791 R 

4 / ^ X J 








Seq. ID 


OJ000214 


X 0 . U 4 U D . L>0 


Gene No. 


100438 








Strand 






Start 


3070 








End 


6884 




Name 


n. 700091 4 1 

^UUU\y^X4 XD. 


04 0 
1 u 4 u 0 ■ 


PR n1 




Method 


TBLASTX: 


Cr e s s 


C:+- a y-f- 
O LdX L 


4 D -7 D 








End 


5267 






none 








Score 


56 






4fiQfi 4fl97 


4 710 
4 / X u . 


4 fl '^9 
. . 4 0 oz , 


4 Q9 


.5042, 4930.. 5043, 


/! QOQ Rn4 




R1 R9 R9'^fi 


0 X 0 j7 . 


R9 R7 


0 X DO . 


.5260, 5166.. 5267 




Q £i /-T M 

o c . In O . 


47215 








Seq. ID 


OJ000214 


1^; C\AC\C PR 




100438 








Strand 






Start 


3070 








End 


6884 




Name 


OJ000214 16. 


0406. 


C5.01. 


gp 


Method 


AAT/GAP 




O U a X U 


5999 








End 


6110 




PT 
Li X 


73918 1.R1084 






Score 


117 




Hi AUI lo 


5999. .6110 














oX UtroCXXp. 


•2280503/dbj | AB005781 | AB005781 2.0e-26 


Arabidopsis thaliana 




tRNA-Asp gene* 












Seq. No." 


47216 








Seq. ID 


OJ000214 


_16.0406.C6 


Gene No. 


100439 








Strand 


+ 




O L dX L 


1319 








End 


2839 




Name 


OJ000214 16. 


0406. 


C6.0I. 


gp 


Method 


AAT/GAP 




Start 


1319 








End 


2498 




GI 


2442481 








Score 


514 




Exons 


1319. .1419, 


1721. 


.1873, 


2458. 


.2498 






Seq. No. 


47216 








Seq. ID 


OJ000214 


_16.0406.C6 


Gene No. 


100439 








Strand 







48903 






1 ^1 Q 








\JU\J\J\J^±H ± D . U 4 U D . D . O X . y S 








1 7 Q R 
J. / O 0 


bna 


9 Q Q 




nons 


Score 




Exons 


1^7"^ 9ft'^Q 






Clary M /-s 

o e q . LN o . 


zl 7 9 1 




UJUUUZlfi iD.UflUD.UD 




100439 


Strand 




Start 


1319 


End 


2839 


Name 


OJ000214 16.0406.C6.ol.np 


Method 


AAT/NAP 


Start 


1785 


End 


2836 


GI 


7248404 


Score 


772 


Exons 


1785. .1873, 2458. .2836 






GI Descrip. 


(AP001389) ESTs AU0824 09 (E30736) , C7 4252 ( E30736) correspond 




region of the predicted gene. 


-hypothetical protein [Oryza 



sativa] 



Seq. No. 


47216 Seq. ID 


OJ000214_16.0406.C6 


Gene No. 


10044 0 Strand 




Start 


3017 End 


6482 


Name 


OJ000214 16.0406.C6.o2.gs Method 


GENSCAN 


Start 


3017 End 


6482 


GI 


none Score 


.4 


Exons 


3017. .4659, 4836. .4991, 5549. .6482 




Seq. No. 


472L6 Seq. ID 


OJ000214_16.d406.C6 


Gene No. 


100440 Strand 




Start 


3017 End 


6482 


Name 


OJ000214 r6.0406.C6.o2.np Method 


AAT/NAP 


Start 


3020 End 


6197 


GI 


7248403 Score 


3817 


Exons 


3020.. 4507, 5493.. 6197 




GI Descrip. 


{AP001389) Similar to Arabidopsis thaliana DNA chromosome 4, BAG 




clone F20D10; hypothetical protein (AL035538) [Oryza sativa] 



Seq. No. 47216 Seq. ID 

Gene No-. 100440 Strand 

Start 3017 End 

Name OJ000214_16 . 04 06 . 06 . ol . ts Method 

Start 3278 End 

GI none Score 

Exons 3278.. 3394, 3401.. 3631, 3402.. 3626 



OJ000214_16.0406.C6 
6482 

TBLASTX : Soybean 

3631 ' 

94 



Seq. No. 47216 

Gene No. 100440 

Start 3017 

Name OJ000214_16 . 04 06 . 06 . ol . tm . 

Start 3290 

GI . none 
Exons 



Seq. ID OJ000214_16.0406.C6 
Strand 
End 

Method 
End 
Score 



6482 

TBLASTX: Maize 

3664 

95 



3290.. 3394, 3395.. 3664, 3396.. 3572, 3398.. 3661 



Seq. No. 47216 Seq. ID OJ000214_16 . 04 06 . 06 

Gene No. . 100440 Strand 

Start . 3017 ' " End 6482 

Name OJ0002 14_16 . 04 06 . 06 . ol . tw Method TBLASTX : Wheat 

Start 3374 End 4051 

GI none Score 190 



48904 



Exons 


3374 3394, 


3395 


, . 3796, 


34 14 . 


.3797, 3422.. 3538, 3890,. 4051 




3894 . . 3986 












Sea No 


47216 








Seq. ID 


OJ000214_16.0406.C6 


Gene No. 


100440 








Strand 




Start 


3017 








End 


6482 


Naine 


OJ000214 16 


. 0406 


,C6.ol. 


to 


Method 


TBLASTX: Cress 


Start 


3401 ~ 








End 


4204 


GI 


none 








Score 


128 


Exons 


3401 3505, 


3474 


. . 3797, 


3491 . 


.3787, 3503. .3796, 3863. .3895 




3896. .4054, 


3902 


. . 4042, 


4118 . 


. *i ^ U T 




Seq. No. 


47217 








Seq. ID 


OJ000214_16.0406,C7 


Gene No. 


100441 








Strand 




Start 


173 








End 


Z O J 


Naitie 


OJ000214 16 


. 0406 


, C7 . ol . 


y ^ 


Method 




Start 


173 ~ 








End 




GI 


none ... ■ 








Score 


Q 


R V o n s 


173 . ,263 












Seq. No. 


47218 








Seq. ID 


OJ000214_16. 0406.08 


Gene No. 


100442 








Strand 


+ 


Start 


205 








End 


2958 


Name 


OJ000214 16 


.0406, 


.C8.01. 


np 


Method 


AAT/NAP 


Start 


205 "~ 








End 


2958 


GI. 


724 8412 








Score ■ 


3150 


Exons 


205 2047, 


2852, , 


.2958 








GI Descrip . 


(AP001389) ' 


hypothetical 


protein [Oryza 


sativa] 


Seq. No, 


47218 








Seq. ID 


OJ000214_16. 0406.C8 


Gene No. 


100442 








Strand 


+ 


Start 


205 








End 


2958 


Name 


OJ000214 16 


.0406. 


.C8.o2. 


ts 


Method 


TBLASTX; Soybean 


Start 


484 








End 


1005 


GI 


none 








Score 


66 


Exons 


484. .537, 607. .696, 691 


. .843, 


889.. 1005, 922.. 993 


Seq. No. 


47218 








Seq. ID 


OJ000214_16. 0406.08 


Gene No. 


100442 








Strand 


+ 


Start 


205 








End 


2958 


Name 


OJ000214 16 


.0406. 


,C8.ol, 


tc 


Method 


TBLASTX: Cress 


Start 


1006 








End 


1380 


GI 


none 








Score 


159 


Exons 


1006. . 1143, 


1023, 


, .1127, 


1117. 


.1362, 1135.. 1380, 1170.. 1379 


Seq. No. 


47218 








Seq*. ID 


OJ000214_16.0406.O8 


Gene .No. 


100442 








Strand 


+ 


Start 


205 








End 


2958 


Name 


OJ000214 16 


.0406. 


08. ol. 


ts 


Method 


TBLASTX : Soybean 


Start 


1006 








End 


1452 


GI 


none 








Score 


144 


Exons 


1006. ,1131, 


1008, 


.1130, 


1123. 


.1452, 1132. .1422, 1134. .1445 


Seq. No. 


47218 








Seq. ID 


OJ000214_16,0406;C8 


Gene No, 


100442 








Strand 


+ 


Start 


205 








End 


2958 


Name 


OJ000214 16, 


.0406, 


C8.01. 


tm 


Method 


TBLASTX:Maize 



48905 





Start 


1310 


End 


1963 




GI 


none 


Score 


59 




Exons 


1310 1393 1323 1601 1324 


.1602, 1328. .1603, 1484. .1603, 






1596 1817 1603 1962 1603 


.1962, 1706.. 1963 




Seq. No. 


47218 


Seq. ID 


OJ000214 16. 0406. 08 




Gene No. 


100442 


Strand- 


+ 




Start 


205 ; ■ 




2958 




Name 


• OJ000214 16 0406 C8 ol tw 


Method 


TBLASTX: Wheat 




Start 


2020 " 


End 


2234 




GI 


none 


Score 


183 




Exons 


2020.. 2130. 2022.. 2102, 2026 


.2130, 2202.. 2234 




Sea. No. 


47219 


Seq. ID 


OJ000214 16. 0406. 09 




Gene No . 


100443 


Strand 


+ 




Start 


155 


End 


1802 




Name 


OJ000214 16.0406.C9.ol.tm 


Method 


TBLASTX: Maize 




Start 


1 


End 


1352 




GI 


none 


Score 


78 




Exons 


1..42, 3. .59, 3. .44, 143. .193, 144. .224, 197. .220, 306. .428, \ 






307. .432, 307. .405, 311. .427, 


502. .558 


, 526. .573, 531. .566, 






591. .647, 597. .644, 601. .645, 


660. .677 


, 1082.. 1198, 1082.. 1198, 






1083.. 1199, 1086.. 1211, 1087. 


.1200, 1213. .1248, 1248. .1349, 


1 T 




1249. .1344, 1254. .1352 






t. i ; 


Sea No 


47219 


Seq. ID 


OJ000214_1.6. 0406.09 




Gene No. 


100443 


Strand 


+ 




Start 


155 


End 


1802 




Name 


OJ000214 16.0406.C9.ol.tw 


Method 


TBLASTX: Wheat 


= 


Start 


3 


End 


408 




GI 


none 


Score 


81 


ry 


Exons 


3. .59, 3. .44, 5. .58, 143. .193 


, 144. .224, 197. .220, 306. .407, 






307. .408, 308. .406, 309. .407 








Seq. No. 


47219 


Seq. ID 


OJ000214_16. 0406.09 




Gene No. 


1P0443 , 


Strand 


+ 




Start 


■ 155 " ''^ ■ 


End 


1802 




Name 


OJ000214 16.0406.C9.ol.gs 


Method 


GENSOAN 




Start 


155 


End 


1350 




GI 


none 


Score 


.71 


f ^ 


Exons 


155. .222, 470. .678, 1088. .1350 






Seq. No. 


47219 


Seq. ID 


OJ000214_16. 0406.09 




Gene No. 


100443 


Strand 


+ 




Start 


155 ■ 


End 


1802 




Name 


OJ000214 16.0406.C9.ol.gp 


Method 


AAT/GAP 




Start 


583 


End 


1802 




GI 


none 


Score 


1548 




Exon ^ 


583. .678, 1088. .1802 








Seq. No. 


47220 


Seq. ID 


OJ000214_16. 0406.010 




Gene No. 


100444 


Strand 






Start 


1 


End 


3380 




Name 


OJ000214 16.0406.C10.ol.np 


Method 


AAT/NAP 




Start 


1 


End 


3380 




GI 


6573149 


Score 


322 




Exons 


1..55, 2403. .2670, 3119. .3380 







48906 






GI Descrip. 


(Arzuioyo; growtn— regu±a Ling 


factor 1 


[Oryza sativa] ' 




Seq. No. 


47220 


Seq. ID 


OJ000214_16. 0406. CIO 




Gene No. 


100444 


Strand 








1 


End 






Name 


OJ000214 16.0406.C10.ol.gs 


Method 


17 K7 0 7\ NT 




ouar L 


699 


End 








none 


Score 


. bo • • 




Exons 


699... 882, 914. .1294, 2351. .2681, 3119. 


. 00 / 4 




beq. NO. 


47220 


Seq. ID 


UJUUUZi4 ib.U4Ub.blU 




Gene No. 


100444 


Strand 






Start 


1 


End 


3380 




Name 


OJ000214 16.0406.C10.o2.tm 


Method 


TBLASTX: Maize 




o rar t 


8 62 


End 


1139 




bi 


none 


Score 


226 




Exons 


862. .1002, 863. .1000, 908. .1021, 912.. 


1019, 1012. .1080, 






in/in ir\QT inoT ii'5'7 ihqq 


..1138, 1095. .1139, 1095. .1139' 




Seq. No. 


47220 


Seq. ID 


OJ000214_16. 0406. CIO 




Gene No. 


iUU4 4 4 


Strand 






brarr 


1 


End 


3380 




Name 


UJUUU^X^ i b . U4 Ub . biU . 01 , urn 


Method 


TBLASTX: Maize 




otart 


0 A Q A 

^: 4 y 4 


End 


2688 






none 


Score 


295 


T; :: 


Exons 


*-o/Q/ o^QQ o^QR o£:qc oc:nQ 
z-4y 4 . , z boo , ^4yD..zbob, ZoUo . 


, .2687 






Seq. No. 




Seq. ID 


OJ000214_16. 0406. CIO 


L ^ 


Gene No. 


100444 


Strand 




a . E 




1 


End 


3380 


~=. 


Name 


OJ000214 16.0406.C10.ol.tc 


Method 


TBLASTX: Cress 






2509 


End 


2652 






none 


Score 


141 


t3 


Exons 


2509. .2652, 2519. .2650 








Seq. No. 


47220 


Seg. ID 


OJ000214_16. 0406. CIO 




Gene No. 


•100444 


Strand. . 




%J 


O-i- ^ v-l- 

o uart: 


1 


End 


3380 




Name 


OJ000214 16.0406.C10.ol.ts 


Method 


TBLASTX : Soybean 




o t art: 


2511 


End 


3260 


£3 


bl 


none 


Score 


63 




Exons 


2511. .2648, 2518. .2661, 2519. 


.2662, 3201.. 3260 




beq. NO. 


47221 


Seq. ID 


OJ000214_16.0406.C11 






100445 


Strand 


+ 




Start 


1283 


End 


1406 




Name 


OJ000214 16.0406.Cll.ol.gp 


Method 


AAT/GAP 




Start 


1283 


End 


1406 




GI 


17707 1.R1084 


Score 


174 




Exons 


1283. .1406 








GI Descrip. 


'2129742/pir 1 IS59544 l.Oe-22 


stress-induced protein OZIl 



precursor - Arabidopsis thaliana >gi_790583 {020347) mRNA 
corresponding to. this gene, accumulates in response to ozone 
stress and pathogen (bacterial) infection; putative 
pathogenesis-related protein [Arabidopsis thaliana] >gi_2252869 
(AF013294) No definition line found [Arabidopsis thaliana] ' 



48907 



Seq. No. 47221 
Gene No. 100446 
Start '2144 

Name OJ000214_16 . 0406. Cll , ol . np 

Start 2144 
GI 7248406 
Exons 2144. .2425, .2742. .2781 

GI- Descrip. ■ ■ {AP001389) Similar to Homo sapiens chromosome 19, cosmid F17127; 
hypothetical 59 kDa protein (AC004780) [Oryza sativa] 



Seq. ID OJ000214_16. 0406. Cll 

Strand + 

End 2781 

Method AAT/NAP 

End 2781 

Score 418 



Seq. No. 


47222 


Seq. ID 


OJ000214_16.0406.C12 


Gene No. 


100447 


Strand 


+ 


Start 


1 


End 


1460 


Name 


OJ000214 16.0406.C12.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


1460 


GI 


7248406 


Score 


663 


Exons 


1..22, 294. .412, 522. .641, 


753. .842, 1084. ,1217, 1441. .1460 


GI Descrip. 


{AP001389) Similar to Homo 


sapiens chromosome 19, cosmid F17i27; 




hypothetical 59 kDa protein 


(AC004780) 


[Oryza sativa] 


Seq. No. 


47222 


Seq. ID 


OJ000214_16. 04 06.C12 


Gene No. 


100447 


Strand 


+ 


Start 


1 


End 


1460 


Name 


OJ000214 16.0406.C12.ol..gs 


Method 


GENSCAN 


Start 


299 


End 


1221 


GI 


none 


Score 


.71 


Exons 


299. .412, 522... 641, 753. .842, 1084. .1221 


Seq. No. 


47222 


Seq, -ID 


OJ000214_16.0406.C12 


Gene No . 


100447 


Strand 


+ 


Start 


1 


End 


1460 


Name 


OJ000214 16.0406.C12.ol.tm 


Method 


TBLASTX: Maize 


Start 


367 


End 


644 


GI 


none 


Score 


66 


Exons 


367. .411, 368. .412, 481. .642, 519. .644, 


524 . .640 


Seq. No. 


47223 


Seq. ID 


OJ000214_16.0406.C14 


Gene No. 


100448 


Strand 


+ 


Start 


267 


End 


705 


Name 


OJ000214 16.0406.C14.ol.np 


Method 


AAT/NAP 


Start 


267 


End 


652 


GI 


6002102 


Score 


154 


Exons 


267. .456, 570, .652 






GI Descrip. 


(AJ24 9833) Acyl-CoA binding 


protein (ACBP) [Digitalis lanata] 


Seq. No. 


47223 


Seq. ID 


OJ000214_16.0406.C14 


Gene No. 


100448 


Strand 


+ -V 


Start 


267 ■ 


End 


7 05 


Name 


OJ000214 16.0406.C14 .ol.tm 


Method 


TBLASTX:' Maize 


Start 


390 


End 


670 


GI 


none 


Score 


111 


Exons 


390. .458, 392. .457, 405. .461, 564. .626, 


568. .669, 568. .657, 




569. .670, 569. .658 






Seq. No. 


47223 


Seq. ID 


OJ000214_16.0406.C14 


Gene No. 


100448 


Strand 


+ 


Start 


267 


End 


705 



48908 



L J 



Name 


OJ000214 16.0406.C14 .ol.gp 


Method 


AAT/GAP 




394 


End 


705 




1702 1.R1084 


Score 


358 


R von Q 


394. .456, 570. .705 








' 6002 102/emb ICAB56693.il l.Oe 


-29 {AJ249833) Acyl-CoA binding ■ 




protein (ACBP) [Digitalis lanata] ' 




Seq. No. 


47224 


Seq. ID 


n.Tnnn^i 4 ifi CiAOfi ns 

\JU \J yj \J rl XU,V/*iww.V..^XJ 


Gene No. 


100449 


Strand 


-l- 






FnH 


408 

^ \J <J 


Nsiue 


OJ000214 16.0406.C15.ol.gs 


Method 


GENSCAN 


o I. d i. 1- 


267 


End 


408 




none 


Score 




F von 


267. .408 






Seq. No. 


47225 


Seq. ID 




Gene No. 


100450 


Strand . 




Start 


1 


End 


1 4 1 
X 4 X o 


Name 


OJ00.0214 16.0406.C16.oi:gp 


Method . 


AAT/GAP 


O U d X u 


1 


End 


1416 


ox 


none 


Score 


ft f;4 


P von Q 


1..292, 1267, .1416 






Seq. No. 


47225 


Seq. ID 


0.100 0914 1(^ 040*^ rif^ 


Gene No. 


100450 


Strand 




O U d X L. 


1 


End- 


14 1*^ 

X 4 ± D 


"NJo m ^ 

INdilLC 


OJ000214 16.0406.C16.ol.tm 


Method 


TBLASTX: Maize 


O U d X u 


2 


End 


1324 


O X 


none 


Score 


7 1 

/ X 


P V on Q 


2. .52, 9. .50, 45. .284, 47. .295, 49. .29^ 


1 199Q 1 ^OQ 1947 1^94 


Seq. No. 


47225 


Seq. ID 


n.T0009i4 ^ 040^ 


Gene No. 


100450 


Strand 




Start 


1 


End 


1 4 1 

X *d X D 


LN ditic:? 


OJ000214 16.0406.C16.ol.gs 


Method 




start 


120 


End 


1345 


GI 


none 


Score 


, 98 , 


F von 


120, .292, 1267.;1345 






9f=»rr Mo 


47226 


Seq. ID 


OJ0Q0214_16.0406.C17 


f^pnp No 


100451 


Strand 


+ 


Start 


395 


End 


475 


Name 


OJ000214 16. 0406. C17, ol.gp 


Method 


AAT/GAP 


Start 


395 


End 


475 


vj X 


38012 1.R1084 


Score 


105 


F von Q 


395. .475 






riT neaQoyiio 
ox L^c:ov_xx^. 


M097947/gb|U72255|OSU72255 2 


. Oe-23 Oryza sativa 




beta-1, 3-giucanase precursor 


(GnsS) gene, complete cds ' 


Sea No 


47226 


Seq. ID 


OJ000214_16.0406.C17 


Gene No. 


100452 


Strand 


+ 


Start 


3459 


End 


8460 


Name 


OJ000214 16.0406.C17,ol.gs 


Method 


GENSCAN 


Start 


. 3459 ■ 


End 


8181 


GI 


none 


Score 


.62 


Exons 


3459. .3653, 3757. .3919, 4205., 


.4353, 4646. .4784, 4937, .5007, 



5125. .5168, 6018. ,6041, 6543. .6687, 6772. .7098, 7537. .8181 

48909 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. . 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons" 



47226 

100452 

3459 

OJ000214_16. 0406. 017. o2.gp 
4871 

5564 1.R1084 



Seq. ID 
Strand 
End 

Method 
End 
Score 

4871.. 5007, 6543.. 6687, 6772.. 7098, 7537.. 8460 
'4455246/emb|CAB36745.1 I 4.0e-85 (AL035523) putative protein 
[Arabidopsis thaliana] * 



OJ000214_16.0406.C17 
+ 

8460 
AAT/GAP 
8460 
2963 



47226 Seq. ID 

100452 Strand 
3459 End 
OJ000214_16. 04 06.017 .ol.np Method 
6568 End 
7485448 Score 
6568.. 6687, 6766.. 6893, 6924.. 7051", 7544.. 8163 
hypothetical protein F13M23.170 - Arabidopsis thaliana 
gi|4455246|emb|CAB36745.1| (AL035523) putative protein 
[Arabidopsis thaliana] gi | 7269353 | emb | OAB794 12 . 1 | (AL161562) 
putative protein [Arabidopsis thaliana] 



OJ000214_16. 0406.017 
+ 

8460 
AAT/NAP 
8163 
804 



47226 Seq. ID OJ000214 

100453 Strand + 

9097 End 983-9 

OJ000214_16. 0406. 017. o3.gp Method AAT/GAP 

9040 End 9300 

4714449 Score 507 
9040. . 9300 



16.0406.017 



Seq. No. 47226 Seq. ID OJ000214__1 6 . 04 06 . 017 

Gene No. 100453 Strand + 

Start 9097 End 9839 

Name OJ000214_16 . 0406 . 017 . o2 . np Method AAT/NAP 

Start ,9082 End 9738 

GI 748.6199 Score 233 

Exons .9082. .9452, 9549.. 9738 

GI Descrip. hypothetical protein F26K10.190 - Arabidopsis thaliana 

gi I 7269685 I embi OAB79633.il (AL161572) hypothetical protein 
[Arabidopsis thaliana] 



Seq. No. 


47226 








Seq. ID 


OJ000214 


Gene No. 


100453 








Strand 


+ 


Start 


9097 








End- 


9839 


Name 


OJ000214 16. 


.0406. 


017. o2 


.gs 


Method 


GENSOAN 


Start 


9097 






End 


9839 


GI 


none 








Score 


. 95 


Exons 


9097. .9678, 


9705. 


. 9839 








Seq. No. 


47226 








Seq. ID 


OJ000214 


Gene No. 


100454 








Strand 




Start 


9674 








End 


10022 


Name 


OJ000214 16. 


,0406. 


017. o4 


• gp 


Method 


AAT/GAP 


Start 


9674 








End 


10022 


GI 


4714482 








Score 


655 


Exons 


9674 . .10022 













16.0406.017 



48910 






4 7 O O (T 
ft / Z Z D 






oeq. lU 


VJJ UUUZ 1 H 












o cranu 






o car u 


1U4 oz 






Hjna 


I 1 Q1 1 

I I y 1 i 




Name 


OJ000214 16, 


.0406.C17.ol, 


. tm 


Method 


TBLASTX: 


Maize 


Start 


6544 






End 


8019 




GI 


none 






Score 


98 




Exons 


6544 . .6672, 


6615". . 6671, 


6766. 


.6867, 67 


71. . 6875, 


6776. .6877, 




6777. .6878, 


6919. . 6981, 


6929. 


.6985, 69 


42. . 6992, 


6963. .6986, 




7549. .7698, 


7563. .7697, 


7572. 


.7712, 77 


31. .7982, 


7732. .8019, 




7738. .8019 













Seq. No. 47226 

Gene No. 100455 

Start 10452 

Name OJ000214_16 . 0406 . C17 . ol 

Start 6595 

GI none 

Exons 6595.. 6672, 6621.. 6671, 
6928. .7008, 7537. .8022, 



Seq. ID OJ000214_16. 0406.C17 
Strand 

End 11911 
.tc Method TBLASTX : Cress 
End 8022 
Score 77 
67 66. .6870, 6777. .68 69, 6901. .6981, 
7545. .7982, 7561. .8016 ' 



Seq. No. 47226 

Gene No. 100455 

Start ■ 10452 

Name OJ0002 14_16 . 04 06 . C17 . o3 

Start 6613 

GI none 

Exons 6613.. 6672, 6615.. 6662, 



Seq. ID OJ000214_16.0406.C17 
Strand 

End 11911 

.tw Method TBLASTX : Wheat 

End 6867 

Score 72 
6771. .6866, 6772. . 6867 



Seq. No. 47226 

Gene No. 100455 

Start 10452 

Name OJ000214_16 . 0406 . C17 . o3 

Start 6615 

GI none 

Exons 6615. ';-%677, 6619.. 6678, 
7558. .7623 

Seq. No. . 47226 

Gene No. 100455 

Start 10452 

Name OJ000214_16 . 04 06 . C17 . o2 

Start 6919 

GI none 

Exons 6919.. 6978, 7534.. 7770,- 

Seq. No. 47226 

Gene No, 100455 

Start 10452 

Name OJ000214_16 . 04 06 . C17 . ol 

Start 7624 

GI none 

Exons 7624.. 7752, 7627.. 7743, 
7759. .8022 

Seq. No. 47226 

Gene No. 100455 



Seq. ID OJ000214_16.0406.C17 
Strand 

End 11911 

.ts Method TBLASTX : Soybean 

End 7 623 

Score 81 
6774 . .6875, 6775,. .6924, 6925. . 6981, 



Seq. ID OJ000214_16. 0406.C17 
Strand 

End 11911 

. tw Method TBLASTX : Wheat 

End 7770 

Score 59 
■7563. .7769 

Seq. ID OJ000214_16. 0406.C17 
Strand 

End 11911 

.ts Method TBLASTX : Soybean 

End 8022 

Score 100 
7638. .7745, 7755. .7982, 7756. .8022, 



Seq. ID OJ000214_16.0406.C17 
Strand 



4 8 911 




start 10452 End 11911 

Name OJ000214_16 . 0406 . C17 . o2 . ts Method TBLASTX : Soybean 

Start 9094 End 9303 

GI none Score 103 

Exons 9094.. 9162, 9171.. 9239, 9172.. 9303 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47226 

100455 

10452 

OJ000214_16. 0406 . C17 . o2 . tm 

9094 

none 



Seq. ID OJ000214_16.0406.C17 
Strand 

End • 11911 

Method TBLASTX :Maize 

End 9387 

Score 114 



9094. .9165, 9153. .9239, 9157. .9303, 9257. .9301, 9355. .9387 



47226 

100455 

10452 

OJ000214_16.0406.G17.o2.tc 

9103 

none 

9103. .9159, 9172. .9303 



Seq. ID OJ000214_16.0406.C17 
Strand 

End • 11911 

Method TBLASTX: Cress 

.End 9303 

Score 70 



Seq. No. 47226 

Gene No. 100455 

Start 10.4.52 . 

Name OJ000214_16 . 0406 . C17 . o3 . gs 

Start 10452 

GI none 

Exons 10452. . 10572, 10674 .. 10802, 
11351. .11397, 11546. .11801 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_16.0406.C17 

11911 
GENSCAN 
11801 
.76 



10978. .11023, 11225. .11270, 



Seq. No. 


47226 


Seq. ID 


OJ000214 


Gene No. 


100455 


Strand 




Start 


■ 10452 


End 


11911 


Name 


OJ000214 16.0406.C17.o3.np 


Method 


AAT/NAP 


Start 


10455 


End.. 


11911 . 


GI 


7.248416 


Score 


1106 


Exons 


10455. . 10572, 10674 10802 , 


10978. .1102 


3, 11225 




11351. .11397, 11546. .11911 






GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 



16.0406.C17 



Seq. No. 


47226 




Seq. ID 


OJ000214_16.0406 


.C17 


Gene No. 


100455 




Strand 






Start 


10452 




End 


11911 




Name 


OJ000214 16.0406.C17 


. o3 . tm 


Method 


TBLASTX: Maize 




Start 


10683 




End 


11815 




GI 


none 




. Score 


142 




Exons 


10683. .10826, 10688. 


.10804, 


10977. .11027, 10978. .11028, 






11342. .11398, 11553: 


,11807, 


11578. .11808, 11582. .11815 




Seq. No. 


47226 




Seq. ID 


OJ000214_16.0406 


.C17 


Gene No. 


100455 




Strand 






Start 


10452 




End 


11911 




Name 


OJ000214 16.0406.C17. 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


11351 




End 


11911 




GI 


none 




Score 


313 




Exons 


11351. .11398, 11547. 


.11579, 


11553. .11906, 11578. .11907, 





48912 



11696. .11911 



Seq. No. 


47227 


Seq. ID 


OJ000214 


Gene No . 


100456 


Strand 


+ 


Start 


1 


End 


103 


Name 


OJ000214 16.0406.C18.ol.np 


Method 


AAT/NAP 


Start 


1 ■ - • 


End 


lOo 


GI 


7248412 


Sdore 


154 


Exons 


1. ,103 






GI Descrip. 


(AP0013'89) hypothetical protein [Oryza 


sativa] 


Seq. No. 


. 47227 


Seq. ID 


OJ000214 


Gene No. 


100457 


Strand 




Start 


8078 


End 


o4 /I 


Name 


OJ000214 16.0406.C18.o4.np 


Method 


AAT/NAP 


Start 


8078 


End 


o4 /I 




7248409 


Score 


/ICQ 

4 b y 


Exons 


8078. .8135, 8242. .8471 






GI Descrip. 


(AP001389) hypothetical protein [Oryza 


sativa] 


beq. NO. 


47227 


Seq. ID 


OJUUUzl 4 


Gene No . 


100458 


Strand 




Start 


11195 


End 


13581 


Name 


OJ000214 16.0406.C18.o3.gp 


Method 


TV TV m / TV 

AAT / GAP 


Start 


11109 


End 


1 o <c c 


GI 


none 


Score 


1 o o 


Exons 


11109. .112 90, 124 64. .12665. 






beq. No. 


47227 


Seq. ID 


r\ n n o t a 
(JJUUUzi4 


Gene No . 


100458 


Strand 


+ 


Start 


11195 


End 


13581 


Name 


OJ000214 16. 0406.C18.o5.gs 


Method 


GEN SCAN 


Start 


11195 


End 




01 


none 


Score 




Exons 


11195. . 11408,. 12122. .12149, 


13263. .135( 


31 • 


O c; ^ . LN O . 


47227 


Seq. ID 


OJ000214 


Gene No. 


100458 


Strand 


+ 


Start 


11195 


End 


13581 


Name 


OJ000214 16.0406.C18.o5.np 


Method 


AAT/NAP 


Start 


11195 


End 


13578 


GI 


7248408 


Score 


992 


Exons 


11195. . 11290, 12464. .12666, 


13263. .13578 


GI Descrip. 


(AP001389) ESTs AU082454 {S3638 ) , D41267 (S3638 ). c 




region of the predicted gene 


.-Similar to Arabid( 



DNA chromosome 4, BAG clone T5K18; hypothetical protein 
(AL022580) [Oryza sativa] 



Seq. No. 47227 Seq. ^ID OJ000214_1 6 . 04 06 . C18 

Gene No. 100459 Strand 

Start 823 End 1396 

Name OJ000214_16 . 0406. C18 . ol . gp Method AAT/GAP 

Start 606 End 1396 

GI 17369_2.R1084 Score 1321 

Exons 606.. 962, 1039.. 1396 

GI Descrip. * 2129742 /pir M S5954 4 5.0e-23 stress-induced protein OZIl 
precursor - Arabidopsis thaliana >gi_790583 (U20347) mRNA 



48913 



corresponding to this gene accumulates in response to ozone 
stress and pathogen (bacterial) infection; putative 
pathogenesis-related protein [Arabidopsis thaliana] >gi_2252869 
(AF013294) No definition line found [Arabidopsis thaliana]* 



Seq. No. 47227 Seq. ID 

Gene No. . 100459 Strand 

Start -823 End 

Name .OJ000214_16 . 040'6-..C18 . ol . gs Method 

Start ' 823 End 

GI none Score 

Exons 823.. 962, 1039.. 1132 



OJ000214_16. 0406. 018 

1396 
GENSCAN 
1132 
1 



Seq. No. 47227 Seq. ID OJ0002 14_16 . 0406 . C18 

Gene No. 100459 Strand 

Start 823 End 1396 

Name OJ000214_16 . 0406 . C18 . o2 . np Method AAT/NAP 

Start 826 End 1132 

GI 7248411 * Score 380 

Exons 826.. 962, 1039.. 1132 

GI Descrip. (AP001389) ESTs C99632 (E20954 ) , C99633 (E20954 ) correspond to a 
region of the predicted gene . --Similar to Arabidopsis thaliana 
putative pathogenesis-related protein (U20347) [Oryza sativa] 



Seq. No. 


4 7227 








Seq. ID 


OJ000214 


16 


. 0406 


. 018 


Gene No. 


1004 60 








Strand 










Start 


2319 








End 


4194 








Name 


OJ000214 16 


.0406 


.C18.02 


• gp 


Method 


AAT/GAP 








Start 


1631 








End 


2082 








GI 


none 








Score 


771 








Exons 


1631. .2082 


















Seq, No. 


47227 








Seq. ID 


OJ000214 


_16 


.0406 


.018 


Gene No. 


100460 








■Strand 










Start 


2319 








End 


4194 








Name 


OJ000214 16 


.0406 


C18.02 


gs 


Method 


GENSOAN 








Start 


2319 








End 


2813 








GI 


none 








Score 


.83 








Exons 


2319. .2611, 


2642 


.2813 














Seq. No. 


47227 








Seq. ID 


OJ000214 


_16 


.0406 


018 


Gene No. 


100460 








Strand 










Start 


2319 








End 


4194 








Name 


OJ000214 16 


.0406 


018. o3 


np 


Method 


AAT/NAP 








Start 


2524 








End 


4188 








GI 


7248410 








Score 


906 








Exons 


2524 . .2712, 


3811 


.4188 














GI Descrip . • 


(AP001389) 


lypothetical 


protein [Oryza 


sativa] 








Seq. No. 


47227 








Seq. ID 


OJ000214 


_16 


.0406 


018 


Gene No . 


100460 








Strand 










Start 


2319 








End 


4194 








Name 


OJ000214 16 


.0406 


018. o3 


gs 


.Method 


GENSCAN 








Start ,■ 


■3721 








End 


4194 








GI 


none 








Score 


.65 








Exons 


3721. .4194 



















48914 



Seq. No. 47227 

Gene No. 100461 

Start 13908 

Name OJ000214_1 6 . 0406 . C18 . ol . tm 

Start 605 

GI none . 

Exons 605. .637, 682. .726, 809. .964, 
1037., 1150 



Seq. ID OJ000214_16.0406.C18 
Strand 
End 

Method 
End 
Score 

826. .963, 1036. .1143, 1037. .1150, 



14615 

TBLASTX: Maize 

1150 

224 

1036.. 1143, 1037. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47227 

100461 

13908 

OJ000214 

810 

none 



16.0406.C18.ol.ts 



Seq. ID OJ000214_16.0406.C18 
Strand 
End 

Method 
End 
Score 



14615 

TBLASTX : Soybean 

1132 

75 



810. .938, 829. .972, 830. .973, 1037. .1132, 1038, .1100 



Seq. No. 47227 

Gene No. 100461 

Start 13908 

Name OJ000214_16 . 04 06 . C18 . ol . tc 

Start 814 

GI none 
Exons 



Seq. ID OJ000214_16.0406.C18 
Strand 
End 

Method 
End 
Score 



14615 

TBLASTX: Cress 

1130 

107 



814. .957, 829. .963, 833. .964, 1037.:1126, 1038. .1130 



Seq. No. 47227 

!;;^ Gene No. 100461 

Start 13908 

P Name OJ000214_16 . 0406 . C18 . ol . tw 

y Start 832 

GI none 
=r= Exons 



Seq. ID OJ000214_16. 040-6. C18 



Strand 
End 

Method 

End 

Score 



14615 

TBLASTX: Wheat 

1139 

194 



832. .963, 833. .964, 836. .967, 1037. .1138, 1038. .1139 



Seq. No. 47227 Seq. ID 

Gene No. 100461 Strand 

Start 13908 End 

Name OJ000214_16 . 0406 . C18 . o2 . ts Method 

Start 12458 End 

GI none Score 

Exons 12458. . 12655, 12496.. 12642 



OJ000214_16.0406.C18 
14 615 

TBLASTX : Soybean 

12655 

192 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



47227 
100461 
13908 

OJ000214_16.0406.C18 .o2.tm 
12470 



none 

12470. 

12640. 

13267, 

13510, 

13627, 



,12508, 12562. 

12669, 13201. 

13464, 13423. 

13572, 13512. 
13644 



Seq. ID 
Strand 
End 

Method 
End 
Score 

12603, 12563. .12604, 12638 
13437, 13239. .13448, 13266 
13530, 13443. .13529, 13474 
13571, 13514. .13573, 13608 



OJ000214 16.0406.C18 



14615 

TBLASTX: Maize 
13644 
41 



12667, 
•13463, 
13530, 
13643, 



Seq. No. 47227 Seq. ID 

Gene No. 100461 Strand 

Start 13908 End 

Name OJ000214 16 . 0406 . C18 . o3 . tm Method 



OJ000214_16.0406.C18 
14615 

TBLASTX: Maize 



48915 



start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



13899 End 14302 

none Score 234 

13899. .14162, 13923 . . 14 14 1 , 13924 14 1 63, 14 059 .. 14 175, 

14181. .14252, 14184. .14252, 14231. .14302 



47227 Seq. ID 

100461 Strand 

13908 End 
OJ00Q214_16.0406.C18.o6.gs Method 

13908 End 

none Score 

13908. .14 344, 14464. .14543 



OJ000214_16.0406.C18 

14615 
GENSCAN 
14543 
.42 



Seq. No. 


47227 


Seq. ID 


OJ000214_16,0406 


.018 


Gene No. 


100461 


Strand 






Start 


13908 


End 


14615 




Name 


OJ000214 16.0406.C18.o6.np 


Method 


AAT/NAP 




Start 


13911 


End 


14615 




GI 


7248407 


Score 


821 • 




Exons 


13911. .14 344, 14464. .14615 








GI Descrip. 


(AP001389) Similar to Escherichia coli 


thermosensitive 






gluconokinase {P39208) [Oryza 


sativa] 






Seq. No. 


47228 


Seq. ID 


OJ000214_16.0406 


.019 


Gene No. 


100462 


Strand 






Start 


1 


End 


1866 




Name 


OJ000214 16.0406.C19.ol.np 


Method 


AAT/NAP' 




Start 


1 


End 


1635 




GI 


7248407 


Score 


215 




Exons 


1..40, 759. .876, 1587. .1635 








GI Descrip. 


(AP001389) Similar to Escherichia coli 


thermosensitive 






gluconokinase (P39208) [Oryza 


sativa] 







Seq. No. 47228 Seq. ID 

Gene No. 1004 62 -'""^ Strand 

Start 1 End 

Name OJ000214_16 . 0406 ..'019 '. ol . gs Method 

Start 780 End 

GI none Score 

Exons 780.. 876, 1587.. 1674, 1756.. 1866 



OJ000214_16. 0406.019 

1866 
GENSCAN 
1866 
.52 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47229 



Seq. ID OJ000214 16.0406.020 



100463 Strand + 

537 End 709 

OJ000214_16.04 06.020.ol.gp Method AAT/GAP 

537 End 709 

24690_1.R1084 Score 324 
537. .709 

'81601/pirl I JT0901 5.0e-52' chaperonin 60 beta - Arabidopsis 
thaliana ' 



Seq. No. 47229 - Seq. ID OJ000214_16 . 04 06 . 020 

Gene No. 100463 Strand + 

Start 537 End 709 

Name OJ0002 14_16 . 04 06 . O20 . ol . gs Method GENSCAN 

Start 546 End 691 

GI none Score .82 



48916 



Exons 



546. .691 



Seq. No. 47229 Seq. ID OJ000214_i6. 0406 .C20 

Gene No. 100463 Strand + 

Start 537 End 709 

Name OJ000214_16 . 0406 . C20 . ol . np Method AAT/NAP 

Start .546 End 709 

Gl-' 7248401 • Score 250 

Exons 546.. 709 

GI Descrip. (AP001389) ESTs C99033 (E4350) , C99032 (E4350) , D46006 (S10372 ) , 
D47177 (S12347) ,C28582 (C61678) ,C27203{C51329) correspond to a 
region of the predicted gene . --Similar to Arabidopsis thaliana 
chromosome I BAG T5A14 genomic sequence; 60 KD Chaperonin Beta 
subuni> 





oeq . iNo . 


47230 




Seq. ID 


OJ000214_11.0407.C1 




oene ino . 


100464 




Strand 








1 




End 


1411 




Name 


OJ000214 11. 0407. CI 


. ol . np 


Method 


AAT/NAP 




Start 


1 




End 


1223 






6911879 




Score 


307 




XT' V /^lo o 


1..35, 219. .344, 431. .560, 1131. .1223 






LjX uescrip. 


(AL138655) hypothetical protein [Arabidopsis thaliana] 




o e q . IN o . 


47230 




Seq. ID 


OJ000214 11. 0407. CI 




Lrene no . 


100464 




Strand 


- 


t, i ; 


Start 


1 




End 


1411 




Name 


OJ000214 11. 0407. CI 


.ol. tc 


Method 


TBLASTX: Cress 


- — 


O LaX t 


220 




End 


1224 




oX 


none 




Score 


64 




Exons 


220. .324, 223. .309, 


426. .539, 


426. .560, 


1131. .1187, 1170.. 


fy 




1171. .1224 










oeq . NO . 


47230 




Seq. ID 


OJ000214_11.0407.C1 




r^^n^ Kin 


100464 




Strand 






Start 


1 




End 


1411 




Name 


OJ000214 11. 0407. CI 


. ol.tm 


Method 


TBLASTX: Maize 




Start 


220 




End 


1224 




GI 


none 




Score 


113 


f 3 


Exons 


220. .345, 224. .346, 


429. .548, 


432. .560, 


1131. .1223, 1132.. 


P 


Seq. No. 


47230 




Seq. ID 


OJ000214_11.0407.C1 




Gene No. 


100464 




Strand 






Start 


1 




End 


1411 




Name 


OJ000214 11. 0407. CI 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


220 




End 


461 




GI 


none 




Score 


126 




Exons 


220. .345, 221. .346, 


435. .461 








Seq. No. 


47230 




Seq. ID 


OJ000214_11.0407.C1 




Gene No. 


100464 




Strand 






Start 


1 




End 


1411 




Name 


OJ000214 11. 0.407. CI 


.ol.ts . 


Method 


TBLASTX : Soybean 




Start 


221 




End 


1223 • 




GI 


none 




Score 


78 




Exons 


221. .322, 226. .327, 


226. .345, 


432. .548, 


433. .495, 1131. .12; 



48917 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47230 Seq. ID OJ000214_11 . 0407 . CI 

100464 Strand 

1 " End 1411 

OJ000214_11.0407.Cl.ol.gp Method AAT/GAP 

223 End 1411 

68351__1.R1084 Score 995 

223.-344, 431. .560, .11-31. .1411 

M9'29739/gb|AAD34130.1|AF151893_l 8.0e-09 (AF15ia93) CGI-135 
protein [Homo sapiens] ' - 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47231 

100465 

207 

OJ000214_11.04 07.C4 .ol.gs 

207 

none 

207. .357, 578. .916, 1084.. 
1657. .2422 



Seq. ID OJ000214_11.0407.C4 



Strand 
End 

Method 
End 
Score 
1208, 1321. 



+ 

2422 
GENSCAN 
2422 
.84 

1455, 1528. 



. 1586, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . 

Exons 

GI Descrip, 



47231 ' Seq. ID OJ000214_11 . 0407 . C4 

100465 Strand + 

207 End 2422 

OJ000214_11.0407.C4.ol.np Method AAT/NAP 

258 End 1860 

6721558 Score 255 

258. .357, 1084. .1229, 1661. .1860 

(AP001073) hypothetical protein [Oryza sativa] 

gi I 6815083 I dbj IBAA90369.il {AP001081) hypothetical protein 

[Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



47231 Seq. ID OJ000214_11 . 0407 . C4 

100465 Strand + 

207 End 2422 

OJ000214_11. 0407 .04 .o2 .np Method AAT/NAP 

341 End 2419 

6721561 Score 971 

341. .410, 1277. .1455, 1528. .1586, 1657. .2419 

(AP001073) EST AU082058 (C1297 6) corresponds ' to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6815086 I dbj IBAA90372.il (AP001081) EST AU082058 (012976) • 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 

Gene ' No . 

Start 

Name 

Start 

GI 

Exons 



47232 Seq. ID 

100466 ' Strand 

623 End 

OJ000214_11. 04 07.05. ol.gs Method 

623 End 

none Score " 
623. .1187 



OJ000214_11.0407.O5 

1276 
GENSCAN 
1187 
. 97 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47232 

100466 

623 

OJ000214 
626 

5902445 



11.0407.05.ol.np 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_11.0407.C5 

1276 
AAT/NAP 
1276 
608 



48918 



Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



626. .1276 

(AB030283) GAG-POL precursor [Oryza sativa] 



47232 Seq. ID 

100466 Strand 

623 End 

OJ000214_11 , 04 07 . C5 . ol . tw Method 

635 . End " 

none - Score 



OJ000214_11.0407.C5 
1276 

TBLASTX: Wheat 

1243 

69 



635. .766, 636. .761, 791. .1243, 987. .1094 



Seq. No. 47232 

Gene No. 100466 

Start 623 

Name OJ000214_11 . 0407 , C5 . ol . tm 

Start 671 

GI none 

Exons 671.. 745, 729.. 770, 755.. 937 



Seq. ID OJ000214_11.0407.C5 
Strand 
End 

Method 
End 
Score 



1276 

TBLASTX: Maize 

937 

153 



Seq. No. 47233 Seq. ID OJ000214_11 . 0407 . 06 

Gene No. 1004 67 Strand 

Start 1 End 1058 

Name , OJ000214_11 . 0407 . C6 . ol . np . Method AAT/NAP 

Start 1 End 1058 

GI 5922631 Score 668 

Exons 1..1058 

GI Descrip. (AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. {AF049110) [Oryza sativa] 
gil 6016864 I dbj IBAA85207.il (AP000570) ESTs 

C26347 (C12145) , AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 


47233 






Seq. ID 


OJ000214 


Gene No. 


100467 






Strand 




• Start 


- 1 






■ End 


1058 


Iz Name 


OJ000214 


_11.040'7.C6.ol. 


.gs 


Method 


GENSCAN 


^■^ Start 


13 






End 


981, 


ca GI 


none 






Score 


.55 


Exons 


13. .393, 


485. .571, 740, 


. . 981 







Seq. No. 


47233 




Seq. ID 


OJ000214_11.0407 


Gene No. 


100467 




Strand 




Start 


1 




End 


1058 


Name 


OJ000214 


_11.0407.C6.o2.tw 


Method 


TBLASTX: Wheat 


Start 


61 




End 


4 72 


GI 


none 




Score 


43 


Exons 


61. .219, 


65. .220, 211. .423, 


233. .415, 


311. .472 


Seq. No. 


47233 




Seq. ID 


OJ000214_11.0407 


Gene No. 


100467 




Strand 




Start 


1 




End 


1058 


Name 


OJ000214 


11.0407.C6.ol.tw 


Method 


TBLASTX: Wheat 


Start 


500 




End 


1045 


GI 


none 




Score 


127 


Exons 


500. . 661, 


501. .662, 809. .1045, 819. .1043 



48919 



Seq. No. 


47234 


Seq. ID 


OJ000214 


_11, 


.0407. 


Gene No. 


100468 


strand 


+ 








1 


End 








Name 


OJ000214 11.0407.C7.ol.np 


Method 


A z\ /mad 






o tar L 


1 


End 


1 A Ckl 

1 fl y / 








6721512 


Score 








TP V o 


1..96, 543". .579, 1361. .1497 










GI Descnp. 


(AP001072) hypothetical protein [Oryza 


sat i va ] 






Seq. No. 


47234 


Seq. ID 


OJ000214 


_11, 


.0407. 


(aene wo . 


100469 


Strand 








b tar u 


55 


End 


1 Q 7 Q 

1 0 / y 






Narne 


OJ000214 11.0407.C7.ol.gs 


Method 


p t? M C O a M 






o tar L 


55 


End 


1 R 7 Q 






bX 


none 


Score 








Exons 


55. .480, 898. .1171, 1256. .1434, 1756.. 


1 ft 7 Q 






Seq. No. 


47235 


Seq. ID 


OJ000214 


_11, 


.0407:' 


Gene No . 


100470 


Strand 








otar L 


10 


End 


Q O '5 






Name 


OJ000214 11.0407.C8.ol.gs 


Method 










10 


End 


Q O "5 






C T 


none 


Score 








Exons 


10. .36, 458. .823 










Seq. No. 


47236 


Seq. ID 


OJ000214 


_11. 


.0407.' 


Gene No . 


100471 


Strand 


+ 






o tar L 


13 


End 


2517 






Name 


OJ000214 11.0407.C9.ol.gs 


Method 


GENSCAN 






o cart 


13 


End 


2517 






bl 


none 


Score 


.82 






Exons 


13. .78, 107. .142, 1265. .1351, 


1447.. 1536, 2108. 


. Z 1 C 


5 Q O 'i 
3 O , Z O 


o e q . In O . 


47236 


Seq. ID 


OJ0002'i4 


_11. 


.0407.1 




100471 


Strand 


+ 






start . . 


13 


End . 


2517 






Name*' 


■ OJ000214" 11.0407.C9.ol.np . 


Method 


AAT/NAP 






start 


1217 


End 


2481 






GI 


6665545 


Score 


364 






Exons 


1217. .1351, 1447. .1536, 2108.. 


2188, 2323. .2481 






GI Descrip. 


(AC013289) putative regulator 


of chromosome condensation 




[Arabidopsis thaliana] 











Seq. No. 47237 

Gene No. 100472 

Start 1 

Name OJ000214_11 . 04 07 . CIO . ol . np 

Start 1 

GI 2829910 

Exons 1..1031 

GI Descrip. (AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs [Arabidopsis thaliana] 



Seq. ID OJ000214_11. 0407. CIO 

Strand + 

End 1031 

Method /-.'AAT/NAP 

End 1031 

Score 812 



Seq. No. 
Gene No. 
Start 



47237 

100472 

1 



Seq. ID OJ000214_11. 0407. CIO 
Strand + 
End 1031 



48920 



Name OJ000214_11 . 0407 , CIO . ol , tc 

Start 1 

GI none 

Exons 1..243, 2. .244, 176. .340 

Seq. No. 47237 

Gene No. 100472 
Start . ' 1 

Name OJ000214_11 . 0407 : CIO . ol . ts 

Start 2 

GI none 

Exons 2. .184, 14. .403, 16. .402 



Method 

End 

Score 



TBLASTX: Cress 

340 

315 



Seq. ID OJ000214_11. 0407. CIO 

Strand + 

End ■ 1031 

Method TBLASTX : Soybean 

End 403 

Score 69 



Seq. No. 47237 Seq. ID 

Gene No. 100472 Strand 

Start 1 End 

Name OJ000214_11 . 04 07 . CIO . o3 . tm Method 

Start 2 End;..,^ 

GI none Score 

Exons 2.. 82, 33. .227, 34.. 237, 35.. 238 



OJ000214_11. 0407. CIO 
+ 

1031 

TBLASTX: Maize 

238 

60 



Seq. No. 47237 Seq. ID 

Gene No. 100472 Strand 

Start 1 End 

Name OJ000214_11 . 04 07 . CIO . ol . gs Method 

Start 53 End 

GI none Score 

Exons 53.. 1009 



OJ000214_11. 0407. CIO 
+ 

1031 
GENSCAN 
1009 
.52 



Seq. No. 47237 Seq. ID 

Gene No. 100472 Strand 

Start 1 End 

Name OJ000214_11 . 04 07 . CIO . ol . tm Method 

Start 245 End 

GI none Score 

Exons 245. .703, 246. .716, 312. .716 



OJ000214_11.0407;C10 
+ 

1031 

TBLASTX: Maize 

716 

623 



Seq. No. 47237 . Seq. ID 

Gene No. 100472 Strand 

Start 1 End 

Name OJ000214_11 . 04 07 . CIO . o2 . ts Method 

Start 404 End 

GI none Score 
Exons 



OJ000214_11. 0407. CIO 
+ 

1031 

TBLASTX : Soybean 

790 

215 



404. .583, 413. .529, 414. .536, 442. .567, 622. .771, 623. .790, 
671. .781 



Seq. No. 

Gene No-. 

Start 

Name 

Start 

GI 

Exons 



47237 Seq. ID 

100472 Strand 

1 End 

OJ000214_11. 0407. CIO. o2.tm Method ' 

802 End 

none Score 



OJ000214_11. 0407. CIO 
+ 

1031 

TBLASTX: Maize 

1020 

185 



802. .942, 805. .948, 952. .1020, 953. .1012 



Seq. No. 
Gene No. 
Start 



47237 

100472 

1 



Seq. ID OJ000214_11. 0407. CIO 
Strand + 
End 1031 



48921 



Name 

Start 

GI 

Exons 



OJ000214_11. 0407. CIO. o3.ts Method 

802 End 

none Score 
802. .933, 804. .869, 805. .870 



TBLASTX: Soybean 

933 

55 



Seq. No. 47238 

Gene No. 100473 

^ Start 1 ■ . . 

Name OJ000214_11 . 04 07 . Cll . ol . np 

Start 1 

GI 2829910 

Exons 1..181, 1357.. 1510 

GI Descrip. (AC002291) Unknown protein, contains regulator of chromosome 
condensation motifs -[Arabidopsis thaliana] 



Seq. ID. OJ000214_11. 0407. Cll 

Strand + 

End 1510 

Method AAT/NAP 

End 1510 

Score 187 



oeq. NO. 


/I "7 0 "5 Q 


Seq. ID 


OJ000214_ 


11 n/im oil 


uene no . 


1 n n /I "7 '5 

lU U4 / O 


Strand 


+ 






1 


End 


1510 




Name 


OJ000214 11.0407.Cll.ol.gs 


Method 


GENSCAN 




Start 


51 


End 


1486 




GI 


none 


Score 


.76 




Exons 


51. .181, 824. .952, 1357. .148 


6 






Seq. No. 


47238 


Seq. ID 


OJ000214_ 


11. 0407. Cll 


Gene No. 


100474 


Strand 






Start 


1693 


End 


5497 




Name 


OJ000214 11.0407.Cll.o2.np 


Method 


AAT/NAP 




Start 


1693 


End 


5497 




GI 


6721547 


Score 


83 




Exons ' 


1693. .1733, 5413. .5497 








GI Descrip. 


(AP001073) Similar to Oryza 


sativa gene for Pib. 


(AB013448) 


Seq. No. 


47238 


Seq. ID 


OJ000214_ 


11. 0407. Cll 


Gene No. 


100474 


Strand 






Start 


1693 


End 


5497 




Name 


OJ000214 11.0407.Cll.ol.gp 


Method 


AAT/GAP 




Start 


3645 ... .' 


End 


3961 




GI 


2310215 


Score 


618 




Exons 


3645. .3961 









Seq. No. 47239 Seq. ID OJ000214_11 . 04 07 . C12 

Gene No. 100475 Strand + 

Start 94 End 453 

Name OJ000214_11 . 04 07 . C12 . ol . gp Method AAT/GAP 

Start 94 End 453 

GI 2309883 Score 470 

Exons 94.. 453 

GI Descrip. 214 9018/gb | U7054 1 | OSU7054 1 5.0e-25 Oryza sativa putative 
ADP-glucose pyrophosphorylase subunit SH2 and putative 
NADPH-dependent reductase Al genes, complete cds 



Seq. No. 
Gene No. 
. Start 
Name 
Start 
GI 



47239 

100476 

1994 

OJ000214 

1994 

none 



11.0407.C12.ol.gs 



Seq. ID OJ000214_11.0407.C12 

Strand + 

End 4914 

Method GENSCAN 

End 4914 

Score . 9 



48922 



Exons 



1994. .3792, 4301. .4477, 4806. .4914 



Seq: No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47239 

100476 

1994 

OJ000214_11.0407.C12.ol.np 

2108 

7484783 



Seq. ID OJ000214_ll.p407.C12 

Strand + 

End 4914 

Method AAT/NAP 

End 3967 

Score 1093 



2108. .2156, 2205. .2616, 2644. .3035, 3065. .3967 
ABC-type transport protein F14M19.30 - Arabidopsis thaiiana 
gi I 4539293 |emb|CAB39596. 11 {AL049480) putative membrane 
transporter [Arabidopsis thaiiana] gi I 7269425 | emb | CAB81385 . 1 1 
{AL161563) putative membrane transporter [Arabidopsis thaiiana] 





Seq. No. 


47239 






Seq. ID 


OJ000214 11.0407 


.C12 




Gene No. 


100476 






Strand 


•f 






Start 


1994 






End 


4914 






Name 


OJ000214 11. 


0407.C12.o2. 


gp 


.Method 


AAT/GAP 






Start 


3302 






End 


4117 






GI 


48137 1.R1084 




Score 


1588 






Exons 


3302. .4117 














GI Descrip. 


M539293/emb|CAB39596. 11 


9.0e 


-54 {AL049480) putative membrane 


' .3 




transporter 


[Arabidopsis thaiiana] ' 






t 1 


Seq. No. 


47239 






Seq.- ID 


OJ000214._11.0407 


. C12 




Gene No. 


100477 






Strand 


■+ 






Start 


5428 






End 


6905 






Name 


OJ000214 11. 


0407.C12.ol. 


ts 


Method 


TBLASTX : Soybean 






brart 


^ ^ 1 .J 






End 


2899 






GI 


none 






Score 


90. 




Si 


Exons 


2243. .2353, 


2441. .2611, 


2660. 


.2770, 2816. .2899 




ry 


beq. No. 


47239 






Seq. ID 


OJ000214_11. 0407 


.C12 




Gene No. 


100477 






Strand 


+ 




1. .J 


Start 


5428 






End 


6905 






Name 


OJ000214 11. 


0407.C12.o2. 


tm 


Method 


TBLASTX: Maize 






Start 


2443 






End " 


2965 






GI 


none 






Score 


63 






Exons. 


2443. .2523, 


2444. .2611, 


2446. 


.2577, 2660. .2965 






Seq. No. 


47239 






Seq. ID 


OJ000214_11.0407 


.C12 




Gene No. 


100477 






Strand 


+ 






Start 


5428 






End 


6905 






Name 


OJ000214 11. 


0407.C12.o2. 


tc 


Method 


TBLASTX: Cress 






Start 


2678 






End 


2998 






GI 


none 






Score 


246 






Exons 


2678. .2998, 


2818. .2961 












Seq. No. 


47239 






Seq. ID 


OJ000214_11.0407 


.C12 




Gene No . 


100477 






Strand 


+ 






Start 


5428 






End 


6905 






Name 


OJ000214 11. 


0407.C12.ol. 


tc 


Method 


TBLASTX: Cress 






Start 


3338 






End 


3691 






GI 


none 






Score 


284 






Exons 


3338.. 3691 ■ 














Seq. No. 


47239 






Seq. ID 


OJ000214_11.0407 


.C12 



48923 



Gene No. 


100477 








Strand 


+ 


o L a. J_ L 










rjno 


byuo 


Name 




CiACM 
, kJhKJ / 


PI 9 
. blZ . Ol 


4-Tn 

. tm 


Metnod 


i rJLAb i A : Mai z e 














'3791 

J /Z 1 




none 








Score 


9 n 

zou 


Exons 


OOOO. .j/Zl/ 




. . O / 1 / / 


jOOX 


'5791 
. . J / Z 1 




Seq. No. 


47239 








Seq. ID 


OJ000214_11.0407 


Gene No. 


100477 








Strand 


+ 




0 fi ^ 0 








tna 


byuo 


Name 


UJ UUUZ14 11 


. U fi U / 1 


PI 9 
. blZ . O J , 


. t s 


Method 


i biiAb i A : boyoean 


b tar L 


O U 41 








Lna 


"3779 

O / /z 




none 








Score 


9 n c: 
ZUO 


Exons 


^fl U . . O / / Z 












Seq. No. 


47239 








Seq. ID 


OJ000214_11.0407 


Gene No. 


100477 








Strand 


+ 


ota j-i. 


/I 9 D 
D ft ^1 0 








End 


6905 


Name 


UJUUUZl^ la-; 


ri A n 7 ■ 


P i 9 /-\9 
. UlZ . OZ . 


, gs 


Method 


GENSCAN 


o tar u 


C /I O Q 








End 


6905 




none 








Score 


.79 


Exons 




c; c; T n 


R 7 c: T 


7 c; c; 


..5989, 6450. .6905 


Seq. No. 


47239 








Seq. ID 


OJ000214_11.0407 


Gene No. 


100477 








Strand 


+ 


o tar u 


R yi 9 Q 








End 


6905 


Name 


PTnnn9Tyi ii 
UJUUUZ14 11 




P 1 O y-^9 

, biz . OZ , 


, t S 


Method 


TBLASTX : Soybean 


btart 


c c /T n ~ 








End 


5866 


bl 


none 








Score 


163 


Exons 


oo bu . . o / 0 1 , 


R c; ^; c 
o o Ob . 


t; 7 c; /t 


Q 7 /l 1 


..5866, 5749. .5850 


oeq. NO. 


/I 7 9 T Q 








Seq. ID 


OJ000214_11.0407 


Gene No. 


100477 








Strand 


+ 


Start 


5428 








End 


6905 


Name 


OJ000214 11 


.0407. 


012. o2. 


,np 


Method 


AAT/NAP 


otart 


5570 








End 


6348 


C T 


6967112 








Score 


129 


Exons 


5570. .5872, 


6186. 


. 6348 








GI Descrxp, 


(AL138652) putative protein 


[Arabidopsis thaliana] 


Seq. No. 


47240 








Seq. ID 


OJ000214_11.0407 


Gene No. 


100478 








Strand 




Start 


237 








End . 


705 


.Name 


OJ000214 11 


.0407. 


C13.01. 


gp 


Method 


AAT/GAP 


Start 


237 








End 


705 


GI 


none 








Score 


854 


Exons 


237. .705 













Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47241 
100479 
1 

OJ000214_11.04 07.C14 .ol.np 
1 

1703029 



Seq. ID OJ000214_11. 0407. 014 
Strand 

2038 
AAT/NAP 
.2038 
486 



End 

Method 
End 
Score 

1..151, 252. .461, 833. .1080, 1816. .1966, 2001. .2038 
OLATHRIN OOAT ASSEMBLY PROTEIN AP4 7 HOMOLOG 2 (OLATHRIN OOAT 
ASSOCIATED PROTEIN AP47 HOMOLOG 2) (GOLGI ADAPTOR AP-1 4 7 KD 



48924 



PROTEIN HOMOLOG 2) (HAl 47 KD SUBUNIT HOMOLOG 2) (CLATHRIN 
ASSEMBLY PROTEIN ASSEMBLY PROTEIN COMPLEX 1 MEDIUM CHAIN HOMOLOG 
2) (P4> gi I 7513952 Ipir I 1 163224 clathrin-associated adaptor 







protein - rat gi 1468382 


Igb IAAA57232.il 


(L07074) 


clathrin-as; 




Sea No 


47241 




Seq. ID 


o.Tnno^i 4 

\JK} \JyJ\J £^ i T 


11 04 07 n 4 




cpnp Nn 


100479 




Strand 








Start 


1 




End 


2038 






Name 


OJ000214 11.0407.C14 .ol 


.tm 


Method 


TBLASTX • 


Mai ze 




Start 


1 






4 69 

*3 Vj J 






GI 


none 




Score 


192 






Exons 


1..147, 2. .148, 251. .469, 


252. .464 








Qprr No 


47241 




Seq. ID 


OJ000214 


11 0407 • n 4 






100479 




Strand 








Start 


1 




End 


2038 






Name 


OJ000214 ll.0407.C14.ol 


.ts 


Method 








Start 








47? 






GI 


none 




Score 


11 






Exons 


86. .148, 91. .147, 243.. 


464 


, 251. .472 








O C \^ • LN ■ 


47241 




Seq. ID 




11 04 07 n4 






100479 




Strand 








O L. d J. u 


1 




End 








Name 


OJ000214 ll.0407.C14.ol 


.gs 


Method 


O Hi LN O \^rtiN 






p L d i. u 






PnH 


1 06^ 
X U D J 


ST* - 




GI 


none 




Score 


.63 




t IS 


Exons 


252. .461, 833. .1065 












9pn Nn 


47242 




Seq. ID 


\J\J U U U ^ X T 


11 04 07 ns 




ripnp No 


100480 




Strand 








start 


3912 




End 








Name 


OJ000214 ll.0407.C15.o2 


.gs 


Method 


O Ej IN O V^rtiN 






Start 


3912 








i. -J 


GI 


none 




Score 


,94 






Exons 


3912. .4672, 5939. .5990 












Sea No 


47242 




Seq. ID 


\JKJ yj \J \J ^ A.H 


1 1 0407 n •=! 




f^pne No 


100480 




Strand 








Start 


3912 




End 


■J Zf\J 






Name 


OJ000214 ll.0407.C15.ol 


.gp 


Method 


AAT /flAP 






Start 


4116 




. End 


4 4 ^=18 

4 *i J O 






GI 


3768046 




Score 


U J u 






Exons 


4116. .4458 












Seq. No. 


47243 




Seq. ID 


OJ000214 


_11.0407.C16 




Gene No. 


100481 




Strand 


.+ ■ 






Start 


5 




End 


1349 






Name 


OJ000214 ll.0407.C16.ol 


.np 


Method 


AAT /NAP 






Start 


5 




End 


1349 






GI 


6630699 




Score 


76 






Exons 


5. .111, 1264. .1349 












GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 





gi|6721536|dbj IBAA89566.il (AP001073) hypothetical protein 
[Oryza sativa] 



Seq. No. 47243 Seq. ID OJ000214_11 . 04 07 . CI 6 



48925 



Gene No. 100482 Strand 

Start 1629 End 3070 

Name OJ000214_11 . 0407 .C16 . o2 . np Method AAT/NAP 

Start 1488 End 3070 

GI 5922620 Score 175 

Exons • 1488.. 1621, 2971,. 3070 

GI Descrip. (AP000492) EST D15357 (C051,4 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi I 6016853 | dbj\| BAA85196 . 1 1 (AP000570) EST .D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 


47243 




Seq. ID 


OJ000214_11. 


0407, 


.016 


t^ene lno . 


1 U U 4 o Z 




Strand 








o tar u 






End 


T n T fi 
oU / U 






Name 


UJUUUZ14t 1 1 , U4i U / . ox D . Ol 


. gs 


Method 








o rar r 






End 










none 




Score 


A 






Exons 


It^OQ 1Q0Q OO'i.C:. OAAC^ 


2954. 


.3046 








Seq. No. 


47244 




Seq. ID 


OJ000214_11. 


0407, 


.018 


Gene No. 


100483 




Strand 


+ 






o r.ar t 


1 / D4i 




End 


1 Q "5 0 

1 y oz 






Name 


UJUUUzl4 11 . U4i U / . Oio . Oz 


.np 


Method 


7\ A T" / M 7\ r> 

AAi / JNAr 






btar c 


1 / d4 




End 


1 Q T O 

1 yjz 






n T 


D D ou b y y 




Score 








Exons 


1 / b4 . . 1 y Jz 












GI Descrip. 


t/iruuuybyj nypornencai 


protein [Oryza 


sat 1 va ] 








gi 1 b /zloob 1 ClDJ I DA/\oyDbb 


.11 (AP001073) 


hypothetical 


protein 




[Oryza sativa] 












Seq. No. 


47244 




Seq. ID 


OJ000214_11. 


0407. 


.018 


Gene No. 


100484 




Strand 


+ 






Start 


2059 




End 


2815 






Name 


OJ000214 11. 0407. 018. o3 


.np 


Method 


AAT/NAP 






Start . 


2059 




End 


2815 






GI 


6539570 




' Score 


151 






Exons 


•2059. .2262, 2429. .2488, 


2785. 


.2815 








GI Descrip. 


(AP000836) hypothetical 


protein [Oryza 


sativa] 






Seq. No. 


47244 




Seq. ID 


OJ000214_11. 


0407, 


,018 


Gene No. 


100485 




Strand 








Start 


67 




End 


2771 






Name 


OJ000214 11. 0407. 018. ol 


.np 


Method 


AAT/NAP 






Start 


67 




End 


1794 






GI 


5922620 




Score 


496 






Exons 


67. .173, 524. .632, 669. 


.915, 


1146. .1231, 1578. .1794 






GI Descrip. 


(AP000492) EST D15357 (00514 ) 


corresponds to a region of 


the 




predicted gene.; hypothetical 


protein 


[Oryza sativa 


] 





gi I 6016853 I dbj IBAA85196.il (AP000570) EST D15357 (O0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. No. 
Gene No. 
Start 
Name 



47244 

100485 

67 

OJ000214 



11.0407.018.ol.gs 



Seq. ID 

Strand 

End 

Method 



OJ000214_11. 0407. 018 

2771 
GENSCAN 



48926 



# 



start 
GI 

Exons 



1053 
none 



End 
Score 



2771 
.71 



1053. .1231, 1549. .1573, 1619. .1819, 1843. .1926, 2077. .2182, 
2634-, .2771 



:f GI 



Seq. No. 

Gene No. 

Start 

Name- 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start 
Name ■ 
Start 



Exons 

Seq. No. 
Gene No. 
Start . 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 



47245 Seq. ID 

100486 Strand 

611 - - End 
OJ000214_11 . 04 07 . 019 . ol . gs Method 
611 End 
none Score 

611. .804, 1029. .1135 



11.0407.C19 



OJ000214_ 
+ 

1135 
GENSCAN 
1135 
.88 



OJ000214 11.0407.C19 



47245 Seq. ID 

100487 Strand 
1 End 2646 

OJ000214_11 . 04 07 .C19. ol . np Method AAT/NAP 
1 End 2646 

133421 Score 103 

1..249, 2588. .2646 

DNA-DIRECTED RNA POLYMERASE BETA CHAIN gi | 81502 | pir | IC29959 
DNA-directed RNA polymerase (EC 2.7.7.6) beta chain - spinach 
chloroplast gi | 295121 | gb|AAA84637 . 1 | (M55297) RNA polymerase 
[Spinacia oleracea] 



47245 

100487 

1 

OJ000214_11.0407.C19.o2.gs 

1332 

none 

1332. .1367, 2200. .2334 

47246 

100488 

502 

OJ000214_11.0407.C21.ol.gs 

502 

none 

502. .596, 640. .764, 870. .958 



Seq. ID OJ000214_11.0407.C19 
Strand 

End 2646 

Method GENSCAN 

End 2334 

Score .59 



Seq. ID OJ000214_11. 0407. 021 

Strand + 

End 958 

Method GENSCAN 

End 958 

Score .82 ' 



47246 
100489 
8225 

OJ000214_1 1.0407. 02 l.o4.gs 
8225 



none 
8225. . 
9940. . 
10709. 



8573. .8753, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
9036. .9283, 



8277, 

10106, 10174. .10365, 10431 .. 104 8 9, 
.11198, 11467. .11563, 11771. .12241 



OJ000214_ 
+ 

12241 
GENSCAN 
12241 
. .41 

9441'. .9537, 
10563. . 



11.0407.021 



9649. . 9817, 
10660, 



47246 Seq. ID 

100489 Strand 

8225 " End 
OJ0002 14_11 . 04 07 . 021 . ol . np Method 
10110 End 
6721561 Score 



OJ000214_11. 0407. 021 
+ 

12241 
AAT/NAP 
11327 
1198 



48927 



Exons 10110. .10365, 104 31 1048 9, 10563.. 11327 

GI Descrip. (AP001073) EST AU082058 (C12976) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi|6815086|dbj IBAA90372.il (AP001081) EST AU082058 (C12976) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Q o rr \T 
O c q . LN O . 


47246 




Seq. ID. 


UJUUUzi4 11 . 040 / 


. C21 


Gene No. 


100490 




Strand 






Start 


4775 




End 


7160 




Name 


OJ000214 11.0407.C21 


. o3 . gs 


Method 


GENSCAN 




o uar L 


4775 


End 


7160 




P T 


none 




Score 


.88 




TP V ^\ c 


4775. .5438, 6076. .6106, 7037. .7160 






O e CJ . IN O . 


47246 




Seq. ID 


OJ000214_11.0407 


. C21 


Gene No . 


100491 




Strand 






Start . 


12852 




End 


15016 




Name 


OJ000214 11.0407.C21 


. o5 . gs 


Method 


GENSCAN 






12852 




End 


14919 






none 




Score 


,58 




Exons 


12852. .13189, 13194 . 


.14028, 


1404 9. .14 609, 14 68 6. .14 919 




IJ NO. 


47246 




Seq. ID 


OJ000214_11.0407 


. C21 


^^=1 Gene No, 


100491 




Strand 






Start 


12852 




End 


15016 




Name 


OJ000214 11.0407.C21 


. o3 . tm 


Method 


TBLASTX: Maize 




: Q -h a T- -f- 


12900 




End 


13157 






none 




Score 


49 




l^y Exons 


12900. .12983, 12934., 


.12990, 


12984. . 13157, 13015. .13101 






47246 




Seq, ID 


OJ000214__11.0407 


. C21 


oene ino . 


100491 




Strand 






o u a r u 


12852 




End 


15016 




11 Name 


OJ000214 11.0407.C21, 


. o2.np 


Method 


AAT/NAP 




y Start 


13155 


End 


15016 






5902445 




Score 


1644 




Hi Exons 


13155. .13233, 13275.. 


.15016 








•VJT Qj Descrip. 


(AB030283) GAG-POL precursor [Oryza sativa] 




s..^: Oeq. LMO. 


47246 




Seq. ID 


OJ000214_11.0407 


. C21 


Gene No . 


100491 




Strand 






O U Cl i. I- 


. 12852 




End 


15016 




Name 


OJ000214 11.0407.C21. 


, o3.tw 


Method 


TBLASTX: Wheat 




Start 


13510 




End 


13899 




GI 


none 




Score 


73 




Exons 


13510. .13641, 13510. . 


13644, 


13520. .13651, 13645. .137 94, 






13795. .13899. 










Seq. No. 


47246 




Seq. ID 


OJ000214_11.0407. 


.C21 


Gene No. 


100491 




Strand 






Start 


12852 




End 


15016 




Name 


OJ000214 11.0407.C21. 


o4 . tw 


Method 


TBLASTX: Wheat.- . 




Start 


13900 




End 


14162 




GI 


none 




Score 


61 




Exons 


13900. .14046, 14043. . 


14090, 


14094. .14162 





48928 



Seq. No. 


47246 




Seq. ID 


OJ000214_11.0407 


.C21 


Gene No. 


100491 




Strand 












End 


15016 




NsiTie 




. ol . t s 










14 119 ~ 




ilii wx 


1 4 






none 




Score 


81 




EjXori s 


14119 1 4 S^7 1 4 


. 1.4 4 78 








Secj. No. 


47246 




Seq. ID 


OJ000214_11.0407, 


.C21 


Gene No. 


100491 




Strand 






Start 


12852 




End 


15016 




Name 


OJ000214 11.0407.C21 


. ol . tw 


Method 


TBLASTX: Wheat 




Start 


14167 




End 


14591 




GI 


none 




Score 


238 




Exons 


14167. .14481, 14178, 


.14591, 


14199. .14588 





Seq. No. 47246 

Gene No. 100491 

Start 12852' 

Name OJ000214_11 . 0407 , C21 . o2 

Start 14265 

GI none 

Exons 14265. . 14609, 14266.. 14 

Seq. No. 47246 

Gene No. 100491 

Start 12852 

Name OJ000214_11 . 0407 . C21 . ol 

Start 146.83' 

GI none 

Exons 14683. .14991, 14705.. 14 



Seq. ID OJ000214_11.0407.C21 
Strand 

End 15016 

.tm Method TBLASTX: Maize 

End 14609 

Score 116 
481, 14519. .14581 

Seq. ID OJ000214_11.0407.C21 
Strand 

End 15016 

.tm Method TBLASTX : Maize 

End 14991 

Score 206 
971, 14743. .14979 



Seq. No. 47246 Seq. ID 

Gene No. 100491 Strand 

Start 12852 End 

Name OJ0002 14_11 . 04 07 . C21 . o2 . tw Method 

Start . 14707 End 

GI . none Score 

Exons ' 14707. .15012, 14708.. 14971 



OJ000214_11.0407,C21 
15016 

TBLASTX: Wheat 

15012 

232 



Seq. No. 


47247 






Seq. ID 


OJ000214 


Gene No. 


100492 






Strand 


+ 


Start 


4105 






End 


4874 


Name 


OJ000214 11 


.0407.C22.o2, 


.gs 


Method 


GENSCAN , 


Start 


4105 






End 


4874 


GI 


none 






Score 


.72 


Exons 


4105. .4179, 


4380. .4510, 


4847 . 


.4874 




Seq. No. 


47247 






Seq. ID 


OJ000214 


Gene No. 


100493 






Strand 


+ 


Start 


6167 






End 


6442 


Name 


OJ000214 11 


.0407.C22.o4, 


.np 


Method 


AAT/NAP 


Start 


6167 






End 


6442 


GI 


6721512 






Score 


59 


Exons 


6167. . 6284, 


6313. .6442 








GI Descrip. 


(AP001072) 


hypothetical 


protein [Oryza 


sativa] 



11.0407.C22 



11.0407. C22 



48929 



Seq. No. 47247 Seq. ID OJ000214_11 . 0407 . C22 

Gene No. 1004 94 Strand 

Start - 1 - End 3715 

Name OJ600214_11 . 0407 . C22 . ol , np Method AAT/NAP 

Start 1 End 3509 

GI 5922631 Score 851 

Exons 1..988v 1104.. 1277, 1320.. 1740, 1921.. 2080, 3445.. 3509 

GI Descrip. '(AP000492) ESTs C26347 (C12145) , AU078074 (C12145) correspond to a 
region of the predicted gene.; similar to prpol; Zea mays 
retrotransposon Cinful-1. (AF049110) [Oryza sativa] 
gi I 6016864 | db j | BAA85207. 1 | {AP00057 0) ESTs 

C26347 (C12145) ,AU078074 (C12145) correspond to a region of the 
predicted gene.; Similar to prpol; Zea mays retrotransposon 
Cinful-1. (AF049110) [Oryza sativ 



Seq. No. 47247 

Gene No. 100494- 

Start 1 

Name OJ000214_11 . 0407 . C22 . ol . gs 

Start 86 

GI none 

Exons 86.. 441, 559.. 967, 1026 
2207. .2607, 2634. .2776, 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.1496, 1713 
2848. .3214 



OJ000214_11.0407.C22 

3715 . 
GENSCAN 
3214 
. 69 

1844, 1963. .2164, 



Seq. No. 

Gene. No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47247 - Seq. ID 

1004 94 Strand 

1 ■ End 

OJ000214_11. 04 07.C22 .o3.np Method 

1634 End 

7523517 Score 



OJ000214_11.0407.C22 

3715 
AAT/NAP 
3715 
348 



1634. .1676, 3131. .3270, 3421. .3715 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 


47247 






Seq. ID 


OJ000214 


_11.0407.C22 


Gene No. 


100495 






Strand 






Start 


4904 






End 


8353 




Name 


OJ000214 11 


.0407.C22'^ol. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


2 






End 


724 




GI 


none 






Score 


87 




Exons 


2. .121, 6.. 


68, 275. .505, 


284 . 


.493, 542 


..724, 543. .716 


Seq. No. 


47247 






Seq. ID 


OJ000214 


_11.0407.C22 


Gene No. 


100495 






Strand 






Start 


4904 






End 


8353 




Name 


OJ000214 11 


.0407.C22.o2. 


tw 


Method 


TBLASTX: 


Wheat 


Start 


1420 






End 


1746 




GI 


none 






Score 


78 




Exons 


1420. . 1623, 


1430. .1576, 


1582. 


.1695, 1634. .1684, 


1696. *. 1746 


Seq. No. 


47247 






Seq. ID 


OJ000214 


_11.0407.C22 


Gene No. 


100495 






Strand 






Start 


4904 






End 


8353 




Name 


OJ000214 11 


.0407.C22.o5. 


np 


Method 


AAT/NAP 




Start 


4904 






End 


6665 




GI 


7523517 






Score 


177 




Exons 


4904. .4946, 


5134 . .5194, 


5252. 


.5398, 6075.. 6221, 


6366. . 6665 


GI Descrip. 


(AP001633) 


hypothetical 


protein [Oryza 


sativa] 





48930 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI • 

Exons 



Seq, No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47247 

100495 

4904 

OJ000214_11 . 04 07 . C22 . o3 . gs 

4950 

none 



Seq. ID OJ000214_11.0407.C22 
Strand 

End 8353 

Method GENSCAN 

End 8353 

Score . 5 



4950. ,5167, 5172. .5361, 5552. ,5704, 5744. ,5873, 6104. .6221, 
6600, .6716, 7004, .7082, 8264. .8353 



47248 

100496 

18 

OJ000214_11 .04 07,C23.ol,gs 
18 

none 

18, .176, 2066. .2228 



Seq. ID OJ000214_11.0407.C23 
Strand 

End 2228 

Method GENSCAN 

End 2228 

Score .74 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47248 

100497 

5120 

OJ000214_11.0407.C23.ol.tm 

343 ■ 
none 



Seq, ID OJ000214_11.0407.C23 
Strand 

End 5237 

Method TBLASTX : Mai ze 

End 1212 

Score 231 



343, ,756, 606. .788, 819. .1193, 823. .1212 



47248 

100497 

5120 

OJ000214_11.0407.C23.ol.ts 

889 

none 

889. ,1203, 1272. .1364 



Seq, ID OJ000214_11. 0407 .C23 
Strand 

End 5237 

Method TBLASTX : Soybean 

End 1364 

Score 183 



Seq. No. 47248 

Gene No. 100497 

Start 5120 

Name OJ000214_11 . 04 07 . C23 , ol . tw 

Start 913 

GI none 

Exons 913.. 1194, 1203.. 1307 



Seq, ID OJ000214_11.0407.C23 
Strand 

End 5237 

Method ■ TBLASTX: Wheat 

End -1307 

Score 133 



Seq. No. 47248 

Gene No, 100497 

Start 5120 

Name OJ000214_11 , 04 07 . C23 . ol . gp 

Start 5120 

GI 2311008 

Exons 5120,. 5237 



Seq. ID OJ000214_11.0407.C23 
Strand 

End 5237 

Method AAT/GAP 

End 5237 

Score 142 



Seq. No. 47249 

Gene No. 1004 98 
Start , 501 

Name OJ000214_11 , 04 07 . C24 . o3 . np 

Start 501 

GI 40564,97 

Exons 501., 557, 905.. 981, 1631.. 1938 



Seq, ID OJ000214_11 . 0407 ,C24 

Strand + 

End 1938 

Method AAT/NAP 

End 1938 

Score 4 9 



48931 



GI Descrip. (AC005896) putative histone H2B [Arabidopsis thaliana] 



O C . IN O , 


4 7 94 Q 






ocq . ±u 


pi Tnn09i A 

vjJUUU^:X4 




J. u u f± y 






Q-h r*:3 r^H 

0 1 rano. 




o tar L 


Q Q 






tjna 


Q QO 

y y u 


Name 


ninnn^id ii ri/ini 

^JUUUUZX4 J. J. . U fl u / 


no A o1 
. 4 . Ol 


. gs 


Lxiet noa 


PTMGPaKT 
latilNoUMlN 




QQ 








Q QO 

y y u 


o J. 


none 






Score 


p 9 


Exons 


99. .990 










Q ca rr Kl 
o e q . LN O . 


4 7 94 Q 






Ofarr T n 
ocq . LU 


n TO 0 0 9 T 4 


Liene no . 


1 nnc;nn 
1 UUD u u 






Strand 




o tar r 


1 4i DO 






tina 


oonn 


Name 


OTnnn9i4 ii 0407 

UJUUUZX4 ll.UflU/ 


P9 4 r\0 


.gs 


LYiet noo. 


pT^xTCPZiM 
tjiIl»JNoL.AJN 


o tar u 


1 4 DO 






ijna 


9 9 7 7 
ZZ / / 




none 






Score 


. Do 


Exons 


^ A C^'X 1 Al A I^QQ 


1 Q O 1 


999c; 






Seq. ■ No. 


47250 






Seq. ID 


OJ000214 


n O Kl Q KT 


100501 






Strand 




otart 


1137 






End 


9 0 n 
ZZ du 


Name 


OJ000214 11.0407 


.C25.01 


. np 


Method 


nam / M fl D 


o tart 


1137 






End 


9 0 0 
ZZ bU 


PT 
(a J. 


6721508 






Score 


do 


Exons 


1137.. 1336, 2020 


. .2084, 


2127. 


.2260 




Gl'^Descrip. 


(AP001072) hypothetical 


protein [Oryza 


sativa] 


o e q . LN o . 


47251 






Seq. ID 


Pi TOOO 9 1 A 
UJ UUUZ 1 fi 


Gene No . 


100502 






Strand 




ot art 


117 






End 


z y 4 


Name 


OJ000214 11.0407 


.C26.01 


.gs 


Method 


P IT M C P Z\ M 


o tar t 


117 






End 


OdA 

z y 4 


C T 


none 






Score 


. 0 0 


ExQns 


117. .294 










Seq. No. 


47252 






Seq. ID 


OJ000214_ 


Gene No. 


100503 






Strand 


+ 


Start 


1 






End 


325 


Name 


OJ000214 11.0407 


.030.01 


.np 


Method 


AAT/NAP 


Start 


1 






End 


325 


GI 


5902448 






Score 


498 


Exons 


1. .325 










GI Descrip. 


(AB030283) orf3 


[Oryza sativa 


] 





Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



47252 

100504 

3061 

OJ000214_11.04 07.C30.o2.np 

3061 

7228442 



Seq. ID 
Strand 
End 

Method 
End 
Score 

3061. .3394, 3442. .3617, 3645. .5191, 9479. .9837 
{AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog. ' (AC003981) [Oryza sativa] 



OJ000214_11.0407.C30 
+ 

9837 
AAT/NAP 
9837 
1328 



47252 
100504 



Seq. ID OJ000214_11.0407.C30 
Strand + 



48932 



start 
Name 
Start 
GI 

Exons 



3061 End 

OJ000214_11.0407.C30.ol.tm Method 

4124 End 

none Score 



9837 

TBLASTX: Maize 

4711 

113 



4124. .4246, 4129. .4242, 4300 .. 4500, -4 301 4591, 4355. .4591, 
4630. .4674, 4631. .4711 



Seq. No. 47252 .. ' 

Gene No.' 100504 

Start 3061 

Name OJ000214_11 , 04 07 . C30 . ol . tw 

Start 4436 

GI none 
Exons 



Seq. ID OJ000214_11.0407.C30 

Strand + 

End 9837 

Method TBLASTX : Wheat 

End 4822 

Score 164 



4436. .4609, 4460. .4579, 4621. .4725, 4622. .4822, 4622. .4735 



Seq. No. 47252 

Gene No. 100504 

Start 3061 

Name OJ000214_11 . 0407 . C30 . o2 
Start " 5611 

GI none 

Exons 5611.. 5852, 5956.. 6079, 

Seq. No. 47253 

Gene No. 100505 

Start 198 

Name ' 6j000214_ll . 04 07 . C32 , ol 

Start - 198 

GI none 

Exons 198.. 346, 522.. 701, 804 



Seq. ID OJ000214_11.0407.C30 

Strand + 

End 9837 

,gs Method GENSCAN 

End 7860 

Score .56 
7096. .7285, 7376. .7441, 7505. .7860 

Seq. ID OJ000214_11.0407.C32 

Strand + 

End 2111 

.gs Method GENSCAN 

End 2111 

Score ,66 
.,882, 1913. .2111 



Seq. No. 


47253 




Seq. ID 


OJ000214 


Gene No. 


100506 




Strand 




Start 


2006 




End 


3816 


Name 


OJ000214 ll.0407.C32.ol 


.np 


Method 


AAT/NAP 


Start 


2006 




End 


3816 • 


GI 


7340909 




Score 


132 . 


Exons 


2006.. 2519, 3750.. 3816 








GI Descrip. 


(AP001550) hypothetical 


protein [Oryza 


sativa] 


Seq. No. 


47253 




Seq. ID 


OJ000214 


Gene No. 


100506 




Strand 




Start 


2006 




End 


3816 


Name 


OJ000214 ll.0407.C32.o2 


.gs 


Method 


GENSCAN 


Start 


3396 




End 


3623 


GI 


none 




Score 


.•71 


Exons 


3396. .3623 








Seq. No. 


47254 




Seq. ■ ID 


OJ000214 


Gene No. 


100507 




Strand 


+ 


Start 


41 




End 


670 


Name 


OJ000214 ll.0407.C34.ol 


.np 


Method 


AAT/NAP 


Start 


41 




End 


670 


GI 


6006381 




Score 


221 


Exons 


41. .312, 499. .670 








GI Descrip. 


(AP000559) hypothetical 


protein [Oryza 


sativa] 



11.0407.C32 



11.0407.C32 



11.0407.C34 



48933 



Seq. No. 
Gene No. 
Start- 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47254 

100508 

38 

OJ000214_11.0407.C34.ol.gs 
38 

none 

38. .194, 267. .487, 609. .733 



Seq. ID OJ000214_11.0407.C34 
Strand 

End 733 

Method GENSCAN 

End 733 

Score .62 



Seq. ID OJ000214_11.0407.C35 

Strand " + 

End 378 

Method AAT/NAP 

End • 154 

Score 109 



■fT25-5 
100509 
1 

OJ000214_11 . 0407 . C35 . ol . np 
1 

5922620 
1. .154 

(AP000492) EST D15357 (C0514 ) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 
gi| 6016853|dbj IBAA85196.1 I {AP000570) EST D15357 (C0514 ) 
corresponds to a region of the predicted gene.; hypothetical 
protein [Oryza sativa] 



Seq. ID OJ000214_11.0407.C35 

Strand + ' 

End 37 8 

Method AAT/GAP 

End 378 

Score 525 



47255 
100509 
1 

OJ000214_11.0407.C35.ol.gp 

1 • 

LIB347 9-006-Q6-K1-B11 
1..378 

'5734616/dbj IAP000391.1IAP000391 l.Oe-110 Oryza sativa genomic 
DNA, chromosome 6, clone : P0538C01 * 



Seq. No. 


47255 




Seq. ID 


OJ000214_11 


.0407. C35 


Gene No. 


100510 




Strand 






Start 


293 




End 


372 




Name 


OJ000214 ll.0407.C35.o2. 


np 


Method 


AAT/NAP 




Start 


293 




End 


372 




GI 


6630699 




Score 


83 




Exons 


293. .372 










GI Descrip. 


(AP000969) hypothetical 


protein [Oryza 


sativa] 






gil 6721536 Idbj | BAAS 9566. 


11 


(AP001073) 


hypothetical 


protein 




[Oryza sativa] 










Seq. No. 


47256 




Seq. ID 


OJ000214_11 


.0407. C36 


Gene No. 


100511 




Strand 






Start 


514 




End 


682 




Name 


OJ000214 ll.0407.C36.ol. 


tm 


Method 


TBLASTX: Maize 


Start 


320 




End 


682 




GI 


none. 




Score 


151 




Exons 


320. .4.48, 334. .444, 574. 


.681, 575. .682 






Seq. No. 


47256 




Seq. ID 


OJ000214_11 


.0407. C36 


Gene No. 


100511 




Strand 






Start ■ 


514 




End 


682 




Name 


OJ000214 ll.0407.C36.ol. 


gs 


Method 


GENSCAN 




Start 


514 




End 


682 




GI 


none 




Score 


.78 




Exons 


514 . . 682 











4 8 934 





Seq. No. 


47257 




Seq. ID 


OJ000214__11.0407 


.C39 






X W VJ ^ X ^ 




qi~ 7";^ nH 

0 U X dl lU 








O L. O i- L. 


1 OR 




FnH 


"^1 4 






N3.ine 


\JiJ VJUVJ^X*i XX.V*iUr .^J_?.(JX. 






opvfQraM 

oxjNO^rilN 








X *J o 






'^l 4 








n on ^ 






. DO 






R von ^ 


XVJO. .«^X*x 












Seq. No. 


47258 




Seq. ID 


OJ000214_11.0407 


.C40 




Gene No. 


100513 




Strand 


+ 








124 6 




End 


3543 






ln diiic 


0.100091 4 1 1 0407 r40 o9 


np 


Method 


AAT/NAP 






O U Cl i- L 


1 94 ~ 

X ii:. 't o 




End 


3543 






O J. 


799P4 so 

/ 4t. O 1 J U 




Score 


275 






R von Q 


1 94 1 ^94 99R7 941 1 


2545 


..2686, 2772. .2844, 3503. .3543 






/AP001 '^fifi^ h vrio1-hp1- 1 0^ 1 


protein [Oryza 


sativa] 






Seq. No. 


47258 




Seq. ID' 


OJ000214_11.0407 


04 0 






1 00S1 4 

X U VJ J X 




Strand 








C-t- -a >--|- 


1 

X D J> 




End 


2953 






Nsme 


n.T00091 4 1 1 0407 r40 0I 


gs 


Method 


GENSCAN 








1 fi^ ~ 

X D J 




End 


2953 




f 1 




none 




Score 


.66 






Exon s 


1 (^I*^ 401 4S4 749 1 Oft4 


..1384, 1.921.. 


2079, 2933. .2953 




rii 


Seq. No'.' 


47258 . 




Seq. ID 


OJ000214_11.0407 


04 0 




Gene' No. 


100514 




'Strand 








O l_ CL J. U 


X u ^ 




End 


2953 








O.T00091 4 1 1 0407 040 0I 


np 


Method 


• AAT/NAP 






o u d J- u 


fiR4 ~ 

D 0 *a 




End 


2671 






oi 


S4 ^07 ^"=1 

0 fi 0 U /DO 




Score 


159 






R von ^ 


fiR4 1177 9fi49 9fi71 










P 


r^T <5 o T" "i T* 


^Ar007R04^ Huoot-hA-h 1 0^ 1 
VrtVw^u \j 1 ju*i / iiy^vjuiiCLXOdX 


Protein [Arabidopsis thaliana] 






Seq. No. 


47258 




Seq. ID' 


OJ000214_11.0407 


C40 




Gene No. 


100515 




Strand . 








O L. dx L. 


0 0 J 




. -End 


12392 






LNdlUC 


0,100091 4 1 1 0407 O40 o9 


gs 


Method 


GENSCAN 






O ^ dX L, 


4 fift ■=) ~ 

vJ 0 J 




End 


12392 






\J X 


non 




Score 


.47 






F" von Q 


4fiftS 4ft7S S91ft S^SI 


8046 


..8136, 9683. .10068, 10586. 


106f 






1 1 7 fiO 1 9^Q9 












Seq. No. 


47258 




Seq. ID 


OJ000214_11.0407, 


C40 




rZe^Ttd Mo ■ 


100515 




Strand 








O LdX U 


■4685 




End 


12392 






Nsme 


OJ000214 ll.0407.C40.ol. 


tm 


Method 


TBLASTX: Maize 






C4- -a v-l- 
O C d X L 


11793 




End 


12029' 








none 




Score 


136 






Exons 


11793. . 11891, 11794. .11886, 


11946. .12029, 11947. .12027 






Seq. No. 


. 47259 




Seq. ID 


OJ000214_11.0407. 


C47 




Gene No. 


100516 




Strand 








Start 


26 




End 


717 






Name 


OJ000214 ll.0407.C47.ol. 


gs 


Method 


GENSCAN 






Start 


26 




End 


445 





48935 



GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



none 

26.-234, 258. .445 



47259 

100516 

26 

OJ000214 
103 

6721562 

103. .717 

(AP00107 

hypothet 

gii68150 

alpha ze 

sativa] 



_11.0407.C47.ol.'np 



Score .72 



Seq. ID OJ000214_11.0407.C47 
Strand 

End 717 

Method AAT/NAP 

End 717 

Score 4 47 



3) Similar to Zea mays 22-kDa alpha zein gene cluster; 
ical protein. (AF031569) [Oryza sativa] 

87 1 dbj IBAA90373.il (AP001081) Similar to Zea mays 22-kDa 
in gene cluster; hypothetical protein. (AF031569) [Oryza 



47259 

100516 

26 

OJ000214 

297 

none 



11.0407. C47.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_11.0407.C47 
717 

TBLASTX: Wheat 

695 

83 



297. ,572, 298. .525, 531. .644, 583. .633, 645. .695 



47259 

100516 

26 

OJ000214 

411 

none 

411. . 650 



ll,0407.C47.ol.tm 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_11.0407.C47. 
717.. . 

TBLASTX r.Maize 

650 

186 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47260 Seq. ID OJ000214_10 . 04 04 . CI 

100517 Strand 

1309 End 1865 

OJ000214_10 . 0404 . CI . ol .gp Method AAT/GAP 

1063 . End 1865 

705_3.R1084 Score 1426 

1063.. 1252, 1286.. 1865 

'1362184/pirl IS56685 4.0e-44 histone H2B-8 - wheat 
>gi_531058_dbj_B7VA07157_ (D37943) protein H2B-8 [Triticum 
aestivum] ' 



Seq. No. 47260 

Gene No. 100517 

Start 1309 

Name . OJ000214_10 . 04 04 . CI . ol . ts 

Start. 1285 

GI none 

Exons 1285.. 1584, 1319.. 1585 

Seq. No. 47260 

Gene No. 100517 

Start 1309 

Name OJ000214_10 . 04 04 . CI . ol . tm 

Start 1286 

GI none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000214_10.0404.C1 
1865 

TBLASTX : Soybean 

1585 - 

301 



OJ000214_10.0404.C1 
1865 

TBLASTX: Maize 

1585 

402 



48936 








X^OU. . A, ^ \J f 


1291 


1 Sft4 

■ • X J O rt 








Seq. No. 


47260 






Seq. ID 


OJ000214_10.0404 .CI 




Gene No. 


100517 






Strand 






Start 


1309 






End 


X O \J -J 




Nsme 


0.100091 4 10 


.0404 


PI n1 tn 




1 O Xii^O X^ . OXC^OO 




o u. d i- u. 


1 ?Q7 ~ 






EjI L\A 


X J o ^ 




GI 


none 








297 




F.xon s 
i_j \«/ 1 1 ^ 


1297 1584. 


1319, 


. . 1585 








Seq. No. 


47260 






Seq. ID 


OJ000214_10.0404.C1 




Gene No. 


100517 






Strand 






Start 


1309 






End 


18 65 




Ma mo 


O.TOOO?! 4 10 

WUUUUt.X1 XL/. 


04 04 


PI r»1 rfQ 




O Ej LN O \_f rtiN 




O Ct JL L. 


1 ^OQ ~ 

X J u ^ 






EjI iU 


177 0 
X / / u 




GI 


none 








Q1 
. X 






1 ^OQ 1770 

X^U-7. .X / / VJ 












Cc»rr Kin 


47?fiO 








n. 100091 4 1 0 0404 PI 






100517 






Strand 






Start 


1309 






End 


1865 




Name 


OJ000214 10, 


.0404, 


.Cl.ol.np 


Method 


AAT/NAP 




Start 


1312 






End 


1770 






^Q1 ^R04 

^ y d. ~J O \J rt 






Score 


U O *i 




XL) A io 


1^1? 177 0 
xox^. .x/ /u 










fn 




nxoiWLNiii rL^o< 


.3 gil 577825 |emb|CAA4-9584| 








TTl \7Q 1 

iiid^ o J 












Seq. No. 


47260 






Seq. ID 


OJ000214_10.0404.C1 




Gene No. 


100517 






Strand 






Start 


1309 






End 


X O U -J 


III 


LN CLILIC 


n.TOOO^I 4 10 


.0404. 


■Cl.ol.tw 


Method 


1 OXirA.O lA. . vVii^dL. 




O L dX L. 


1 ?1 s ~~ 

X ^ X oj 






End 


1 SfiS 
X J O J 




GI 


none 






Score 


4 07 


"'^ 




1 ?1 S 1 SR4 ■ 


1316. 


..1585, 1445. 


.1585, 14 


PO 1 SR4 




O C • IN . 


47261 






Seq. ID 


0.100091 4 10 0404 P9 




Gene No. 


100518 






Strand 




O 


Start 


1964 






End 


2476 




Name 


OJ000214 10. 


,0404. 


,C2.ol.np 


Method 


AAT/NAP 




Ci- a rt 
o udx u 


1964 






End 


2476 




vj X 


6649087 






Score 


832 






1964. .2476 












\J J. J_/ O X ^ k> . 


(AF146270) resistance gene analog PIC23 [Oryza sativa] 




Seq. No. 


47261 






Seq. ID 


OJ000214_10.0404 .C2 




Gene No. 


100519 






Strand 


+ 




O L. dx u 


5312 






End 


5519 




NT a TTl A 


OJ000214 10. 


0404 . 


C2.ol. tm 


Method 


TBLASTX: Maize 




O L d X l_ 


1979 






End 


2797 




GI 


none 






Score 


124 




Exons 


1979. .2203, 


2399. 


.2500, 2413. 


.2490, 2525.. 2797, 2620.. 2796 




Seq". No. 


47261 






Seq. ID 


OJ000214_10.0404 .C2 




Gene No. 


100519 






Strand 


+ 




Start 


5312 






End 


5519 




Name 


OJ000214 10. 


0404 . 


'C2.ol.gp 


Method 


AAT/GAP 



48937 



start 
GI 

Exons 

GI Descrip, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No, 
Start 



5312 End 5519 

1007_1.R1084 Score 268 

"5312.. 5519 

'24 97903/spl P94029|MT21_ORYSA 2.0e-17 METALLOTHIONEIN-LIKE 
PROTEIN TYPE 2 >gi_1752831_dbj_BAA14038 . 1_ (D89931) 

metallothionein-like protein [Oryza sativa] >gi_1815628 (U43530) 

metallothionein-like type 2 [Oryza sativa] ' 



47262 
100520 
1303 

OJ000214_10.04 04 .C3.o3.np 
1303 
2497903 
1303. .1375, 
METALLOTHIONEIN 
metal lot hionein 



Seq. ID OJ000214_10.0404.C3 
Strand + 
End 2916 
Method AAT/NAP 
End 2585 
Score 278 
1553. .1630, 2483. .2585 

LIKE PROTEIN TYPE 2 gi | 74 4 1820 | pir | | T03727 
like protein - rice gi 1 1752831 1 dbj | BAA14038 , 



II 



(D89931) metallothionein-like protein [Oryza sativa] 
gi 1 1815628 |gb|AAC49627. 1 1 {U43530)' metallothionein-like type 2 
[Oryza sativa] 

47262 Seq. ID OJ000214_10 . 0404 . C3 

100520 Strand + 

1303 End 2916 

OJ000214_10 . 0404 . C3 . ol . gp Method AAT/GAP 

1553 End 2916 

1007_1.R1084 Score 845 

1553. .1630, 2483. .2916 

'2497903/spl P94029|MT21_ORYSA 2.0e-17 METALLOTHIONEIN-LIKE 
PROTEIN TYPE 2 '>gi_1752831_db j_BAA14 038 . 1_ {D89931) 
metallothionein-like protein [Oryza sativa] >gi__1815628 {U43530) 
metallothionein-like type 2 [Oryza sativa] * 



47262 



Seq. ID OJ000214 10. 0404. C3 



100521 Strand 
1 End 1616 

OJ000214_10. 04 04 .C3.ol.np Method AAT/NAP 

1 ' ' End 1616. 

6069646 Score 536 

1. .945, 1229. .1616 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907 112 | dbj | BAA90639 . 1 | {AP001129) 
Arabidopsis thaliana chromosome II BAG F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



{AC005315) . 
Similar to 
sequence, 
(AC006248) 



47262 

100521 

1 

OJ000214_10. 04 04 .C3.o2.tm 
7 

none 

7, .213, 281. .454, 473. .538 

47262 

100521 

1 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 



OJ000214_10.0404 .03 
1616 

TBLASTX: Maize 

538 

59 



OJ000214 10. 0404. C3 



1616 



48938 



Name 

Start 

GI 

Exons 



OJ000214_10 . 0404 . C3 . ol . gs Method GENSCAN 

233 - End 1514 

none Score . 57 

233. .906, 968. .1227, 1309. .1514 



Seq. No. 47262 

Gene No. 100521 

Start 1 

Name OJ000214_10 . 04 04 .C3 .o3 . tm 

Start 746 

GI none 

Exons 746.. 1015, 891,. 1016 



Seq. ID OJ000214_10.0404.C3 
Strand 

End 1616 

Method TBLASTX : Maize 

End 1016 

Score 87 



Seq. No. 47262 

Gene No. 100521 

Start 1 

Name OJ000214_10 . 0404 . 03 . ol . ts 

Start 854 

GI none 

Exons 854.. 982, 1068.. 1394 



Seq. ID OJ000214_10.0404.C3 
Strand 

End 1616- 

Method TBLASTX : Soybean 

End 1394 

Score 170 



Seq. No. 47262 

Gene No. 100521 

Start 1 

Name OJ000214_10 . 0404 . 03 . ol . tw 

Start 932 

GI none 
Exons 



Seq. ID OJ000214_10.0404.O3 
Strand 

End 1616 

Method TBLASTX : Wheat 

End 1373 • 

Score 62 



932.. 1009, 1071.. 1373, 1105.. 1263 



Seq. No. 47262 

Gene No. 100521 

Start 1 

Name OJ000214_10 . 04 04 . 03 . ol . tm 

Start 1017 ; 

GI none 

Exons 1017.. 1466 



Seq. ID OJ000214_10.0404.O3 
Strand 

End 1616 

Method TBLASTX: Maize 

End 14 66 

Score 316 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47263 
100522 
1 

OJ000214_10.0404 .04 .o2.np 

1 ' 

7340868 

1..32, 4675. .4772, 9336. .9523, 10184. ,10214 
{AP001551) hypothetical protein [Oryza sativa] 



Seq, ID OJ000214_10, 0404 .04 

Strand + 

End 10214 

Method AAT/NAP 

End 10214 

Score 213 



47263 

100522 

1 

OJ000214_10.0404 .04 .ol.gs 

251 

none 

251. .276 



Seq. ID OJ000214_10.p404 .04 

Strand + 

End 10214 

Method GENSOAN 

End 276 

Score ..48 



Seq. No. 
Gene No. 
Start 



47263 

100522 

1 



Seq. ID OJ000214_10.0404 .04 
Strand + 
End 10214 



48939 






OJ000214 10 


.0404 


.04 .ol.np 


I JO L> 1 1 


AAT/NAP 








Start 


388 ~ 






End 


477 








GI 


5852084 






Score 


89 








on 


388 477 
















VJ J. u w O ^ J- ^ • 


( AL117264 ) 


zwh0007.1 [Oryza 


5?a t i va 1 










Seq. No. ' 


47263 






Seq. ID 


OJ000214 


_10, 


0404 


.C4 


Gene No. 


100522 






Strand 


+ 








Start 


1 






End 


10214 










OJ000214 10 


04 04 














O L. Cli. U 


4 959 ~ 






End 


6391 










none 






S core 


. 81 










4959 4976 


5322 


..5530, 5857 


6391 










Seq. No. 


47263 






Seq. ID 


OJ000214 


_10. 


0404 


.C4 


Gene No. 


100523 






Strand 










O L.CIJ- U 


1984 






End 


3771 








LN diUC 




04 04 

. U 4 U 4 


P 4 1 rm 


Mp t* oH 


AAT /CAP 










1984 ~ 






End 


3771 










none 






S CO re 


u J 










1984 y*?4 ^ 


3682 


. .3771 












Seq. No. 


47263 






Seq. ID 


OJ000214 


_10. 


0404 


.C4 


Gene No. 


100524 






Strand 












4 406 






End 


4 829 








Name 




n 4 n 4 






AAT /r;AP 








q-i- o 
o Udi. c 


4 4 0 ~~ 

*4 1 U U 






End 


*i O Z ^ 










*J W V J X *i J 






O vJX C 


ftl S 

O X ^ 








R von 


4406 4829 
















Seq. No. 


47263 






Seq. ID 


OJ000214 


_10. 


0404 


.04 


Gene No. 


100525 






Strand 










Start 


6580 






End 


7595 








Name 


ojnnn? 1 4 in 


n4 n4 


.^^4 .04 .yb 


Mp "h 

L ie L. 1 i ^ U 


(^RNSPAN 








Start 


6580 ~ 






End 


7595 








GI 


none 






S core 


. 4 4 








R von 9 


6580 6733 


7039 


..7122, 7511 


. .7595 










Seq. No. 


47264 






Seq.* ID 


OJ000214_ 


_10. 


0404 


.05 


Gene No. 


100526 






Strand 


+ 








Start 


280 






End 


624 








LN dlLlC 


ojonn^i 4 in 


. U fi U fl 


. L/O . O-L . gs 




O £-1 LM O ^-TiLN 








O L. d 1. L 


280 ~ 






RnH 


624 










none 






q O T~ O 


. 4 6 








R V o n 


280 . .624 
















Seq. No. 


47264 






Seq. ID 


OJ000214_ 


_10. 


0404 


.05 


Gene No. 


100527 






Strand • 


+ 








q-j- o ri- 


? S;>3 






Rnri 










LNdltlC 


Djnon?! 4 in 


.0404 


. C5.o2.gs 




O X_i LN O LN 








O L d X U 


^ J z, o 






RnH 


9 QO 6 








GI 


none 






Score 


.43 








Exons 


2523. .2906 
















Seq. No. 


47265 






Seq. ID 


OJ000214_ 


_10. 


0404 


.06 


Gene No. 


100528 






Strand 


+ 








Start 


29 






End 


565 









48940 





Name 


OJ000214 10 0404 C6 ol as 




I_j L>l O x^rtiN 




Start 


29 " 


End 


565 




GI 


none 


Score 


.47 




Exons 


29. . 565 








Seq. No. 


47266 


Seq. ID 


OJ000214_10.0404.C7 




Gene No. 


100529 


Strand 


+ 




Start 


193 


End 


827 




Name 


OJ000214 10.0404 C7 ol as 


Mpt hod 


\j j_i ^ r^LN 




Start 


193 ~ 


End 


580 

•J O \J 




GI 


none 


Score 


. 98 




Exons 


193 580 








Seq. No. 


47266 


Seq. ID 


OJ000214_10.0404.C7 




Gene No. 


100529 


Strand 


+ 




Start 


193 


End 


827 




Name 


OJ000214 10 0404 C7 ol an 


Mpt hnd 


AAT /GAP 




Start 


473 ~ 


End 


827 




GI 


none 


Score 


686 




Exons 


473 . . 827 








Seq. No. 


47267 


Seq. ID 


OtTnnn2i4 in 0404 ni 




VJ ^ J. 1 ^ L^K^ a 


100530 


^"h nd 


-j- 




Start 


1 


End 


2472 


• 


Name 


OJ000214 10.0404 .Cll.ol.np 


Method - 


AAT /NAP 




Start 


1 


End 


2472 


U = 


GI 


1669655 

J. \J \J Zf \J ^ *J 


^ r^o T~P 


629 


: y 


TT von *^ 


1 74 236 418 495 1024 


1137 . . 1241, 


1 1401 14ftfi 1"=;^^ 


11 




2250 2318 2404 2472 






hi 


GI DescriD. 

VJ -L li*-' *J \^ JU. k-' * 


fX959621 CER3 fArabidoosis 


1"h;^l ir^n^^l 




f LI 


Seq. No. 


47267 


Seq. ID 


OJ000214_10. 0404 .Cll 




Gene No. 


100530 


Strand 


+ 


= 


Start 


1 


End 


2472 


r ~5 


Name 


OJ000214 10 0404 Cll ol as 


Method 


GENSCAN 




Start 


28 . - 


End 


1547 


i J- 


GI 


none 


Score 


.67 






'28 85 201 '409 495 682 


740. .936, 1137. .1241, 1486. .1547 




Sea No 


47267 


Seq. ID 


OJ000214_10. 0404 .Cll 


f 1 


Gene No . 


100530 


Strand 


+ 




Start 


1 


End 


2472 




Name 


OJ000214 10.0404 .Cll. ol.gp 


Method 


AAT /GAP 




Start 


195 


End 


1362 




GI 


18254 1.R1084 


Score 


1677 




F, yon ^ 


195 4*09 495 1024 1137 


1241, 1335.. 


1362 




GT De*=;p"riD 


* 1669655/emb 1 CAA65198 1 2 Oe 


-56 {X95962) 


CER3 [Arabidopsis 






t ha 1 i an;5 1 ' 








Seq. No. 


47267 


Seq. ID 


OJ000214_10. 0404. Cll 




Gene No. 


100531 


Strand 






Start 


1964 


End 


2509 




Name 


OJ000214 10.0404.Cll.o2.tm 


Method 


TBLASTX: Maize 




Start- 


195 


End 


379 




GI 


none 


Score 


125 



Exons 



195. .332, 199. .378, 200. .379 



48941 




O C V.^ * LN ■ 


47267 








Ot^(^ . X 1^ 


0,700091 d 10 0404 PI 1 

v/UUV/VJ^Xfi XVJ.UrxUM.V^XX 




100531 








Strand 




Start 


1964 








End 


2509 


NaitiG 


OJ000214 10 


.0404 


.Cll.ol 




Method 


TBLASTX: Maize 


Start 


471 








End 


2479 


GI 


none 








Score 


428 




471. .812, 503. .760, 757 




789. .1021 


3, 795. . 1022, . 796. . 10; 




■ 869. . 1024, .1122. 


.1241, 


1135 


1233, 1136. .1249, 1330. .1401, 




1332. .1418, 


14 68 


. .1563, 


14 73. 


.1556, 141 


30. . 1563, 1487. . 1564, 




2247. .2321, 


2248 


. .2319, 


2255 . 


.2320, 2392. .'2478, 2404. .2478, 




2405. .2479 












Seq. No. 


47267 








Seq. ID 


OJ000214_10.0404 .Cll 


Gene No. 


100531 








Strand 




Start 


1964 








End 


2509 


Name 


OJ000214 10 


. 0404 , 


.Cll.ol 


. t s 


Method 


TBLASTX : Soybean 


Start 


543 








End 


1010 


GI 


none 








Score 


189 


Hi AUi iO 


543. .761, 653. .760, 807 


. '* -L VJ J. U 
















Seq. ID 


OJ000214_10.0404 .Cll 


Gene No. 


100531 








Strand 




Start 


1964 








End 


2509 




OJ000214 10 


.0404, 


.C11.02 




Method 


TBLASTX : Soybean 




1150 








End 


2466 ' 




none 








Score 


132 


Exons 


1150. .1230, 


1155, 


. .1241, 


X J O VJ • 


.1401, 1467.. 1556, 1468.. 1563, 




2247. .2321, 


2392, 


. .2466 










47267 








Seq. ID 


OJ000214_10. 0404 .Cll 




100531 








Strand 




start 


1964 








End 


2509 


Name 


OJ000214 10 


.0404. 


.Cll.ol 


.tw 


Method 


TBLASTX: Wheat 




1211 








End 


2509 




none 








Score 


42 




1211. .1-243, 


1213. 


. .1239, 


X J VJ . 


.1401, 1332. .1499, 1334. .1417, 




1468. .1545, 


1473. 


. .1535, 


1477 


.1545, 2221. .2319, 2247. .2321, 




2248. .2319, 


2249. 


. .2320, 


2392 . 


.2508, 2396.. 2509 


Seq. No. 


47267 








Seq. ID 


OJ000214_10. 0404. Cll 


Gene No. 


100531 








Strand 




Start 


1964 








End 


2509 




OJ000214 10 


.0404 , 


,Cll.o2 




Method 


GENSCAN 


o u d i. u 


1964 








End 


2410 


O J. 


none 








Score 


'.5 




1964. .1995, 


2332, 


, .2410 








Seq. No. 


47268 








Seq. ID 


OJ000214_10.0404.C12 


Gene No. 


100532 








Strand 






198 








End' 


1624 


Name 


OJ000214 10, 


. 0404 . 


C12.01 


.gs 


Method 


GENSCAN 


Start 


198 








End 


1624 


GI 


none 








Score 


. 5 


Exons 


198. .398, 589. .712, 1605. .1624' 




Seq. No. 


47269 








Seq. ID 


OJ000214_10.0404.C14 


Gene No. 


100533 








Strand 





48942 




start 33 End 1367 

Name OJ000214_10 . 0404 .C14 . ol , gs Method GENSCAN 

Start 33 End 1367 

GI none Score .86 

Exons 33.. 197, 595.. 624, 1022.. 1102, 1202.. 1367 



Seq,.,No. 47270 Seq. ID 

Gene No. 100534 Strand 

Start .3348 End 

Name OJ000214_10 . 0404 . C15 . ol . gs Method 

Start 3348 End 

GI none Score 

Exons 3348.. 3451, 3755.. 3773 



OJ000214_10.0404.C15 
+ 

3773 
GENSCAN 
3773 
.76 



Seq. No. 

Gene No. 

Start 

Name 

Start. 

GI 

Exons 

GI Descrip. 



47270 Seq. ID 

100535 Strand 

2411 End 

OJ000214__10.0404 .C15.ol.np Method 

2411 . . End 

7523517 Score 



OJ000214_10.0404 .C15 

4498 
AAT/NAP 
4498 
343 



2411. .2448, 4002. .4056, 4201. .4498 

(AP001633) hypothetical protein [Oryza sativa] 



Seq. No. 


47271 






Seq. ID 


OJ000214_ 


_10 


.0404 


.C16 


Gene No. 


100536 






Strand 


+ 








Start 


2532 






End 


10634 








Name 


OJ000214 10 


.0404 


.C16.o2.np - 


Method 


AAT/NAP 








Start 


2532 






End 


3855 








GI 


5852093 






Score 


71 








Exons 


• 2532. .2555, 


3741 


. .3855 












GI Descrip. 


(AL117264) 


zwhl6 


. 1 [Oryza sativa] 










Seq. No. 


47271 






Seq. ID 


OJ000214_ 


_10 


.0404 


.C16 


Gene No. 


100536 






Strand 


+ 








Start 


2532 






End 


10634 








Name 


OJ000214 10 


.0404 


C16 . ol . np 


Method 


AAT/NAP 








Start 


3731 






End : . 


5585 








GI 


5852093 






Score' 


53 








Exons 


3731. .3827, 


5534 


.5585 












GI Descrip. 


(AL117264) 


zwhl6 


1 [Oryza sativa] 










Seq. No. 


47271 






Seq. ID 


OJ000214_ 


_10 


.0404 


C16 


Gene No. 


100536 






Strand 


+ 








Start 


2532 






End 


10634 








Name 


OJ000214 10 


.0404, 


C16.04 .np 


Method 


AAT/NAP 








Start 


4658 ^ 






End 


9131 








GI 


7339707 






Score 


72 








Exons 


4658. .4755, 


4796, 


.5286, 5794. 


.5920, 9114. .9131 








GI Descrip. 


(AP001539) 


hypothetical protein [Oryza 


sativa] ■ 









Seq. No. 47271 

Gene No. 100536 

Start 2532 

Name OJ000214_10 . 0404 . C16 . o2 . gs 

Start 6238 

GI none 

Exons 6238.. 6415, 6848.. 6865, 6905. 



Seq. ID OJ000214_10.0404.C16 

Strand + 

End 10634' 

Method GENSCAN 

End 10634 

Score . 65 

.7062, 7692. .7773, 8072. .8181, 



48943 






R?60 fi^S? 8455 8505 8614 


..8706, 10377.. 10634 






Seq. No. 


47271 


Seq. ID 


OJ000214_10 


.0404 


.016 


Gene No. . 


100536 


Strand 


+ 






O U CL X. L. 


? 5^2 
4^ ^ o ^ 


End 


10634 






IN ClllLC 


n.Tnnn?i4 in 0404 oi rm 


Method 


AAT/GAP 






O U d X. L. 


10104 ~ 

X U X U *i 


End 


10557 








none 


Score 


859 








10104 1 0557 










O C ■ U ■ 


47271 


Seq. ID 


OJ000214_10 


. 04 04 


. 016 


Gene No. 


100537 


Strand 








Start 


3237 


End 


6397 






Nsiue 


OJ000214 10.0404 .016. o3.np 


Method 


AAT/NAP 








3237 


End 


6397 






yj ± 


7339707 


Score 


87 






Ej ^ Iw'i 1 O 


3237. .3382, 4464. .4573, 480.1, 


..5198, 6216. .6397 






rZT c T" "i 


(AP001539) hypothetical protein [Oryza 


sativa] 






O C ^ . LN U . 


47272 


Seq. ID 


OJ000214_10 


04 04 

. VJ *i \J 


r?0 


Gene No. 


100538 


Strand 


+ 






Start 


1 


End 


69 






Name 


OJ000214 10.0404 .020. ol.np 


Method 


AAT/NAP 






q-|- -a -p-f- 


1 


End 


69 








7076779 


Score 


117 






Exons 


1 . . 6 9 












(AL132975) glycoprotein-like 


[Arabidopsis thaliana 


1 

J 




Seq. No. 


47272 


Seq. ID 


6j000214_1.0 


.0404 


.020 


Gene No. 


100539 


Strand 


+ 






O L CL i. U 


45 


End 


704 








OJ000214 10.0404.020.ol.gs 


Method 


GENSOAN 








45 


End 


704 








none 


Score 


.87 






Cj A io 


45. .68, 382. .570, 615. .704 












47272 


Seq. ID 


OJ000214_10 


04 04 


r9 0 


flf^n^ Mo 


100540 


Strand 








Start 


1 


End 


358 






Name 


OJ000214 10.0404 .020.01. gp 


Method 


AAT/GAP 






Start 


1 


End 


358 






GI 


1742 1.R1084 


Score 


672 








1. .358 












»2144098/pir| 1 156573 4.0e-40 


SC2 - rat 


>gi 256994 bbs 115268 




(S45663) SC2=synaptic glycoprotein [rats, brain, Peptide, 30 




aa] [Rattus sp. ] ' 










Seq. No. 


47272 


Seq. ID 


OJ000214_10 


.0404 


.020 


Gene No. 


100541 


Strand 








q-t- a -rh 
O L di. u 


1289 


End 


1411 






Name 


OJ000214 10.0404.C20.o2.gs 


Method 


GENSOAN 






Start 


1289 


End 


1411 






GI 


none 


Score 


. 64 






Exons 


1289. . 1411 










Seq. No. 


47273 


Seq. ID 


OJ000214_10 


.0404 


.022 


Gene No. 


100542 


Strand 









48944 



start 


1 




End 


1487 






Mia mo 


0.700091 4 1 0 0404 C99 n1 


. yp 


Mf^t" hoH 

L ie L. 1 1 










1 ~ 
X 




End 


97 






O X 


428253 




Score 


535 






Py on c; 


1 . ,273 












Seq. No. 


47273 




Seq. ID 


OJ000214_10. 


0404 


.C22 


Gene No. 


100542 




Strand 


+ 






Start 


1 




End 


1487 






LN CtiUC 


n.T000?1 4 1 0 0404 r99 n1 




L ie C X i W ^ 


(^pMcr AN 

O i_j LN O ^x^LN 






O I. d i. L. 


40 ~ 




End 


1 9 fifi 

X ^ u u 








none 




Score 


1 






P von ^ 














Seq. No. 


47273 




Seq. ID 


OJ000214_10. 


0404 


.022 


Gene No. 


100542 




Strand 


+ 






Start 






End 


14 87 






Name 


O.T00091 4 1 0 0404 099 n9 




MpI" hod 


AAT/QAP 






O L O X 1- 


104ft ~ 

X Wi O 




Fnd 


14 87 






O X 


O f \J ( f f f 




CI OO 


835 






P von 


1 048 1 4 R7 












Seq. No. 


47274 




Seq. ID 


OJ000214_10. 


0404 


.023 


Gene No. 


100543 




Strand 


+ 






O L- Ct X U 


1 970 
X ^ / u 




End 


3971 






Name 


n.T00091 4 1 0 0404 P?^ o1 


o ^ 


Method 


GENSCAN 






O UdX L 


197 0 ~ 
X / u 




End 


3645 






X 


n on o 




Score 


.7 






von Q 


1970 1 ^fiO 91 0*4 99fifi 


9fl SI 


.2928, 3540. .3645 






C^Sf-T Mo 


47974 




Seq. ID 


OJ000214_10. 


04 04 

U *± U 1 


. 023 


Gene No. 


100543 




Strand 


+ 






start 


1270 




End 


3971 






Name 


OJ000214 10.0404.C23.ol, 


,gp 


Method 


AAT /GAP 






Start 


2068 




End 


3971 






GI 


1007 1.R1084 




Score 


1290 






Exon's 


2068. .2266; 2851. .2928, 


354d'. . 


.3971 








GI Descrip. 


•24 97 903/spl P94 029IMT21 


_ORYSA 


2.0e-17 


METALLOTHIONEIN-LIKE 



PROTEIN TYPE 2 >gi_1752831_dbj_BAA14 038 . 1_ {D89931) 
metallothionein-like protein [Oryza sativa] >gi_1815628 (U43530) 
metallothionein-like type 2 [Oryza sativa] ' 



Seq. No. 47274 Seq. ID OJ000214__10 . 0404 . 023 

Gene No. 100543 Strand + 

Start 1270 End 3971 

Name OJ000214_10 . 0404 . 023 . ol . np Method AAT/NAP 

Start 2202 End 3642 

GI 2497903 Score 423 

Exons .2202.. 2266, 2851.. 2928, 3540.. 3642 

GI Descrip. ' METALLOTHIONEIN-LIKE PROTEIN TYPE 2 
metallothionein-like protein - rice 

(D89931) metallothionein-like protein [Oryza sativa] 
gi| 1815628 I gbl AA049627.il. (U43530) metallothionein-like type 2 
[Oryza sativa] 



gi|7441820|pir| IT03727 
gi I 1752831 Idbj IBAA14 038, 



II 



Seq. No. 
Gene No. 



47274 
100544 



Seq. ID OJ000214_10. 0404 .023 
Strand + 



48945 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



4944 End 8546 

OJ000214_10.0404.C23.o2.np Method AAT/NAP 

4944 End 8546 

2130082 Score 1811 

4944. ,4985, 5252. .6962, 7035. .7979, 8142. .8546 

protein kinase Xa21 (EC 2.7.1.-) - rice gi| 1122443 (U37133) 

receptor kinase-like protein [Oryza sativa] gi 12586085 (U72723) 

receptor kinase-like protein [Oryza longistaminata] 

gi 1 1586408 Iprf M 2203451A receptor kinase-like protein [Oryza- 

sativa] 



Seq. No. 
Gene No. 



47274 
100545 



Seq. ID OJ000214_10,0404 .C23 
Strand 





o tzar L 


4366 










End 


4690 








Name 


OJ000214 10 


. U4i U4 . 


o . Oz 


.gs 


Method GENSCAN 








b rart 


4366 










End 


4690 










none- 










Score 


.5 








Exons 


4366. 


.4486, 


4 DO b , 
















Q £a TvT 

oeq . iNO - 


47274 










Seq. 


ID OJ000214 


10.0404 .C23 




Gene No. 


100546 








Strand 








Start 


5382 










End 


8506 








Name 


OJ000214 10 


.0404. 


C23.01 


.to 


• Method TBLASTX: 


Cress 




Start 


5382 










End 


8239 








GI 


none' 










Score 


46 








Exons 


5382. 


.5423, 


5433. 


.5504, 


5433. 


.5681, 


5439. .5693, 


54 39v; 


-.5681, 






5441. 


.5569, 


5448. 


.5705, 


5448. 


.5681, 


5448. .5681, 


5448 . 


.5693, 






5451. 


.5579, 


5462. 


.5500, 


5520. 


.5705, 


5528. .5665, 


5685. 


.5720, 






5688. 


.5717, 


5688. 


.5720, 


5706. 


.5915, 


5706. . 6005, 


5706. 


.5996, 






5724. 


. 6008, 


5724. 


.6014, 


5724 . 


.5996, 


5742. .5918, 


5742. 


.6014, 






5748 . 


.5864, 


5877. 


.6008, 


5984. 


.6019, 


6012. . 6146, 


6039. 


.6146, 






6227. 


. 6358, 


6239. 


.6382, 


6262. 


.6384, 


6308. .6457, 


6320. 


. 6457, 






6326. 


. 6436, 


6326. 


. 6430, 


6329. 


.6436, 


6329. . 6448, 


6329. 


. 6436, 






6428. 


. 6697, 


6428. 


.6667, 


6431. 


.6700, 


6436. . 6669, 


6437. 


. 6697, 






6437. 


. 6697.; 


6437. 


.6682, 


6437. 


.6697, 


6437.'. 6703, 


6440. 


. 6697, 






6442. 


. 6597, 


6476. 


.6697, 


6578. 


.6691, 


6581. . 6703, 


6701. 


. 6841, 






■ "6704. 


.7030, 


6704. 


.7105, 


6704 . 


. 6922, 


67.07. .7105, 


6707. 


.7105, 






6707. 


.7102, 


6707. 


.7105,' 


6707. 


.7180, 


6707. .7111, 


6707. 


.7105, 






6712. 


.7032, 


6767. 


.7105, 


6805. 


.6960, 


7745. .7900, 


8141. 


.8239 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47274 

100546 

5382 

OJ000214_10. 

5433 

none 

5433. .5681, 
5463. .5693, 
5724 . .5831, 
6227. .6328, 
6437. .6697, 
6581. . 6691, 
6707. .7084, 



0404.C23.o2.tm 



5439. .5681, 5448. 

5471.. 5557, 5540.. 

5733. .6005, 5742. 

6326. .6457, 6332. 

6437.. 6703, 6437, 

6586. .6669, 6635, 

6707. .7111, 6707. 



Seq. ID OJ000214 
Strand 

End 8506 
Method TBLASTX: 
End 7111 
Score 173 
.5681, 5451. .5609, 
.5665, 5685. .5720, 
.6014, 6012. .6146, 
.6430, 6428. .6652, 
.6706, 6440. . 6697, 
.6691, 6704. . 6940, 
.7105, 6710. . 6763, 



10.0404.C23 



Maize 



5462, 
5706, 
6048, 
6433. 
6488. 
6704 . 
6913, 



.5500, 
.5915, 
. 6146, 
.6669, 
.6703, 
.7111, 
.7104 



Seq. No. 
Gene No. 
Start 



47274 

100546 

5382 



Seq. ID 

Strand 

End 



OJ000214 10.0404.C23 



8506 



48946 




Name 


OJ000214 10 


. 0404 , 


.C23.o2 


Start 


5433 ~ 






GI 


none 






Exons 


5433 . . 5705, 


5439. 


. . 5681, 




5534 . .5665, 


5631 - 


. .5693, 




5721. .5915, 


5724 . 


. .6008, 




5781.. 5852, 


6012, 


. .6146, 




6252. . 6278, 


6280. 


. . 6318, 




6428 . . 6667, 


6431 . 


, .6700, 




6479. . 6697, 


6581 . 


. . 6703, 




6707 . .7111, 


6796, 


7032, 




7034 . .7153, 


7120, 


, .7173 


Seq. No. 


47274 






Gene No . 


100546 






Start 


5382 






Name 


OJ000214 10, 


.0404, 


,C23.ol 


Start 


5505 






GI 


none 






Exons 


5505 . . 5693, 


5670 . 


. 5915, 




6232 . . 6438, 


6332 . 


. 6436, 




6439. . 6558, 


6443. 


. 6580, 




6821 . . 6907, 


6986. 


.7105 


Seq. No. 


47274 






Gene No. 


100546 






Start 


5382 






Name 


OJ000214 10. 


. 0404 . 


023 . ol 


Start 


7388 ~ 






GI 


none 






Exons 


7388 7468. 


7414 . 


.74 61, 




11^^ . .7884, 


8140 . 


. 8247, 


Seq. No. 


47274 






Gene No. 


100546 






Start 


5382 






Name 


OJ000214 10. 


0404 . 


023. o2 


Start 


7388 ~ 






GI 


none 






Exons 


7388. .7702, 


7435 . 


.7683 


Seq. No. 


47274 






Gene No. 


100546 






Start 


5382 






Name 


OJ000214 10. 


0404 . 


C23.01 


Start 


7523 ~ 






GI 


none 






Exons 


7523 . .7900, 


7525 . 


.7953, 




11 AA . .7968 






Seq. No. 


47274 






Gene No. 


100546 






Start 


5382 






Name 


OJ000214 lb. 


0404. 


023.03 


Start 


8140 






GI 


none 






Exons 


8140. .8316, 


8141. 


.8506 




. ts 


Method 


TBLASTX : 






End 


7173 






Score 


171 




5445 . 


.5693, 5448.. 5621, 


546S SSOO 


5685, 


.5720, 5688.. 5720, 


5706. . 6005, 


5724 . 


.5918, 5733. .6005, 


5733 5915 


6048. 


.6146, 6095. .6193, 


6239. .6358, 


6329 . 


. 6448, 6332. . 6436, 


6332 6436 


6437 . 


.6697, 6437.. 6700, 


6442 6669 


6704 . 


.7111, 6707. .6886, 


6707 71 nS 


6863 . 


.6967, 6896. .7102, 


6986. .7105, 




Seq. ID 


OJ000214 


_10. 0404. 023 




Strand 








End 


8506 




. tw 


Method 


TBLASTX: Wheat 




End 


7105 






Score 


83 




6209. 


.6397, 6212. .6436, 


^223 6438 


6425 . 


.6508, 6428. .6580, 


6437 6625 


6602 . 


.6898, 6730.. 6897, 


6746 7015 




Seq. ID 


OJ000214 


_10. 0404. 023 




Strand 








End 


8506 




. ts 


Method 


TBLASTX: 


Sovhpp^ n 




End 


8323 






Score 


■66 




748 9. 


.7692, 7490.. 7693, 


7742 7900 


8141 . 


.8323 








Seq. ID 


OJ000214 


_10. 0404. 023 




Strand 








End 


8506 




. tc 


Method 


TBLASTX: 


Cress 




End 


7702 






Score 


256 






Seq. ID 


OJ000214 


_10. 0404. 023 




Strand 








End 


8506 




. tm 


Method 


TBLASTX:! 


Maize 




End 


7968 






Score 


504 




7525 . 


.7689, 7539. .7697, 


7541. .7924, 




Seq. ID 


OJ000214 


_10. 0404. 023 




Strand 








End 


8506 




. tm 


Method 


TBLASTX:! 


Maize 




End 


8506 






Score 


239 





48947 





Seq. No. 


47275 


Seq. ID 


OJ000214 


_10. 


.0404 , 


.C24 






100547 


O C X d ILVJL 


+ 










Start 


915 


End 


1890 

X O -7 U 










NarriG 


OJ000214 10 0404 C24 ol as 














Start 


915 ~ 


F.nH 


1874 










GI 


none 


Score 


. 72 










F. von <^ 


915 1518 1702 1874 














Seq. No. 


47275 


Seq. ID 


OJ000214 


_10. 


0404. 


.C24 




Gene No. 


100547 


Strand 


+ 










Start 


915 


End 


1890 










Name 


O.Tnnn214 in 0404 r24 ol no 


Method 


AAT/NAP 










Start 


1503 ~ 


End 


1890 










GI 


664 9087 


Score 


652 










F von 


1503 1890 
















/ZiFl 4 ^ *? 0 \ T"OQi ^"hj^nof^ n^nt^ 


analog PIC23 [Oryza. 


sativa] 






■ Seq. No. 


■ 47276 


Seq. ID 


O.T0009T4 


1 0 


04 04 


,G25 






100548 

X W J ri O 


Strand 














330 

J u 


End 


563 












0,700021 4 1 0 0404 C?^ ol rrc; 


Method 


GENSCAN 












330 ~ 

J O \J 


End 


563 














Score 


.79 








SS. 
'% J ■ 




330 Sf^3 












fn 


Seq. No. 


47276 


Seq. ID 


OJ000214 


_10. 


0404 . 


,C25 




Gene No. 


100549 


Strand 












Start 


864 


End 


1413 










Name 


OJ000214 10.0404.C25.ol.np 


Method 


AAT/NAP 










O CL i. U 


864 


End 


1413 








1 y 


GI 


7228450 


Score 


234 










F. von 


864. .985, 1075. .1213, 1348. 


.1413 










□ 




(AP001366) hypothetical protein [Oryza 


sativa] 










Seq. No, 


47277 


Seq. ID 


OJ000214 


_10. 


0404 . 


C29 






100550 


Strand 












o ^ d J- L. 


322 


* End 


675. 










Name 


OJ000214 10.0404.C29.ol.gs 


Method 


GENSCAN 










Start 


322 


End 


675 








r ~i 




none 


Score 


.93 










F von ^ 


322. .395, 484. .675 














Sea No 


47278 


Seq. ID 


OJ000214 


_10. 


0404. 


C30 




Gene No. 


100551 


Strand 


+ 










Start 


1 


End 


1330 










Name 


OJ000214 10.0404.C30.ol.np 


Method 


AAT/NAP 










O L. Cl I. U 


1 


End 


1330 . 












7406426 


Score 


348 










Exons 


1..24, 538. .859, 958. .1085, 


1248. .1330 












GI Descrip. 


{AL162874) ubiquitin-protein ligase E3- 


-alpha-like protein 






[Arabidopsis thaliana] 














Seq. No. 


.47278 


Seq. ID 


OJ000214 


_10. 


0404 . 


C30 




Gene No. 


100551 


Strand 


+ 










Start 


1 


End 


1330 










Name 


OJ000214 10.0404.C30.ol.gs 


Method 


GENSCAN 









48948 



start 111 

GI none 

Exons 111.. 877, 958.. 1098 

Seq. No. 47278 , 

Gene No. 100551 

Start 1 , 

Name OJ000214__10. 0404 . C30 . 61 , tm 

Start 491 

GI _ none 

Exons 



End 
Score 



1098 
.86 



Seq. ID OJ000214_10.0404.C30 

Strand + 

End 1330 

Method TBLASTX:Maize ■ 

End 7 94 

Score 278 

491. .670, 492. .671, 495. .671, 499. .672, 689. .793, 690. .794, 
699. .794 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47278 
100551 
1 

OJ000214_10.04 04 .C30.ol.gp 
994 

LIB3474-012-P1-K1-G1 
994. .1124 

*2224639/dbj IBAA20806I 6.0e-ll {AB002347) KIAA0349 [Homo 
sapiens] ' 



Seq. ID OJ000214_10.0404.C30 

Strand + 

End 1330 

Method AAT/GAP 

End 1124 

Score 176 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47279 

100552 

2475 

OJ000224_10.0403.C2.ol,gs 

2475 

none 



Seq. ID OJ000224_10.0403.C2 

Strand + 

End '3000 

Method GENSCAN 

End 3000 

Score .49 



2475. .2537, 2640. .2852, 2938. .3000 



47279 

100553 

3519 

OJ000224_10.0403.C2.o2.gs 

3519 

none 

3519. .3676, 4388.-4436 



Seq. ID OJ000224_10.0403.C2 

Strand + 

End 4436 

Method GENSCAN 

End 4436 

Score .5 



47279 
100554 
1550 

OJ000224_10.04 03.C2.ol.np 
1550 
6498436 
1550. .1672, 1933. .2209 

{AP000815) hypothetical protein [Oryza sativa] 



Seq. ID OJ000224_10. 0403.C2 
Strand 

End 2209 

Method AAT/NAP 

End 2209 

Score 257 



47280 
100555 
1 

OJ000224_10. 04 03.C5.ol.np 
1 

4544372 
1. .851 

(AC006920) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



Seq. ID OJ000224_10.0403.C5 

Strand + 

End 851 

Method AAT/NAP 

End 851 

Score 395 



48949 



Seq. No. 47280 Seq. ID 

Gene No. 100555 Strand 

Start 1 End 

Name OJ000224_10 . 04 03 . C5 . ol . tm Method 

Start 34 End 

GI none Score 

Exons 34 . . 351 



OJ000224_10.0403.C5 
+ 

851 

TBLASTX: Maize 

351 

192 



Seq. No. 47280'-: Seq. ID 

Gene No. 100555 Strand 

Start 1 End 

Name OJ000224_10 . 04 03 . C5 . ol . tw Method 

Start 178 End 

GI none Score 

Exons 178.. 342, 367.. 471 



OJ000224_10.0403.C5 
+ 

851 

TBLASTX: Wheat 

471 

136 



Seq. No. 47280 Seq. ID 

Gene No. 100555 ' ' Strand 

Start 1 End 

Name OJ000224_10 . 04 03 . C5 . ol . ts Method 

Start 199 End 

GI none Score 

Exons 199.. 597, 304.. 417 



OJ000224_10.0403.C5 
+ 

851 

TBLASTX : Soybean 

597 

209 



Sec3. No. 47280 Seq. ID 

Gene No. 100555 Strand 

Start 1 End 

Name OJ000224_10 . 04 03 . C5 . ol . gs Method 

Start 286 End 

GI none Score 

Exons 286.. 747 



OJ000224_10.0403.C5 
+ 

851 

GENSCAN 

747' 

.74 



Seq. No. 47281 Seq. ID 

Gene No. 100556 Strand 

Start 9 End 

Name . ■OJ000224_10.0403.C6.ol.gs Method 

Start 9 End 

GI none Score 

Exons 9.. 791 



OJ000224_10.0403.C6 
+ 

791 

GENSCAN 
7 91 ' 
1 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47282 Seq. ID 

100557 Strand 

3524 End 

OJ000224_10.0403.C7.ol.np . Method 

3524 End 

6498436 Score 
3524 . .3657, 3716. .3742 

(AP000815) hypothetical protein [Oryza sativa] 



OJ000224_10.0403.C7 

3742 
AAT/NAP 
3742 
141 



47283 Seq. ID 

100558 Strand 

5272 End 

OJ000224_10.0403.C8.o2.np Method 

5272 End 

4680183 Score 

5272. .5347, 5954. .6043 



OJ000224_10.0403.C8 
+ 

6043 
AAT/NAP 
6043 
190 



48950 




GI Descrip. (AF111709) gag-pol protein [Oryza sativa subsp. indica] 





Seq. No. 


47283 


Seq. ID 


OJ000224 


_10.0403 


.C8 




Gene No. 


100559 


Strand 


+ 








Start 


7262 


End 


7883 








Name 


OJ000224 10.0403.C8.o3.np 


Method 


AAT/NAP 








Of- =1 y-4- 


7262 


End 


7883 










6721559 


Score 


373 










7262. .7712, 7745. .7883 . 














{AP001073) hypothetical protein [Oryza 


sativa] 










gi 1 6815084 Idbj IBAA90370.1 | {AP001081) 


hypothetical protein 






[Oryza sativa] 












Seq. No. 


47283 


Seq. ID 


OJ000224 


_10.0403 


,C8 




Gene No, 


100560 


Strand 










Start 


1 


End 


3418 








Narne 


OJ0P0224 10.0403.C8.ol.np 


Method 


AAT/NAP 








Start 


1 ' 


End 


3418 . 








\J X 


6815052 


Score 


1023 








von c 


1..314, 362. .484, 1350. .1442, 


2332.. 2431, 2728. 










3109. .3187, 3269. .3418 












GI Descrip. 


(AP001080) hypothetical protein [Oryza 


sativa] 






% ^ 


O *3 - L\ U . 


47283 


Seq. ID 


OJ000224 


lU , U4 


o o 

. Co 




o n Mo 


100560 


Strand 










O LaxT L 


1 


End 


3418 






z is? 


Name 


vJJUUUZz4 iU . U4U o . Lo . Ox . gs 


Method 


GENSCAN 








O L dX l_ 


367 


End 


1196 








LiX 


none 


Score 


.61 








Exons 


367. .773, 1132. ,1196 












o c • ln w • 


47283 


Seq. ID 


OJ000224 


in n /I n T 


OQ 






100560 


Strand 










o L. a X u 


1 


End 


3418 










OJ000224 10,0403.C8,o2.gs 


Method 


GENSCAN 








O U CIX L. 


3260 


End 


3418 








O X 


none 


Score 


.87 








Exons 


3260. ,3418 














47283 


Seq. ID 


OJ000224 


_10.0403 


.C8 






100561 


Strand 










O L CIX l_ 


4705 


End 


9862 










OJ000224 10.0403.C8.ol.tw ■ 


Method 


TBLASTX:^ 


Wheat 






Start 


632 


End 


1125 








Kj X 


none 


Score 


61 








TT von c 


632. .853, 642. .851, 865. .927, 


943. . 1125 








Seq. No. 


47283 


Seq. ID 


OJ000224 


_10.0403 


.C8 




Gene No. 


100561 


Strand 










Start 


4705 


End 


9862 








Name 


OJ000224 10.0403.C8.o3.gs 


Method 


GENSCAN 








Start 


4705 


End 


8682 








GI 


none 


Score 


.5 








Exons 


4705. .4808, 4993. .5134, 6781. 


.7031, 7079. .7144, 


7225. .7382, 






7724.-7735, 8613. .8682 












Seq. No. 


47283 


Seq. ID 


OJ000224^ 


_10.0403. 


.C8 



48951 



Gene No. 
Start 
Name 
' Start 
GI 

Exons 

GI Descrip. 

Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



100561 Strand 

4705 End 9862 

OJ000224_10.0403.C8.o4 .np Method AAT/NAP 

8145 End 9862 

4680179 Score 274 
8145.. 8339, 9798.. 9862 

{AF111709) polygrotein [Oryza sativa subsp. indica] 



47284 

100562 

158 

OJ000224_10.04 03.C9.ol.qs 

158 

none 



Seq. ID OJ000224_10.0403.C9 

Strand + 

End 4380 

Method GENSCAN 

End 4380 

Score .71 



158. .396, 489. .593, 1376. .1431, 3672. .3856, 3928. .4380 



Seq. ID OJ000224_10.0403.C9 

Strand +. 

End 4380 

Method AAT/GAP 

End 1763 

Score 671 



47284 
100562 
158 

OJ000224_10.0403.C9.ol.gp 
1382 

uC-osflcyp033a04bl 
1382. .1763 

' 6016845/dbj I AP000570. 1 1 AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



47284 
100563 
8054 

OJ000224_10.04 03.C9.o3.gp 
8054 

uC-osf Icyp033a04bl 
8054. .8435 

' 6016845/dbj I AP000570. 1 I AP000570 3.0e-59 Oryza sativa genomic 
DNA, chromosome 1, clone : P0711E10 ' 



Seq. ID OJ000224_10.0403.C9 

Strand + 

End 8435 

Method AAT/GAP 

End 8435 

Score 651 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
" Start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq, No. 
Gene No. 



47284 

100564 

1 

OJ000224_10.04 03.C9.ol.np 
1 

5852180 



Seq. ID OJ000224_10.0403.C9 
Strand 

End 10433 

Method AAT/NAP 

End 1669 

Score 508 



l.,50. 111. .552, 604. .722, 1612. .1669 
{AL117265) zhbOOOlO.l [Oryza sativa] 



47284 
.100564 
1 

OJ000224_10.04 03.C9.o3.np 
1 

5852180 



Seq. ID OJ000224_10.0403.C9 
Strand 

End 10433 

Method . AAT/NAP 

End " 10433 

Score 520 



1..50, 111. .552, 604. .722, 1612. .1665, 3576. .3750, 3891. .4295, 

9942.. 10067, 10199.. 10433 

{AL117265) ZhbOOOlO.l [Oryza sativa] 



4 7284 
100564 



Seq. ID OJ000224_10.0403.C9 
Strand 



48952 



start 1 

Name OJ000224_10 . 0403 . C9 . o2 . np 

Start 3806 

GI 4680179 

Exons 3806.. 3825, 4995.. 5849 

GI Descrip. (AF111709) polyprotein [Oryza 

Seq. No. 47284 

Gene No. 100564 

Start 1 

Name OJ000224_10 . 04 03 . C9 . o2 . tw 

Start 4995 

GI none 

Exons 4995.. 5183, 5044.. 5184 



End 

Method 

End 

Score 



10433 
AAT/NAP 
5849 
1309 



sativa subsp. indica] 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224_10.0403.C9 
10433 

TBLASTX: Wheat 

5184 

98 



Seq. No. 47284 

Gene No. 100564 

Start 1 

Name OJ000224_10 . 0403 . C9 . ol . tm 

Start 5031 

GI none 

Exons 5031. .5471, 5047. .5472, 5469, 

Seq. No, 47284 

Gene No. 100564 

Start 1 

Name OJ000224__10 . 04 03 . C9 . o2 . gs 

Start 5136 

GI none 

Exons 5136.. 5593, 5712 .. 5779, 6730 . 

Seq. No. 47284 

Gene No. 100564 

Start 1 

Name OJ000224__10 . 04 03 . C9 . ol . tw 

Start 5184 

GI ■ - none . 

Exons 5184.. 5810, 5185.. 5808 



Seq. ID OJ000224_10.0403.C9 
Strand 

End 10433 

Method TBLASTX: Maize 

End 5630 

Score 262 
.5630, 5476.. 5622 

Seq. ID OJ000224_10.0403.C9 
Strand 

End 10433 

Method GENSCAN 

End 7147 

Score .66 
.6990, 7083. .7147 

Seq. ID OJ000224_10.0403.C9 
Strand 

End 10433 

Method TBLASTX : Wheat 

End 5810^. 

Score 370 "'^ 



Seq. No. 47284 

Gene No. 100564 

Start 1 

Name OJ000224_10 . 0403 . C9 . o2 . tm 

Start 5631 

GI none 

Exons 5631.. 5852, 5632.. 5841 

Seq. No. 47284 

Gene No. 100564 

Start' 1 

Name OJ000224_10 . 0403 . 09 . o3 . gs 

Start 7510 

GI none 

Exons 7510.. 7556, 8034.. 8187, 9651. 



Seq. ID OJ000224_1G.0403.C9 
Strand 

End 10433 

Method TBLASTX : Mai ze 

End 5852 

Score 178 



Seq. ID OJ000224_10.0403.C9 
Strand 

End 10433 

Method GENSCAN 

End 10355 

Score -.81 
.10355 



Seq. No, 
Gene No, 



47284 
100564 



Seq. ID OJ000224_10.0403.C9 
Strand 



-48953 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq.- No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



End 

Method 
End 
Score 



10433 
AAT/GAP 
-8759 
85 



OJ000224_10.04 03.C9.o4 .gp 
8684 

uC-osf Icypl58c04al 
8684 . .8759 

M581164/gb|AAD24647.1|AC006220_3 2.0e-17 (AC006220) putative 
polyprotein [Arabidopsis thaliana] * 



Seq. ID ' OJ000224_10.0403.C10 

Strand + 

End 12 94 

Method AAT/GAP 

End 4 93 

Score 760 



47285 
100565 
1 

OJ000224_10. 0403. CIO. ol.gp 
1 

LIB3434-038-P1-K1-F1 
1. .493 

'5257255/dbj IAP000364.1IAP000364 O.Oe+00 Oryza sativa genomic 
DNA, chromosome 8, clone : P0026F07 ' 



47285 

100565 

1 

OJ000224_10. 0403. CIO. ol.gs 

119 

none 



Seq. ID OJ000224_10. 0403. CIO 

Strand + 

End 1294 

Method GENSCAN 

End 1294 

Score .54 



119. .279, 718. .744, 874. .896, 1228. .1294 



Seq. No. 47285 
Gene No. ■ 100566 

Start 1449 

Name OJ000224_10 . 04 03 . CIO . o2 . gs 

Start 1449 

GI none 

Exons 1449. .1585 



Seq. ID OJ000224_10. 0403. CIO 

Strand * - 

End 1585 

Method GENSCAN 

End 1585 

Score .79 



Seq. No. 
Gene No . 
Start . 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. • 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



Seq. ID OJ000224_10.0403.C11 

Strand + 

End 1233 

Method AAT/NAP 

End 1233 

Score 981 



47286 
100567 

.1 

OJ000224_10. 04 03.Cll.ol.np 
1 

7248394 
1..957, 1210. .1233 

(AP001389) ESTs C97394 (C60113) , AU075824 (R0165) , D38985 (R0165) 
correspond to a region of the predicted gene . -Similar to 
Arabidopsis thaliana chromosome II BAC F15011 genomic sequence 
putative pol polyprotein with a reverse transcriptase domain 

{AC006446) 



Seq. ID OJ000224_10.0403.C11 

Strand + 

End 1233 

Method AAT/NAP 

End 1233 

Score 530 



47286 
100567 
1 

OJ000224_10.0403.Cll.o2.np 
1 

4417309 
1..622, 713. .1233 

(AC00644 6) putative retroelement pol polyprotein [Arabidopsis 
thaliana] 



48954 



Seq. No. 


47286 




Seq. ID 


OJ000224_10.0403 


Gene No. 


100567 




Strand 


+ 








t^na 


1 0 

1 Z OO 


Nsrue 






Method 


I oLAb i A : ixiai ze 


o car t 


1 ~ 

3 1 




tjna 


RIO 

0 iz 




none 




Score 


R T R 
0 OO 


Exons 


R 1 RIO 


01. .OOZ, ZUU. .Dll 






Seq. No. 


47286 




Seq. ID 


OJ000224_10.0403 


Gene No. 


100567 




Strand 


+ 


Q-h a r-f- 

ouarc 


1 

X 




tjna 


1 0 "5 "5 
1 Z OO 


Name 




in 0/0"^ mi 4-iT 

1U.U41UJ.U11.01.UW 


Method 


"yDT 7\C"T<V .r«7Virt-i4- 

1 biiAb i A : wnea u 


o rare 


lob 




hna 


ROT 
OO 1 




none 




Score 


O A Q 

z 4 y 


Exons 




9nn 1 /! AQCi RQ1 
ZUU. .0141, 4oU. .OOl 






Seq. No. 


47286 




Seq. ID 


OJ000224_10.0403 


Gene No. 


100567 




Strand 


+ 


o uaru 


X 




bna 


1 0 T "3 
1 Z OO 


Name 




1U.U4U0.C11.01. us 


Method 


i biiAb i A : boyoean 


C -I- r!i -K- -t- 


1 QQ ~ 

1 y o 




hjnci 


b bo 


C T 


none 




Score 


O O "3 

Zzo 


Exons 


1 QQ A1 Q 

1 y o . .41 f y f 


zoo. .404, 4oU. .DOO, 


oiz . . boo 




Seq. No. 


47286 




Seq. ID 


OJ000224_10.0403 


Gene No. 


100567 




Strand 


+ 


o cart 


1 




End 


I' O 'J T 

Izoo 


Name 




10.0403.Cll.ol.gs 


Method 


bhJNbLAJN 


Q H 1 -^4- 

b uarr 


0 1; o ~ 
^: 0 ^1 




End 


1 O O R 

IzUo 


n T 


none 




Score 


. b4 


Exons 


9 c; 9 / n 


853. .1016, 1104 . .1205 




Seq. No. 


47286 




Seq. ID 


OJ000224_10.0403 


Gene No. 


100567 




Strand 


+ 


b L an. 






End 


1233 


Name 


UJUUUZZ4 


10.0403.Cll.o2.ts 


Method 


TBLASTX : Soybean 


b car u 


Q 1 Q - ~ 

0 1 y 




End 


1231 




none 




Score 


143 


Exons 


0 X y . . y o D , 


821. .952, 900. . 956, 


977. .1231, 978. .1229 


Seq. No. 


47286 




Seq. ID 


OJ000224_10.0403. 


Gene No. 


100567 




Strand 


+ 


bxiar L 






End 


1233 


Name 


U J u u u 4 


10.0403.Cll.o2.tw 


Method 


TBLASTX: Wheat 


brarr 


0 04 




End 


1232 




none 




Score 


71 


Exons 




993. .1232, 1004. .1198 




D e q . In O . 


47287 




Seq. ID 


OJ000224_10.0403. 


Gene No. 


100568 




Strand 


+ 


Start 


1 




End 


659 


Name 


OJ000224 


10.0403.C12.ol.gp 


Method 


AAT/GAP 


Start 


1 




End 


659 


GI 


17389 1.R1084 


Score 


,622 


Exons 


1..105, 184. .344, 582. .659 







GI Descrip. ' 6006869/gb | AAF00645 . 1 1 AC009540_22 2.0e-34 (AC009540) putative 
cationic amino acid transporter [Arabidopsis thaliana] ' 



48955 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47287 

100569 

623 

OJ000224_10.04 03.C12.ol.tm 

623 

none 



Seq. ID OJ000224_10.0403.C12 
Strand 

End 808 

Method TBLASTX : Mai ze 

End 808 

Score 227 



623.-757, 623. .754, 637. .765, 637. .756, 758. .808 



47288 

100570 

385 

OJ000224_10.04 03.C13.ol.gs 

385 

none 



Seq. ID OJ000224_10.0403.C13 

Strand' + 

End 17236 

Method GENSCAN 

End 17236 

Score .69 



385. .449, 2175. .2601, 3736. .3937, 4106. .4190, 4529. .4647, 
4724. .4820, 4899. .5071, 5173. .5239, 6001. .6159, 6596. .6739, 
6877... 6942, 8081. .8904, 9019 .. 9610, -9893 .. 9983, 12802 .. 12921, 
13171. .13279, 13913'. . 14059, 14154 .. 14 169, 14 966 14 995, 
15279. .15456, 1557 3 .. 157 13, 1614 4 .. 16317 , 16772 16912 , 
17124. .17236 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



GI Descrip, 



47288 

100570 

385 

OJ000224_10. 04 03.C13.ol.np 

2487 

6006869 



Seq. ID OJ000224_10.0403.C13 

Strand + 

End 17236 

Method AAT/NAP 

End 7609 

Score 1530 



2487. .2601, 3736. .3937, 4106. .4199, 4260. .4432, 4529. 



4724. .4820, 4899. .5071, 5173. 
6581. .6739, 6830. .6942, 7036. 



.4647, 
. 6441, 



.5239, 6001.. 6159, 6301, 
.7111, 7465. .7609 
{AC009540) putative cationic amino acid transporter [Arabidopsis 
thaliana] 



Seq. No . . , 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 
Start 



47288 

100570 

385 

OJ0'00224_10. 0403.013.01. gp 



Seq. ID OJ000224_10.0403.C13 
Strand + 
End 17236 
Method' AAT/GAP 
End' 6168 
Score 721 
5239, 6001.. 6168 
6006869/gb|AAF00645.1 |AC009540_22 2.0e-34 (AC009540) putative 
cationic amino acid transporter [Arabidopsis thaliana] 



4767 
702217 
4767. .4820, 



4899. .5071, 5173, 



47288 Seq. ID 

100570 Strand 
385 . End 

OJ000224_10. 04 03.C13.o2.gp Method 
64 63 End 
65156_1.R1084 Score 
6463. .6544, 6631. .6739, 6830. .6942, 7036. .7111, 7465. 
'6006869/gb|AAF00645.1|AC009540_22 l.Oe-29 (AC009540) 



OJ000224_10.0403.C13 
+ 

17236 
AAT/GAP 
7805 
1323 



cationic amino acid transporter [Arabidopsis thaliana]' 



,7805 
putative 



-4-7288 
100570 
385 



Seq. ID OJ000224_10.0403.C13 
Strand + 
End 17236 



48956 



Name 


OJ000224 10.0403.C13.o2.np 


Method 


AAT/NAP 


Start 


12926 


End 


13721 


GI 


6630699 


Score 




P von ^ 


12926. .12986, 13636.. 13721 








(AP000969) hypothetical protein [Oryza 


Q 3 1" 1 1 
O CI L. -L V a. J 




gil 6721536 Idbj | BAA89566.il 


(AP001073) 






[Oryza sativa] 






C • \J • 


47288 


Seq. ID 


OJ00nP24 10 0403 013 


Gene No. 


100570 


Strand 




Start 


385 


End 


17236 


Name 


OJ000224 10.0403.C13.o3.np 


Method 


AAT/NAP 


Start 


13848 


End 


14295 


GI 


6539570 


Score 


17 3 




13848. . 14051, 14229. .14295 








(AP000836) hypothetical protein [Oryza 


Q ^5 1" 1 Tj;^ 1 
o a u X V a. J 


9f=rT Kin 


47288 


Seq. ID 




Gene No . 


100571 


Strand 




Start 


13639 


End 


14064 


Name 


OJ000224 10.0403.C13.o3.gp 


Method 


AAT/GAP 


Start 


13639 


End 


14064 


\J A. 


LIB347 9-006-Q6-K1-B11 


Score 


U *1 *! 




13639. . 14064 






OJ. L/C; O O J L ^ ■ 


'5734 616/dbj | AP000391 . 1 | AP000391 l.Oe- 


lin C\ir\T'7 ^ \ (T^n r\TT\ \ 
jLxyj \jx. y o ci L. X V d ^diwiiixL^ 




DNA, chromosome 6, clone : P0538C01 ' 




Seq. No. 


47288 


Seq. ID 


OJ000224_10.0403.C13 


Gene No. 


100572 


Strand 




Start 


17534 ■ 


End 


18629 


Name 


OJ000224 10.0403.C13.o2.tc 


Method 




Start 


2493 


End 


3938 


GI 


none 


Score 


R7 


F!5f on 


2493.. 2606, 3734.. 3937, 3735.. 3938 




Sea. No. 


47288 


Seq. ID 


OJ0b0224 10 0403 C13 


Gene No. 


100572 


Strand 




Start 


17534 


End 


18629 


Name 


OJ000224 10.0403.C13.ol.ts 


Method 


TBLASTX : Soybean 


Start 


3734 


End 


3934 


GI 


none 


Score 


283 


Exons 


3734.. 3934, 3735.. 3932 







Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47288 

100572 

17534 

OJ000224_10. 

428 8 

none 

42'88. .4431, 
4509. .4631, 
4727. .4822, 
5173. .5226, 
6300. . 6464, 
6836. .6943, 
7436. .7576, 



0403.C13.ol.tm 



4291. .4431, 4292. 

4526.. 4642, 4528, 

4743. .4823, 4898. 

5997. .6164, 5998, 

6301. ."6465, 6496. 

6840. .6944, 7028, 
7465. .7575 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.4432, 4292 
.4647, 4718 
.5074, 4899 
.6162, 6299 
.6540, 6627 
.7111, 7035 



OJ000224 10.0403.C13 



18629 

TBLASTX: Maize 
7576 
97 

4432, 4505. .4648, 

4822, 4725.. 4826, 

5072, 5164.. 5238, 

6463, 6300.. 6464, 

6737, 6641. .6745, 

7112, 7429. .7569, 



48957 



Seq. No, 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq.' No. 
Gene No. 
Start 
Name • 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
Gene No. 
Start ' ■ 
Name 
Start 
GI 



47288 

100572 

17534 

OJ000224 

4346 

none 



10.0403.C13.ol.tc 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000224__10.0403.C13 
18629 . 

TBLASTX: Cress 

5037 

51 



4346. .4432, 4349. .4432, 4514. .4648, 4541. .4651, 4724. .4834, 
4725. -.4826, 4896. .5018, 4898. .5035, 4899. .5036, 4957. .5037 



47288 

100572 

17534 

OJ000224_10.04 03.C13.o3.ts 

4929 

none 

4929. .5081, 4940. .5077, 4962. 



Seq. ID OJ000224_10.0403.C13 
Strand 

End 18629 

Method TBLASTX : Soybean 

End 5239 

Score 195 

5078, 5170. .5235, 5171. .5239 



y| T o o o 

4 /zoo 








Seq. ID 


OJ000224 


lU . 04 U J . C13 


100572 








Strand 






17534 








End 


18629 




QJUUUz^4 iU. 


0403 


.C13.02 


. ts 


Method 


TBLASTX: 


Soybean 


oyyy 








End 


6369 




none 








Score 


216 




oyycf . . bibz , 


5998 


. .6159, 


6000. 


.6164, 6309. .6368, 


D JIU . . Doby 


4 /zo 0 








Seq.. • ID 


OJ000224 


lU . 04 Uo . Clo 


100572 








Strand . 






17534 








End 


18629 




OJ000224 10. 


0403 


.C13.03 


. tc ' 


Method 


"TBLASTX: 


Cress 


5998 








End 


7603 




none 








Score 


250 




5998. .6162, 


6000 


. . 6164, 


6300. 


.6407, 6301. .6405, 


COCA £1 a A O 

boo4 . . oy^J, 


6900. . 6944, 


7028 


. .7114, 


7035. 


.7112, 7147. .7224, 


/4zy , . IdId, 


7436. .7603 














4728'8 








Seq. ID 


OJ000224 


_10.0403.C13 


100572 








Strand 






17534 








■ End 


18629 




OJ000224 10. 


0403 


.C13.02 


.gs 


Method 


GENSCAN 




17534 








End 


18629 




none 








Score 


.74 




17534 . .17659 


, 18411.. 18629 








47289 








Seq. ID 


OJ000224 


_10.0403.C14 


100573 








Strand 


+ 




581 








End 


1186 




OJ000224 10. 


0403 


.C14 .ol 


.gs 


Method 


GENSCAN 




581 








•End 


1186 




none 








Score 


.7 




581. .816, 1117.. 


1186 










47290 








Seq. ID- 


OJ000224 


_10.0403.C15 


100574 








Strand 


+ 




1 








End 


8966 




OJ000224 10. 


0403 


.C15.01 


.np 


Method 


AAT/NAP 




1 








End 


6524 




7228438 








Score 


1570 





48958 



Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



1..1190, 1525. .1635, 2811. .3269, 3362. .3668, 3767. .4020, 
4275.. 4457, 6448.. 6524 

(AP001366) EST C28952 (C62945 ) corresponds to a region of the 
predicted gene.; Similar to maize transposon MuDR mudrA protein 
isolog {AC003981) [Oryza sativa] 



47290 

100574 

1 

OJ000224_10.0403.C15.ol.gs 

170 

none 

170. .646, 667, .1851 



Seq. ID OJ000224_10.0403.C15 

Strand - + 

End 8966 

Method GENSCAN 

End 1851 

Score .83 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47290 

100574 

1 

OJ000224_10.04 03.C15.o2.gs 

2270 

none 



Seq. ID OJ000224_10.0403.C15 

Strand + 

End 8966 

Method GENSCAN 

End 8966 

Score .76 



2270.. 2418, 2501.. 3269, 3362.. 3660, 3753.. 4020, 4275.. 4652, 
4689. .4809, 4907. .5043, 6252. .6546, 6955. .7013, 7210. .7338, 
.7816. .7892, 8828. .8966 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



47290 

100575 

8853 

OJ000224_10.04 03.C15.ol.tm 

208 

none 



Seq. ID OJ000224_10.0403.C15 
Strand 

End 12124 

Method TBLASTX: Maize ^ 

End 789 

Score 135 



208. .330, 209. .361, 361. .603, 362. .604, 709. .789, 711. .737 



Seq. No. 47290 

Gene No. 100575 

Start 8853 

Name OJ000224_10 . 0403 . C15 . ol . tw 

Start 499 

GI none 
Exons 



Seq. ID OJ000224_10.0403.C15 
Strand 

End 12124 

Method TBLASTX : Wheat 

End 885 

Score 147 



499. .627, 500. .631, 500. .634, 688 . . 885, • 696 . . 743, 700. .789, 
722. .808 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47290 

100575 

8853 

OJ000224_10.04 03.C15.o2.tw 

2583 - 

none 



Seq. ID OJ000224_10.0403.C15 
Strand 

End 12124 

Method TBLASTX : Wheat 

End 2912 

Score 90 



-2583.. -.2636, 2591. .2647, 2645. .2773, 2646. .2774, 2808. .2843, 
2880.. 2912 



Seq. No. 47290 

Gene No. 100575 

Start 8853 

Name OJ000224_10 . 04 03 . C15 . o2 . np 

Start 8853 

GI 5852084 

Exons 8853.. 8935, 10224.. 10277 



Seq. ID OJ000224_10.0403.C15 
Strand 

*"jEnd 12124 

Method AAT/NAP 

End 10277 

Score 81 



48959 



GI Descrip. (AL117264) zwh0007,l [Oryza sativa] 



Seq. No. 47290 

Gene No. 100575 

Start 8853 

Name OJ000224_10 . 0403 . C15 . o3 . gs 

Start . 9152 

GI none 
Exons 



Seq. ID OJ000224_10.0403.C15 
Strand 

End 12124 

Method GENSCAN 

End 12124 

Score .74 



9152. .9438, 9598. .9684, 11022 .. 1 1277 , 11322 11699, 
11881. .11996, 12045. .12124 



Seq. No. 47291 

Gene No. 100576 

Start 199 

Name OJ000224_10 . 0403 . C16 . ol . gs 

Start 199 

GI none 

Exons 199.. 402 



Seq. ID OJ000224_10.0403.C16 

Strand 

End 4 02 

Method GENSCAN 

End 402 

Score .42 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47292 

100577 

1 

OJ000224_10.0403.C18.ol.np 
1 

6691218 



Seq. ID OJ000224_10.0403.C18 
Strand 

End 2708 

Method AAT/NAP 

End 1859 

Score 367 

1..27, 225. .348, 458. .520, 1098. .1278, 1376. .1510, 1582..1859 
(AC007508) F1K23.6 [Arabidopsis thaliana] 



47292 

100577 

1 

OJ000224_10.04 03.C18.ol.gs 

120 

none 



Seq. ID OJ000224_10.0403.C18 
Strand 

End 2708 

Method GENSCAN 

End 2642 

Score .94 



120. .146, 256. .348, 458. .520, 1098. .1243, 1353. .1510, 
1582. .1774, 2414. .2642 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47292 

100577 

1 

OJ000224_10.0403.C18.o2.gp 

1610 

5004790 

1610. .1774, 2414. .2708 



Seq. ID OJ000224_10.0403.C18 
Strand 

End 2708 

Method AAT/GAP 

End 2708 

Score 900 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47292 

100578 . ' 

3371 ■ 

OJ000224__10.0403,C18.o2.gs 

3371 

none 

3371. .3481, 3736. .3885, 3980. 

4647. .4810, 6121. .6149, 6245, 

8371. .8456, 9052. .9138, 9274, 



Seq. ID OJ000224_10.0403.C18 
Strand 

End 10681 
Method GENSCAN 
End 10681 
Score .78 

.4107, 4287. .4311, 4448. .4533, 
.6355, 7145. .7195, 7873. .7930, 
.9335, 9770. .9838,- 10432. .10681 



Seq. No. 
Gene No . 



47292 
100578 



Seq. ID 
Strand 



OJ000224 10.0403.C18 



48960 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



3371 End 10681 

OJ000224_10 . 0403 . C18 . o3 . gp Method AAT/GAP 
7024 End 9333 

uC-osflcyp029el0bl Score 901 ' 

7024. .7060, 7145. .7195, 7396.-7446, 7873. .7930, 8371. .8456, 
8556.. 8604, 8703.. 8770, 9052.. 9138, 9274.. 9333 
M753659/emb|CAB41935.1| 5.0e-27 {AL049751) putative protein 
-'[Arabidopsis thaiiana] * 



47292 

100579 

11160 

OJ000224_10.0403.C18.o3.tm 

250 

none 



250. .348, 254. .337, 256. .342, 451. .507 
455. .508 



Seq. ID OJ000224_10.0403.C18 
Strand 

End 11396 

Method TBLASTX : Mai ze 

End 508 

Score 112 

451. .507, 452. .508, 



OJ000224 10.0403,C18 



Seq. No, 47292 Seq. ID 

Gene No. 100579 Strand 

Start 11160 End 

Name OJ000224_10 . 0403 . C18 . ol . tm Method 

Start 1428 End 

GI none Score 

Exons 1428. .1523, 1429. .1512, 1430 .. 1534 , 1580 .. 1777 , 1584. .1787, 
1585.. 1785 



11396 

TBLASTX: Maize 

1787 

82 



Seq. No. ' 47292 
Gene No. 100579 
Start 11160 

Name OJ000224_10 . 04 03 . C18 . o2 . tm 

Start 7149 
GI none 

Exons 7149.. 7196, 7163.. 7195, 7395. 

8370. .8456, 8371. .8457, 8371. 
8557. .8619 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000224 10.0403.C18 



11396 

TBLASTX: Maize 
8619 
63 

7448, 7396. .7449, 7397. 
8457, 8372.. 8458, 8556. 



,7447, 
,8618, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47292 



Seq. ID OJ000224 10.0403.C18 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



100579 Strand 
11160 End 11396 

OJ000224_10.04 03.C18.o2.np Method AAT/NAP 
11160 End 11396 

6069646 Score 221 

11160. .11396 

(AP000616) similar to putative reverse transcriptase 
[Oryza sativa] gi | 6907112 | dbj I BAA90639 . 1 | (AP001129) 
Arabidopsis thaiiana chromosome II BAC F9013 genomic 
putative non-LTR retroelement reverse transcriptase. 
[Oryza sativa] 



(AC005315) 
Similar to 
sequence, 
(AC006248) 



47293 Seq. ID 

100580 Strand 

1 End 
OJ000224_10.04 03.C19.ol.np Method 

1 End 

7248394 Score 

l.,526, 558. .599 



OJ000224_10.0403.C19 
599 

AAT/NAP 

599 

401 



48961 



GI Descrip. (AP001389) ESTs C97394 (C60113 ) , AU075824 (R0165 ) , D38985 (R0165 ) 
correspond to a region of the predicted gene . ^Similar to 
Arabidopsis thali ana chroiuosoine II BAG F15011 genomic sequence; 
putative pol polyprotein with a reverse transcriptase domain 
(AG006446) 



Seq. No. . 47293 Seq. ID 

Gene No.' 100580 StranSf- 

Start' 1 End 

Name OJ000224_10 . 0403 . C19 . ol . gs Method 

Start 109 End 

GI none Score 

Exons 109.. 335, 558.. 587 



OJ000224_10.04 03.C19 
599 

GENSCAN 

587 

.81 



Seq. No. 47294. Seq. ID 

Gene No. 100581 Strand 

Start 1302 End 

Name OJ000314_07 . 0411 . CI . ol . gs Method 

Start 1302 End 

GI none Score 

Exons 1302.. 1433, 2595.. 2651, 2730.. 2798 



OJ000314_07.0411.C1 

2808 
GENSCAN 
2798 
.94 



Seq. No. 47294 Seq. ID- 
Gene No. 100581 Strand 
Start 1302 End 
Name OJ000314_07 . 0411 . CI . ol . gp Method 
Start 2263 End 
GI 426499 Score 
Exons 2263.. 2525, 2595.. 2651, 2730.. 2762 
GI Descrip. 



OJ000314_07.0411.C1 

2808 
AAT/GAP 
2762 
624 



3810592 7.0e-12 (AC005398) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 47294 

Gene No. 100581 

Start 1302 

Name OJ000314_07 . 04 11 . CI . ol . tm 

Start . 2383 

GI none 

Exons 2383.. 2481, 2385 
2595.. 2651, 2730 



Seq. ID 

Strand 

End 

Method 

End 

Score 



2486, 2481.. 2528, 2578 
2807, 2730.. 2807, 2731 



OJ000314 07. 0411. CI 



2808 

TBLASTX: Maize 

2808 

65 

.2652, 
.2808 



2591. .2650, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI . / 

Exons 



47295 Seq. ID 

100582 Strand 

1309 End 
OJ000314_07.0411.C2.ol.gs • Method 

1309 End 

none Score 

1309. .1455, 3255. .3330, 3657. .3705 



OJ000314_07.0411.C2 
+ 

3705 
GENSCAN 
3705 
.56 



Seq. No. 47295 

Gene No. 100583 

Start 1 

Name OJ000314_07 . 04 11 . C2 . ol . np 

Start 1 . 

GI 3810592 
Exons 



Seq. ID OJ000314_07. 0411.C2 



Strand 
End 

Method 

End 

Score 



2217 
AAT/NAP 
2215 
255 



1..258, 1003. .1064, 1182. .1265, 1787. .1825, 1923. 
2119. .2215 



.2031, 



48962 



GI Descrip. (AC005398) unknown protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip, 



47295 Seq. ID 

100583 Strand 

1 . End 
OJ000314_07 . 0411.C2.ol.gp Method 
154 End 
2428450 Score 



OJ000314_07.0411.C2 

2217 
AAT/GAP 
2007 
656 



154. .258, 1003. .1064, 1182. .1265, 1787. .1825, 1923. .2007 
3810592 5.0e-36 (AC005398) unknown protein [Arabidopsis 
thaliana] 



Seq. No. 47295 
Gene No. 100583 
Start 1 

Name OJ000314__07 . 0411 . C2 . ol . tm 

Start 1004 
GI none 

Exons 1004.. 1066, 1006.. 1065, 1182. 

1788.. 1820, 1923. .2033, 1924. 
2119. .2169, 2163. .2216, 2164. 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 07. 0411. C2 



2217 

TBLASTX: Maize 
2217 
61 

.1274, • 1186. .1266, 1787. .1828, 
.2034, 2118. .2171, 2119. .2172, 
.2217 



Seq. No. 
fj Gene No. 
^3 Start 

Name 

Start . 

GI 

.Q Exons 

Seq. No. 

Gene No. 

Start 
^_ Name 
□ Start 
SJ GI. 
Lj. Exons 



47296 Seq. ID 

100584 Strand 

23 End 

Ojp00314J07.0411.C3;ol.gs Method 

23 End 

none Score 



OJ000314_07.0411.C3 

3234 
GENSCAN 
3234 
.57 



23. .259, 875. .937, 1641. .1703, 3168. .3234 



47297 Seq. ID 

100585 Strand 

1040 End 

OJ000314_07 .0411.C4 .ol.gs Method 

1040 End 

none Score 
1040. . 1177 



OJ000314_07.0411.C4 
+ 

1177 
GENSCAN 
1177 
.79 



Seq. No. 47297 

Gene No. 100586 

Start 4956 

Name OJ000314_07 . 04 11 . C4 . o3 . gs 

Start 4956 

GI none 

Exons 4956.. 5015, 5197. .5367, 7519. 



Seq. ID OJ000314_07.0411.C4 

Strand + 

End 20269 

Method GENSCAN 

End 20269 

Score .54 

.7609, 8034. .8174, 8192. .8366, 



9358. .9508, 11617. .11738, 13652. .138 99, 13968. .14 083, 
15910. .,16021, 19809. .20269 



Seq. No. 47297 

Gene No. 100586 

Start 4956 

Name OJ000314_07 , 04 1 1 . C4 . o5 . gp 

Start 14440 

GI none 

Exons 14440. . 14791, 15229 .. 15278 , 15493.. 15598 



Seq. ID OJ000314 07. 0411. C4 



Strand 
End 

Method 

End 

'Score 



+ 

20269 
AAT/GAP 
15598 
916 



Seq. No. 



47297 



Seq. ID OJ000314 07. 0411. C4 



48963 



Gene No. 100587 Strand + 

Start 20375 End 20686 

Name OJ000314_07 . 0411 . C4 . o4 . gs Method GENSCAN 

Start 20375' End 20686 

GI none Score .43 

Exons 20375. .20686 



v3 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47297 Seq. ID OJ000314_07 . 04 1 1 . C4 

100588 . Strand + 

31366 End 39289 

OJ000314_07.0411.C4.o3.np Method AAT/NAP 

31366 End 38360 

7485769 Score 1263 

31366. .31443, 33233 .. 33361 , 34 722 34 809, 35687 .. 35895, 

36260. .36411, 36600 .. 37020 , 37471 37568, 37880 .. 38085 , 

38197. ,38360 

hypothetical protein F19F18.160 - Arabidopsis thaliana 
gi I 4468992 I embi CAB38306.il .{AL035605) putative protein 
[Arabidopsis thaliana] gi | 7270749 I emb I CAB8'0432 . 1 1 (AL161591) 
putative protein [Arabidopsis thaliana] 



47297 
100588 
31366 

OJ000314_07.0411.C4.o6.gs 
31828 



End 

Method 
End 

none Score 
31828. .31858, 32354 .. 32536, 32927 .. 33141, 34722 .. 34809, 
35687. .35895, 36260 364 11, 36600 .. 37020, 37471 .. 37568 , 
37974. .38085, 38 197 38355, 38876.. 38991 



Seq. ID OJ000314_07.0411.C4 
Strand + 

39289 
GENSCAN 
38991 
.9 



Seq. No. 47297 

Gene No. 100588 

Start 31366 

Name OJ000314_07 . 04 11 . C4 . o7 . gp 

Start 37980 

GI 3767217 

Exons 37980. .38085, 38197 38355, 
GI Descrip. 



Seq. ID 
Strand 
End 

Method 
End 
Score 

38920. .38991, 39266. .39289 
3445208/gb|AAC32438. 1 1 4.0e-39 (AC004786) putative amino-acid 
acetyltransf erase [Arabidopsis thaliana] 



OJ000314_07.0411.C4 
+ 

39289 
AAT/GAP 
39289 
593 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47297 

100589 

1 

OJ000314_07.0411.C4 .ol.np 



OJ000314 07. 0411. C4 



Seq. ID 
Strand 

End 16441 
Method AAT/NAP 
1 End 16441 

7488401 . Score., 198 

1..68, 2085. .2182, 10122 .. 10899, 16343. .16441 

trehalose-6-phosphate synthase homolog F1707.18 - Arabidopsis 
thaliana gi | 317 6687"| gb | AAC188 10 . 1 i (AC003671) Strong similarity 
to trehalose-6-phosphate synthase homolog from A. thaliana 
chromosome 4 contig gb|Z97344. ESTs gb|H37594, gb|R65023, 
gb|H37578 and gb|R64855 come from this gene. [Arabidopsis 
thaliana] 



Seq. No. 
Gene No. 



47297 
100589 



Seq. ID 
Strand 



OJ000314 07. 0411. C4 



48964 



start 
Name 
Start 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



OJ000314_07 .0411.C4 .o2.gs 

1658 

none 



End 

Method 

End 

Score 



16441 
GENSCAN 
'383'4 
.59 



1658. .2088, 2166. .2450, 2537. .2791, 3153. .3276, 3781. .3834 



Seq.. ID 

Strand 

End 

Method 

End 

Score 



OJ000314 07. 0411. C4 



16441 
AAT/GAP 
6337 
1159 



47297 . 
100589 
1 

OJ000314_07.0411.C4 .ol.gp 
5704 

20494_3.R1084 
5704. . 6337 

'1402876/emb|CAA66826| 2.0e-44 (X98130) putative phosphate 
permease [Arabidopsis thaliana] >gi_14 95255_emb_CAA66116__ 
(X97484) orfOl [Arabidopsis thaliana]' 

47297 - Seq. ID OJ000314_07 . 0411 . C4 

100589 Strand 

1 End 16441 

OJ000314_07 . 04 11 . C4 . o2 . gp Method AAT/GAP 

6616 End 7365 

20494_1.R1084 Score * 1280 

6616. .7365 

»5230728/gb|AAD40979.1 |AF089851__1 9.0e-27 (AF089851) peroxisomal 
copper-containing amine oxidase [Glycine max] ' 



47297. Seq. ID 

100589 Strand 

1 End 

OJ000314_07 . 04 11 . C4 . o3 . gp Method 

7058 End 

3759000 Score 
7058. .7367 



OJ000314_07.0411.C4 

16441 
AAT/GAP 
7367 
516 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47297 
100590 

23235 . 
OJ000314_07.0411.C4 .o6.tm 
809 



OJ000314 07. 0411. C4 



31489 

TBLASTX: Maize 

1497 

91 



Seq. ID 
Strand 
End 

Method 
End 

none Score 
809. .988, 810. .971, 843. .1034, 864. .1019, 881. .994, 888. .1025, 
915. .1031, 917. .94 3, 1029. .1124, 1052. .1204, 1053. .1205, 
1055. .1204, 1064. .1219, 1064. .1246, 1066. .1218, 1070. .1249, 
1079. .1237, 1098. .1226, 1101. .1226, 1102. .1227, 1193. .1387, 
1229. .1336, 1247. .1351, 1250. .1351, 1359. .1439, 1406. .1480, 
14 07. : 14 84, 1408. .14 97, 1408. .1470 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47297 
100590 
23235 

OJ000314_07, 0411.C4 .o5.tm 
10122 



none 

10122, 

10196, 



Seq. ID 
Strand 
End 

_ Method 

End 
Score 

10163, 10129. .10161, 10189 
10279, 10199. .10279, 10281 



OJ000314 07. 0411. C4 



31489 

TBLASTX: Maize 
10499 
44 

10278, 10191. .10277, 
10445, 10286. .10459, 



10286. .10459, 10302 .. 104 60, 10461. .10499 



48965 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47297 

100590 

23235 

OJ000314_07.0411.C4.o5.gs 

23235 

none 

23235. .23395, 25688 .. 25785, 
26560. .26695, 26837 .. 27219, 
28999, .29163, 31440.. 31489 



Seq. ID 
Strand 
End 

Method 
End 
Score 

25974 

27786 



OJ000314 07. 0411. C4 



31489 
GENSCAN 
31489 
.52 

26334, 26409. 
27909, •28689. 



.'26541, 
.28988, 



Seq. No. 47297 Seq. ID OJ000314_07 . 04 11 . C4 

Gene No. 100590 Strand 

Start 23235 End 31489 

Name OJ000314_07 . 04 11 . C4 . o2 . np Method AAT/NAP 

Start 25959 End 27089 

GI 6907106 Score 476 

Exons 25959, .26146, 26219 .. 26533, 26733.. 27089 

GI Descrip. (AP001129) EST AU068291 (C12960) corresponds to a region '.of the 
predicted gene,; hypothetical protein [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47297 
100590 
23235 
OJ000314 
26060 
none 
26060 
26232 
26306 



07.0411,C4.o3.tm 



26242, 26064. 
26303, 26253. 
26404 



.26105, 
.26393, 



Seq. ID 
Strand 
End 

Method 
End 
Score 

26124 

26284 



OJ000314 07. 0411. 04 



31489 

TBLASTX: Maize 
26404 
180 

.26261, 26170, ,26202, 
.26397, 26284. .26397, 



Seq. No. 47297 Seq. ID 

Gene No. 100591 Strand 

Start 33271 End 

Name OJ000314_07 . 04 11 . C4 . ol . tm Method 

Start 33271 End 

GI none Score . • 

Exons 33271. .33357, 33272 ., 33358, 

35673.-35894, 35685 .. 3581 6, 



34746. ,-34811,- 34752 
35686. .35895, 35686 



OJ000314_07.0411.C4 
36321 

TBLASTX: Maize 

36321 

103 

34814, 
35895, 



36257. .36319, 36257 .. 36319, 36259 ., 36321 , 36259.. 36321 



Seq, No, 47297 Seq. ID 

Gene No. 100592 Strand 

Start 36594 End 

Name OJ00031-4_07 . 04 11 . 04 . ol , tw Method 

Start 36594 End 

GI none Score 

Exons 36594. .36956, 36598,. 36954 

Seq. No. 47297 

Gene No. 100592 Strand 

Start 36594 End 

Name OJ000314_07 .0411. 04.. o2 , tm Method 

Start 36673 End 

GI none Score 
Exons 



OJ000314_07.0411.C4 
36.957 

TBLASTX: Wheat 

36956 

475 



Seq, ID OJ000314_07.0411.O4 



36957 

TBLASTX: Maize 

36957 

314 



36673. .36957, 36673 .. 36954 , 36675.. 36956 



48966 



Seq. No. 47297 
Gene No. 100593 
Start 36957 

Name OJ000314_07 . 04 11 . C4 . o4 . tm 

Start 36957 
GI none 

Exons 36957. .37016, 36958 37020 , 

37971. .38078, 37972 .. 38088 , 
38195. .38272, 38196 .. 38273, 
38276. .38350, 38277 38351 , 
38947. .38997, 38948. .38998 



Seq. ID 
Strand 
End 

Method 
End 
Score 



OJ000314 07. 0411, C4 



38998 

TBLASTX: Maize 
38998 
96 

37464. .37574, 374 65.-37569, 
37975. .38085, 37982 .. 38092, 
38196. .38273, 38 197 38274 , 
38910. .38960, 38 915 .. 38959, 



Seq. No. 47297 

Gene No. 100593 

Start 36957 

Name OJ000314_07 . 04 11 . C4 . ol . ts 
Start ' 38014 

GI none 
Exons 



Seq. ID OJ000314_07.0411.C4 
Strand 
End 

Method 
End 
Score 



38998 

TBLASTX: Soybean 

38998 

86 



•38014 . .38088, 38016 38087 , 38 194 .. 38268 , 38196 38291, 
38197. .38271, 38273 38353, 38277 .. 38354 , 38903. .38998 



Seq. No. 47298 Seq. ID 

Gene No. 100594 Strand 

Start 1 ■ End 

Name OJ000314_07 . 04 1 1 . C5 . ol . gp Method 

Start 1 End 

GI 3767217 Score 

Exons 1..111 

GI Descrip. 3445208/gb | AAC32438 . 1 | 4.0e-39 (AC004786) putative amino-acid 
acetyltransf erase [Arabidopsis thaliana] 



OJ000314_07.0411.C5 
+ 

111 

AAT/GAP 

111 

201 



Seq. No. 


47298 


Seq. ID 


OJ000314_07 


.0411.C5 


Gene No. 


100595 


Strand 


+ . 




Start 


2058 


End 


2854 




Name 


OJ000314 07.0411.C5.ol.np 


Method . 


AAT/NAP 




Start 


2058 


End 


2854 




GI . 


5091500 


Score 


155 




Exons 


2058. .2360, 2389. .2489, 2686 


..2854 






GI Descrip. 


{AB023482) Hypothetical protein [Oryza 


sativa] 




Seq. No. 


47298 


Seq. ID 


OJ000314_07 


.0411.C5 


Gene No. 


100596 


Strand 






Start 


54 7 


•End 


2439 




Name 


OJ000314 07.0411.C5.o2.gp 


Method 


AAT/GAP 




Start 


357 


End 


1887 




GI 


4992 1.R1084 


Score 


1134 




Exons 


357. .669, 1506. .1707, 1794.. 


1887 






GI Descrip. 


'1808 687/embl Y10784 ISSY10784 


2.0e-25 S, 


. stapfianus ; 


pSD.13 mRNA 


Seq. No. 


47298 


Seq. ID 


OJ000314_07 


.0411. C5 


Gene No. 


100596 


Strand 






Start 


547 


End 


2439 




Name 


OJ000314 07.0411.C5.ol.gs 


Method 


GENSCAN 




Start 


547 


End 


2439 




GI 


none 


Score 


.56 




Exons 


547. .669, 1377. .1467, 1506., 


1736, 1830. 


, .1982, 2309 


. .2439 



4'8 967 



Seq. No. 47299 Seq. ID 

Gene No. 100597 Strand. 

Start 916 End 

Name OJ00031 4_07 . 04 11 . C6 . ol . gs Method 

Start 916 , End 

GI none Score 

Exons 916.. 1067 



OJ000314_07.0411.C6 
+ 

1067 
GENSCAN 
1067 
.46^ 



Seq. No. 47300 Seq. ID 

Gene No. 100598 Strand 

Start 227 End 

Name OJ000314_07 . 04 11 . C7 . ol . gs Method 

Start 227 End 

GI none Score 

Exons 227.. 529 



OJ000314_07.0411.C7 
+ 

529 

GENSCAN 

529 

.64 



Seq. No. 
Gene No. 
Start •■" 
Name 
Start 
GI 

Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47300 

100599 

4227 

OJ000314_07.0411.C7.o3.gs 

4227 

none 

4227. .4273, 5167. .5327, 5368. 



OJ000314_07.q.,411.C7 

+ • 

11982 

GENSCAN 

10790 

.69 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5564, 5676. .5854, 6589. .8009, 



8072. .8253, 8308. .8457, 8713. .9006, 9018. .10790 



47300 

100599 

4227 

OJ000314 07.0411.C7.ol. 



Seq. ID OJ000314_07.0411.C7 



np 



Strand 
End 

Method 
End 
Score 



11982 
AAT/NAP 
11982 
5525 



6662 
5922631 

6662. .6786, 7045. .7289, 7548. .7760, 7806. .8372, 8415. .8566, 
8693. .11982 

(AP000492) ESTs C26347 { 
region of the predicted 
retrotransposon Cinful- 
gi I 6016864 | dbj | BAA85207 
C26347(C12145) ,AU078074 
predicted gene.; Simila 
Cinful-1. (AF049110) [0 



C12145) ,AU078074 (C12145) correspond to a 

gene.; similar to prpol; Zea mays 
1. (AF049110) [Oryza sativa] ■ ' 
.1^ . {AP000570) ESTs 

(C12145) correspond to a region of the 
r to prpol; Zea mays retrotransposon 
ryza sativ 



Seq. No. 47300 Seq. ID OJ000314_07 . 0411 . C7 

Gene No. 100600 Strand + 

Start 16312 End 20960 

Name OJ000314_07 . 0411 . C7 . o7 . gs Method GENSCAN 

Start 16312 End 20960 

GI none Score .63 

Exons 16312. .16342, 17303 .. 17502, 19252 .. 19338, 20503 20606, 
20768.. 20960 



Seq, No. 47300 Seq. ID 

Gene No. 100600 Strand 

Start 16312 End 

Name OJ000314_07 . 0411 . C7 . o3 . np Method 

Start 18036 End 

GI 1707015 Score 

Exons 18036. .18223, 19809.. 19828 



OJ000314_07.0411.C7 
+ 

20960 
AAT/NAP 
19828 
45 



48968 




yj J- L/ C O v_ J L ^ m 


(U78721) putative protein phosphatase 


2C [Arabidopsis thaliana 


Seq. No. 


47300 


Seq. ID 


OJ000314 


_07.0411 


.C7 


Gene No. 


100601 


Strand 








Start 


11153 


End 


11997 






Naine 


OJ000314 07.0411.C7.o4.gs 


Method 


GENSCAN 








11153 


End 


11997 






GI 


none 


Score 


.89 






P, V n n *^ 


11153. .11488, 11568. .11624, 


11944. .11997 






Seq. No. 


47300 


Seq. ID 


OJ000314 


_07.0411 


.C7 


Gene No. 


100602 


Strand 








Start 


12339 


End 


15255 






Name 


OJ000314 07.0411.C7.o5.gs 


Method 


GENSCAN 








12339 


End 


14336 






GI 


none 


Score 


.65 








12339. .12770, 13290. .13405, 


13555. . 13913, 13996 


. . 14336 




O C . LN luf . 


47300 


Seq. ...ID 


OJ000314 


_07.0411 


.C7 




100602 


Strand 








Start 


12339 


End 


15255 






Name 


OJ000314 07.0411.C7.o2.np 


Method 


AAT/NAP 






Start 


12342 


End 


15255 






GI 


6691716 


Score 


2639 








12342. .12790, 1284 9 12962 , 


13113. . 13215, 13290 


. .13477, 






13555. .13734, 13811 .. 13913, 


13996. . 14170, 14367 


. .15255 






{AP000492) hypothetical protein [Oryza 


sativa] 








gi 1 6691717 Idbj | BAAS 9397. 1 | 


(AP000570) 


hypothetical protein 




[Oryza sativa] 










Seq. No. 


47300 


Seq. ID 


OJ000314_ 


_07.0411 


.C7 


Gene No. 


100602 


Strand 








Start 


12339 


End 


15255 






Name 


OJ000314 07,0411.C7.o6.gs 


Method 


GENSCAN 






O L. a i. L. 


14491 


End 


15255 






GI 


, none 


Score 


:.v87 






p. von 


14491.. 15255 










^ . ■ 


47300 


Seq. ID 


OJ000314_ 


_^07.0411 


.C7 


Gene No. 


100603 


Strand 








Start 


17423 


End 


20091 








OJ000314 07.0411.C7.o4.np 


Method 


AAT/NAP 






O l_ dJL L. 


17423 


End 


20091 






ox 


6815109 


Score 


186 






P von Q 


17423. . 17476, 19775. .20091 












{AP001081) hypothetical protein [Oryza 


sativa] 






O C . IN W . 


47300 


Seq. ID 


OJ000314_ 


_07.0411, 


.C7 


Gene No. 


100603 


Strand 








Start 


17423 


End 


20091 






Name 


OJ000314 07.0411.C7.o5.np 


Method 


AAT/NAP 






Start 


19563 


End 


20073 






GI 


6815109 


Score 


172 






Exons 


19563. .20073 










GI Descrip. 


(AP001081) hypothetical protein [Oryza 


sativa] 






Seq. No. 


47300 


Seq. ID 


OJ000314_ 


_07.0411, 


.C7 



48969 



Gene No. 


100604 








Strand 










21 90S 








End 


22877 










0411 


CI o6 




Method 


TBLASTX: 


Wheat 






QQR ~ 








End 


1387 








n on o 








Score 


153 






F" von Q 




1014 

X U X 1 • . 


X X -7 U , 


1220 . 


1387, 1238.. 1357, 


1248. . 1379 


o C (-j^ • IN . 










Seq. ID 


OJ000314 


_07.0411 


.C7 


Gene No. 


100604 








Strand 








Start 


21905 








End 


22877 






M^3 m 


ojnon'^14 07 


.0411. 


CI o4 


tm 


Method 


TBLASTX: 


Maize 




C4- -a >-+- 


1 1 Ofi ~ 








End 


1726 








n on o 








Score 


111 






P von G 


xxuo* .xx:7j/ 


X ^ ^ u ■ 


1 SI 

. X J X u , 


X ^ -7 ^ 1 


.1466, 1543. .1563, 


1604. .1726, 




XOUO. tX/^X 
















O C . LN (J . 


4 / J U U 








Seq, ID . 


ojnnn^i 4 

\JU U Vrf* y ~J X T 


07.0411 


. C7 


Gene No. 


100604 








Strand 








Start 


21905 








End 


22877 






LN diUC 


OJ000314 07 


.0411. 


C7.09. 


tw 


Method 


TBLASTX: 


Wheat 




O L d X L 


5946 








End 


21110 








none 








Score 


56 






IT v o n G 


5946. . 6098, 


20748 


..20930, 20948. .21052, 


20951. . 


2104 6, 






20965. .21075, 21033.. 21110 










Seq. No. . 


47300 








Seq. ID 


OJ000314 


07.0411 


C7 


Gene ' No . 


100604 








Strand 








O L. d X L 


21905 








End 


22877" ' 






Name 


OJ000314 07 


.0411. 


C7,o7, 


tw 


Method 


TBLASTX: 


Wheat 




O L d X L 


7978 








End 


8379 






\J X 


none 








Score 


279 






von G 


7978. .8379 
















Seq. No. 


47300 








Seq. ID 


OJ000314 


07.0411 


C7 


Gene No. 


100604 








Strand 








o u. d X 


21905 








End 


22877 






INdlUC 


OJ000314 07 


.0411. 


C7.08. 


tw 


Method 


TBLASTX: 


Wheat 




O L d X L 


8978 








End 


9225 






O X 


none 








Score 


261 






P von G 


8978. .9220, 


8979. 


.9221, 


8988. 


.9224, 9061. .9225 






Seq. No. 


47300 








Seq. ID 


OJ000314 


_07.0411 


07 


Gene No. 


100604 








Strand 








O L. d J. L. 


21905 








End 


22877 






LMdlllC 


OJ000314 07 


.0411. 


C7,o3. 


tm 


Method 


TBLASTX: 


Maize 




O LdX L 


9000 








End 


9356 






ox 


none 








Score 


335 






von G 


9000. .9356, 


9a'4 1 . 


. 9220, 


9275. 


.9346 










47300 








Seq. ID 


OJ000314 


_07.0411. 


C7 


Gene No. 


100604 








Strand 








Start 


21905 








End 


22877 






Name 


OJ000314 07 


.0411. 


C7.01. 


tw 


Method 


TBLASTX: 


Wheat 




Start 


9225 








End 


9644 






GI 


none 








Score 


509 






Exons 


9225. .9644, 


9225. 


.9641, 


9272. 


.9643 









48970 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI' 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

atart 

GI 

Exons 



47300 Seq. ID 

100604 Strand 

21905 End 

OJ000314_07.0411.C7.o2.tm Method 

9384 End 

none Score 

9384. .9767, 9393. .9683, 9422. .9766 



47300 

100604 

21905 

OJ000314_07. 04 11.07. ol.ts 

9489 

none 

9489. . 9893, 9536. .9886 

47300 
100604 . 
21905 

OJ000314_07. 0411.C7.o2.tw 

9690 

none 

9690. .10115 

47300 

100604 

21905 

OJ000314_07. 0411.C7.o2.ts 

10146 

none 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_07.0411.C7 
22877 

TBLASTX: Maize 

9767 

380 



OJ000314_07.0411.C7 
22877 

TBLASTX : Soybean 

9893 

305 



OJ000314_07.0411.C7 
22877 

TBLASTX: Wheat 

10115 

406 



OJ000314_07.0411.C7 
22877 

TBLASTX : Soybean 

10534 

88 



10146. .10250, 10154. .10534, 10290. .10532 

OJ000314 07. 0411. C7 



47300 
100604 
21905 

OJ000314^07 .0411.C7 .o3. tw 

10155 

none 

10155. .10577, 10160. .10501 

47300 

100604 

21905 

OJ000314_07.0411.C7 .o9.tm 

10208 

none 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 

End 

Score 



22877 

TBLASTX: Wheat 

10577 

4 02 



OJ000314_07.0411.C7 
22877 

TBLASTX: Maize 

10481 

126 



10208. .10378, 10209. .10379, 10383. .10481, 10415. .10480 

OJ000314 07. 0411. C7 



47300 Seq. ID 

100604 Strand 

21905 End 

OJ000314_07 . 0411 .C7 . oil . tw Method 

10593 End 

none Score 



22877 

TBLASTX: Wheat 

10929 

135 



10593. .10727, 10626. .107 66, 107 94. .10874, 1087 6. .1092 9 



Seq. No. 



47300 



Seq. ID OJ000314_07.0411.C7 



48971 




Gene No. 


100604 




Strand 








91 Qfm 




End 


22877 




Nsiue 


m^c\()'^^ A c\i 041 1 ri 

\JO\J\Jkj O ±^ \J / .VJ4X1.L// 


. (J X • Lill 


Method 


TBLASTX: Maize 






1 nftRp " 

X u o o o 




End 


11215 






none 




Score 


56 




T*" V n Q 


XVyOOO. . XL'I7<JO/ J. \J y O H 


1 1 91 S 


10936. .11214 




Seq. No. 


47300 




Seq. ID 


OJ000314_07.0411 


.C7 


Gene No. 


100604 




Strand 








91 QOS 




End 


22877 




Nsme 


nTnnn'^14 07 nziii r7 


. O^ . lW 


Method 


TBLASTX: Wheat 




O Lax L. 


1 1 094 ~ 
X X U ^ ri 




End 


11386 






none 




Score 


369 






1 1 094 1 1 ^fifi 1 1 09Q 


1 1 370 








o e q . IN O . 


/1 7 -300 




Seq. ID 


OJ000314_07,0411 


P7 


Gene No. 


100604 




Strand 






■Start 


21905 




End 


22877 




INdillC 


n.TOOO^I 4 07 041 1 r7 


Pi 4 i" w 


Method 


TBLASTX: Wheat 




o Lax L 


1 1 '^Q? ~ 
X X o ^ o 




End 


12006 




oX 


none 




Score 


155 




C v o 


11'5Q'3 IIRfiQ 1141^ 
XXj!70. .XXOD^, XX4XO 


1 1 4 ft 1 
. .XX40X/ 


11568. .11684, 11569. .11883, 






11P7S 1900 

XXO / J. ■ X^UVJU 










Seq. No. 


. 47300 




Seq. ID 


OJ000314_07.0411 


.C7 


Gene No. 


100604 ' 




Strand 






O L ax L 


9 1 QO R 




End 


22877 




Name 


nTOOO'^1 4 07 041 1 P7 


_ 

. o / . tm 


Method 


TBLASTX: Maize 




o tar L 


1171"^ 
X X / X ^ 




End 


11970 




PT 
LjX 


none 




Score 


157 






----- IIPRfi llfill 
XX / XO. .XXOOU/ xxoxx 


1 1 R ft ^ 


118 65. .11927, 118 66. .11970 




Seq. No. 


47300 




Seq. ID 


OJ000314_07.0411 


.C7 


Gene No. 


100604 




Strand 






o L ax L 


91 QOS 




End 


22877 




Name 


O.TOOO'^I 4 07 041 1 r7 


ril 0 l-w 
. U X U . L W 


Method 


TBLASTX: Wheat 




O L a X L 


1 4 P 4 R ~ 
X O rl O 




End 


15132 




ox 


none 




Score ^ 


206 
















Seq. No. 


47300 




Seq. ID 


OJ000314_07.0411 


.C7 


Gene No. 


100604 




Strand 






o Ldx L 


91 QOS 

X !? U O 




End 


22877 




Name 


n.TOOO'^1 4 07 041 1 ri 


. oi? . tm 


Method 


TBLASTX: Maize 




OLaxL 


90^*^1 ~ 
^ u O O X 




End 


21016 




oX 


none 




Score 


250 




Exons 


9o^^'^1 90Q1 p 90^;^*=; 


90Q0C; 


20935. .20988, 20948. .21016 




Seq. No. 


47300 




Seq. ID 


OJ000314_07.0411, 


.C7 


Gene No. 


100604 




Strand 






Start 


21905 




End 


22877 




Name 


OJ000314 07. 0411. 07 


.08. tm 


Method 


TBLASTX: Maize 




Start • 


21188 




End 


21457 




GI 


none 




Score 


194 ■ 




Exons 


21188. .21457, 21190, 


. .21336 








Seq. No. 


47300 




Seq. ID 


OJ000314_07.0411, 


.07 



48972 




Gene No. 


100604 


Strand 








o Lair u 


Z ± y U 3 


End 


22877 






Nsine 


vjuuuujj.fi u / .ufixx.i^ / .oo.gs 


Method 


GENSCAN 








z 1 y UD 


End 


22646 








none 


Score 


.85 






Exons 


91 Qrm 91 Q94 9907'^ 9914S 


22374. .22646 






oeq . NO . 


fi / jUU 


Seq. ID 


OJ000314 


n7 n /1 1 1 
u / . u fl 1 1 


P7 




100604 


Strand 


- 






Start 


21905 


End 


22877 






Name 


OJ000314 07.0411.C7.ol.gp 


Method 


AAT/GAP 






o ua j_ I- 


21941 


End 


22231 








15591 1.R1084 


Score 


417 






Exons 


21941. .22231 










uescirip. 


'5257255/dbj | AP000364 . 1 | AP000364 2.0e- 


14 Oryza 


sativa genomic 




DNA, chromosome 8, clone : P0026F07 ' 








oeq . NO . 


47300 


Seq. ID 


OJ000314 


_07.0411 






100604 


Strand 








Start 


21905 


End 


22877 






Name 


OJ000314 07.0411.C7.o6.np 


Method 


AAT/NAP 






o uaru 


22362 


End 


22877 








6907106 


Score 


431 






f /*\ 


22362. .22549, 22623.. 22877 










L3I uescrip . 


(AP001129) EST AU068291 (C12960) corresponds to 


a region 


of th€ 




predicted gene.; hypothetical' protein 


[Oryza sativa] 




beq . NO . 


47300 


Seq. ID 


OJ000314 


_07.0411 


. C 7 


Gene No. 


100604 


Strand 








Start 


21905 


End 


22877 






Name 


OJ000314 07.0411.C7.o6.tm 


Method 


TBLASTX: 


Maize 




b car L 


22459 


End 


22809 








none 


Score 


163 






Exons 


22459. .22506, 224 60 .. 22591 , 


22545. .22592, 22547 


. .22606, 






22596. .22739, 22 612 .. 22809, 


22696. .22776 






Seq. No. 


47301 


Seq.' ID 


OJ000314 


_07.0411 


.C8 


Gene No. 


100605 


Strand 


+ 






0 l_a J- C 


103 


End 


2990 






Name 


OJ000314 07.0411.C8.ol.gs 


Method 


GENSCAN 






b nar Ti 


103 


End 


2990 






PT 


none 


Score 


.43 








103. .427, 438. .618, 2973. .2990 








Seq. No. 


47301 


Seq. ID 


OJ000314 


_07.0411 


.C8 


Gene No. 


100606 


Strand 


+ 






b L a r E 


8009 


End 


8398 






Name 


OJ000314 .07.0411.G8.o3.gs 


Method 


GENSCAN 






b uar L 


8009 


End - 


8398 








none 


Score 


.73 






Exons 


8009. .8398 










Seq. No. 


47301 


Seq. ID 


OJ000314 


__07.0411 


.C8 


Gene No. 


100607 


Strand 








Start 


4122 


End 


7045 






Name 


Oj000314 07.0411.C8.o2.gs 


Method 


GENSCAN 






Start 


4122 


End 


6467 







48973 



GI 

Exons 



none 

4122. .6467 



Score 



, 91 



Seig. No. 47301 Seq. ID 

Gene No. 100607 Strand 

Start 4122 End 

Name OJ000314_07 . 04 11 . C8 . ol . np Method 

Start 4143 End 

GI 3413481 Score 

Exons 4143.. 6333, 6978.. 7045 

GI Descrip. (AJ006786) serine protease [Lycopersicon esculentum] 



OJ000314_07.0411.C8 

7045 
AAT/NAP 
7045 
1260 



Seq. No. 47301 

Gene No. 100608 

Start 9190 

Name OJ000314_07 . 04 11 . C8 . o3 . 

Start 4145 

GI none • 

Exons . 4145. .4195, 4266. .4391, 

Seq. No. 47301 

Gene No. 100608 

Start 9190 

Name OJ000314_07 . 04 11 . 08 . ol . 

Start 4545 

GI- none 

Exons 4545.. 4655, 4671.. 4829, 
5049.. 5258, 5307.. 5555, 

Seq. No. 47301 

Gene No. 100608 

Start 9190 

Name OJ000314_07 . 0411.C8 .ol. 

Start 4551 

GI none 

Exons 4551.. 4637, 4591.. 4638, 
4873. .5034 

Seq. No. 47301 

Gene No. 100608 

Start 9190 

Name OJ000314_07 . 04 11 . 08 . o4 . 

Start 4680 

GI none 

Exons 4680.. 4829, 4711.. 4821, 



Seq. ID OJ000314__07.0411.C8 
Strand 

End 10296 

tm Method TBLASTX : Maize 

End- 4755 

Score 114 
4428. .4478, 4545.,. 4754, 4588. .4755 

Seq. ID OJ000314_07.0411.C8 
Strand 

End 10296 ■- 

ts Method TBLASTX : Soybean 

End 5999 

Score '93 
4711. .4833, 4875. .5030, 4876. .4983, 
5583.. 5693, 5745.. 5795, 5862.. 5999 

Seq. ID OJ000314_07.0411.C8 
Strand 

End 10296 

to Method TBLASTX: Cress 

End 5034 

Score 38 
4668. .4829, 4669. .4833, 4863. .5027, 



Seq. ID OJ000314_07.0411.C8 
Strand 

End 10296 

tw Method TBLASTX : Wheat 

End . 4979 

Score 75 
4866. .4925, 4870. .4926, 4893. .4979 



Seq. No. 47301 

Gene No. 100608 

Start 9190 

Name OJ000314_07 . 04 11 . 08 . ol . tm 

Start 4755 

GI none 

Exons 4755.. 4829, 4759.. 4830, 4857. 

5059. .5190, 5334. .5696, 5398. 



Seq. ID 
Strand 
End 

Method 
End 
Score 
.5063, 



OJ000314 07. 0411. 08 



10296 

TBLASTX: Maize 
6005 
82 

4858. .5103, 4986. 



.5556, 5590.. 5697, 5760. 



,5189, 
,5795, 



5761.. 5796, 5892.. 6005, 5893.. 5949 




Seq. No. 



47301 



Seq. ID OJ000314_07.0411.O8 



48974 



Gene No. 100608 Strand 

Start 9190 End 

Name OJ000314_07 . okll. C8 . o5 . tw Method 

Start 5316 End 

GI none Score 

Exons 5316 . . 5573 



10296 

TBLASTX: Wheat 

5573 

186 



Seq. No. 47301 

Gene No. 100608 

Start 9190 

Name OJ000314_07 . 04 11 , C8 . 62 . tc 

Start 5355 

GI none 

Exons 5355.. 5651, 5428.. 5616 

Seq. No. 47301 

Gene No. 100608 

Start 9190 

Name OJ000314_07 . 04 11 . C8 . o2 .-tw 

Start 5595 

GI none 

.Exons 5595. .5783, 5596. .5697, 5754. 
5896.. 5958 



Seq. ID 

Strand 

End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method - . 

End 

Score 



OJ000314_07.0411.C8 
10296 

TBLASTX: Cress 

5651 

120 



OJ000314_07.0411.C8 
10296 

TBLASTX: Wheat 

5969 

67 



,5795, 5761.. 5796, 5856.. 5969, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47301 Seq. ID OJ000314_07 . 0411 . 08 

100608 - Strand 

9190 End 10296 

OJ000314_07.0411.C8.o2.np Method AAT/NAP 

9190 End 10296 • 

6630696 Score 1764 

9190.. 10296 

(AP000969) ESTs D22 114 (C10364 ) , AU076106 (E20423 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
polyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 
. Gene . No . 
Start s; ^ 
Name" 
Start 
GI 



47301 

100608 

9190 

OJ000314 

9326 

none 



07.0411.C8.ol.tw 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_07,0411.C8 
10296 

TBLASTX: Wheat 

9801 

332 



9326. .9712, 9328. .9711, 9727. .9801, 9728. .9796, 9741. .9800 



47301 

100608 

9190 

OJ000314_07. 0411.C8.o3.ts 

9454 

none 



Seq. ID OJ000314_07.0411.C8 



Strand 
End 

Method 

End 

Score 



10296 

TBLASTX : Soybean 

9795 

89 



9454, .9663, 9527. .9658, 9676. .9795, 9692. .9760 



47301 ^ . 
100608 - \, 
'9.19a;./'- ^' 
■ OJ0(J*6314_07 . 0-411. C8 . o2 '. tm 
9657 
none 



Seq. ID OJ000314_07.0411.C8 

Strand - , 

End \ ;' 102^6'. " - ; " 

Method TBLASTX : Mai ze' ■ 

End 10005 

Score 91 



48975 



Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



9657.. 9905, 9658.. 10005, 9659.. 9982, 9667.. 9999 



47301 

100608 

9190 

OJ000314_07.0411.C8.o2.ts 

9805 

none 

9805.. 9987, 9808.. 9996, 9997. 



Seq. No. 47301 

Gene No, 100608 ■ 

Start 9190 

Name OJ000314_07 . 0411 .C8 . o3 , tw 

Start 10009 

GI none 
Exons 



•Seq. ID OJ000314_07,0411.C8 
Strand 

End 10296 

Method TBLASTX : Soybean 

End 10156 

Score • 74 
.10155, 10046. .10156 

Seq. ID OJ000314_O7.0411.C8 
Strand 

End 10296 

Method TBLASTX : Wheat 

End 10295 

Score 59 



10009. .10218, 10040. .10141, 10233. .10295 



Seq. No. 47302 Seq. ID 

Gene No. 100609 Strand 

Start 119 End 

Name OJ000314_07 . 04 11 . C9 . ol . gs Method 

Start 119 End 

GI none Score 

Exons 119.. 241 



OJ000314_07.0411.C9 

+ ' 
241 

GENSCAN 

241 

.99 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



47302 Seq. ID OJ000314_07 . 0411 . C9 

100610 " Strand 

1 End 2015 

OJ000314_07.0411.C9.ol.np Method AAT/NAP 

1 End 1526 

6630696 Score 2478 

1. .1526 

(AP000969) ESTs D22114 (C10364 ) , AU07 6106 (E204 23 ) correspond to a 
region of the predicted gene.; Similar to retrovirus-related pol 
poiyprotein from transposon Tnt 1-94. (P10978) [Oryza sativa] 



47302 ' Seq. ID 

100610 Strand 

1 End 

OJ000314_07 . 04 11 . 09 . o2 . gs Method 

520 End 

none Score 

520. .668, 779. .1722, 1864. .2015 



•47302 
100610 
1 

OJ000314_07.0411.C9.ol.gp 
586 

101595_1.R1084 
586. .668, 784. .1423 
'3047066 3.0e-15 {AF058825) 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_07.0411.C9 

2015 
GENSCAN 
2015 
.51 



OJ000314_07.0411.C9 

2015 . 
AAT/GAP 
1423 
1239 



contains similarity to 



retr'ovirus-related' 'POL 'polypTbt.eins [Arabi^dopsis * thaliana] '-- 



47302 
100610 



Seq. ID 
Strand 



OJ000314 07. 0411. C9 



48976 



start 

Name 

Start 

Exons 

GI . Descrip, 



1 End 2015 

OJ000314_07.0411.C9.o2.gp Method AAT/GAP 

784 End 1484 

101595_1.R1084 Score 1279 
784 . . 1484 

'3047066 3.0e-15 (AF058825) contains similarity to 

retrovirus-related POL polyproteins [Arabidopsis thaliana] ' 





Seq. No. 


47302 








Seq. ID 


OJ000314__07.0411.C9 




Gene No. 


100611 








Strand 






Start 


3115 








End 


3199 




Name 


OJ000314 07 


.0411 


.C9.01. 




Method 


TBLASTX: Maize 




c-t-art 

O U Cl J. L. 


309 








End 


653 




\j ± 


none 








Score 


361 




F von *=! 


309. .350, 379. .651, .379 


' • . U ^ J. , 


380. .652 


, 380. .652, 381. .653 




Seq. No. 


47302 








Seq. ID 


OJ000314_07.0411.C9 




Gene No. 


100611 








Strand 






Start 


3115 








End 


3199 




Name 


OJ000314 07 


.0411 


.C9.02. 


cm 


Method 


TBLASTX: Maize 




O UCli. u 


1176 








End 


1484 






none 








Score 


139 




F von Q 


1176. . 1484, 


1179 


. .1370, 


± ^ *i X . 


.1384, 1255. .1437 




Seq. No. 


47302 








Seq. ID 


OJ000314__07.0411.C9 




Gene No. 


100611 








Strand 






Start 


3115 








End 


3199 


^Ll 


Mom o 


OJ000314 07 


.0411 


.C9.01. 


U w 


Method 


TBLASTX: Wheat 




C-f- o -rt- 


1235 








End 


1607 




\J ± 


none 








Score 


161 


%J- 


R von ^ 


1235. .1396, 


1236 


. .1520, 


± ^ ^ .J m 


.1446, 1497. .1598, 1518. .1607 




Seq. No. 


47302 








Seq. ID 


OJ000314_07.0411.C9 


u 


Gene No.- 


100611 








Strand 






Start 


3115 








End 


3199 


""■'4 


Name 


OJ000314 07 


.0411 


.C9.03. 


gs 


Method 


GENS.CAN 




O L. d J- L. 


3115 






End. 


3199 




O J. 


none 








Score 


.7 




F von Q 


3115. .3199 












Q 


Seq. No. 


47303 








Seq. ID 


OJ000314_07.0411.C1( 


Gene No. 


100612 








Strand 






Start 


2453 








End 


3021 




Name 


OJ000314 07 


.0411 


.ClO.ol 


.gs 


Method 


GENSCAN 




Start 


2453 








End 


2968 




GI 


none 








Score 


.91 




Exons 


2453. .2603, 


2698 


. .2762, 


2861. 


.2968 






Seq. No. 


47303 








Seq. ID 


OJ000314_07.0411.C1( 




Gene No'. 


100612 








Strand 






Start 


2453 








End 


3021 




Name 


OJ000314 07 


.0411, 


.ClO.ol 


.np 


Method 


AAT/NAP 




Start 


" 2694 








End 


.3021 




GI. 


■ 7488797 








■ Score 


1.33 



Exons 2694.. 2762, 2861.. 3021 

GI Descrip. DNA-binding protein PD3, chloroplast - garden pea 

gi|2213540|emb|CAA67296.1| (X98744) chloroplast DNA-binding 



48977 



protein PD3 [Pisum sativum] 



Seq. No. 
Gene No. 
Start 
Name 
Start • 
GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No.. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



GI Descrip. 



47303 

100612 

2453 

OJ000314_07.0411.C10.ol.tm 

2707 

none 



Seq. ID OJ000314_07. 0411. CIO 



Strand 
End 

Method 

End 

Score 



3021 

TBLASTX: Maize 

3001 

52 



2707. .2757, 2709. .2774, 2851. .2982, 2855.-2986, 2858. .3001 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314 07. 0411. CIO 



3021 
AAT/GAP 
3021 
150 



47303 
100612 
2453 

OJ000314_07.0411.C10.ol.gp 
2899- 

LIB34 33-031-P1-K1-B2 
2899. .3021 

-•2252840 3.0e-09 (AF013293) contains regions of similarity to 
Haemophilus influenzae permease {SP:P38767) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 {AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767) [Arabidopsis thaliana]' 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314 07.0411.C11 



8620 
AAT/GAP 
604 
673 



47304 
100613 
1 

OJ000314_07.0411.Cll.ol.gp 
1 

LIB34 33-031-P1-K1-B2 
1..126, 229. .301, 390. .604 

*2252840 3.0e-09 {AF013293) contains regions of similarity to 
Haemophilus influenzae permease (SP:P387 67) [Arabidopsis 
thaliana] >gi_604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease (SP:P38767.) [Arabidopsis thaliana]* 



47304 

100613 

1 

OJ000314_07 . 0411 . Cll . ol . np 
1 

7486103 



OJ000314 07. 0411. Cll 



Seq. ID _ 
Strand 

End 8 620 ' 

Method AAT/NAP 
End 5835 
Score 1301 

1..126, 229. .356, 385. .529, 877. .1042, 1240. .1572, 2000. .2495, 
2545. .2777, 2861. .2917, 2996. .3131, 3245. .3348, 3583. .3686, 
5713. .5835 

hypothetical protein F2401.2 - Arabidopsis thaliana 
gi|2781345|gb|AAB96846.1| (AC003113) F2401.2 [Arabidopsis 
thaliana] 



Seq. No. 47304 

Gene No. 100613 

Start 1 

Name OJ000314_07 . 04 11 . Cll . ol . ts 

Start 3 '. ' 

GI none 
Exons 



Seq. ID OJ000314_07. 0411. Cll 
Strand 
End 
Method 
End 
Score 



8620 

TBLASTX : Soybean 

1414 

132 



3. .128, 41. .130, 205. .303, 206. .304, 206. .304, 387. .518, 
388. .504, 390. .506, 941. .1048, 1229. .1276, 1237. .1413, 



48978 



1238. .1414, 1304. .1414 



Seq. No. " 47304 

Gene No. 100613 

Start 1 

Name OJ000314_07 . 0411 . Cll . o2 . tm 

Start 3 

GI none 
Exons 



Seq. ID OJ000314_07. 0411. Cll 
Strand 

End 8620 

Method TBLASTX : Maize 

End 512 

Score 145 



3. .128, 5. .127, 206. .304, 206. .304, 232. .306, 387. .509, 
388. .501, 390. .512 



Seq. No. 47304 

Gene No. 100613 

Start 1 

Name OJ000314_07 . 0411 . Cll . ol . gs 

Start 357 

GI none 
Exons 



Seq. ID OJ000314_07. 0411. Cll 
Strand 

End 8620 

Method GENSCAN 

End 8620 

Score . 8 



357.. 736, 835.'. 1042, 124 0 . .■1596,;- 2000 2777 , 2861.. 29.24, 
3003. .3135, 3807. .3932,- 6818. .6920, 7918. .8009, 8564. .8620 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI ■ 

Exons 



47304 

100613 

1 

OJ000314_07 .0411. Cll. o3.tm 

588 

none 



Seq. ID OJ000314_07. 0411. Cll 
Strand 

End 8620 

Method TBLASTX : Maize 

End 1426 

Score 60 



588. .680, 590. .^67, 695. .736, 920. .1051, 923. .1048, 1236. .1418, 
1237. .1425, 1238. .1426, 1238. .1426 



Seq. No. 47304 

Gene No. 100613 

Start 1 

Name OJ000314_07 . 04 11 . Cll . ol . tc 

Start 1237 

GI none 
Exons 



Seiq. .No. 47304 

Gene No. 100613 

Start 1 

Name OJ000314_07 . 04 11 . CI 1 . ol . tm 

Start 2061 

GI none 
Exons 



Seq. ID OJ000314_07. 0411. Cll 
Strand 

End 8620 

Method TBLASTX: Cress 

End 1510 

Score 227 



1237. .1266, 1267. .1509, 1268. .1510 



Seq. ID OJ000314_07. 0411. Cll 
Strand 

End 8620 

Method TBLASTX: Maize 

End 2777 

Score 170 



2061. .2171, 2065. ,2247, 2066. .2314, 2067. .2243, 2068. .2253, 
2340. .2504, 2348.-2494, 2661. .2777, 2663. .2776 



"S'eq. No. 47304 

Gene No. 100613 

Start 1 

Name OJ000314_07 . 04 11 . Cll . o2 . ts 

Start 2093 

GI none 
Exons 



Seq. ID OJ000314_07. 0411. Cll 
Strand 

End 8620 

Method TBLASTX : Soybean 

End 2777 

Score 103 



2093. .2266, 2094. .2261, 2331. .2507, 2354.. .2506, 2654. .2776, 
2655. . 2777 ' ■ ' ' .v ' : ' ' ' ' _ 



Seq. No. 
Gene No. 



47304 
100613 



Seq. ID OJ000314_07. 0411. Cll 
Strand 



48979 



start 
Name 
Start 
GI 

Exons 



OJ000314_07 .0411.Cll,o4 .tm 

3291 ■ 

none 



End 

Method 

End 

Score 



8620 

TBLASTX: Maize 

3708 

74 



3291. .3356, 3291. .3347, 3293. .3349, 3560. .3694, 3564. .3707, 
3568.. 3705, 3580.. 3708 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 
t-. Name 
'^t Start 

li GI 

Exons 

C3 Seq. No. 

1,1 Gene No. 

.^2 Start 

Z"' Name 

rU Start 

=: GI 

fi Exons 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



Seq. No. 

Gene No. 

•Start 

Name 

Start 

GI 

Exons 



47304 

100613 

1 

OJ000314_07 . 04 11 . Cll . o2 . np 

3521 

7488175 

3521. .3585, 4723. .4877, 4984 



OJ000314 07. 0411. Cll 



Seq. ID 
Strand 

End 8620 
Method AAT/NAP 
End 5259 
Score 59 
5259 

probable retrovirus-related polyprotein - Arabidopsis thaliana 
gi|2244802|emb|CAB10225.1| (Z97336) retrovirus-related like 
polyprotein [Arabidopsis thaliana] gi | 7268 152 | emb i CAB784 88 . 1 | 
{AL161539) retrovirus-related like polyprotein [Arabidopsis 
thaliana] 



47305 
100614 
150 

OJ000314_07.0411.C12.ol.gs 
150 
none 

150.. 271, 309.. 799 

47305 
100615 
9462 

OJ000314_07.0411.C12.o3.gs 
9462 
none 

9462.. 9633, 10036 10201, 10290 .. 10426, 10923 .. 11001 , 
11037. .11112, 11244. .11405, 11745 .. 11828, 11850 11942 



Seq. ID OJ000314_07.0411.C12 

Strand + 

End 799 

Method GENSCAN 

End 799 

Score .94 



Seq. ID OJ000314_07.0411.C12 
Strand 

End 12079 

Method GENSCAN 

End 11942 

Score .8 



47305 

100615 

9462 

OJ000314_07.0411.C12.ol.tm 

9957 

none 



Seq. ID OJ000314_07.0411.C12 
Strand 

End 12079 

Method TBLASTX : Mai ze 

End 10403. 

Score 138 



9957. .10211, 9959. .10216, 9960. .10211, 9994. .10212, 
1028 9. .10339, 10290. .10340, 102 94. .10338, 10299. .1034 3, 
10345. .10398, 1034 6 .. 10390, 10347. .10403 



47305 

100615 

9462 

OJ000314_07 . 0411.C12.o2. tm 

11041 

none - 

11041. . 11142, . 110511'. 11122, 
11238. .11381, 1124 4. .11378 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_07 .0411.C12 
12079 

TBLASTX: Maize 

11381 

60 



11052. .11147, 11113. . 11145, 



Seq. No. 



47305 



Seq. ID OJ000314 07.0411.C12 



48980 



Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



100615 
9462 

OJ000314_07.0411.C12.ol.gp 

11244 

2310129 



Strand 

End 12079 

Method AAT/GAP 

End 12079 

Score 532 



03. 0412. CI 



11244. .11405, 11850. .11942, 12031. .12079 

47306 Seq. ID OJ000314_ 

100616 Strand + 

1 End 4293 

OJ000314_03.0412.Cl.ol.np Method AAT/NAP 

1 End 4293 

7485795 Score 104 

1..248, 958. .1099, 1741. .1869, 4268. .4293 
hypothetical protein F19H22.150 - Arabidopsis thaliana 
gil 4539324 |emb|CAB38825. 11 (AL035679) kinesin like protein 
[Arabidopsis thaliana] gi | 7270888 | emb | CAB80568 . 1 | (AL161594) 
kinesin Xike protein [Arabidopsis thaliana] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons ■ 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47306 Seq. ID 

100616 Strand 

1 End 

OJ000314_03 . 04 12 . CI . ol . gs Method 

80 End 

none Score 



OJ000314_03.0412.C1 
+ 

4293 
GENSCAN 
3577 
.87 



80. .224, 359. ,514, 926. .1153, 1958. .2083, 2178. .2228, 3431. .3577 



47306 

100616 

1 

OJ000314 

352 

none 



03.0412.Cl.o2.tm 



Seq. ID OJ000314_03.0412.C1 
Strand 
End 

Method 
End 
Score 



+ 

4293 

TBLASTX: Maize 

990 

179 



352. .513, 356. .514, 356. .526, 937. '.990 



47306 Seq. ID 

100616 Strand 
1 End 
OJ000314_03 . 0412 . CI . ol . tm Method 
1056 End 
none Score 

1056. .114 5, 1056. .1154, 1064 . .1147, 

1732. .1872, 1949. .2014, 1952. .2080, 
2181. .2231 



OJ000314__03.0412.C1 
+ 

4293 

TBLASTX: Maize 
2234 
77 

1667. .1870, 1731. .1865, 
1999. .2079, 2178. .2234, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 
Gene No. 



47306 Seq. ID 

100616 . Strand 

1 End 
OJ000314_03 . 0412 . CI . ol . gp Method 
1768 End 
33135_1.R1084 Score 
1768. .1869, 1958. .2083, 2178. .2228, 3431. .3578 

M539324/emb|CAB38825.1| 5.0e-15 (AL035679) kinesin like protein 
[Arabidopsis thaliana] ' ■ - 



OJ000314_03.0412.C1 
+ 

4293 
AAT/GAP 
3578 
714 



47307 
100617 



Seq. ID OJ000314_03.0412.C3 
Strand + 



48981 






1 


End 


11215 


Name 


OJ000314 03.0412.C3.ol.np 


Method 


AAT/NAP 


Start 


1 


End 


11215 




1 DU D4ii / D 


Score 


55 


Exons 




10352, 11166 


. .11215 


GI Descrip. 


hypothetical protein R04E5 


.8 - Caenorhabditis elegans 




gi 1 iiuyofty i go i aal 4 o i o i . i i 


(U41538) proline rich [Caenorhabditis 




elegans ] 






Seq. No. 


4 / oO / 


Seq. ID 


OJ000314_03.0412.C3 


Gene No. 


100617 


Strand 


+ 


Start 


1 


End 


11215 


Name 


OJ000314 03.0412.C3.o2.gp 


Method 


AAT/GAP 


Start 


2802 


End 


2881 


GI 


LIB3477-003-P1-K1-E9 


Score 


96 


Exons 


2802. .2881 







GI Descrip. ' 24 9858 6/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 





o X rKhjbUKoUK (UKl o IJ 


>gi_ 


1173557 (U31771) Ory s 


1 [Oryz. 




sativa] ' 










Seq. No. 


47307 




Seq. ID 


OJ000314 03- 


.0412. C3 


Gene No. 


1 n n CI ~! 
lUUbi / 




Strand 


+ 




otart 


1 




End 


11215 




Name 


UJUUUJ14 U J . U4 Iz . Co . Oo . 


gs 


Method 


GENSCAN 




o tart 


/I "3 "7 n 




End 


5372 




bi 


none 




Score 


. 5 




Exons 


'/l'3'7n A A '\ ' A Q CO A Q O C 

4o/U..44iZ, 4obZ..4ooD, 


OU / D 


. .5372 






Seq. No. 


47307 




Seq. ID 


OJ000314 03, 


.0412. C3 


Gene No. 


lUU bio 




Strand 






Start 


ZZ 




End 


878 




Name 


OJUUUol4 uo . 04 Iz . C o . ol . 


gp 


Method 


AAT/GAP 




otart 


ZZ 




End 


693 




GI 


none 




Score 


1240 




Exons 


22. .693 










Seq. No. 


47307 




Seq. ID 


OJ000314_03. 


.0412. C3 


Gene No. 


■ 100618 




Strand 






Start 


22 




End 


878 




Name 


OJ000314 03.0412.C3.ol. 


gs 


Method 


GENSCAN 




Start 


121 




End 


878 




GI 


none 




Score 


.95 




Exons 


121. .423, 867. .878 










Seq. No. 


47307 




Seq. ID . 


OJ000314_03, 


,0412.03 


Gene No. 


100619 




Strand 






Start. 


7326 




End 


7722 




Name 


OJ000314 03.0412.C3.o4. 


gs 


Method 


GENSCAN 




Start 


7326 




End 


7722 




GI 


none 




Score 


. 67 




Exons 


7326. .7519, 7617. .7722 










Seq. No. 


4 7307 ■ 




Seq. ID 


OJ000314_03. 


0412.03 


Gene No. 


100620 




Strand 






Start 


10185 




End 


10350' 




Name 


OJ000314 03.0412.C3.o2. 


np 


Method 


AAT/NAP 




Start 


10185 




End 


10350 





48982 



GI 

Exons 

GI Descrip, 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



7340920 Score 126 

10185. .10350 

{AP001550) hypotheticS'l protein [Oryza sativa] 



47307 Seq. ID 

100621 Strand 

10820 - End. 

OJ000314__03 . 041.2 . C3 . o3 . np Method 

10820 End 

6006359 Score 
10820. .10917 

(AP000559) hypothetical protein [Oryza sativa] 



OJ000314_03.0412.C3 

10917 
TU^T/NAP 
10917 
64 



47308 
100622 
1 

OJ000314_03.0412.C4.ol.np 
1 

7340920 
1..126 

(AP001550) hypothetical protein [Oryza sativa] 



Seq. ID OJ000314_03.0412.C4 
Strand + 

126 

AAT/NAP 
126 
155 



End 

Method 

End 

Score 



47308 . Seq. ID 
100623 Strand 
38 6 End 
OJ000314_03. 0412 .C4 .ol .gs Method 
38 6 End 
none Score 



OJ000314_03.0412.C4 
+ 

8734 
GENSCAN 
8734 
.75 

2171, 2574. .2668, 



386. .636, 729. .866, 1302. .1342, 2055. 
2741. .2834, 3184. .3315, 3783. .3895, 4035. .4158, 4476. .4575, 
5273. .5370, 5444. ,5556, 5657. .5780, 5985. .6098, 8618. .8734 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47308 Seq. ID 

100623 Strand 

38 6 End 

OJ000314_03.0412\C4 .o2.np Method 

386 . End 

7485355 Score 

386. .885, 2027. .2171, 2371. .2490, 2574 



OJ000314_03.0412.C4 
+ 

8734 
AAT/NAP 
5850 
641 

..2668, 2741. .2834, 



3184. .3315, 3783. .3895, 5657. .5850 

hypothetical protein F10M6.180 - Arabidopsis thaliana 
gi|2864625|emb|CAA16972.1| {AL021811) putative protein 
[Arabidopsis thaliana] gi | 7270122 | emb | CAB7 9936 . 1 | (AL161580) 
putative protein [Arabidopsis thaliana] 



Seq. No. 47308 Seq. ID 

Gene No. ■ 100623 Strand 

Start. 386 ^ End 

Name OJ000314_03 . 0412 . 04 . ol . gp Method 

Start 2626 End 

GI 2309937 Score 

Exons 2626.. 2668, 2741.. 2834 
.GI Descrip.. 



OJ000314_03.0412.C4 
+ 

8734 
AAT/GAP 
4073 
704 



3184. .3315, 3783. .3895, 4035. .4073 
2864625/emb|CAA16972| 6.0e-33 (AL021811) putative protein 
[Arabidopsis tSaliana] 



Seq. No. 
Gene No. 



47308 
100623 



Seq. ID OJ000314_03.0412.C4 
Strand + 



48983 



start 
Name 
Start 
GI 

Exons 

GI Descrip. 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



386 



OJ000314_03.0412.C4 .o2.gp 
4480 

LIB3433-04 4-P1-K1-C11 
4480. .4592, 4675. .4777 
'3249085 l.Oe-10 {AC004473) T13D8.31 



End 

Method 
End 
Score 



8734 
AAT/GAP 
4777 
331 

[Arabidopsis thaliana] ' 



47308 

100624' 

9767 

OJ000314 03.0412.C4.o2.ts 



Seq. ID 
Strand 
End 

_ Method 
2407 End 
none Score 
2407. .2493, 2409. .2495, 2574. .2666, 2739. .2792, 4539. .4595, 
4547. .4594, 4672. .4764, 4859. .4912 



OJ000314_03.0412.C4 
+ 

11371 

TBLASTX: Soybean 

4912 

100 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47308 

100624 

9767 

OJ000314_03. 04 12.04 .o2.tm 

2413 

none 

2413. .2493, 2436. .2483, 2561. 
4458. .4622, 4485. .4595, 4666. 



Seq. ID OJ000314_03.0412.C4 

Strand + . 

End 11371 

Method TBLASTX: Maize 

End 4767 

Score 87 

.2599, 2562.. 2663, 4441'.. 4593, 
.4767, 4672. .4767 



Seq. No. 

Gene No, 

Start 

Name 

Start 

GI 

Exons 



'47308 
100624 
9767 
OJ0003 
2748 
none 
2748. . 
4867. . 
5441. . 
5982. . 



14 03.0412.C4.ol.tm 



Seq. ID. OJ000314_03.0412.C4 
Strand 
End 

_ Method 

End 
Score 

2819, 2795. .2842, 3235. .3324, 3780. .3896, 4018. .4161, 
4935, 4868. .4936, 4930. .4965, 5242. .5373, 5245. .5373, 
5578, 5444. .5557, 5467. .5562, 5657. .5842, 5658. .5846, 
6101, 5985. .6122, 5986. .6105, 6026. .6109 



+ 

11371 

TBLASTX: Maize 

6122 

74 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47308 
100624 
97 67 

OJ000314 03.0412.C4 .ol.ts 



Seq. ID 
Strand 
End 

_ Method 
3232 End 
none Score 
3232. .3378, 3756. .3896, 4030. .4155, 4050. .4109, 5302. .5373, 
5443. .5538, 5444. .5557, 5628. .5744, 5657. .5806, 5658. .5807 



OJ000314_03.0412.C4 
+ 

11371 

TBLASTX : Soybean 

5807 

105 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 

Seq. No. 
Gene No. 
Start 



03. 0412. C4 



47308 Seq. ID 

100624 Strand 
9767 End' ' 

OJ000314_03.0412.C4.o3.np . Method 
9767 End 
4887742 Score 
9767. .9891, 11068. .11371 

(AC006533) hypothetical protein [Arabidopsis thaliana] 



OJ000314_ 
+ 

11371 
AAT/NAP 
11371 
80 



47309 

100625 

260 



Seq. ID OJ000314_03.0412.C5 
Strand 

End 4058 



48984 




Nsirie 


OJ000314 03.0412.C5.ol.gs 


Method 


GENSCAN 


Start 


260 ~ 


End 


4058 


GI 


none 


Score 


. 47 


Exons 


260. .312, 1284. .1531, 1596. 


.1682, 3063 


3170. 3978 4058 


Sea. No. 


47309 


Seq. ID 


OJ000314 03 0412 C5 




100625 


Strand 




Start 


260 


End 


4058 


Name 


OJ000314 03.0412.C5.ol.gp 


Method 


AAT/GAP 


Start 


778 


End 


1119 


GI 


4138298 


Score 


297 


Exons 


778. .976, 1075. .1119 






GI Descrip. 


4138299/emb|CAA75509| 4 . Oe- 


97 (Y15219) 


transcriptional activator 




[Oryza sativa subsp. indica 


] 







OCy^ * lH\J , 


47309 


Seq. ID 


\JU \J \J \J O 2. H \J O 


. U 'i J- ^ 








100625 


Strand 










Start 


260 


End 


4058 








Name 


OJ000314 03.0412.C5.ol.np 


Method 


AAT/NAP 








Start 


3052 


End 


3594 








GI 


7523502 


Score 


163 








P von <5 


3052.. 3210, 3501.. 3594 














{AP001633) hypothetical protein [Oryza 


sativa] 








O C • IN . 


47310 


Seq. ID 


OJ000314_03 


.0412 


.C6 




fZ^-nci Mo 

lie IN t 


. 100626 ■ 


Strand 








f n 




447 


End 


1280 






ri : 


Name • 


OJ000314 03.0412-.C6.ol.gs 


Method 


GENSCAN 








Start 


447 


End 


1204 






I i s 


GI 


none 


Score 


.62 






— 3.- 
^= 


Exons 


447. .759, 981. . 1204 












Seq. No. 


47310 


Seq. ID 


OJ000314_03 


.0412 


.C6 




Gene No. 


100626 i;^ • 


Strand 










Start 


447 


End 


1280 








Name 


OJ000314 03.0412.C6.ol.np 


Method 


AAT-/NAP 








Start 


450 


End 


1280 








GI 


6630685 


Score 


864 








Exons 


450. .1280 












GI Descrip. 


(AP000969) Similar tocopia 


-type pol polyprotein. 


(AF105716) 






[Oryza sativa] 












Seq. No. 


47310 


Seq. ID 


OJ000314_03 


.0412 


C6 




Gene No. 


100626 


Strand 










Start 


447 


End 


1280 








Name 


OJ000314 03.0412.C6.ol.tm 


Method 


TBLASTX: Maize 






Start 


477 


End 


1123 








GI 


none 


Score 


162 








Exons 


477. .749, 478. .750, 773. .1123, 810. .1115 







Seq. No. 47310 

Gene No. 100626 

Start 447 

Name OJ000314_03 . 0412*. C6 . o2 . tw 

Start 508 

GI none 

Exons 508. .630, 513. .704, 513. .689, 773. .832 



Seq. ID OJ000314_03.0412.C6 
Strand 

End . 1280 

Me t hod " TBLASTX : Wheat 

End 832 

Score 53 



48985 





Seq. No. 


47310 


Seq. ID 


OJ000314_.03.0412 






± \j \j \j ^ \j 


Strand 






O d I- u 


4 4 7 


End 


1280 






0.1000^14 0? 0419 rfi ol tc; 


Method 


TBLASTX : Soybean 






SI ^ ' ~ 

^ -L J 


End 


1105 






n on o 


Score 


56 




IT v n cr 


f^Qft S14 fift4 77^ linS 


, 810. .917, 971. .1054 




Seq. No. 


47310 


Seq. ID 


OJ000314_03.0412 






1 0062 6 


Strand 






O Ldl. L 


4 4 7 


End 


1280 




N 9.1ns 


n.TOon^i 4 04i2 oi tw 


Method 


TBLASTX: Wheat 






ft 6<5 ~ 
O U -7 


End 


1279 








Score 


76 




Exons 










O C ■ IN » 


47311 


Seq. ID 


OJ000314_03.0412 




Gene No. 


100627 


Strand 


+ 




Start ■ 


i 


End 


1843 




IN diiic:; 


OJ000314 03.0412.C8.ol.np 


Method 


AAT/NAP 




o L di U 


1 


End 


1843 






7484881 


Score 


218 


3 


Exons 


1..46, 166. .341, 582. .659, 1197. .1326, 


1809. .1843 






■cyclic nucleotide gated channel homolog F3I3.30 - Arabi 






thaliana 






u 


Seq. No. 


47311 


Seq. ID 


OJ000314_03.0412 




o n o Mo 


100627 


Strand 


+ 


y 


O Ldl. L 


1 


End 


1843 




Name 


OJ000314 03.0412.C8.ol.gs 


Method 


GENSCAN 




O L d I. u 


259 


End 


684 


La 




none 


Score 


.77 




R von G 


259. .341, 582. .684 






J 


Seq. No. 


47312 


Seq. ID 


OJ000314_03.0412 




o n o Mo 


100628 


Strand' 


H- 




o u d I. i_ 


1437 


End 


3070 




M;aTTno 


OJ000314 03.0412.C9.ol.gs 


Method 


GENSCAN 




o u d -L l_ 


1437 


End 


3070 


3 




none 


Score 


.76 




Exon s 


1437. .1543, 2454. .2511, 2540. 


.2600, 3000.. 3070 




Seq. No. 


47312 


Seq. ID 


OJ000314_03.0412 




Gene No. 


100629 


Strand 






O L dX. L 


2696 


End 


5505 




Name 


OJ000314 03.0412.C9.ol.np 


Method 


AAT/NAP 




oT, a IT t. 


2696 


End 


5505 . 






187118.0 


Score 


201 




Exons 


2696. .2720, 3810. .4094, 5398. 


.5505 






GI Descrip. 


(U90439) unknown protein [Arabidopsis 


thaliana] 




Seq. No. 


47312 


Seq. ID 


OJ000314_03.0412 




Gene No. 


- 100629 


Strand 






Start 


2696 


End 


5505 




Name 


OJ000314 03.0412.C9.o2.gs 


Method 


GENSCAN 




Start 


3750 


End 


5042 



48986 



GI none Score .82 

Exons 3750. .4182, 4781. .4854, 4893. .5042 



OCvJ . INIJ . 


*3 f J ± ^ 






' Seq. ID 


OJ000314_03.0412.C9 




X U U O J \J 






Strand 




Art 








End 


9760 


Nsiine 




n d 1 9 

U 4 JL ^ 




Method 


GENSCAN 


O L di- L 


J *i ^ J 






End 


9760 










Score 


.7 


Exons 


5423. .5625, 


8064 


..8196, 9287. 


.9378, 9730.. 9760 


Seq. No. 


47312 






Seq. ID 


OJ000314_03.0412.C9 


Gene No. 


100630 






Strand 




Start 


5423 






End 


9760 


Name 


OJ000314 03. 


0412 


.C9.ol.gp 


Method 


AAT/GAP 


Start 


6754 






End 


6812 


GI 


4715947 






Score 


69 


Exons 


6754. .6812 










GI Descrip. 


2252840 3.0e 


-09 


(AF013293) contains regions of similarity to 



Haemophilus influenzae permease (SP:P38767) [Arabidopsis 
thaliana] >gi__604 9882_gb_AAF027 97 . 1_AF195115_17 (AF195115) 
contains regions of similarity to Haemophilus influenzae 
permease {SP:P38767) [Arabidopsis thaliana] 





Seq. No. 


47312 . 


Seq. ID 


OJ000314 


_03.0412 


.09 




Gene No. 


100631 


Strand 








ill 


Start 


10807 


End 


13492 






fU 


Name 


OJ000314 03.0412.C9.o2.tm 


Method 


TBLASTX: 


Maize 




r " 


Start 


3844 


End 


4017 






'■=. 

L- = 


GI 


none 


Score 


44 






=5. 


Exons 


3844. .3864, 3900.. 4016, 3901 


. .4017 










Seq. No. 


47312 


Seq. ID 


OJ000314 


_03.0412 


.09 




Gene No. 


100631 


Strand 










Start 


10807 


End 


13492 






\. i 


Name 


OJ000314 03.0412.C9.o2.ts 


Method 


TBLASTX: 


Soybean 






Start 


3894 ' • 


End 


4022 






GI 


none 


Score 


132 








Exons 


3894. .4022, 3895. .4017 












Seq. No. 


47312 


Seq. ID 


OJ000314 


_03.0412 


.09 




Gene No. 


100631 


Strand 










Start 


10807 


End 


13492 








Name 


OJ000314 03.0412.C9.o3.ts 


Method 


TBLASTX: 


Soybean 






Start 


10793 


End 


10944 








GI 


none 


Score 


114 








Exons 


10793. .10933, 10801 .. 10944 , 


10859. .10924 







Seq. No. 47312 

Gene No.' 100631 

Start 10807 

Name OJ000314_03 . 04 12 . 09 . o4. gs 

Start 10807 

GI none 
Exons 



Seq. ID OJ000314_03.0412.O9 
Strand 

End 13492 

Method GENSOAN 

End 134 92 

Score .84 



10807. .11149, 11231. .11389, 114 88 .. 11 681 , 11779 .. 1 197 1 , 
12066. .13492 



48987 




O ■ iN w • 






Seq. ID 


OJ000314_03.0412, 






X U U O J X 




Strand 






O L, a i. L. 


X u o u / 




End 


13492 




N3.iTie 


VJUUVJ\JOX4 . U fi X^ . 


- 

. ol . tm 


Method 


TBLASTX: Maize 




Start 


10818 




End 


12167 




GI 


none 




Score 


299 




P von Q 


1 Oft 1 ft 1 1 1 sn 1 0ft 1 Q 


1 1 1 SI 

. m X X X ^ X f 


10820. ,11152, 11233. .11388, • 








1 1 fift 9 
. • X X 00 z , 


11496. .11681, 11750.-. 11851, 






1 ^ 119 1 1 ftdn 11774 

XX / / Z. .XX04U/ XX / / f± 


1 1 ft 4 S 
• . X X 0 4 O / 


1177Q lift 
XX/ / ;?. ,xxo 


^fi llft^R 11Q7 9 
^D, XXOOJ. * X X^ I ^ f 






llft^fi 11 Q7^ lift ^7 
XX0JD..XX;7/0/ xxoo/. 


1 1 Q74 

* . X X / 4 / 


1 9nfi^ 1 91 

XZVJDo, ,XZX 


f,l 1 90*^"^ 1 91 f^^ 
Off xzuoo. .xzxox. 






1 9nfiS 1 91 fifi 












•l / J X ^ 




OtiC^ . X U 


n.Tonn'^i 4 n'^ 0419 

L/UUUUOX4 U-J.U4XZ. 


PQ 


Gene No, 


100631 




Strand 






Start 


10807 




End 


13492 






n.Tnnn^i4 n4i9 


• OX. L_ 0 


Method 


TBLASTX: Cress 






1 flft 9 S ~ 

X U O ^ J 




End 


11540 






none 




Score 


80 






inR9^ 1 DQ^R inRf;9 

XUO^J. .XUjOO/ xuodz, 


1 OQn 

. . X U Z/U D , 


10945. .111 


72, 10961. . 11152, 






1191S 11^4Q 119^4 

XX^XO. , ± X u H y f XXZ04< 


1 1 '^1 4 
. . X X 0 X 4 , 


11317. .113 


91, 11496.. 11540 




Q ca rr Mo 
o S q . IN U . 


4 7 1 9 
4 / O X Z 




Seq. ID 


OJ000314_03.0412, 


PQ 




X U U D J X 




Strand 






Start 


10807 




End 


13492 




Name 


OJ000314 03. 0412.09. 


. o2 . np 


Method" 


AAT/NAP 




O La. I- t_ 


1 nR9ft 

X U O Z 0 




End 


13284 ' 






7-3407 1 n 

/ J 4 U / X u 




Score 


844 




Exons 


1 nft9ft 1114Q 119*^1 
XUOZO. .XXX4^, xxzox, 


1 1 '^ftQ 
. * X X 0 0 y / 


11488, ,11681, 11779. .11971, 






190^^6 1 99f^ft 19ftQQ 


1 ?9ft4 

. * X 0 Z 0 4 










fAT.1fi9Sn7^ nn-f-al- -i '^rri 


px (JU^XIl 


[Arabidopsis thaliana] 




c firr Mr» 


4 7^19 

4 / ^ X Z 




Seq. ID 


OJ000314_03.0412. 


PQ 




X U U D J X 




Strand 








1 nftn7 

X u 0 u / 




End 


13492 




Name 


OJ000314 03. 0412. C9. 


.ol.ts 


Method 


TBLASTX : Soybean 




Start 


11017 




End 


12200 




X 


n on 0 




Score 


131 




Exons 


11017 IIIRi iinift 
xxux / • .xxxox^ xxuxo. 


111 R9 
. X X X OZ / 


11231,-11386, 11233. . 11391, 






119*^*^ 11'^ftR 1147(^ 
XXZsjO. .XXjoD^ XXfi / D. 


1 1 ^^^4 
. X X D D4 / 


11482, , 11667, 11496. . 11681, 






117ft9 IIRSf^ 11 ftDQ 

XX/OZ. .XXOw^O/ XXOVJ_7. 


1 1 Q7 ^ 
. X X -7 / 0 / 


11813, ,11974, 12063. .12200, 






19nfiS 191QQ 
xzuDJ. . xzx;?^ 










Seq. No. 


47312 




Seq, ID 


OJ000314_03,0412, 


C9 


Gene No. 


100631 




Strand 






O LdX L. 


1 nRn7 

X u 0 u / 




End 


13492 




Name 


nTnnn'^14 rr^ 0419 pq 


Oz . LC 


Method 


TBLASTX: Cress 




oLaX^t 


X XO DO 




End ' 


12229 




oX 


none 




Score 


80 




Exons 


IIRfi'^ 11Q7^ 1 1 ft7f^ 

XXODO. .XX;?/0^ XXO / D. 


1 1 Q47 
. X X ^4 / / 


12063, .12221, 12065'. . 12229 




Sea No 


47312 




Seq. ID 


OJ000314_03.0412. 


P9 


Gene No. 


100631 




Strand 






Start 


10807 - . 




End 


13492 




Name 


OJOO-0314 03. 0412. C9. 


o3 . tm 


Method 


TBLASTX: Maize 




Start 


12167 




End 


12691 




GI 


none 




Score 


127 




Exons 


12167. .12310, 12168. 


.12308, 


12391. . 12690, 12458.. 12691 





48988 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



.Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47313 Seq. ID 

100632 Strand 

14 95 End 

OJ000314_03.0412.C10.ol.gs Method 

1495 End 

none Score 



OJ000314_03. 0412. CIO 

3967 
GENSCAN 
3967 
. 64 



1495. .1602, 1862. .2093, 2788. .2919, 3903. .3967 

OJ000314 03.0412.C11 



47314 
100633 
183 

OJ000314_03.0412,Cll.ol.gs 

183 

none 

183. .325 

47315 

100634 

1 

OJ000314_03.0412.C12.ol.np 
1 

7487496 

1..285, 382. .528, 642. ,736, 



Seq. ID 
Strand 
End 

Method 

End 

Score 



Seq. ID 

Strand 

End 

Method 
End 
Score 
829. . 1071 



325 

GENSCAN 

325 

.66 



OJ000314_ 
+ 

1218 
AAT/NAP 
1071 
563 



03.0412.C12 



hypothetical protein T28D5.40 - Arabidopsis thaliana 
gil 5731756 I emb I CAB52557.il {AL109819) putative protein 
[Arabidopsis thaliana] gi | 7267476 | emb | CAB77960 . 1 | (AL161511) 
putative protein [Arabidopsis thaliana] 



47315 Seq. ID OJ000314 

100634 Strand + 

1 End 1218 

OJ000314_03 .0412. C12 . ol . gs Method GENSCAN 

424 End 1071 

none Score .87 

424. .528, 642. .739, 829. .1071 



03.0412.C12 



47315 Seq. ID 

100634 Strand 
1 End 
OJ000314_03 . 0412 . C12 . ol . gp Method 
4 98 End 
32466_1.R1084 Score 
498... 528, 642. .739, 829, .1218 

'5731756/embl CAB52557.il l.Oe-35 (AL109819) putative protein 
[Arabidopsis thaliana] * 



OJ000314_03.0412.C12 

H- 

1218 
AAT/GAP 
1218 
967 



47315 

100635 

3479 

OJ000314_03.0412.C12,o3.gs 

3479 

none 

3479. ,3529, 3893. .3988, 4126. 
6449. ,6553, 6656, ,6685, 6771. 



Seq. ID OJ000314_03.0412.C12 

Strand + 

End 13489 

Method " GENSCAN 

End 12200 

Score . 58 

.4222, 5356, ,5486, 5589.. 5744, 
.6860, 8933. .9056, 9893. .9985, 



10874. .10966, 11455 ., 11502, 12027 .. 12 108 , 12143. .12200 



48989 



Seq. No. 47315 

Gene No. 100635 

Start 3479 

Name OJ000314_03 . 0412 .C12 . o2 . np 

Start 5279 

GI 7430973 

Exons 5279.-5486, 5562 .. 5767, 5826. 
GI Descrip. 



OJ000314_03.0412.C12 
+ 

13489 
AAT/NAP 
7492 
218 



Seq. ID 
Strand 
End 

Method 
End 
Score 

.5908, 7440. .7492 
quinone reductase homolog F18E5.200 - Arabidopsis thaliana 
gi I 3080402 |emb|CAA18722. II (AL022603) putative NADPH quinone 
oxidoreductase [Arabidopsis thaliana] gi 1 4455266 | emb | CAB36802 . ] 
(AL035527) putative NADPH quinone oxidoreductase [Arabidopsis 
thaliana] gi | 7268955 | emb | CAB81265 , 1 | {AL161555) putative NADPH 
quinone oxidoreductase [Arabidopsis thaliana] 





oeq . NO . 


47315 


Seq. ID 


OJ000314_ 


UO . U 4 1 








100635 


Strand 


+ 










3479 


End 


13489 








Name 


OJ000314 03.0412.C12.o3.np 


Method 


AAT/NAP 








o tar L. 


7458 


End 


12508 








C T 


4680183 


Score 


133 








HiXono 


7458. .7482, 9858. .9997, 12487. .12508 












(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 






Seq. No. 


47315 


Seq. ID 


OJ000314_ 


03.0412 


.C12 




^ £i T*l ^ M 


100635 


Strand 


.+ 






1 


oL.art. 


3479 


End 


13489 






p. 


Name 


OJ000314 03.0412.C12.o4 .np 


Method 


AAT/NAP 








o car L. 


9858 


End 


13489 






3 




4680183 


Score 


119 






J 




9858. .9993, 13467. .13489 












GI Descrip. 


(AF111709) gag-pol protein 


[Oryza sativa subsp. 


indica] 






Seq. No. 


47315 


Seq. ID 


OJ000314_ 


03.0412 


.C12 




Gene No. 


100636 


Strand 


+ 






3 


o t ar t. . 


22586 


End 


, 25655 






■J 


Name 


OJ000314 03.0412.C12.o6.np 


Method 


AAT/NAP 








b car L 


21233 . - 


End 


25643 








GI 


2147484 


Score 


1395 






•J 


Exons 


21233. .21325, 22527 .. 22680, 


22810. .22927, 23070. 


.23255, 








23374 . .23841, 23915 .. 24 01 6, 


24116. .24328, 24414. 


.24578, 








24671. .24952, 25025 .. 25130, 


25243. .25432, 25467. 


.25643 






GI Descrip. 


homeotic protein - Phalaenopsis sp gi | 


1173622 {U34743) 


homeobox 






protein [Phalaenopsis sp. /hybrid SM9108'] 








Seq. No. 


47315 


Seq. ID 


OJ000314_ 


03.0412 


.C12 




Gene No. 


100636 


Strand 


+ 








Start 


22586 


End 


25655 








Name 


OJ00031.4 03.0412.C12.o5.gs 


Method 


GENSCAN 








Start ■ • 


22586 


End 


25655 - 








GI 


none 


Score 


.83 








Exons 


22586. .22779, 22810 .. 22927, 


23070. .23255, 23374. 


.23841, 








23915. .24013, 24 116 .. 244 03, 


24414 . .24591, 24690. 


.24952, 








25025. .25114, 25233. .25655 












Seq. No. 


47315 


Seq. ID 


OJ000314_ 


03.0412 


.C12 




Gene No. 


100636 


Strand 


+ 








Start 


22586 


End 


25655 







48990 



Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



OJ000314_03 .0412. C12 . o2 . gp Method AAT/GAP 



23057 

uC-osflcyp023c08bl 
23057. .23255, 23374.. 
'2147484/pir I IS71477 
>gi_1173622 (U34743) 
SM9108' "] ' 



End 
Score 

23663 

l.Oe-13 homeotic 
homeobox protein 



23663 
911 

protein - Phalaenopsis sp 
[Phalaenopsis sp. * 'hybrid 



47315 
100636 
22586 
OJ0003 
24531 
306110 
24531. 
214748 
>gi_ll 
SM9108 



14_03. 0412. 012. o3.gp 



Seq. ID 
Strand 
End 

Method 
End 

5 ' Score 

.24591, 24690, .24966 

4/pir I I S71477 l.Oe-13 homeotic protein - Phalaenopsis sp 
73622 {U34743) homeobox protein [Phalaenopsis sp. 'hybrid 



OJ000314_03.0412.C12 
+ 

25655 
AAT/GAP 
24966 
531 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

fU Seq, No. 
n Gene No. 

Start 

Name 

Start 
ry GI . 
= Exons 
f=i GI Descrip . 



47315 Seq. ID 

100637 Strand 

1821 . End 
OJ000314_03.0412.012.o2.gs Method 

1821 End 

none Score 

1821. -.2075, 2168. .2302, 2331. .2444 



OJ000314_03. 0412.012 

2444 
GENSCAN 
2444 
.89 



OJ000314 03.0412.012 



47315 Seq. ID _ 

100638 Strand 
9021 End 12035' 

OJ000314_03.0412.012.o5.np Method AAT/NAP 
9021 End 12035 

1076814 Score 196 

9021.. 9091, 11577.. 12035 

maturase-related protein - maize (fragment) gi 1840925 (U09987) 
maturase-related protein [Zea mays] 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47315 Seq. ID 

100639 Strand 

12791 End 
OJ000314_03 .0412, 012 . ol . tm Method 

160 End 

none Score 

160. .270, 165. .275, 168. .278, 380 



OJ000314 03.0412.012 



388. .531, 494. .550, 640. .732, 641, 
829. .1089, 829. .1092 



15801 

TBLASTX: Maize 
1092 
122 

529, 387. .530, 387. .509, 
736, 827. .1087, 828. .1088, 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47315 

100639 

12791 

OJ000314_03.0412.C12.ol.ts 
165 

none - 



Seq. ID OJ000314_03. 0412.012 
Strand 
End 

Method 
End 
Score 



15801 

TBLASTX : Soybean 

1065 

165 



165. .278, 167. .238,- 359. .535, 387. .509, 640. .741, 641. .736, 
798. .1064, 828. .1064, 829. .1065 . 



Seq. No, 



47315 



Seq. ID OJ000314_03. 0412.012 



48991 



Gene No. 


100639 








Strand 






o Ear L 


1 97Q1 








i^na 


1 R R m 
1 0 0 u 1 




Name 




C\A 1 0 


. uiz . 00 


. lC 


Method 


TDT 7\ C TV • 


Cress 




0 4 1 








tina 


1 U D 1 






none 








Score 


0 An 
Z 4 / 




IT" V /-\ r~> o 




0 4 0 . . 


1 n fii 

± U D ± 




















Seq. ID 


OJ000314 


UO.U4XZ.^^lZ 


1^ /fi XI 

(aene ino . 


1 fin ^ Q 








Strand 






Start 


12791 








End 


15801 




Name 


OJ000314_03 


.0412 


.012. o3 


. tm 


Method 


TBLASTX: 


Maize 


D La J- C 


0 J O 0 








End 


5910 






none 








Score 


80 




Exons 


0 o oo . * 0^ ^ 1 f 


coco 
0 OOZ 


R / R 
. .0400, 


R R 9 

oooz 


. .5456, 5459. .5518, 


R/l^^n RRI'5 
04 DU . . 00X0/ 




00 DO . . 0 / / 


R R Q ^; 
0 0 0 D 


R7 9 n 


R R Q R 

0 0 0 0 


..5737, 5825. .5857, 


RR9f^ RRRR 
OoZD. .OoOO, 




c;o 07 RP R Q 
DO ^ 1 . . 


RR R7 
000/ 


R Q1 n 


RR f^l 
0 0 D ± 


..5908, 5E 


}62. .5909 




beq. NO. 


4 / J i 0 








Seq. ID 


OJ000314 


no n/119 P19 


Gene No. 


100639 








Strand 






Start 


12791 








End 


15801 




Name 




Pi /I 1 9 
. U 4 1 Z 


PI 9 i^9 


. lC 


Method 


TBLASTX: 


Oress 


ocar L 


t; Q c; 0 
0 JOZ 








End 


5910 






none 








Score 


87 




Exons 


coco R/lR'i 


R C 0 
00 DZ 


R 7 T 9 
. . 0 / OZ , 


c; R Q Q 
00 0 0 


. .5743, 5826. .5858, 


Oo o4 . . OoO / , 




cpCT RQin 

000/ . . 0 y lU / 


0 0 DO 


R Qfl Q 










oeq. NO. 


4 / 0 iO 








Seq. ID 


OJ000314 


no n>ii9 P10 


Gene No. 


100639 








"Strand 






Start 


127 91 ... 








End 


15801 




Name 


VJJUUU JX4 uo 


. U 4 IZ 


PI 9 /-*R 

. uiz , 00 


. US 


Method 


TBLASTX : 


Soybean 


o uar r 


R '5 R 9 

0 ooz 








End 


5910 






none 








Score 


87 




Exons 


coco C/CQ 
OoOZ..040j, 


c; c Q c 
OOoO 


R 7 9 Q 
. . 0 / Zo , 


c; c; Q c 
00 oO 


..5743, 5586. .5732, 


CQon coco 
OozU. .0000, 




0oO4 . . OoO / f 


R Q R 7 
OoO/ 


R Q 1 n 










O . IN . 


47315 








Seq. ID 


OJ000314 


0419 PI 9 


Gene No. 


100639 








Strand 






Start 


12791 








End 


15801 




Name 


OJ000314 03 


.0412 


.012. o4 


. gs 


Method 


GENSOAN 




Start 


12791 








End 


15801 




GI 


none 








Score 


. 61 




Exons 


12791. . 12983, 13107 .. 13306, : 


13641. .13775, 14097 


. . 14234, 



14513, .14582, 15746. .15801 



Seq. No. 47315 
Gene No. 100640 
Start 22814 

Name OJ000314_03 . 0412 . 012 . ol*. tc 

Start 22814 
GI none 

Exons 22814. .22951, 2281 6 .. 22926, 

23181. .23258, 23359 .. 234 60, 

24142. .24231, 24227 .. 2434 9, 

24413. .24445, 24 456.-24575, 

24821. .24952, 2484 1 .. 24939, 

25239. .25406, 25253 .. 254 4 4 , 



Seq. ID 
Strand 
End 

Method 
■ End 

Score 
23064 
23915 
24283 
24691 
25022 



OJ000314 03.0412.012 



25637 

TBLASTX: Oress 
25631 
181 

23189, 23069 
24016, 24116 
24330, 24375 
24843, • 24692 
25108, 25037 



25499. .25630, 25500. 



23188, 
24241, 
24464, 
24844, 
25129, 
25631 



48992 



Seq. No. 47315 Seq. ID 

Gene No. 100640 Strand 

Start 22814 End 

Name OJ000314_03 . 04 12 . C12 . o4 , tm Method 

Start 22853 End 

GI none Score 

Exons 22853. .22951, 22855 .. 22926, 

23181. .23258, 23359.. 23478 



OJ0Q0314_03.0412.C12 
25637 

TBLASTX: Maize 
23478 
123 

23064 . .23189, 23.072 .. 23188 , 



OJ000314 03.0412.C12 



Seq. No. 47315 Seq. ID 

Gene No. 100640 Strand 

Start 22814 End 

Name OJ000314_03 .0412. C12 . o4 . ts Method 

Start 22853 End 

GI none Score 

Exons 22853. .22945, 23064 23189, 23072 23188 , 23181 23258, 
23359. .23478 



25637 

TBLASTX: Soybean 

23478 

114 



Seq. No. 47315 

Gene No. 100640 

Start 22814 

Name OJ000314_03 . 04 12 . C12 . o2 . ts 

Start 23565 

GI none 

Exons 23565. .23669, 23915 .. 24 016, 24 115 24 231 , 24116 
24226. .24348, 24227 . . 24'34 9, 24456 .. 24575, 24677 



Seq. ID OJ000314_03.0412.C12 
Strand 

25637 

TBLASTX : Soybean 
24748 
65 

24232, 
24748 



End 

Method 

End 

Score 



Seq. No. 47315 
Gene No. 100640 
Start 22814 

Name OJ000314_03 . 04 12 . C12 . o2 . tm 

Start 24405 
GI none 
Exons 24405. 

24841. 

25230. 



Seq. ID 

Strand 

End 

Method 

End 

Score 



OJ000314_03.0412.C12 
25637 

TBLASTX: Maize 

25622 

66 



,24452, 24456. 
,24945, 24842. 
,25280, 25239. 



,24575, 24677. .24844, 24679.-24843, 
,24952, 25022. .25108, 25037 .. 25129, 
,25406, 25244 . .25417, 2-5'376 . . 2544 4 , 



25499. .25621, 25500.. 25622 

Seq. No. 47315 Seq. ID 

Gene No. 100640 Strand 

Start 22814 End 
Name OJ000314_03 .0412. C12 . o3 . ts Method 

Start 24841 End 

GI none Score 
Exons 24841 
25239 



24936, 24842. .24952, 24 98 6 .. 25108 , 25238 
25406, 25499. .25630, 25500.. 25637 



OJ000314_03.0412.C12 
25637 

TBLASTX: Soybean 

25637 

126 

25408, 



Seq. No. 47316 

Gene No. 100641 

Start 2251 

Name OJ000314_03 . 04 12 . C13 . ol . gs 

Start 2251 

GI none 
Exons 



Seq. ID OJ000314_03.0412.C13 

Strand +■ 

End 11388 

Method GENSCAN 

End 11388 

Score .47 

2251. .2472, 3314. .3448, 5692. .5713, 9247 .. 9565,' 9672 9744 , 
10277. . 10351, 11266.. 11388 



Seq. No. 



47316 



Seq. ID - OJ000314 03.0412-C13 



48993 




Gene No. 


100641 




Strand 


+ 






Start 


2251 




End 


11388 






Name 


L/0UUU014 UO.UfllZ.L^lO. 


ol . np 


rlcLnOQ 


a zi T / KT a D 






o La J- u 


O J U 4 






J 4 O 4 








DO ± 1 




Score 


1 4 
1 4 D 






Exons 














ol uescnp. 


\t\LiX L 1 } ZnJOuUUZ . 1 


[Oryza 


5 a L 1 va J 








oeq . iNO . 


*i / sJ 1 D 




Seq. ID 


OJ000314 


n 0 4 19 
Uo . Ufi IZ , 


PI 
. L/1 J 


tjene ino . 


1 nn 4 9 

1 UU Dfi ^ 




Strand 








Start 


12111 




End 


15967 






Name 


OJ000314 03.0412.C13. 


o2 . np 


Method 


AAT/NAP 






Q-t- a v-h 

oL.ar L 


19111 
1 Z 1 1 1 




End 


15967 








c 7 7 7 ^9 o 
0 / / / 0^. J 




Score 


1166 






TP er* 


19111 191*^4 1'^741 

IZlll, .IZlOfi, 10/41. . 


13982, 


14787. . 15284, 15464 


1 R Q7 

. . 1 0 0 y / , 






1c;R4^i I^Q^^l 
10040. .10^0/ 












(~' X o "v* T t~\ 
uescnp . 


^aT94RQnn\ paa'^n'^7ii 

\ t\0 D^\J\J } K^rir\u U O / 1 1 . 


1 protein [Oryza 


• 

sat 1 va J 






Seq. No. 


47316 




Seq. ID 


uuuuuo 1 4 


_03.0412, 


.C13 


Gene No. 


100642 




Strand 








Start 


12111 




End 


1 ^OkCn 
loyo / 






Name 


DTnnn'^14 n*^ 0419 n*^ 

^JUUUUOlfi u 0 . U fl 1 Z . 1 0 , 


o2 . gs 


Method 


GENSCAN 






o uar L 


1 9 Qn9 

1 z y 




End 


15597 






r* T 
ol 


none 




Score 


.62 






Exons 


19Qn9 19Q7C: ^ A Ci^ 0 
IZi'UZ. .iZiJ/D, IfiOlZ. . 


14696, 


14787. . 151 


89, 15225 


. . 1 oz y , 




Seq. No. 


47317 




Seq. ID 


OJ000314_ 


_03.0412, 


.C14 


Gene No. 


100643 




Strand 


+ 






O Lai U 


97fi 4 




End 


3038 






Name 


UUUUU014 Uj.U41Z.U14- 


ol . gs 


Method 


GENSCAN 






o Lar L 


9 7 Q /I 

z / 0 ^ 




End 


3038 






o 1 


none 




Score 


.57 






Exons 


Z I OH . . jUoO 












beq. NO. 


4 / J 1 / 




Seq. ID 


OJ000314_ 


U J . U4 Iz , 




Gene No. 


100644 




Strand 


+ 






Start 


6800 




End 


6877 






Name 


OJ000314 03.0412.C14. 


ol.gp 


Method 


AAT/GAP 






Start 


6800 




End 


6877 






GI 


LIB3477-003-P1-K1-E9 




Score 


109 






Exons 


6800. .6877 













GI Descrip. ' 24 98586/sp | Q4 0638 | MP01_0RYSA 2.0e-24 MAJOR POLLEN ALLERGEN ORY 
S 1 PRECURSOR (ORY S I) >gi_il73557 (U31771) Ory s 1 [Oryza 
sativa] ' 



Seq. No. 47317 Seq. ID 

Gene No. 100645 Strand 

Start 3695 End. . 5164 

Name OJ000314_03 . 04 12 . C14 . ol . np Method AAT/NAP 

Start 3695 End 5164 

GI 2341024 Score 189 

Exons 3695.. 3872, 4529.. 5164 

GI Descrip. (AC000104) F19P19.1 [Arabidopsis. thaliana] 



OJ000314 03.0412.C14 



Seq. No. 
Gene No. 



47318 
100646 



Seq. ID OJ000314_03.0412.C15 
Strand + 



•48994 




O L d X L. 


4 *i O 


FnH 


4 ft 9R 

4 O ^ O 






vyUVJvJUOX*± UO.U'aX^.^X.JtlJX.^o 


L^lc CflOU 






Qf- ja Y-f- 
O LdX L 


4 4 ^ ~ 




4 O 0 / 




r T 


none 


Score 


4 
. 4 J 








QTi^c 4909 


4 "^ft 7 

. .400/ 






4 / J X O 


Coo tn 

OtsC^ . XL/ 


0 7000*^14 0^ 0419 


PI 




100646 


Strand 


+ ~ 




Start 


'44 5 


End 


4828 




Name 


OJ000314 03.0412.C15.ol.np 


' Method 


AAT/NAP 






4274 


End 


4828 






6969231 


Score 


87 




V o n G 


4274. .4387, 4730. .4828 










(AF079872) cyclic nucleotide-gated calmodulin-binding ion 




channel [Nicotiana tabacum] 








Corr Kin 


47319 


Seq. ID 


OJ000314_09.0405. 


CI 


Gene No. • 


100647 


Strand 






Start ■ 


1 


End 


712 




Name 


OJ000314 09.0405.Cl.ol.np 


Method 


AAT/NAP 




Ol_a.x L 


1 


End 


712 




oX 


6175166 


Score 


140 




Exons 


1..34, 86. .138, 383. .460, 621. .712 






kjx uescxxp. 


^i\t^U-L±ft J / ; unknown prouem 


[Arabidopsis thaliana] 




Q o rr Kl 

O e CJ - IN O . 


4 / o X y 


Seq. ID 


OJ000314_09.0405. 


CI 




1 n n 4 7 

X U U D 4 / 


Strand 






Start 


1 


End 


712 




Name 


OJ000314 09.0405.Cl.ol.gp 


Method 


AAT/GAP 




ja -ri- 
ot- ciX L 


90 


End 


619 




oX 


14911 1.R1084 


Score 


534 




Exons 


90. .138, 383. .619 








\j L uesc-xxp. 


'2342735 3.0e-42 (AC002341) 


unknown protein [Arabidopsis 




thaliana] ' 








Seq. No. 


47319 


Seq. ID 


OJ000314_09.0405. 


CI 


Gene No'. 


100647 . . 


Strand 






O L dx u 


1 


End 


712 




Name 


OJ000314 09.0405.Cl.ol.gs 


Method 


GENSCAN 




o Udx U 


90 


End 


535 




KJ X 


none 


Score 


.75 




v 'Pi o 


90. .138, 383. .535 








Seq. No. 


47320 


Seq. ID 


OJ000314_09.0405. 


C4 


Gene No. 


100648 


Strand 


+ 




O LdX L. 


12 


End 


548 




Name 


OJ000314 09.0405.C4.ol.gs 


Method 


GENSCAN 




ouaru 


12 


End 


548 




P T 


none 


Score 


.71-' 






12. .548 








Seq. No. 


47320 


Seq. ID 


OJ000314_09.0405. 


C4 


Gene No. 


100649 


Strand 






Start 


741 


End 


1042 




Name 


OJ000314 09.0405.C4.ol.tm 


Method 


TBLASTX: Maize 




Start 


6 


End 


338 




GI 


none 


Score 


469 





48995 



Exons 



6. .338, 23. .334 



Seq. No, 

Gene No. 

Start 

Name 

Start 

GI 

Exons 



47320 

100649 

741 

OJ000314_09.04 05.C4.o2.tm 

341 

none 



Seq. ID OJ000314_09.0405.C4 
Strand 

End 1042 

Method TBLASTX : Mai ze 

End 633 

Score 273 



341. .544, 342. .545, 565. .633, 576. .632 



Seq. No. 47320 Seq. ID 

Gene No. * 10064 9 Strand 

Start 741 End 

Name OJ000314_09 . 0405 . C4 . ol . gp Method 

Start 741 End 

GI 3106709 Score 

Exons 741.. 1042 



OJ000314_09.0405.C4 

1042 
AAT/GAP 
1042 
584 



Seq. No. 47321 . - Seq. ID 

Gene No. 100650 Strand 

Start 914 End 

Name OJ000314_09 . 0405 . 05 . ol . gs ' Method 

Start 914 End 

GI none Score 

Exons 914.. 1000, 1188.. 1272, 1332.. 1630 



OJ000314_09.0405.C5 
+ 

1630 
GENSCAN 
1630 
.6 



Seq. No. 47322 Seq. ID 

Gene No. 100651 Strand 

Start 437 End 

Name OJ000314_09 . 04 05 . 06 . ol . gs Method 

Start 437 End 

GI none Score 

Exons 437.. 493, 1212.. 1250 



OJ000314_09.0405.C6 
+ 

1250 
GENSCAN 
1250 
.66 



Seq. No. 47322 ■ Seq. ID OJ000314 

Gene No. 100652 " Strand + 

Start 1933 End 2258 

Name OJ000314_09 . 04 05 . 06 . ol . gp Method AAT/GAP 

Start 1933 End 2258 

GI none Score 523 

Exons 1933.. 2258 



09. 0405. 06 



Seq. No. 47322 Seq. ID 

Gene No. 100653 Strand 

Start 2043 ' End 

Name OJ000314_09 . 0405 . 06 . o2 . gs Method 

Start 2043 End 

GI none Score 

Exons 2043. . 3548 . 



OJ000314_09. 0405.06' 

3548 
GENSOAN 
3548 
.41 



Seq. No. 47322 Seq. ID 

Gene No. 100653 Strand 

Start 2043 End 

Name OJ000314_09 . 0405 . 06 . ol . np Method 

Start 2046 End 

GI 6683052 Score 

Exons 2046. .3281, 3309.. 3479 



OJ000314_09.0405.C6 

3548 
AAT/NAP 
3479 
757 



48996 




GI Descrip. (AB027455) anthocyanin 5-0-glucosyltransf erase [Petunia x 
hybrida] 



beg • • 


/I T O 0 








beq. lu 


UJUUU Ji4 


_09.0405 


.06 


Gene No . 


1 n n tf; R "5 








Strand 










Z U fi J 








iLino. 


T R /I Q 






Name 


vjj uu u J X 41 u y 


. U 4i uo 


. bo . OX . 


cS 


Method 


T^QT 7\ OTV . 

i oJ-iAb i A : 


Soybean 














iLna 


"XA an 

OHO / 








none 








Score 


191 

IZX 






Exons 




9 9 T 1 
ZL 1 L 




9 9 Qn 

zz y u . 


.2430, 24 


81. .2615, 


2895.-. 3191, 




3423. .3467, 


3424 


. .3462 












o e q . LN o . 


/I 7 '5 9 0 








Seq. ID 


OJ000314 


_09.0405 


.C6 


Gene No . 


1 n n tfc "5 
1 uu oDo 








Strand 








o uar u 


Z U 4 J 








End 


3548 






Name 


UJ uuuol u y 


. U41 uo 


. bD . 01 . 


re 


Method 


TBLASTX: 


Cress 




O 4- V--I- 

o rart: 


0 n tf; /I 

ZU D4i 








End 


3467 








none 








Score 


142 






Exons 


2064. .2135,' 


2271 


. .2435, 


2275. 


.2436, 2484. .2624, 


2488. .2622, 




' 2706. .2822, 


2895 


. .3263, 


2992. 


.3120, 3423. .3467 






beq. NO. 


4 f O^.Z 








Seq. ID 


OJ000314 


_09.0405 


,06 


bene no . 


1 n n c c: T 
iUU DOO 








Strand 








Start 


zU4 J 








End 


3548 






Name 


ujuuuoi4 uy 


. U4 Uo 


. bo . Oi . 


rw 


Method 


TBLASTX: 


Wheat 




btart 


O O C Q 

zz by 








End 


2615 






GI 


none 








Score 


135 






Exons 


2269. .2436, 


2271 


:'.2435, 


2481. 


.2615 








beq. NO. 


/ -7 T o o 
41 / oZ Z 








Seq. ID 


OJ000314 


_09.0405 


.06 


Gene No . 


T n n tf; R T 

1 U U DO 0 








Strand 








brar u 


Z U 4 J 








End 


3548 






Name 


uj uuuoi4 uy 


. U4 uo 


. bb . 01 . 


4- m 

rm 


Method 


TBLASTX: 


Maize 




btar L 


2311 








End 


2610 








none 








Score 


174 






Exons 


• 2311. .2436, 


2316 


. .2435, 


2481 . 


.2609, 2482. .2610 






Seq. No. 


47322 








Seq. ID 


OJ000314 


_09.0405 


.06 


Gene No . 


i00653 








Strand 








b uarr 


2043 








End 


3548 






Name 


OJ000314 09, 


.0405 


.C6.02. 


gp 


Method 


AAT/GAP 






bcart: 


2932 








End 


. 3503 






C T 
bl 


uC-osroM20204 0g09bl 




Score 


1107 






Exons 


2932. .3503 
















GI Descrip. 


'5803242/dbj | AP000399 . 1 1 AP000399 1 . Oe- 


39 Oryza 


sativa genomic 




DNA, chromosome 6, clone : P0535G04 ' 








Seq, No. 


47322 








Seq. ID 


OJ000314 


_09.0405 


.06 


Gene No. 


. 100653 








Strand 








Start 


2043 








End 


3548 






Name 


OJ000314 09. 


.0405, 


.C6.o2. 


tm 


Method 


TBLASTX: 


Maize 




Start 


2985 








End 


3281 






GI 


none 








Score 


116 






Exons 


2985. .3230, 


3004 , 


. .3120, 


3219. 


.3281, 3220. .3270 






Seq. No. 


47323 








Seq. ID 


OJ000314 


_09.0405 


.07 


Gene No. 


100654 








Strand 









48997 



start 
Name 
Start 
GI 

Exons 



7017 End 

OJ000314_09 . 04 0.5 . 07 . o3 . gs Method 

7017 . End 

none Score 



17906 
GENSCAN 
16114 
.45 



7017. .7059, 7379. .7439, 8526. .8715, 9583. .9739, 10505 .. 10694 , 
12053. .12209, 12353 .. 1238 9, 12892 .. 13221, 13610 .. 13659, 
14596. .14832, 15435. .15470, 16097. .16114 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



Seq. No. 

Gene No. 

Start 

Name 

Start 

GI 

Exons 

GI Descrip. 



47323 Seq. ID OJ000314_09 . 0405 . C7 

100654 Strand + 

7017 End 17906 

OJ000314_09. 0405.C7.ol.gp Method AAT/GAP 

8301 End 8358 

16490_1.R1084 Score 81 

8301. .8358 

'4584525/emb|CAB40756. 1 1 7.0e-38 (AL049607) protein phosphatase 

2C-like protein [Arabidopsis thaliana] ' 



47323 

100654 

7017 

OJ000314_09.04 05.C7.o2.gp 
10172 

21217_1.R1084 

10:172. . 10336, 10505 .-. 10694 , 
'2244709/dbj IBAA21116I 3.0e- 



thaliana] 
thaliana] 



Seq. ID OJ000314_09.0405.C7 
Strand ^ + 
End 17906 
Method AAT/GAP 
End ' 12205 
Score 917 
1205-3. .12205 

28 (AB005295) HY5 [Arabidopsis 



>gi_2251085_dbj_BAA21327_ (AB005456) HY5 [Arabidopsis 



Seq. No. 47323 Seq. ID 

Gene No. 100654 Strand 

Start 7017 . End 

Name OJ000314_09 . 04 05 . C7 . o3 . gp Method 

Start 15180 End 

GI " none Score 

Exons 15180. . 15470, 16623.. 16792 



OJ000314_09.0405.C7 
+ 

17906 
AAT/GAP 
16792 
863 



Seq. No. 47323 Seq. ' ID 

Gene No. 100654 Strand 

Start 7017 End 

Name OJ000314_09 . 0405 . C7 . o4 . gs Method 

Start 16689 End 

GI none Score 

Exons 16689. .17906 



OJ000314_09.0405.C7 
+ 

17906 
GENSCAN 
17906 
I 



Seq. No. 47323 Seq. ID 

Gene No. 100655 • Strand 

Start 19604 End 

Name OJ000314_09 . 04 05 . C7 . o5 . gp Method 

Start 19604 End 

GI -none Score 

Exons 19604. . 19933, 20316.. 20601 

Seq. No. 47323 Seq. ID 

Gene No. 100656 Strand 

Start 21522 End 

Name OJ000314_09 . 0405 . C7 . o6 . gp Method 



OJ000314_09.0405.C7 
+ 

20601 
AAT/GAP 
20601 
1164 



OJ000314_09.0405.C7 
+ 

21908 
AAT/GAP 



48998 



start 21522 End 21908 

GI 701677 Score 702 

Exons 21522. ,21908 



o tr . • LN , 


47323 


Seq. ID 


OJ000314_09.0405, 






100657 


Strand 


+ 




O L. Cl J- U 


23789 


End 


24670 






OJ000314 09.0405.C7.ol.np 


Method 


AAT/NAP 




O I- L 


23789 


End 


24670 






7384806 


Score 


937 




P von Q 


23789. ,24670 








GI Descrip. 


(AB040502) serine acetyltransf erase [Allium tuberosum] 




Seq. No. 


47323 


Seq. ID 


OJ000314_09.0405, 


X7 


Gene No. 


100658 


Strand 


+ 




Start 


25256 


End 


28128 




Name 


OJ000314 09.0405,C7.o2.np 


Method 


AAT/NAP 




Start 


25256 


End 


28128 




GI - 


4874298 


Score 


724 




Exons 


25256, ,25320, 25509 ., 25665, 


26032. .26147, 27099. ,27180, 






27331. ,27390, 274 75 .. 27582 , 


27663. .27708, 27 911. .28128 




GI Descrip. 


(AC006053) hypothetical protein [Arabidopsis thaliana] 





O S q . In O . 


47323 




Seq, ID 


UJ U U U J i 41 


U y . U4 UD 


. o / 


Gene No . 


100659 




Strand 








o t ar L 


4623 




End 


5438 ' 






Name 


OJ000314 09. 0405. C7 


. o2 . gs 


Method 


GENSCAN 






Start 


4623 




End 


5438 






GI 


none 




Score 


,54 






Exons 


4623. ,5056, 5134. .5347, 5409. .5438 








Seq. No. 


47323 




Seq. ID 


OJ000314 


_09.0405. 


.07 


Gene No. 


100660 




Strand 








Start 


17794 




End 


18069 






Name 


OJ000314 09. 0405. 07, 


. o4 . gp 


Method 


AAT/GAP 






Start 


17794 




End 


18069 






GI . 


none 




Score 


544 






Exons 


■1,7794 .-.18069 












Seq. No. 


47323 




Seq, ID 


OJ000314 


_09.0405. 


.07 


Gene No. 


100661 




Strand 








Start 


22194 




End 


22570 






Name 


" OJ000314 09. 0405. C7. 


.o7.gp 


Method 


AAT/GAP 






Start 


22194 




End 


22570 






GI 


none 




Score 


699 






Exons 


22194. .22570 












Seq. No. 


47323 




Seq. ID 


OJ000314 


_09.0405. 


,07 


Gene No. 


100662 




Strand 








Start 


27974 




End 


28403 






Name 


OJ000314 09. 0405. C7. 


, o6, tm 


Method 


TBLASTX:! 


Maize 




Start 


10242 




End 


12411 






GI 


none 




Score 


87 






Exons 


10242. .10316, 10242. 


, . 10316, 


10320. .10343, 10507 


, , 10536, 






10508. . 10552, 10608. 


,10697, 


10647. .10697, 12050 


. . 12208, 






12051. . 12212, 12063. 


,12212, 


12301. . 12411, 12352 


. .12411 





48999 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ000314_09 . 0405 . C7 . o3 . tc 

Start 10504 

GI none 

Exons 10504 .. 10554, 10663 10695, 
12063. .12212 



Seq. ID OJ000314_09.0405.C7 
Strand ' 

End 28403 

Method TBLASTX : Cress 

End . 12212 

Score 62 
12050. .12208, 12051. .12209, 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ000314_09 . 04 05 .C7 . o6. ts 

Start 10504 

GI none 

Exons 10504 .. 10554, 10663 .. 10695, 
12063.. 12212 



Seq.. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method TBLASTX : Soybean 

End 12212 

Score 61 
12050. .12208, 12052. .12210, 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ000314_09 . 0405 .C7 . o2 . tw 

Start 12053 

GI none 

Exons 12053. . 12202, 12063.. 12212 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method TBLASTX : Wheat 

End 12212 

Score 190 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ000314_09 . 0405 . C7 . o5 . tm 

Start 12968 

GI none 

Exons 12968. .13126, 12969 .. 13139, 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method TBLASTX: Maize 

End 13193 

Score 218 
13097. .13192, 13137. .13193 



Seq. No. 47323 

Gene No. ' 100662 

Start ' 27974 

Name OJ000314_09 . 0405 . C7 . ol . tm 

Start 16812 

GI none 

Exons 16812. .17285, 1 6817 .. 16915, 
17328. .17447 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method TBLASTX : Mai ze 

End • 17447 

Score 626 
1697 6. .17020, 17207. .1728 4, 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name 'OJ000314_09 . 0405 . C7 . o3 . ts 

-Start '16812 

GI none 

Exons 16812. . 17012, 16817 .. 16915, 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method TBLASTX : Soybean 

End 17192 

Score 277 
17052. .17192 



Seq. No. 47323 

Gene No. 100662 

Start 27974 

Name OJ00031^_09 . 0405 . C7 . o2 . tc 

Start 17100 

GI none 



Seq. ID OJ000314_09.0405.C7 
Strand 

End 28403 

Method' TBLASTX: Cress 

End 17642 

Score 60 



49000 



